
Start 


6122 




End 


6223 




Name 


OJ990504 06.9C17.C2.o3. 


gs 


Method 


GENSCAN 




Start 


6122 




End 


6223 




GI 


none 




Score 


.62 




Exons 


6122.. 6223 










Seq. No. 


25938 




Seq. ID 


OJ990504J36.9C17 


-C4 


f?ono Mo 


J JO J J 




Strand 


+ 




Start 


81 




End 


3000 




Name 


OJ990504 06.9C17.C4.ol. 


gs 


Method 


GENSCAN 




Start 


81 




End 


2709 




GI ' 


none 




Score 


.77 




Exons 


81. .83, 633. .695, 1796. 


.1948, 


2341. .2709 




Seq. No. 


25938 




Seq. ID 


OJ990504_06. 9C17 


-C4 


Gene No. 


53853 




Strand 


+ 




Start 


81 




End 


3000 




Name 


OJ990504 06.9C17.C4.ol. 


gp 


Method 


AAT/GAP . 




Start 


1646 




End 


2190 




GI 


5038556 




Score 


1026 




Exons 


1646. .2190 










GI Descrip. 


4567314/gb|AAD23725.1|AC005956 14 2.0e 


-34 (AC005956) 






hypothetical protein [Arabidopsis thaliana] 




□ Seq. No. 






Seq. ID- 


OJ990504_06.9C17 


.C4 




0 JO JO 




Strand- 


+ 




f?\ Start 


81 




End 


3000 




Name 


OJ990504 06.9C17.C4.ol. 


tc 


Method 


TBLASTX: Cress 




\Z Start 


1660 




End 


1981 




H GI 


none 




Score 


251 




Lu Exons 


1660.. 1851, 1676.. 1852, 


1883. 


.1915, 1913. .1951, 1916.. 1981 


Hi Seq. No. 


25938 




Seq. ID 


OJ990504 06.9C17 


.C4 




53853 




Strand 


+ 




L Start 


81 




End 


3000 




Name 


OJ990504 06.9C17.C4.ol. 


tm 


Method 


TBLASTX: Maize 




,% J Start 


1661 




End 


1909 




M= GI 


none 




Score 


367 




i^i Exons 


1661. .1909, 1669. .1908 










;;~ Seq. No. 


25938 




Seq. ID 


OJ990504_06.9C17 


;C4 


.... uCllC LH\J ■ 


53853 




Strand 


+ 




Start 


81 




End 


3000 




Name 


OJ990504 06.9C17.C4.ol. 


ts • 


Method 


TBLASTX: Soybean 




Start 


1661 




End 


1866 




GI 


none 




Score 


330 




Exons 


1661. .1864, 1666. .1866 










Seq. No. 


25938 




Seq. ID 


OJ990504_06.9C17 


.C4 


Gene No. 


53853 




Strand 


+ 




Start 


81 




End 


3000 




Name 


OJ990504 06.9C17.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1670 




End 


3000 




GI 


4567315 




Score 


427 




Exons 


1670. .1948, 2341. .2477, 


2982. 


.3000 






GI Descrip. 


(AC005956) hypothetical 


protein [Arabidopsis thaliana] 





26001 



Seq. No. 


25939 




Seq. ID 


OJ990504 


_06. 


, 9C17 .C5 


Gene No . 


53854 




Strand 








Start 


626 




End 


920 






Name 


OJ990504 06.9C17.C5.ol. 


gs 


Method 


GEN SCAN 






Start 


626 




End 


920 






GI 


none 




Score 


.5 






Exons 


626. .739, 871. .920 












Seq. No. 


25940 




Seq. ID 


OJ990504 




9C17 .C6 


Gene No . 


53855 




Strand 


+ - 






Start 


403 




End 


503 






Name 


OJ990504 06.9C17.C6.ol. 


gs 


Method 


GENSCAN 






Start 


403 




End 


503 






GI 


none 




Score 


.46 






Exons 


403. .503 












Seq. No. 


25940 




Seq. ID 


OJ990504 


_06. 


. 9C17 .C6 


Gene No. 


53856 




Strand 








Start 


406 




End 


933 






Name ' 


OJ990504 06.9C17.C6.ol. 


np 


Method 


AAT/NAP 






Start 


406 




End 


933 






GI 


6539585 




Score 


126 






Exons 


406. .479, 762. .933 












GI Descrip. 


(AP000837) hypothetical 


. protein [Oryza 


sativa] 






Seq. No. 


25941 




Seq. ID 


OJ990504 


_06. 


, 9C13S.G7 


Gene No. 


53857 




Strand 


+ 






Start 


153 




End 


282 






Name 


OJ990504 06. 9C17.C7 .ol. 


gp 


Method 


AAT/GAP 






Start 


153 




End 


282 






GI 


17488 1.R1084 




Score 


208 






Exons 


153. .282 












GI Descrip. 


1 3005931/emb | CAA06290 | 


l.Oe- 


■104 (AJ005016) ABC 


transporter 




sapiens] ' 












Seq. No. 


25942 




Seq. ID 


OJ990504 


_06. 


9C17.C8 


Gene No. 


53858 




Strand 








Start 


32 




End 


83 






Name 


OJ990504 06.9C17.C8.ol. 


gs 


Method 


GENSCAN 






Start 


32 




End 


.83 






GI 


none 




Score 


.4 






Exons 


32. .83 












Seq. No. 


25943 




Seq. ID 


OJ990504 


_06. 


, 9C17.C9 


Gene No. 


53859 




Strand 








Start 


300 




End 


1884 






Name 


OJ990504 06.9C17.C9.ol. 


gp. 


Method 


AAT/GAP 






Start 


300 




End 


911 







GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Score 



961 



LIB3432-036-P2-K1-A10 
300. .561, 673. .911 

, 5668808/gb|AAD46034.1|AC007519_19 3,0e-10 (AC007519) F16N3.20 
[Arabidopsis thaliana] 1 



25943 
53859 
300 

OJ990504_06.9C17.C9.ol.gs 



Seq. ID OJ990504_06.9C17.C9 
Strand * - 
End 1884 
Method GENSCAN 



26002 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



357 
none 

357. .428, 899. .1876 



End 
Score 



1876 
.59 



25943 
53859 
300 

OJ990504_06. 9C17.C9.ol.tm 
650 
none 



Seq. ID OJ990504_06.9C17.C9 
Strand - - 

1884 

TBLASTX: Maize 
1876 
63 



End 

Method 
End 
Score 

650. .751, 670. .750, 741. .764, 905. .1492, 981. .1094, 992. .1132, 
1176. .1505, 1499. .1876, 1560. .1721 



Seq. ID OJ990504_06.9C17.C9 
Strand 

End 1884 
Method AAT/NAP 
End 1884 
Score 994 
1884 

(AF013293) contains regions of similarity to Haemophilus 
influenzae permease (SP:P38767) [Arabidopsis thaliana] 
gi| 6049882|gb|AAF02797.1|AF195115_17 (AF195115) contains regions 
of similarity to Haemophilus influenzae permease (SP:P38767) 
[Arabidopsis thaliana] 



25943 
53859 
300 

OJ990504_06. 9C17 .C9.ol .np 

670 . 

2252840 

670. .759, 899. .1250, 1314 



Seq. No. 


25943 


Seq. ID 


OJ990504JD6.9C17 


.C9 


Gene No. 


53859 


Strand 






Start 


300 


End 


1884 




Name 


OJ990504 06.9C17.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


670 


End 


1876 




GI 


none 


Score 


84 




Exons 


670. .765, 902:. 1498, 981. .1094, 1158.. 


1499, 1502.. 1876 




Seq. No. 


25943 


Seq. ID 


OJ990504_06.9C17 


,C9 


Gene No. 


53859 


Strand 






Start . 


300 


End 


1884 




Name 


OJ990504 06.9C17.C9.ol.tc 


Method 


TBLASTX: Cress 




Start. 


902 


End 


1690 




GI 


none 


Score 


159 




Exons 


902. .1183, 960. .1091, 1217.. 


1690, 1221 


..1502 




Seq. No. 


25943 


Seq. ID 


OJ990504_06.9C17 


.C9 


Gene No. 


53859 


Strand 






Start 


300 


End 


1884 




Name 


OJ990504 06.9C17.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1220 


End 


1579 




GI 


none 


Score 


146 




Exons 


1220.. 1522, 1221.. 1499, 1502 


. .1579 






Seq. No. 


25943 


Seq. ID 


OJ9905.04_06.9C17 


.C9 


Gene No. 


53859 


Strand 






Start 


300 


End 


1884 




Name 


OJ990504 06.9C17.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


1691 


End 


1882 




GI 


none 


Score 


176 




Exons 


1691. .1882 









26003 




Seq. No. 


25944 




Seq. ID 


OJ990504_06 . 9C17 . C10 


Gene No. 


53860 




Strand 


+ 


Start 


983 




End 


1120 


Name 


OJ990504_06.9C17.C10.ol. 


gp 


Method 


AAT/GAP 


Start 


983 




End 


1120 


GI 


LIB3474-009-P1-K1-F11 




Score 


223 


Exons 


983. . 1120 








GI Descrip. 


1 4455244/emb|CAB36743. 1 | 


6.0e-U (AL035523) MtN3-like prote 




[Arabidopsis thaliana] ' 








Seq. No. 


25944 




Seq. ID 


OJ990504_06 . 9C17 . C10 


Gene No. 


53861 




Strand 




Start 


1 




End 


271 


Name 


OJ990504 06.9C17.C10.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


271 


GI 


4914456 




Score 


155 


Exons 


1..271 








GI Descrip. 


(AL050400) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25944 




Seq. ID 


OJ990504JD6. 9C17.C10 


Gene No. 


53861 




Strand 




Start 


1 




End 


271 


Name 


OJ990504 06. 9C17.C10.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 -~~ 




End 


194 


GI 


none 




Score , 


' 158 


Exons 


1. .111, 3. .194 








Seq. No. 


25945 




Seq. ID 


OJ990504_06.9C17.C11 


Gene No. 


53862 




Strand 




Start 


401 




End 


2750 


Name 


OJ990504 06.9C17.Cll.ol. 


gs 


Method 


GENSCAN 


Start 


401 




End 


1835 


GI 


none 




Score 


.42 


Exons 


401.. 690, 737.. 863, 1117 


..1246, 1712.. 


1835 


Seq. No. 


25945 




Seq. ID 


OJ990504_06.9C17.C11 


Gene No. 


53862 




Strand 




Start 


401 




End 


2750 


Name 


OJ990504 06.9C17.Cll.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1091 




End 


1384 


GI 


none 




Score 


78 


Exons 


1091. .1192, 1197.. 1340, 


1202 


..1384, 1272. .1349 


Seq. No.. 


25945 




Seq. ID 


OJ990504_06.9C17.C11 


Gene No. 


53862 




Strand 




Start 


401 




End 


2750 


Name 


OJ990504 06.9C17.Cll.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1493 




End 


1858 


GI 


none 




Score 


97 


Exons 


1493. .1654, 1493. .1618, 


14 94 


..1724, 1528. .1773, 1670. .1858 


Seq. No. 


25945 




Seq. ID 


OJ990504_06.9C17.C11 


Gene No. 


53862 




Strand- 




Start 


401 




End 


2750 


Name 


OJ990504 06.9C17.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1586 




End 


2057 



26004 



GI 


none 








Score 


68 




Exons 


1586. .1618, 


1590. 


.1667, 


1685. 


.1819, 1685. .2056, 1839. .2057 


Seq. No. 


25945 








Seq. ID 


OJ990504_06.9C17 


.Cll 


Gene No. 


53862 








Strand 






Start 


401 








End 


2750 




Name 


OJ990504 06. 


9C17. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1955 








End 


2506 




GI . 


none 








Score 


117 




Exons 


1955. .2071, 


2099. 


.2137, 


214.4. 


.2290, 2157. .2411, 2286. .2360, 




2360. .2506 














Seq. No. 


25945 








Seq. ID 


OJ990504_06.9C17 


.Cll 


Gene No . 


53862 








Strand 


- 




Start 


401 








End 


2750 




Name 


OJ990504 06. 


9C17. 


Cll.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2099 








End 


2314 




GI 


none 








Score 


110 




Exons 


2099. .2314, 


2100. 


-.2282 










Seq. No. 


25945 








Seq. ID 


OJ990504_06.9C17 


.Cll 


Gene No. 


53862 








Strand 






Start 


401 








End 


2750 




Name 


' OJ990504 06. 


9C17. 


Cll.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2129 








End 


2521 




GI 


none 








Score 


.139 




Exons 


2129;. 2350, 


2336. 


.2521 










Seq. No. 


* 25945 








Seq. ID 


OJ990504_06.9C17 


.Cll 


Gene No . 


53862 








Strand 






Start 


401 








End 


2750 




Name 


OJ990504 06. 


9C17. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2360 








End 


2750 




GI 


none 








Score 


48 




Exons 


2360. .2518, 


2523. 


.2750, 


2542. 


.2634, 2622.. 2747 




Seq. No. 


25946 








Seq. ID 


OJ990504_06.9C17 


.C12 


Gene No . 


53863 








Strand 






Start 


33 








End 


1367 


- 


Name 


OJ990504 06. 


9C17 . 


C12.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6 








End 


710 




GI 


none 








Score 


46 




Exons 


6. .185, 159. 


.653, 


672. . 


710 








Seq. No. 


25946 








Seq. ID 


OJ990504_06.9C17 


.C12 


Qene No m 


53863 








Strand 






Start 


33 








End 


1367 




Name 


OJ990504 06. 


9C17. 


C12.ol 


. gs 


Method 


GENSCAN 




Start 


33 








End 


1367 




GI 


none 








Score 


.48 




Exons 


33.. 151, 365 


. .1367 










Seq. No. 


25946 








Seq. ID 


OJ990504_06. 9C17 


.C12 


Gene No. 


53863 








Strand 






Start 


33 








End 


1367 




Name 


OJ990504 06. 


9C17. 


C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


78 








End 


491 





26005 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

78. .491, 79. 



Score 



132 



.489 



25946 
53863 
33 

OJ990504_06.9C17.C12.o2.tw 

706 

none 



Seq. ID OJ990504_06.9C17.C12 
Strand 

End 1367 

Method TBLASTX : Wheat 

End 1061 

Score 8 9 



706. .891, 711. .935, 936. .1061, 937. .1005 



25947 
53864 
57 

OJ990504_06.9C17.C15.ol.gs 
57 

none 

57. .227, 469.-555 



Seq. ID OJ990504_06.9C17.C15 
Strand 

End 885 

Method GEN SCAN 

End 555 

Score .78 



25947 
53864 
57 

OJ990504_06. 9C17 .C15.ol.np 
174 

5042454 

174. .227, 469. .639, 826. .885 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990504_06.9C17.C15 
Strand 

End 885 

Method AAT/NAP 

End 885 

Score- 192 



25948 
53865 
8 

OJ990504_06.9C17.C16.ol.tw 
8 

none 

8. .421, 10. .420 

25949 
53866 
393 

OJ990504_06 . 9C17 . C17 . ol . gs 

393 

none 

393. .499 



Seq. ID OJ990504_06.9C17.C16 
Strand 

End 421 

Method TBLASTX : Wheat 

End 421 

Score 367 



Seq. ID OJ990504_06.9C17.C17 

Strand + 

End 4 99 

Method GENSCAN 

End 4 99 

Score .64 



Seq. No. 25950 

Gene No. 53867 

Start 1 

Name OJ990504_0 6 . 9C17 . C18 . ol . gp 

Start 1 

GI 5002953 

Exons 1..33, 94.. 505, 765.. 852 

GI Descrip. 4 680203/gb | AAD27566 . 1 1 AF114 171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



Seq 1 .- - No. 
Gene No. 
Start 



Seq. ID OJ990504_06.9C17.C18 
Strand 

End 852 

Method AAT/GAP 

End 852 

Score 87 6 



25950 
53867 
1 



Seq. ID OJ990504_06.9C17.C18 
Strand 

End 852 



26006 



t 4 



Name 


OJ990504 06.9C17.C18.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


851 




GI 


none 




Score 


94 




Exons 


3. .155, 4. .120, 159. .320, 181 


. .303, 338. .679, 390. .650, 






651 851, 712 . .837 










Seq. No. 


25950 




Seq. ID 


OJ990504_06.9C17 


.C18 


Gene No. 


53867 




Strand 


- 




Start 


1 




End 


852 




Name 


OJ990504 06.9C17.C18.ol. 


np . 


Method 


AAT/NAP 




Start 


49 




End 


852 




GI 


6742729 




Score 


595 




Exons 


49. . 852 










GI Descrip. 


(AF121139) RIM2 protein 


[Oryza sativa] 






Seq. No. 


25950 






OJ990504_06.9C17 


.C18 




53867 




Oil Ol L\Ji 


— 




Start 


1 




FnH 


852 




Name 


OJ990504 06.9C17.C18.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


168 




End 


593 




GI 






Q /-\ y~ /Z> 


69 




Exons 


168. .320, 181. .303, 338. 


.589, 








Seq. No. 


25950 




c pn TD 


OJ990504_06.9C17 


.C18 


ucl It: 1NU • 


53867 




uul aiiu 


- 




Start 


1 




FnH 


852 




Name 


OJ990504 06.9C17.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


524 




End 


840 




GI 


none 






89 




Exons 


524. .664, 564. .647, 566. 


.652, 


DDU t • O J 


, 712 . . 840 




Seq. No. 


25951 






OJ990504_06.9C17 


.C19 


Gene No. 


53868 




Strand 


- 




Start 


1 




End 


1591 




Name 


OJ990504 06.9C17.C19.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1591 




GI 


4680203 




Score 


1213 




Exons 


1. .1591 










GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] • 




Seq. No. 


25951 




Seq. ID 


OJ990504_06.9C17 


.C19 




53868 




Strand 


— 




Start 


1 




End 


1591 




Name 


OJ990504 06.9C17.C19.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


115 




End 


349 




GI 


none 




Score 


98 




Exons 


115. .348, 194. .349 










Seq. No. 


25951 




Seq. ID 


OJ990504_06.9C17 


.C19 




53868 




Strand 






Start 


1 




End 


1591 




Name 


OJ990504 06.9C17.C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


184 




End 


627 




GI 


none 




Score 


80 




Exons 


184. .378, 382. .627, 386. 


.577 








Seq. No. 


25951 




Seq. ID 


OJ990504_06.9C17 


.C19 



26007 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53868 
1 

OJ990504_06.9C17.C19.ol. 

218 

none 

218. .406, 223. .378, 347, 
526. .630, 533. .619, 631, 

25951 
53868 
1 

OJ990504_06. 9C17.C19.ol. 

472 

none 

472. .801, 473. .547, .514. 

25951 
53868 
1 

OJ990504_06.9C17.C19.ol, 

550 

none 

550. .798, 554. .799, 848. 



tw 



Strand 
End 

Method 

End 

Score 



# 



1591 

TBLASTX: Wheat 

684 

102 



.517, 409. .525, 423. .521, 424.-534, 
.684, 641. .676 

Seq. ID OJ990504_06.9C17.C19 

Strand - . 

End 1591 

tc Method TBLASTX : Cress 

End 802 

Score 53 
.618, 569. .628, 665. .802 

Seq. ID OJ990504_06.9C17.C19 
Strand 

End 1591 

ts Method TBLASTX : Soybean 

End 969 

.Score 101 
.967, 850. .969 



Seq. No. 25951 ' 

Gene No. 53868 

Start 1 

Name OJ990504_06 . 9C17 . CI 9 . o2 . tw 

Start 697 

GI none 

Exons 697.. 801, 707.. 802, 848. 

Seq. No. 25952 

Gene No. 53869 

Start 150 

Name OJ990504_06 . 9C17 . C20 . ol . gs 

Start 150 

GI none 

Exons 150.. 445 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990504_06.9C17.C19 
1591 

TBLASTX: Wheat 

1248 

60 



1009, 850. .1248 



Seq. ID OJ990504_06 V 9C17.C20 

Strand + 

End 445 

Method GENSCAN 

End 445 

Score .58 



Seq. No. 25953 

Gene No. 53870 

Start 1 

Name OJ990504_06 . 9C17 . C23 . ol .np 

Start 1 

GI 6175162 

Exons 1..33, 812.. 1610 
GI Descrip. (AC011437) hypothetical 

Seq. No. 25953 

Gene No. 53870 

Start 1 

Name OJ990504_06 . 9C17 . C23 . ol . gs 

Start 759 

GI none 

Exons 759.. 1466 



Seq. ID OJ990504_06.9C17.C23 
Strand 

End 1610 

Method AAT/NAP 

End 1610 

Score 608 



protein [Arabidopsis thaliana] 



Seq. ID OJ990504_06.9C17.C23 
Strand 

End 1610 

Method GENSCAN 

End 14 66 

Score .87 



26008 



Seq. No. 


25953 








Seq. ID 


OJ990504JD6. 9C17 .C23 


Gene No. 


53870 








Strand 




Start 


1 








End 


1610 


Name 


OJ990504_06. 


9C17 


.C23.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1029 








End 


1355 


GI 


none 








Score 


136 


Exons 


1029. . 1217, 


1030 


. . 1224, 


1111. 


.1308, 1119. .1313, 1149. .1355, 




1288 . . 1347 












Seq. No. 


25953 








Seq. ID 


OJ990504_06.9C17.C23 


Gene No. 


53870 








Strand 




Start 


1 








End 


1610 


Name 


OJ990504 06. 


9C17 


C23.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1029 








End 


1346 


GI 


none 








Score 


100 


Exons 


1029. . 1133, 


1030 


. 1134, 


1140. 


.1346, 1140. .1313, 1294. .1338 


Seq. No. 


.25953 








Seq. ID 


OJ990504 06.9C17.C23 


Gene No. 


53870 








Strand 




Start 


1 








End 


1610 


Name 


OJ990504 06. 


9C17 


C23.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1047 








End 


1361 


GI 


none 








Score 


265 


Exons 


1047. .1313, 


1048 


.1314, 


1101. 


.1361 




Seq. No. 


25953 








Seq. ID 


"OJ990504_06.9C17.C23 


Gene No. 


53870 








Strand 




Start 


1 








End 


1610 


Name 


OJ990504 06. 


9C17 


C23.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1093 








End 


1313 


GI 


none 








Score 


143 


Exons 


1093. . 1305, 


1095 


. 1313 








Seq. No. 


25954 








Seq. ID 


OJ990504_06.9C17.C25 


Gene No. 


53871 








Strand 




Start 


1 








End 


384 


Name 


OJ990504 06. 


9C17 


C25.ol. 


np 


Method 


AAT/NAP., , 


Start 


1 








End 


384 


GI 


6907089 








Score 


310 


Exons 


1. .384 













GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 25954 

Gene No. 53872 

Start 3869 

Name OJ990504_06 . 9C17 . C25 . ol . gp 

Start 3869 

GI 60081_1.R1084 

Exons 3869.. 4179, 4274.. 4457 

GI Descrip. 1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] * 



Seq. ID OJ990504_06.9C17.C25 
Strand 

End 4 4 87 

Method AAT/GAP 

End 4 457 

Score 914 



Seq. No. 25954 

Gene No. 53872 

Start 3869 

Name OJ990504_06 . 9C17 . C25 . ol . ts 

Start 4079 



Seq. ID OJ990504_06.9C17.C25 
Strand 

End 4 4 87 

Method TBLASTX : Soybean 

End 4487 



26009 




GI 


none 






Score 


70 


Exons 


4079. .4180, 


4093. . 4179, 


4258 


..4332, 4271. .4333, 4272. .4334, 




4400. .4456, 


4401. . 4487, 


4401 


. . 4454 




Seq. No. 


25954 






Seq. ID 


OJ99.0504_06.9C17.C25 


Gene No. 


53872 






Strand 




Start 


3869 






End 


4487 


Name 


OJ990504_06. 


9C17.C25.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4084 






End 


.4458 


GI 


none 






Score 


67 


Exons 


4084. .4173/ 


4084 . .4179, 


4091 


..4180, 4271. .4333, 4272. .4334, 




4400. .4447, 


4400. .4447, 


4401 


..4457, 4401. .4454, 4402. .4458 


Seq. No. 


25954 






Seq. ID 


OJ990504_06.9C17.C25 


Gene No. 


53872 






Strand 




Start 


3869 






End 


4487 


Name 


OJ990504_06. 


9C17.C25.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4088 






End 


4454 


GI 


none 






Score 


71 


Exons 


4088 . . 4192/" 


4090. .4179., 


4271 


..4333, 4272. .4334, 4401. .4454, 




4402 . .4452 










Seq. No. 


25954 






Seq. ID 


OJ990504_06.9C17.C25 


Gene No. 


53872 






Strand 




Start 


3869 






End 


4487 


Name 


OJ990504 06. 


9C17.C25.o2. 


np 


Method 


AAT/NAP 


Start 


4093 






End 


4470 


GI 


6735329 






Score 


186 


Exons 


4093. .4179, 


4274. .4333, 


4401 


. .4470 




GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25955 






Seq. ID 


OJ990504_06.9C17.C26 


Gene No. 


53873 






Strand 




Start 


183 






End 


551 


Name 


OJ990504 06. 


9C17.C26.ol. 


np 


Method 


AAT/NAP 


Start 


183 






End 


543 


GI 


6735329 






Score 


102 


Exons 


183. .543 










GI Descrip. 


(AL137081) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


25955 






Seq. ID 


OJ990504_06.9C17.C26 


Gene No. 


53873 






Strand 




Start 


183 






End 


551 


Name 


OJ990504 06. 


9C17.C26.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


382 






End 


532 


GI 


none 






Score 


89 


Exons 


382. .459, 384. .458, 384. 


.464 


, 385. .459 


, 472. .531, 473. .532, 




488. .532 










Seq. No. 


25955 






Seq. ID 


OJ990504_06.9C17.C26 


Gene No. 


53873 






Strand 




Start 


183 






End 


551 


Name 


OJ990504 06. 


9C17.C26.ol. 


gp 


Method 


AAT/GAP 


Start 


385 






End 


551 


GI 


427716 






Score 


264 


Exons 


385. .551 










GI Descrip. 


1223898 3.0e 


-11 (U42755) 


Betl homolog 


[Rattus norvegicus ] 



26010 




Seq. No. 


25955 


Seq. ID 


OJ990504 06. 


9C17 .C26 


Gene No. 


53873 


Strand 






Start 


183 


End 


551 




Name 


OJ990504 06.9C17.C26.ol.gs 


Method 


GENSCAN 




Start 


385 ' " 


End 


529 




GI 


none 


Score 


.47 




Exons 


385. .529 








Sea. No. 


25956 


Seq. ID 


OJ990504 06. 


9C17 .C28 


Gene No. 


53874 


Strand 


+ ~~ 




Start 


1189 


End 


2071 




Name 


OJ990504 06.9C17.C28.ol.gs 


Method 


GENSCAN 




Start 


1189 


End 


2071 




GI 


none 


Score 


.85 




Exons 


1189. .1318, 1407. .2071 








Seq. No. 


25957 


Seq. ID 


OJ990504_06. 


9C17 .C29 


Gene No. 


53875 


Strand 


+ 




Start 


144 


End 


2587 




Name 


OJ990504 06.9C17.C29.ol.gs 


Method 


GENSCAN. 




Start 


144 


End 


2587 




GI 


none 


Score 


.58 




Exons 


144.. 1519, 1602.. 1772, 1939. 


.2110, 2549. .2587 




Seq. No. 


- 

25957 ' ■ * ■ ' 


Seq. ID 


OJ990504_06. 


9C17.C29 


Gene No. 


53875 


Strand 


+ 




Start 


144 


End 


2587 




Name 


OJ990504 06.9C17.C29.ol.gp 


Method 


AAT/GAP 




Start 


1928 


End 


2448 




GI 


LIB3431-001-P1-N1-B5 . 


Score 


770 




Exons 


1928. .2110, 2216. .2448 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1.0e-39 (AF114171 


) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


25-958 


Seq. ID 


OJ990504_06. 


9C17.C30 


Gene No. * 


53876 


Strand 


+ 




Start 


221 


End 


292 




Name 


OJ990504 06.9C17.C30.ol.gp 


Method 


AAT/GAP 




Start 


221 


End 


292 




GI 


LIB3477-003-P1-K1-E9 


Score 


94 




Exons 


221. .292 








GI Descrip. 


'2498586/sp|Q40638 |MP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN OR' 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


25959 


Seq. ID 


OJ990504_06. 


9C17 .C31 


Gene No. 


53877 


Strand 


+ 




Start 


1450 


End 


2054 




Name 


OJ990504 06.9C17.C31.ol.gs 


Method 


GENSCAN 




Start 


1450 


End 


2054 




GI 


none 


Score 


.69 




Exons 


1450. .1488, 1944. .2054 








Seq. No. 


25960 


Seq. ID 


OJ990504_06. 


9C17.C32 


Gene No. 


53878 


Strand 


+ 




Start 


2612 


End 


4219 





26011 



Name 

Start 

GI 

Exons 



OJ990504_06. 9C17.C32.ol.gs 

2612 

none 

2612. .4216 



Method GEN SCAN 
End 4216 
Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25960 Seq. ID OJ990504_06.9C17.C32 

53878 Strand + 

2612 End 4219 

OJ990504_06 . 9C17 . C32 . ol . np Method AAT/NAP 

2627 ■ End 4219 

1502430 Score 2058 

2627. .4219 

(U62331) phosphate transporter [Arabidopsis thaliana] gi 12564661 
(AF022872) phosphate transporter [Arabidopsis thaliana] 
gi|3869206|dbj IBAA34398I (AB016166) Phosphate Transporter 4 
[Arabidopsis thaliana]. gi | 3928081 | gb I AAC79607 . 1 | (AC005770) 
phosphate transporter (AtPT2) [Arabidopsis thaliana] 



OJ990504_06.9C17.C32 
+ 

4219 
AAT/GAP 
3161 
787 



25960 Seq. ID 

53878 Strand 
2612 End 
OJ990504_06.9C17.C32.ol.gp Method 
2756 End 
uC-osroM202001f 06bl Score 
2756.. 3161 

'2702279 4.0e-58 (AC003033) putative phosphate transporter" 
[Arabidopsis thaliana] >gi_2780345_dbj_BAA24280_ (AB000093) 
inorganic phosphate transporter [Arabidopsis thaliana] 
>gi_2914691 (AC003974) putative phosphate transporter 
[Arabidopsis thaliana] ' 

25960 Seq. ID OJ990504_06.9C17.C32 

53879 Strand 

4654 End 4918 

OJ990504_06 . 9C17 . C32 . o2 . gp Method AAT/GAP 
4654 End 4918 

35458_1.R1084 Score 93 

4654. .4682, 4836. .4918 

1 38 68853/dbj | BAA34247 | 1.0e-21 (AB013853) GPI-anchored protein 
[Vigna radiata] 1 



25960 
53880 
9154 

OJ990504 

2630 

none 



06.9C17.C32.o2.tw 



Seq. ID OJ990504_06.9C17.C32 
Strand 
End 
Method 
End 
Score 



12214 

TBLASTX: Wheat 

3106 

290 



2630. .2839, 2647. .2838, 2809. .3105, 2846. .3106 



25960 Seq. ID 

53880 Strand 

9154 ' End 

OJ990504_06.9C17.C32.ol.tc'-' Method 

2633 End 

none Score 



OJ990504_06.9C17.C32 
12214 

TBLASTX: Cress 

4210 

1080 



2633. .3415, 2647. .3177, 3241. .3417, 3455. .3808, 3463. .3807, 
3865. .4146, 3866. .4210 



26012 




Seq. No. 


25960 








Seq. ID 


OJ990504 


_06.9C17.C32 


Gene No. 


53880 








Strand 






Start 


9154 








End 


12214 




Name 


OJ990504 06. 


9C17 


.C32.o2 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


2633 








End 


3151 ' 




GI 


none 








Score 


800 




Exons 


2633. . 3151, 


2647 


...3150 










Seq. No. 


25960 








" Seq. ID 


OJ990504 


_06. 9C17..C32 


Gene No . 


53880 








Strand 






Start 


9154 








End 


12214 




Name 


OJ990504_06. 


9C17 


,C32.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


2642 








End 


4186 




GI 


none 








Score 


1165. • 




Exons 


2642. .3415, 


2647 


. .3177, 


3241 


..3417, 3403. .3822, 


3461 . . 3823, 




3821. .4186, 


3865 


. .4146 










Seq. No. 


25960 








Seq. ID 


OJ990504 


_06.9C17.C32 


Gene No. 


53880 








' Strand 






Start 


9154 








End 


12214 




Name 


OJ990504 06. 


9C17 


.C32.o4 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3221 








End 


3511 




GI 


none 








Score 


271 




Exons 


3221. .3415, 


3241 


. .3417, 


3461 


..3511, 3463.. 3507 




Seq. No. 


25960 








Seq. -ID 


OJ990504 


06.9C17.C32 


Gene No. 


53880 








Strand 






Start 


9154 








End 


12214 




Name 


OJ990504 06. 


9C17 


.C32.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3641 








End 


4174 




GI 


none 








Score 


184 




Exons 


3641. .3805, 


3643 


. .3792, 


3866 


..4174, 3868. .4146 




Seq. No. 


25960 








Seq. ID 


OJ990504 


_06.9C17.C32 


Gene No. 


53880 








Strand 






Start 


9154 








End 


12214 




Name 


OJ990504 06. 


9C17 


.C32.o3 


.gp 


Method 


AAT/GAP 




Start 


8964 








End 


9962 




GI 


17488 1..R1084 






Score 


1972 




Exons 


8964. .9962 














GI Descrip. 


' 3005931/emb | CAA06290 | 


l.Oe- 


104 (AJ005016) ABC 


transporter 




sapiens] ' 














Seq. No. 


25960 








Seq.. ID 


OJ990504 


_06.9C17.C32 


Gene No. 


53880 








Strand 






Start 


9154 








End 


12214 




Name 


OJ990504 06. 


9C17 


.C32.o2 


. np 


Method 


AAT/NAP 




Start 


9114 








End 


12214 




GI 


4886522 








Score 


1771 





Exons 9114.. 10211, 10771 .. 10992, 11136 .. 11356, 11456 .. 1152 9, 

12087. .12214 

GI Descrip. (AL050291) hypothetical protein [Homo sapiens] 

Seq. No. 25960 Seq. ID OJ990504_06.9C17.C32 

Gene No. 53880 Strand 

Start 9154 End 12214 



26013 



Name 

Start 

GI 

Exons 



OJ990504J36 . 9C17 . C32 . o2 . tm Method TBLASTX : Maize 
9124 End 12176 

none Score 928 

9124. .9153, 9142. .9987, 9154. .10227, 9155. .10156, 9204. .10214, 
9205.. 9528, 9296.. 9487, 10772 .. 11008 , 10772 .. 10942, 
10773. .11009, 10773. .11009, 1114 6 .. 11358 , 1114 6 .. 11328 , 
11210. .11359, 11444. .11527, 11455 .. 11532, 11455 .. 11535, 
12082. .12147, 12084. .12176, 12088. .12138 



Seq. No. 


25960 




Seq. ID 


OJ99Q504_06.9C17.C32 


Gene No. 


53880 




Strand 




Start 


9154 




End 


12214 


Name 


OJ990504 06. 


9C17.C32.ol. ts 


Method 


TBLASTX: Soybean 


Start 


9154 




End 


12185 


GI 


none 




Score 


1094 


Exons 


9154. .10227, 


9158. .10156, 9205. .9519, 


9588. .10202, 10036. .1 




10768. .10953, 10768. .10911, 


10772. .11008, 10772. .10936, 




10773. .11009 


, 10779. .11009, 


11145. .11354, 11146. .11355, 




11146. .11328 


, 11207. .11359, 


11455. .11535, 11456. .1154 5, 




12084. .12185 








Seq. No. 


25960 




Seq. ID 


OJ990504_06.9C17.C32 


Cpnp No 


53880 




Strand 




Start 


9154 




End. 


12214 


Name 


OJ990504 06. 


9C17.C32.o2.tc 


Method 


TBLASTX: Cress 


Start' 


' 9154 




End 


10942 


GI 


none 




Score 


571 


Exons 


9154. .9687, 


9158.. 9682, 9183 


..9707, 9265. .9741, 9674. .9919, 




9676. .9921, 


9685.. 9921, 9734 


..9928, 10772. .10942 


Seq. No. 


25960 




Seq. ID 


OJ990504__06.9C17.C32 


Gp;np No 


53880 




Strand 




Start 


9154 




End 


12214 


Name 


OJ990504 06. 


9C17.C32.o2.gs 


Method 


GENSCAN 


Start 


9154 




End 


11529 


GI 


none 




Score 


.93 


Exons 


9154. .10211, 


10771. .11005, 11146. .11356, 11456. .11529 


Seq. No. 


25960 




Seq. .ID 


OJ990504_06.9C17.C32 


Gene No . 


53880 




Strand 




Start 


9154 




End 


12214 


Name 


OJ990504 06. 


9C17.C32.o3.tw 


Method 


TBLASTX: Wheat . 


Start 


9161 




End 


10936 


GI 


none 




Score 


241 


Exons 


9161. .9529, 


9162. .9491, 9163 


. .9531, 9163. .9531, 9164. .9532, 




10772. .10936 








Seq. No. 


25960 




' Seq. ID 


OJ990504_06.9C17.C32 


Gene No. 


53880 




Strand 




Start 


9154 




End 


12214 


Name 


OJ990504 06. 


9C17.C32.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9532 




■■ End 


10167 


GI 


none 




Score 


810 


Exons 


9532. .10167, 


9533. .10144 






Seq. No. 


25960 




Seq. ID 


OJ990504_06 . 9C17 . C'32 


Gene No. 


53880 




Strand 





10212, 



26014 



Start 


9154 




End 


12214 






Name 


OJ990504 06.9C17.C32. 


o3. tc 


Method 


TBLASTX: 


Cress 




Start 


10030 




End 


12179 






GI 


none 




Score 


128 






Exons 


10030.. .10227, 10031. . 


10156, 


10036. .10212, 10946 


. . 11008, 






10946. .11008, 11130. . 


11267, 


.11146. .11328, 11207 


. . 11359, 






11441. .11530, 11442. . 


11507, 


11455. .11535, 11456 


. . 11530, 






12084. .12179 












Seq. No. 


25960 




Seq. ID 


OJ990504 


_06.9C17. 


C32 


Gene No. 


53880 




Strand 








Start 


9154 




End 


12214 






Name 


OJ990504 06.9C17.C32. 


o4 . gp 


Method 


AAT/GAP 






Start 


10966 




End 


12214 






GI 


26693 1.R1084 




Score 


838 






Exons 


10966. .11005, 11146. . 


11356, 


11456. . 11529, 12087 


. .12214 




GI Descrip. 


'488 6522 /emb|CAB4 3392 


.11 8. 


0e-26 (AL050291) hypothetical 


protein 




[Homo sapiens] 1 












Seq. No. 


25960 




Seq. ID 


OJ990504 


_06.9C17. 


C32 


Gene No. 


53880 




Strand 








Start 


9154 




End 


12214 






Name 


OJ990504 06.9C17.C32. 


o4 . tw 


Method 


TBLASTX : 


Wheat 




Start 


11210 




End 


12185 






GI 


none 




Score 


184 






Exons 


11210. .11359, 11212. . 


11328, 


11216. . 11359, 11444 


. .11524, 






11445. .11525, 11445. . 


11525, 


11455. . 11526, 11455 


. .11535, 






11456. .11548, 12084. . 


12185, 


12088. .12138 






Seq. No. 


25961 




Seq. ID 


OJ990504 


06 9C17 


C33 


Gene No . 


53881 




Strand 


+ 






Start 


306 




End 


2828 






Name 


OJ990504 06.9C17.C33. 


ol . gs 


Method 


GENSCAN 






Start 


306 




End 


2828 






GI 


none 




Score 


.45 






Exons 


306. .374, 1289. .1319, 


2731. 


.2828 








Seq. No. 


25962 




Seq. ID 


OJ990504 


_06.9C17. 


C35 


Gene No. 


53882 




Strand 


+ 






Start 


1128 




End 


2168 






Name 


OJ990504 06.9C17.C35. 


ol.gs 


Method 


.GENSCAN , 






Start 


1128 




End 


2168 






GI 


none 




Score 


.68 






Exons 


1128. .1263, 1349. .1505, 2157. .2168 








Seq. No. 


25962 




Seq. ID 


OJ990504 


_06.9C17. 


C35 


Gene No. 


53883 




Strand 








Start 


2775 




End 


3017 






Name 


OJ990504 06.9C17.C35. 


o2 . gs 


Method 


GENSCAN 






Start 


2775 




End 


3017 






GI 


none 




Score 


.74 






Exons 


2775.. 3017 












Seq. No. 


25963 




Seq. ID 


OJ990504_ 


_06.9C17. 


C36 


Gene No. 


53884 




Strand 


+ 






Start 


567 




End 


7398 






Name 


OJ990504 06.9C17.C36. 


ol.gs 


Method 


GENSCAN 







26015 




Start 


567 








End 


1 "3 QP 

/J7C5 


GI 


none 








Score 


. 0:7 


Exons 


567.. 677, 1544'.*. 


1652, 3182.. 4414, 4908 


AQRA TQQQ 


beq. no. 


25963 








Seq. ID 




Gene No. 


53884 








Strand 


+ ~~ 


Start 


567 








End 


7398 


Name 


OJ990504 06 


.9C17 


.C36.ol 


gp 


Method 


riri 1 / ori.tr 


Start 


6186 








End 


*7 ^ £ £ 
/ JOD 


GI 


none 








Score 


Z/Z f y 


Exohs 


6186. .7366 












Seq. No. 


zoy do 








Seq. ID 




Gene No . 


53885 ■ 








Strand 




Start 


- 7945 








End 


8261 


Name 


OJ990504 06 


.9C17 


.C36.o2 


tm 


Method 


.TBLASTX: Maize 


Start 


3548 








End 


4036 




none 








Score 


69 


Exons 


3548. .3610, 


3548 


. .3592, 


3633. 


.3737, 3653.. 3709, 3657.. 3758, 




3761. .3832, 


3785 


. .4036, 


3792. 


.3827, 3822. .4034, 3822. .3872, 




3906. .3995 












beq. no. 


O C Q C *3 








Seq. ID 


OJ990504_06.9C17.C36 


Gene No. 


53885 








Strand 




Start 


7945 . 








End 


8261 


Name 


OJ990504 06 


.9C17 


.C36.ol 


tm 


Method 


TBLASTX: Maize * 


Start 


4363 








End 


6433 


GI 


none 








Score 


66 


Exons 


4363. .4416, 


5902 


. .6171, 


5902. 


.6147, 5906.. 6175, 5906.. 6172, 




5910. .6188, 


6155 


. .6343, 


6156. 


.6227, 6191.. 6331, 6214.. 6351, 




6365. .6433 












Seq. No. 


25963 








Seq. ID 


OJ990504_06.9C17.C36 


Gene No. 


53885 








Strand 




Start 


7945 








End 


8261 


Name 


OJ990504 06 


.9C17 


.C36.04 


.tm 


Method 


TBLASTX: Maize 


otan 


6434 








End 


6867 


GI 


none 








.Score 


186 


Exons 


6434. .6601, 


6434 


. .6601, 


6438. 


,6605, 6779.. 6856, 6780.. 6860, 




6790. .6867, 


6798 


. .6860, 


6799. 


'.6867 




Seq. No. 


25963 








Seq. ID 


OJ990504_06.9C17.C36 


Gene No . 


53885 








Strand 




Start 


7945 








End 


8261 


Name 


OJ990504 06 


. 9C17 


,C36.ol 


ts 


Method 


TBLASTX: Soybean 


btart 


6832 








End 


8261 


GI 


none 








Score 


54 


Exons 


6832. .6876, 


6834 


. .6875, 


6880. 


.6984, 6900.. 6983, 6955.. 7044, 




6975. .7055, 


7114 


. .7365, 


7200, 


.7325, 8151. .8261, 8177. .8260 


Seq. No. 


25963 








Seq. ID 


OJ990504_06.9C17.C36 


bene no . 


53885 








Strand 




Start 


7945 








End 


8261 


Name 


OJ990504 06 


.9C17 


.C36.03 


tm 


Method 


TBLASTX: Maize 


Start 


7029 








End 


8261 


GI 


none 








Score 


102 


Exons 


7029. .7130, 


7031 


. .7135, 


7137. 


.7310, 7137.. 7313, 7141.. 7320, 



26016 



7156. .7314, 7172. .7321, 7318. .7350, 8138. .8260, 8150. .8260, 
8151. .8261 



Seq. No. 25963 Seq. ID 

Gene No. 53885 Strand 

Start 7945 End 

Name OJ990504_06 . 9C17 . C36 . o2 . gs Method 

Start 7945 End 

GI none Score 

Exons 7945.-7978, 8094.. 8215 

Seq. No. 25964 

Gene No. 53886 ■ Strand 

Start 327 End 

Name OJ990504_06 . 9C17 . C37 . ol .gs Method 

Start 327 End 

GI none Score 
Exons 



OJ990504_06.9C17.C36 

8261 
GENS CAN 
8215 
.98 



Seq. ID OJ990504_06.9C17.C37 
+ 

1918 
GEN SCAN 
1598 
.58 



327. .668, 922. .1116, 1193. .1281, 1397. .1598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25964 Seq. ID 

53886 Strand 
327 End 
OJ990504_06 . 9C17 . C37 . ol . gp Method 
588 End 
4889JL.R1084 ... - Score 

588.. 668, 922..1116, 1193.. 1281, 1397 
f 4567314/gb|AAD23725. 1 | AC005956_14 2 



OJ990504_06.9C17.C37 
+ 

1918 
AAT/GAP 
1918 
1660 
. .1918 

Oe-34 (AC005956) 



hypothetical protein [Arabidopsis thaliana] ' 



25964 
53887 
4486 

OJ990504_06 . 9C17 . C37 . ol . np 
4486 
464900 
4486. .4973 

PUTATIVE KINASE-LIKE PROTEIN TMKL1 PRECURSOR 

gi I 539008 Ipir | IS39476 kinase-like transmembrane protein TMKL1 
precursor - Arabidopsis thaliana gi | 313190 1 emb | CAA5.138 5 | 
(X72863) TMKL1 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
End 
Score ■ 



OJ990504_ 
+ 

4973 
AAT/NAP 
4973 
193 



06.9C17.C37 



25964 
53888 
3064 

OJ990504_06 . 9C17 . C37 . ol . tm 

314 

none 

314. .670, 326. .670, 327. .704, 



OJ990504_06.9C17.C37 
4618 

T B LAS TX : Ma i z e 

1600 

342 



Seq. ID 
Strand 
End 

Method 
End 
Score 

472. .672, 919. .1032, 919. .1008, 



923. .1012, 1020. .1115, 1020. .1115, 1021. .1116, 1116. .1277, 
1188.. 1277, 1192.. 1278, 1192.. 1278, 1193.. 1303, 1394.. 1540, 
1395.. 1595, 1404.. 1595, 1409.. 1600 



Seq. No.' 25964 Seq. ID 

Gene No. 53888 Strand 

Start 3064 End 

Name OJ990504_06 . 9C17 . C37 . ol . ts . Method 

Start 327 End 



OJ990504_06.9C17.C37 
4618 

TBLASTX : Soybean 
1026 



26017 




GI 


none 




Score 


288 


Exons 


327.. 563, 353.. 562, 560. 


.670, 


561. . 671, 


916. . 1026 


Seq. No. 


25964 




Seq. ID 


OJ990504_06.9C17.C37 




53888 

j \j \j \j 




Strand 




Start 


-3064 




End 


4618 ■ 


Name 


OJ990504 06.9C17.C37.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


336 




End 


1002 


GI 


none 




Score 


307 


Exons 


336. .575, 350. .574, 516. 


. 668, 


563. .667, 


919. . 1002, 919. . 999 


Seq. No. 


25964 




Seq. ID 


OJ990504_06.9C17.C37 


(Zpnp No 


53888 




Strand 




Start 


3064 




End 


4618 


Name 


OJ990504 06.9C17.C37.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1189 




End 


1621 


GI 


none 




Score 


124 


Exons 


1189. .1281, . 1190. .1303, 


1395. 


.1589, 1403. .1540, 1418. .1621 


Seq. No. 


25964 • 




Seq. ID 


OJ990504_06.9C17.C37 


npnp No 


53888 




Strand 




Start 


3064 




End 


4618 


Name 


OJ990504 06.9C17.C37.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1211 




End 


1595 


GI 


none 




Score 


56 


Exons 


1211.. 1303, 1219.. 1302, 


1395. 


.1595, 1403. .1537, 1408. .1542 


Seq. No. 


25964 




Seq. ID 


OJ990504_06.9C17.C37 




53888 




Strand 




Start 


3064 




End 


4618 


Name 


OJ990504 06.9C17.C37.o2. 




Method 


AAT/GAP 


Start 


2489 




End 


3373 


GI 


none 




Score 


906 


Exons 


2489..2627, 3016.. 3373 








Seq. No. 


25964 




Seq. ID 


OJ990504_06.9C17.C37 




53888 

-J *J \J KJ \J 




Strand 




Start 


3064 




End 


4618 


Name 


OJ990504 06.9C17.C37.o2. 


gs 


Method 


GENSCAN 


"Start 


3064 




End 


4618 


GI 


none 




Score 


.6 


Exons 


3064.. 3460, 3936.. 4054, 


4129. 


.4318, 441 


.8. .4618 


Seq. No. 


25965 




Seq. ID 


OJ990504__06.9C17.C38 


Gene No. 


53889 




Strand 


+ 


Start 


1 




End 


3227 


Name 


OJ990504 06.9C17.C38.o2. 


np 


Method 


AAT/NAP 


Start 


1 




End 


3227 


GI 


5734621 




Score 


209 


Exons 


1..34, 2095. .2434, 2925. 


.3227 






GI Descrip. 


(AP000391) ESTs AU067992 (C11433 ) , AU077424 (C11433 ) correspond 




a region of .the predicted gene.; Similar to ABC transporter-' 




(U43892) [Oryza -sativa] 








Seq. No. 


25965 




Seq. ID 


OJ990504_06.9C17.C38 


Gene No. 


53889 




Strand 


+ 


Start 


1 




End 


3227 



26018 



Name 


OJ990504 06.9C17.C38.ol.np . 


Method 


AAT/NAP 


Start 


283 


End 


366 


GI 


5852084 


Score 


70 


Exons 


283. .366 






GI Descrip. 


(AL117264) zwhOO.07.1 [Oryza 


sativa] 




Seq. No. 


25965 


Seq. ID 


OJ990504_06.9C17.C38 


Gene No . 


53890 


Strand 




Start 


1087 


End 


2761 


Name 


OJ990504 06.9C17.C38.ol.gs 


Method 


GEN SCAN 


Start 


1087 


End 


2761 


GI 


none 


Score 


. 85 


Exons 


1087. .1451, 2176. .2761 






Seq. No. 


25966 


Seq. ID 


OJ990504_06.9C17.C39 


Gene No. 


53891 


Strand 


+ 


Start 


164 


End 


2722 


Name 


OJ990504 06.9C17.C39.ol.gs 


Method*. 


' GENSCAN 


Start 


164 


End 


2722 


GI 


none 


Score 


.54 


Exons 


164. .216, 292. .416, 561. .631 


, 732. .871, 1605. .1674, 1679. .19i 




2492. .2722 






Seq. No. 


25967 


Seq. ID 


OJ990504_06.9C17.C40 


Gene jqo . 


53892 


Strand 


+ 


Start 


1396 


End 


4862 


Name 


OJ990504 06.9C17.C40.ol.gs 


Method 


GENSCAN 


Start 


1396 


End 


3415 


GI 


none 


Score 


.8 


Exons 


1396. .1462, 1823. .1854, 2806 


..3014, 3349. .3415 


Seq. No. 


25967 


Seq. ID 


OJ990504__06. 9C17 . C40 


Gene No. 


53892 


Strand 


+ 


Start 


1396 


End 


4862 


Name 


OJ990504 06.9C17.C40.ol.gp 


Method 


AAT/GAP 


Start 


2756 


End 


4862 


GI 


59634 1.R1084 


Score 


1051 


Exons 


2756. .3014, 3349.. 3411, 4603 


. .4862 




GI Descrip. 


, 4883609/gb|AAD31578.1|AC006922 10 4.0e-09 (AC006922) unknowi 


protein [Arabidopsis thaliana] 1 




Seq. No. 


25967 


Seq. ID 


OJ990504_06.9C17.C40 


Gene No. 


53893 


Strand 


+ 


Start 


7300 


End 


7938 


Name 


OJ990504 06.9C17.C40.o2.gp 


Method 


AAT/GAP 


Start 


7300 


End 


7 938 


GI 


40929 1.R1084 


Score 


1213 


Exons 


7300. .7938 






GI Descrip. 


•4204793 2.0e-47 (U52079) P- 


glycoprotein [Solanum tuberosum] 


Seq. No. 


25967 


Seq. ID 


OJ990504_06.9C17.C40 


Gene No. 


53894 


Strand 




Start 


5184 


End 


6836 


Name 


OJ990504 06.9C17.C40.o2.gs 


Method 


GENSCAN .. - 


Start 


" 5184 


End 


Vv'68'36'- . ' . . * * ' 


GI 


none 


Score 


.7 


Exons 


5184. .5243, 5444. .5564, 5812 


..5940, 5994. .6096, 6779. .6836 



26019 




Seq. No. 


25967 








Seq. ID 


OJ990504 


_06.9C17.C40 


Gene No . 


53895 








Strand 






Start 


7401 








End 


8761 




Name 


OJ990504 06 


. 9C17 


.C40.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2801 








End 


4681 




GI 


none 








Score 


77 




Exons 


2801. .2878, 


2802 


. .2858, 


2803. 


.3015, 2805. .2882, 


2935. .3015, 




3343. .3411, 


3344 


. .3412, 


3348. 


■,3410, 4589.. 4681, 


4601 . .4681 


Seq. No. 


25967 








Seq. ID 


OJ990504 


_06.9Cl7.C40 


Gene No. 


53895 








Strand 






Start 


7401 








End 


8761 




Name 


OJ990504 06 


. 9C17 


.C40.O2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2803 








End 


4784 




GI 


none 








Score 


348 




Exons 


2803. .3015, 


2804 


. .2878, 


2805. 


.3014, 3343;. 3411, 


3344 . .3412, 




4589. .4705, 


4599 


. .4706, 


4600. 


.4779, 4601. .4705, 


.,.4.614 , . 4706, 




4727. .4756, 


4735 


. .4779, 


4737. 


. 4784 






Seq. No. 


25967 








Seq. ID 


OJ990504 


_06. 9C17.C40 


Gene No. 


53895 








Strand 






Start 


7401 








End 


8761 




Name 


OJ990504 06 


.9C17 


.C40.ol 


.np 


Method 


AAT/NAP 




Start 


7395 








End ■ 


8761 




GI 


99741 








Score 


1803 




Exons 


-7395. .8761 














Gi Descrip. 


P-glycoprotein pgpl - Arabidopsis thaliana 




Seq. No. 


25967 








Seq. ID 


OJ990504 


06. 9C17.C40 


Gene No. 


53895 








Strand 






Start 


7401 








End 


8761 




Name 


OJ990504 06 


.9C17 


,C40.o3 


.gs 


Method 


GENSCAN 




Start 


7401 








End 


8665 




GI 


none 








Score 


.96 




Exons 


'7401. .8665 














Seq. No. 


25967 








Seq. ID 


OJ990504 


06. 9C17.C40 


Gene No. 


53895 








Strand 






Start 


7401 








End 


8761 




Name 


OJ990504 06 


.9C17 


.C40.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


7461 








End 


7760 




GI 


none 








Score 


138 




Exons 


7461. .7622, 


7641 


. .7760 










Seq. No. 


25967 








Seq. ID 


OJ990504 


_06.9C17.C40 


Gene No. 


53895 








Strand 






Start 


7401 








End 


8761 




Name 


OJ990504 06 


.9C17 


.C40.ol 


.tc 


Method 


•TBLASTX: 


Cress 


Start 


7464 








End 


8740 




GI 


none 








Score 


62 




Exons 


7464. .7502, 


7503 


. .7622, 


7509. 


.7625, 7513.. 7623, 


7528. .7620, 




7605. .8192, 


7639 


. .8157, 


7639. 


.8193, 7641. .8192, 


8238. .8654, 




8245. .8604, 


.8633 


. .8740 










Seq. No. 


25967 








Seq. ID 


OJ990504 


_06.9C17.C40 


Gene No. 


53895 








Strand 







26020 




Start 


7401 






End 


8761 


Name 


OJ990504 06.9C17 


.C40.ol, 


,tm 


Method 


TBLASTX: Maize 


Start 


7506 . 






End 


8618 


GI 


none 






Score 


69 


Exons 


7506.. 7619, 7507 


. .7620, 


7605. 


.7838, 7639.. 7830, 7878.. 8222, 




8014.. 8193, 8226 


. .8618, 


8251. 


.8610 




Seq. No. 


25967 






Seq. ID 


OJ990504_06.9C17.C40 


Gene No . 


53895 






Strand 




Start 


7401 






End 


8761 


Name 


OJ990504 06.9C17 


.C40.o2. 


, tw 


Method 


TBLASTX: Wheat 


Start 


7542 






End 


7796 


GI 


none 






Score 


58 


Exons 


7542.. 7724, 7546 


. .7728, 


7605. 


.7796, 7641.. 7784 


Seq. No. 


25967 






Seq. ID 


OJ990504_06.9C17.C40 


Gene No.. 


53895 






Strand 




Start 


7401 






End 


8761 


Name 


OJ990504 06.9C17 


.C40.ol. 


ts ' 


Method 


TBLASTX : Soybean 


Start 


7764 






End 


8588 


GI 


none 






Score 


113 


Exons 


7764.. 8204, 7774 


. .7947, 


8008. 


.8193, 8208. .8285, 8238. .8588, 




8287. .8442 










Seq. -No. 


25967 






Seq. ID 


OJ990504_06.9C17.C40 


Gene~ No. 


. 53895 






Strand 




Start 


7401 






End 


8761 


Name 


OJ990504 06.9C17 


.C40.o3. 


gp 


Method 


AAT/GAP 


Start 


8349 






End 


8761 


GI 


4715332 






Score 


765 


Exons 


8349. .8761 










GI Descrip.. 


4204793 2.0e-47 


(U52079) 


P-glycoprotein [Solanum tuberosum] 


Seq. No. 


25968 






Seq. ID 


OJ990504 06.9C17.C41 


Gene No . 


53896 






Strand 


+ 


Start 


4 4 45 






End 


5152 


Name 


OJ990504 06.9C17 


.C41.o2. 


gs 


Method 


GENSCAN 


Start 


4445 






End 


5152 


GI 


none 






Score 


. 61 


Exons 


444S..4454, 4537 


. .4731, 


4965. 


.51-52 




Seq. No. 


25968 






Seq. ID 


OJ990504_06.9C17.C41 


Gene No . 


53897 






Strand 




Start 


829 






End 


2698 


Name 


OJ990504 06.9C17 


.C41.ol. 


gs 


Method 


GENSCAN 


Start 


829 




End 


2698 


GI 


none 






Score 


.72 


Exons 


829. .1516, 1629. 


.2698 








Seq. No. 


25968 






Seq. ID 


OJ990504_06.9C17.C41 


Gene No. 


53897 






Strand 




Start 


829 






End 


2698 


Name 


OJ990504 06.9C17 


.C41.ol. 


np 


Method 


AAT/NAP 


Start 


894 






End 


2500 


GI 


419760 






Score 


1776 . 


Exons 


894. .1450, 1545. 


.2500 








GI Descrip.. 


P-glycoprotein atpgpl - 


Arabidopsis thaliana 



26021 



gi I 3849833 |emb|CAA43646| (X61370) P-glycoprotein [Arabidopsis 
thaliana] gi | 4883607 | gb | AAD31576 . 1 1 AC006922_8 (AC006922) 
putative ABC transporter [Arabidopsis thaliana] 



Seq. No. .... 25968 Seq. ID 

Gene No. 53898 Strand 

Start 6771 End 

Name OJ990504_06. 9C17.C41.ol.tc Method 

Start . .916 End 

GI ^ehone Score 

Exons "916. .1377, 916. .1347, 932. .1069, 1001. 



1139. .1339, 1544. .2410, 1610. 
1898. .2092 



OJ990504_06.9C17.C41 
10356 

TBLASTX: Cress 
2410 
106 

.10.60, 1139.. 1342, * 
,1825, 1635. .1787, 1884. .2105, 



Seq. No. 


25968 






Seq. ID 


OJ990504 


_06. 9C17 


-C41 


Gene No. 


53898 






Strand 


— 






Start 


6771 






End 


10356 






Name 


OJ990504 06 


. 9C17 


.C41.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


919 






End 


1798 






GI 


none 






Score 


72 






Exons 


919. .1332, 


920. . 


1069, 1139.. 


1354, 1604, 


. .1798 






Seq. No. 


25968 






Seq. ID 


OJ990504 


_06.9C17, 


.C41 


Gene No. 


53898 






Strand 


— 






Start 


6771 






End 


10356 






Name 


OJ990504 06 


. 9C17 


. C41 . o2 . tm 


Method 


■TBLASTX: 


Maize 




Start 


919 






End 


1354 






GI 


none 






Score 


82 






Exons 


919. .1332, 


920. . 


1069, 1138.. 


1341/ 1139, 


. .1354 






Seq. No. 


25968 






Seq. ID 


OJ990504 


_06. 9C17 , 


.C41 


Gene No. 


53898 






Strand 


— 






Start 


6771 






End 


10356 






Name 


OJ990504 06 


. 9C17 


. C41 . ol . tm 


Method 


TBLASTX: 


Mai ze 




Start 


1793 






End 


2165 






GI 


none 






Score 


44 






Exons 


1793. .1843, 


1793 


..2164, 1884 


. .2165 








Seq. No. 


25968 






Seq. ID 


OJ990504 


_06.9C17. 


.C41 


Gene No. 


53898 






Strand 








Start 


6771 






End 


10356 






Name 


OJ990504 06 


.9C17 


.C41.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


1805 






End 


1990 






GI 


none 






Score 


133 






Exons 


1805. .1990, 


1884 


. .1982 










Seq. No. 


25968 






Seq. ID 


OJ990504 


_06.9C17. 


.C41 


Gene No. 


53898 






Strand 








Start 


6771 






End 


10356 






Name 


OJ990504 06 


.9C17 


.C41.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


1991 






End 


2255 






GI 


none 






Score 


186 






Exons 


1991. .2239, 


1992 


. .2255/ 2006 


. .2071, 2075. .2110 






Seq. No*. 


25968 






Seq. I'D 


OJ990504 


_06.9C17, 


.C41 


Gene No. 


53898 






Strand 








Start 


6771 






End 


10356 







26022 



Name 


Ojyy(JoU4 Ob . yci / . C4 1 . o J . gs 


Method 


(afcjINIoUAlN 


Start 


6771 


End 


1 nice 
1U Job 


GI 


none 


Score 


A 1 
. 4 1 


Exons 


6771. .6905, o/24..oo9,5, lUz /a 


. . 1U JO 0 




Seq. No. 


O C C\ C Cl 

25969 


Seq. ID 




Gene No. 


c o o o n 


C" 4- „ — _ 

btrana 


+ 


Start 


1 


End • 


377 


Name 


OJ990504 06.9C17.C42.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


377 


GI 


2950370 


Score 


200 


Exons 


1. .377 






GI Descrip. 


(AJ224372) Reverse Transcriptase [Picea abies] 


Seq. No. 


25969 


Seq. ID 


OJ990504_06.9C17.C42 


Gene No. 


53899 


Strand 


+ 


Start 


1 


End 


377 


Name 


OJ990504 06.9C17.C42.ol.tm 


Method 


TBLASTX: Maize 


Start 


176 


End 


376 


GI 


none 


Score 


184 


Exons 


176.. 376 






Seq. No. 


25969 


Seq. ID 


OJ990504_06.9C17.C42 


Gene No. 


53899 


Strand 


+ 


Start 


1 


' End 


377 


Name 


OJ990504 06.9C17.C42.ol.tw ' 


Method 


TBLASTX: Wheat 


Start 


230 


End 


377 


GI 


none 


Score 


172 


Exons 


230.. 376, 268.. 375, 279.-377 






Seq. No. 


25970 


Seq. ID 


OJ990504_06.9C17.C44 


Gene No. 


53900 


Strand 


+ 


Start 


471 


End 


612 


Name 


OJ990504 06.9C17.C44.ol.gp 


Method 


AAT/GAP 


Start 


471 . 


End 


612 


GI 


60081 1.R1084 


Score 


238 


Exons 


471. .612 






GI Descrip. 


'4176420/dbj IBAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 




[Arabidopsis thaliana] 1 






Seq. No. 


25971 


Seq. ID 


OJ990504_06.9C17.C45 


Gene No. 


53901 


Strand 


+ 


Start 


1742 


End 


3227 


Name 


OJ990504 06.9C17.C45.ol.gp 


Method 


AAT/GAP 


Start 


1742 


End 


3227 


GI 


none 


Score 


749 


Exons 


1742.. 1839, 2454.. 2533, 2633. 


.2692, 2791. .2931, 3169. .3227 


Seq. No. 


25971 


Seq. ID 


OJ990504_06.9C17.C45 


Gene No. 


~ 53901 


Strand 


+ 


otari. 


1742 


End 


3227 


Name 


OJ990504 06.9C17.C45.o2.np 


Method 


AAT/NAP 


Start 


2087 


End 


3227 


GI 


6358796 


Score 


137 


Exons 


2087. .2239, 2791. .2931, 3169. 


.3227 




GI Descrip. 


(AC010852) putative aminopeptidase, 3 1 


partial [Arabidopsis 



thaliana] 



26023 



Seq. No. 25971 Seq. ID OJ990504_06 . 9C17 . C4 5 

Gene No. 53902 Strand 

Start 6 End 2892 

Name OJ990504_06. 9C17 .C4 5 .ol.np Method AAT/NAP 

Start 6 End 994 

GI 4680492 Score 538 

Exons 6. . 994 

GI Descrip. (AF119222) putative reverse transcriptase [Oryza sativa] 

Seq. No. 25971 Seq. ID OJ990504JD6 . 9C17 . C4 5 

Gene No. 53902 Strand 

Start * 6 End 28 92 

Name OJ990504_06 . 9C17 . C45 . ol . gs ' Method GEN SCAN 

Start 153 End 2892 

GI none Score .43 

Exons 153. .312, 918. .1047, 1167. .1233, 1976. .2047, 2747. .2892 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



25972 Seq. ID OJ990504_06 . 9C17 . C4 6 

53903 Strand + 

1 End 3524 

OJ990504_06 . 9C17 . C4 6 . ol . np Method AAT/NAP 

1 End 3524 

6456169 Score 1115 

1..286, 395. .456, 681. .708, 782. .868, 964. .989, 1364. .1499, 
1608..:1704, 2157.. 2213, 2452.. 2561, 2635.. 2715, 2925: .3073, 
■'3394. .3524 

(AC011622) putative aminopeptidase [Arabidopsis thaliana] 



Seq. No. 25972 

Gene No. 53903 

Start 1 

Name OJ990504JD6 . 9C17 . C4 6 . ol . tm 

Start 64 

GI none 
Exons 



Seq. ID OJ990504_06.9C17.C46 

Strand + 

End 3524 

Method TBLASTX : Mai ze 

End 3081 

Score 222 



64. .114, 66. .287, 103. .288, 104 .. 289, 105 290, 392. .484, 
393..'464, 394. .471, 781. .867, 782. .868, 785. .880, 961. . 990, 
963. .995, 1416. .1499, 1416. .1499, 1418. .1501, 1605. .1658, 
1607. .1654, 1739. .1765, 2139. .2213, 2149. .2214, 2153. .2212, 
2156. .2215, 2449. .2565, 2451. .2567, 2451. .2564, 2635. .2715, 
2636. .2710, 2895. .3080, 2919. .3080, 2920. .3081, 2920. .3081 



Seq. No. 25972 Seq. ID OJ990504_06 . 9C17 . C4 6 

Gene No. 53903 Strand + 

Start 1 End 3524 

Name OJ990504_06 . 9C17 . C4 6 . ol . ts Method TBLASTX : Soybean 

Start 71 End 289 

GI none Score 52 

Exons 71. .103, 72. .110, 76. .126, 103. .282, 103. .288, 104. .289 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25972 
53903 
1 

OJ990504_06.9C17.C4 6.ol.tc 
72 

none 



Seq. ID OJ990504_06.9C17.C46 

Strand + 

End 3524 

Method TBLASTX: Cress 

End 4 62 

Score 39 



72. .98, 72. .110, 73. .114, 96. .284, 103. .288, 104. .289, 394. .462, 



26024 



395. .457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25972 Seq. ID 

53903 Strand 

1 End 

OJ990504_06 . 9C17 . C4 6 . ol . gs Method 

8 6 End 

none Score 



OJ990504_06. 9C17.C4 6 
+ 

3524 
GENSCAN 
3516 
.61 



86. .456, 681. .708, 782. .868, 964. .989, 1748. .1766, 2157. .2213, 
2452. .2561, 2925. .3108, 3414. .3516 



25972 ' 

53903 

1 

OJ990504_06.9C17.C4 6.o2, 

394 

none 

394. .462, 395. .493, 682, 
1416. .1499, 1418. .1501, 
2157. .2213, 2449. .2565, 
2454. .2591, 2621. .2713, 
2923.. 3129, 3413.. 3508, 



Seq. ID OJ990504_06.9C17.C46 
Strand + 

3524 

TBLASTX : Soybean 
3524 
87 

782. .880, 952. 



End ' 
ts Method 
End 
Score 
.711, 769.-867 



1605.. 1658, 1739.. 1765, 2153. 

2451.. 2564, 2452.. 2565, 2453. 

2635. .2715, 2916. .3119, 2922. 

3447. .3524, 3452. .3523 



. .990, 
;2212, 
,2572, 
,3044, 



Seq. No. 25972 

Gene No. 539.03 

Start 1 . 

Name 0 J990504_06 . 9C17 . C4 6 . o2 . tc 

Start 2139 

GI none 
Exons 



Seq. ID OJ990504_06.9C17.C46 

Strand- + 

End 3524 

Method TBLASTX : Cress 

End 3047 

Score 84 



2139. .2213, 2153. .2212, 2449. .2565, 2451. .2567, 2451. .2564, 
2635. .2715, 2636. .2713, 2916. .3047, 2923. .3045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI ■ Descrip . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990504_06.9C17.C46 
+ 

3524 
AAT/GAP 
3524 
442 



25972 Seq. ID 

53903 Strand 

1 ' ■ End 
OJ990504_06.9C17.C4 6.ol.gp Method 

2 977 End 
7217_2.R1084 Score 
2977.. 3108, 3414.. 3524 

' 113742/sp| P04825I AMPN_ECOLI 7.0e-29 AMINOPEPTIDASE N 
(ALPHA-AMINOACYL PEPTIDE HYDROLASE) >gi_147142 (M15273) peptidase 
N [Escherichia coli] >gi_147144 (M15676) aminopeptidase N 
[Escherichia coli] >gi_1787163 (AE000195) aminopeptidase N 
[Escherichia coli] >gi_4062498_dbj_BAA35684_ (D90731) 
Aminopeptidase n (EC 3.4.11.2) (alpha-aminoacylpeptide 
hydrolase) . [Escherichia coli] ' 



25973 Seq. ID 

53904 Strand 

342 End 
OJ990504_06 . 9C17 . C54 . ol . gs Method 

342 End 

none Score 
342. .459 



OJ990504_06.9C17.C54 
459 

GENSCAN 

459 

.76 



Seq. No. 
Gene No. 



25974 
53905 



Seq. ID OJ990504_06.9C17.C55 
Strand + 



26025 




Start 


1 


End 


211 


Name 


OJ990504 06.9C17.C55.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


211 


GI 


5002953 


Score 


283 


Exons 


1..211, 






GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171) TNP2-li 




protein [Sorghum bicolor] 






Seq. No. 


25974 


Seq. ID 


OJ990504_06.9C17.C55 


Gene No . 


53906 


Strand 




Start 


397 


End 


439 


Name 


OJ990504 06 9C17 . C55 . ol . as 


Method 


GENSCAN 


Start 


397 


End 


439 


GI 


none 


Score 


.56 


Exons 


397. .439 






Seq. No. 


25975 


Seq. ID 


OJ990504_06.9C17.C56 


Gene No . 


53907 


Strand 




Start 


47 


End 


1731 


Name 


OJ990504 06 9C17 C56 ol as 


Mpfhod 


GENSCAN 


Start 


47 


End 


1731 


GI 


none 


Score 


.54 


Exons 


47. .142, 206. .340, 1330. .1353, 


1405. . 


1617, 1666. .1731 


Seq. No. 


25975 * 


Seq. ID 


OJ990504_06.9C17.C56 


UC11C LH\J ■ 


53907 


Strand 




Start 


47 


End 


1731 


Name 


OJ990504 06.9C17.C56.ol.tm 


Method 


TBLASTX: Maize 


Start 


333 


End 


662 


GI 


none 


Score 


190 


Exons 


333. .551, 334. .594, 621. .662 






Seq. No. 


25976 


Seq. ID 


OJ990504_06 . 9C17 . C57 


Gene No. 


53908 


Strand 


+ 


Start 


1 


End 


853 


Name- 


OJ990504 06.9C17.C57.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


853 


GI 


5777617 


Score 


94 


Exons 


1..74, 727. .853 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


25976 


Seq. ID 


OJ990504_06.9C17.C57 


Gene No. 


53909 


Strand 




Start 


1106 


End 


1932 


Name 


OJ990504 06.9C17.C57.ol.tm 


Method 


TBLASTX: Maize 


Start 


1088 


End 


1856 


GI 


none 


Score 


124 


Exons 


1088. .1249, 1101. .1262, 1307.. 


1381, 1326.. 1379, 1415.. 1567, 




1422. .1562, 1662. .1856, 1669.. 


1761 




Seq. No. 


25976 


Seq. ID 


OJ990504_06.9C17.C57 


Gene No. 


53909 


Strand 




Start 


1106 


End 


1932 


Name 


"OJ990504 06.9C17.C57.o2.np 


Method 


AAT/NAP • 


Start 


1106 


End 


1932 


GI 


5734714 


Score 


572 


Exons 


1106. .1251, 1321. .1561, 1665.. 


1932 





26026 



GI Descrip. (AC008075) Identical to .gb I AF111711 transcription factor 
PERIANTHIA from Arabidopsis thaliana. 



Seq. No. 


25976 






Seq. ID 


OJ990504_06.9C17.C57 


Gene No. 


53909 






Strand 




Start 


1106 






End 


1932 


Name 


OJ990504 06.9C17 


.C57.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1106 






End 


1856 


GI 


none 






Score 


127 


Exons 


1106. .1249/ 1107 


. .1253, 


1307. 


.1381, 1335. .1379, 1418. .1567, 




1428.. 1463, 1662 


. .1856, 


1669. 


.1758 




Seq. No. 


25976 






Seq. ID 


OJ990504_06.9C17.C57 


Gene No. 


53909 






Strand 




Start 


1106 






End 


1932 


Name 


OJ990504 06.9C17 


.C57.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1106 






End 


1856 


GI 


none 






Score 


135 


Exons 


1106.. 1249, 1107 


. .1259, 


1307. 


.1381, 1326. .1379, 1412. .1567, 




1422.. 1562, 1662 


. .-1856, 


1666. 


.1761 




Seq. No. 


- 25976 






Seq. ID 


OJ990504 06 . 9C17 . C57 


Gene No. 


53909 






Strand 




Start- 


1106 






End 


1932 


Name 


OJ990504 06.9C17 


.C57.ol. 


gp 


Method 


AAT/GAP 


Start 


1362 ' 






End 


1739 


GI 


67783 1.R1084 






Score 


595 


Exons 


1362. .1739 










GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171) TNP2-1 




protein [Sorghum bicolor] 1 






Seq. No. 


25976 






Seq. ID 


OJ990504_06.9C17.C57 


Gene No. 


53909 






Strand 




Start 


1106 






End 


1932 


Name 


OJ990504 06.9C17 


,C57.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1415 






End 


1567 - 


GI 


none 






Score 


66 


Exons 


1415.. 1567, 1422 


. .1547 








Seq. No. 


25976 






Seq. ID 


OJ990504_06.9C17.C57 


Gene No. 


53909 






Strand 




Start 


1106 






End 


1932 


Name 


OJ990504 06.9C17 


.C57.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1686 






End 


1856 


GI 


none 






Score 


67 


Exons 


1686.. 1856, 1687 


. .1761 








Seq. No. 


25977 






Seq. ID 


OJ990504_06.9C17.C58 


Gene No. 


53910 






Strand 




Start 


2267 






End 


3262 


Name 


OJ990504 06.9C17 


.C58.o2. 


gs 


Method 


GENSCAN 


Start 


2267 






End 


3262 


GI 


none 






Score 


.54 


Exons - 


. 2267. .2500, 3023 


. .3262 








Seq. No. 


25978 






Seq. ID 


OJ990504_06.9C17.C61 


Gene No. 


53911 






Strand 





26027 



Start 


193 


End 


670 




Name 


OJ990504_06 . 9C17 .C61.ol.gs 


Method 


GEN SCAN 




Start 


193 


End 


C f\ A 

O04 




GI 


none 


Score 


. 9 




Exons 


193. . 504 








Seq. No. 


25978 


Seq. ID 


OJ 99UoU4_0o . 9C1 / . 


Col 


Gene No. 


53911 


Strand 






Start 


193 


End 


670 




Name 


OJ990504 06 . 9C17 . C61 . ol ,np 


Method 


AAT/NAP 




Start 


208 


End 


670 




GI 


464900 


Score 


382 




Exons 


208. .670 








GI Descrip. 


PUTATIVE KINASE-LIKE PROTEIN 


TMKL1 PRECURSOR- 






gi| 539008 |pir| IS39476 kinase- 


like transmembrane protein 


TMK. 




precursor - Arabidopsis thaliana gi I 313190 I emb | CAA51385 | 






(X72863) TMKL1 [Arabidopsis thaliana] 






Seq. No. 


25978 


Seq. ID 


OJ990504_06. 9C17 . 


Col 


Gene No. 


53911 


Strand 






Start 


193 


End 


670 




Name 


OJ990504 06.9C17.C61.ol.tc 


Method 


TBLASTX: Cress 




Start 


211 


End 


603 




GI 


none 


Score . 


60 




Exons 


211. .258, 265. .459, 269. .406, 


436. .483, 


.493. .603. 




Seq. No. 


25978 


Seq. ID 


OJ990504_06. 9C17. 


Col 


Gene No. 


53911 


Strand 






Start 


193 


End 


670 




Name 


OJ990504 06.9C17.C61.ol.ts 


Method 


TBLASTX: Soybean 




Start 


265 


End 


417 




GI 


none 


Score 


70 




Exons 


265. .417, 271. .354 








Seq. No. 


25979 


Seq. ID 


OJ990504_06.9C17. 


LDj 


Gene No. . 


53912 


Strand 


+ 




Start 


1 


End 


698 




Name 


OJ990504 06.$C17.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


698 




GI 


99741 


Score 


760 




Exons 


1..698 








GI Descrip. 


P-glycoprotein pgpl - Arabidopsis thaliana 




Seq. No. 


25979 


Seq. ID 


OJ990504_06.9C17. 


Co J 


Gene No. 


53912 


Strand 


+ 




Start 


1 


End 


698 




Name 


OJ990504 06.9C17.C63.ol.tc 


Method 


TBLASTX: Cress 




Start 


62 


End 


407 




GI 


none 


Score 


399 




Exons 


62. .376, 62. .340, 63. .407, 63 


..404, 231. .401 




Seq. No. 


25979 


Seq. ID 


OJ990504JD6.9C17. 


Co 5 


Gene No. 


53912 


Strand 


+ 




Start ■ 


1 


End 


698 




Name 


OJ990504 06.9C17.C63.ol.tm 


Method 


TBLASTX: Maize 




Start 


62 


End 


401 




GI 


none 


Score 


366 





26028 




Exons 


62 . . 388, 63. . 401 








Seq. No. 


25979 


Seq. ID 


OJ990504_06 . 9C17 


. C63 


Gene No. 


53912 


Strand 


+ 




Start 


1 


End • 


698 




Name 


OJ990504 06. 9C17 . C63 . ol . gs 


Method 


GENSCAN 




Start 


72 


End 


692 




GI 


none 


Score 


. 7 




Exons 


72 . . 692 








Seq. No. 


25979 


Seq. ID 


OJ990504_06. 9C17 


. C63 


Gene No. 


53912 


Strand 


+ 




Start 


1 


End 


698 




Name 


OJ990504_06. 9C17 . C63 . ol . tw 


Method 


TBLASTX : Wheat 




Start 


80 


End 


320 




GI 


none 


Score 


299 




Exons 


80 . . 319, 81 . . 320 








Seq. No. 


25979 


Seq. ID 


OJ990504 06.9C17 


. C63 


Gene No. 


53912 


Strand 


+ 




Start 


1 


End 


698 




Name 


OJ990504 06. 9C17 . C63 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


84 


End 


362 




GI 


none 


Score 


404 




Exons 


84 . . 362, 89. . 352 








Seq. No. 


25980 


Seq. ID 


OJ990504__06. 9C17 


.C64 


Gene No. 


53913 


Strand 






Start 


346 


End 


458 




Name 


OJ990504 06. 9C17 . C64 . ol . gs 


Method 


GENSCAN 




Start 


346 


End 


458 




GI 


none 


Score 


. 68 




Exons 


346 . . 458 








Seq. No. 


25981 


Seq. ID 


OJ990504_06. 9C17 


.C68 


Gene No. 


53914 


Strand 


+ 


- 


Start 


63 


End 


645 




Name 


OJ990504 06.9C17.C68.ol.gp 


Method 


AAT/GAP 




Start 


63 


End 


645 




GI 


4889 1.R1084 


Score 


639 




Exons 


63.-224, 301.. 389, 505.. 645 








GI Descrip. 


'4567314/gb|AAD23725.1|AC005956_14 2.0e-34 (AC005956) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


25981 


Seq. ID 


OJ990504_06.9C17 


.C68 


Gene No. 


53914 


Strand 


+ 




Start 


63 


End 


645 




Name 


OJ990504 06. 9C17 . C68 . ol . tm 


Method 


TBLASTX: Maize 




Start 


63 


End 


622 




GI 


none 


Score 


92 




Exons 


63. .140, 63. .125, 128. .223, 128. .223, 129. .224, 224. .397, 




300. .401, 300. .386, 301. .411, 


302. .397, 


499. .606, 502. .i 


621, 




506.. 622, 506.. 622 








Seq. No. 


25981 


Seq. ID 


OJ990504 06.9C17 


.C68 


Gene No. 


53914 


Strand 


+ 




Start 


63 


End 


645 





26029 




Name 


OJ990504 06.9C17.C68.ol.ts 


Method 


TBLASTX : Soybean 




Start 


297 


End 


622 




GI 


none 


Score 


130 




Exons 


297. .389, 298. .411, 509. .622, 


511 . . 618 






Seq. No. 


25982 


Seq. ID 


OJ990414_06. 9C10 


CI 


Gene No. 


53915 


Strand 


+ 




Start 


116 


End 


522 




Name 


OJ990414_06 . 9C10 . CI . ol . gs 


Method 


GEN SCAN 




Start 


116 


End . 


522 




GI 


none 


Score 


.57 




Exons 


116. .170, 485. .522 








Seq. No. 


25983 


Seq. ID 


OJ990414_06. 9C10 


C2 


Gene No. 


53916 


Strand 


+ 




Start 


295 


End 


531 




Name 


OJ990414_06. 9C10.C2 .ol.gs 


Method 


GEN SCAN 




Start 


295 


End 


531 




GI 


none 


Score 


.75 




Exons ' 


295. .531 








Seq. No. 


25984 


Seq. ID 


OJ990414_06. 9C10 


C3 


Gene No. 


53917 


Strand 






Start 


1 


End 


978 




Name 


OJ990414 06.9C10.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


978 




GI . 


5902445 


Score 


342 




Exons 


1..22, 477. .978 








GI Descrip, 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


25984 


Seq. ID 


OJ990414_06. 9C10 


C3 


Gene No. 


53917 


Strand 






Start 


1 


End 


978 




Name 


OJ990414 06. 9C10.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


483 


End 


829 




GI 


none 


Score 


80 




Exons 


483. .686, 698. .829 








Seq. No. 


25984 


Seq. ID 


OJ990414_06. 9C10 


C3 


Gene No. 


53917 


Strand 






Start 


1 


. End 


978 




Name 


OJ990414 06.9C10.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


701 


End 


927 




GI 


none 


Score 


68 




Exons 


701. .808, 788.-925, 790. .927 








Seq. No. 


25985 


Seq. ID 


OJ990414_06. 9C10 


C4 


Gene No. 


53918 


Strand 


+ 




Start 


337 


End 


1821 




Name 


OJ990414 06. 9C10.C4 .ol.gp 


Method 


AAT/GAP 




Start 


337 


End 


916 




GI 


none 


Score 


992 




Exons 


337. .916 








Seq. No. 


25985 


Seq. ID 


OJ990414_06. 9C10. 


C4 


Gene No. 


53918 


Strand 


+ 




Start 


337 


End 


1821 





26030 



Name 

Start 

GI 

Exons 



OJ990414 06.9C10.C4 .o2.tm 



Method TBLASTX : Mai ze 



500 End 1046 

none Score 81 

500. .616, 503. .655, 507. .653, 684. .845, 685. 

822. .872, 871. .918,. 872. .940, 873. .941, 933. 
939. .1046 



,834, 686. .844, 
,1040, 938. .1045, 



Seq. No. 25985 Seq. ID 

Gene No. 53918 Strand 

Start 337 End 

Name OJ990414_06 . 9C10 . C4 . ol . gs Method 

Start 513 End 

GI none Score 

Exons 513.. 1792 



OJ990414J36. 9C10.C4 
+ 

1821 
GENSCAN 
1792 
.66 



Seq. No. 25985 

Gene No. 53918 

Start 337 

Name OJ9904 14_06 . 9C10 . C4 . ol . ts 

Start 845 

GI none 
Exons 



Seq. ID OJ990414_06. 9C10.C4 

Strand + 

End . - 1821 

Method TBLASTX : Soybean 

End 1817 

Score 838 



845. .946, 1022. .1804, 1023. .1817, 1545. .1817 



Seq. No. 


25985 








Seq. ID 


OJ990414_06.9C10 


• C4 


Gene No. 


53918 








Strand 


+ 




•Start 


337 








End 


1821 




Name 


OJ990414 06 


.9C10. 


C4 .ol. 


np 


Method 


AAT/NAP 




Start 


849 








End 


1821 




GI 


2245082 








Score 


821 




Exons 


849. .1821 














GI Descrip. 


(Z97343) SCARECROW like protein [Arabidopsis thaliana] 




Seq. No. 


25985 








Seq. * ID 


OJ990414_06.9C10 


.C4 


Gene No. 


53918 








Strand 


+ 




Start 


337 








End 


1821 




Name 


OJ990414 06 


.9C10. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1029 








End 


1223 




GI 


none 








Score 


185 




Exons 


1029. .1223, 


1044. 


.1172, 


1097. 


.1219 






Seq. No. 


25985 








Seq. ID 


OJ990414_06. 9C10 


.C4 


Gene No. 


53918 








Strand 


+ 




Start 


337 








End 


1821 




Name 


OJ990414 06 


.'9C10. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1046 ■ 








End 


1664 




GI 


none 








Score 


646 




Exons 


1046. .1486, 


1056. 


.1664, 


1056. 


.1664 






Seq. No. 


25985 








Seq. ID 


OJ990414_06. 9C10 


• C4 


Gene No. 


53918 








Strand 


+ 




Start 


337 








End 


1821 




Name 


OJ990414 06 


.9C10. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1236 








End 


1751 




GI 


none 








Score 


472 




Exons 


1236. .1736, 


1236. 


.1469, 


1247. 


.1489, 1541. .1681, 1674. .1751 



1676. .1750 



26031 



Seq. No. 25985 

Gene No. 53918 

Start 337 

Name OJ9?0414_06 . 9C10 . C4 . ol . tw 

Start 1407 

GI none 

Exons 1407.. 1808, 1408.. 1512, 1410. 



Seq. ID OJ990414_06. 9C10.C4 

Strand + 

End '1821 

Method TBLASTX : Wheat 

End 1810 

Score 386 
.1808, 1601. .1810 



Seq. No. 25985 

Gene No. 53918 

Start 337 

Name OJ990414_06 . 9C10 . C4 . o3 . tm 
Start ' 1664 

GI none 

Exons 1664.. 1819, 1665.. 1820 

Seq. No. 25986 

Gene No. 53919 

Start . 1 

Name OJ990414_06 . 9C10 .C5.ol.np 

Start 1 

GI 4580517 

Exons 1..227 

GI Descrip. (AF036302) scarecrow-like 5 

Seq. No. 25986 

Gene, No. 53919 

Start ■ 1 

Name OJ990414_06 . 9C10 .C5.ol.gs 

Start 69 

GI none 

Exons 69.. 230 



Seq. ID OJ990414_06. 9C10.C4 

Strand + 

End 1821 

Method TBLASTX : Mai ze 

End 1820 

Score 240 



Seq. ID OJ990414_06.9C10.C5 

Strand + 

End 230 

Method AAT/NAP . 

End 227 

Score 255 

[Arabidopsis thaliana] 

Seq. ID OJ990414_06.9C10.C5 

Strand + 

End 230 

Method GENS CAN 

End 230 

Score .84 



Seq. No. 25986 Seq. ID 

Gene No. 53920 Strand 

Start 705 * End 

Name OJ990414JD6 . 9C10 .C5 . ol . gp Method 

Start 705 End 

GI 3107123 Score 

Exons 705.. 994 



OJ990414_06.9C10.C5 
994 

AAT/GAP 

994 

458 



Seq. No. 25986 Seq. ID 

Gene No. 53921 Strand 

Start 1032 End 

Name OJ990414_06 . 9C10 . C5 . o2 . tc Method 

Start 2 - End 

GI none Score 

Exons 2. .118, 3. .239 



OJ990414_06.9C10.C5 
6043 

TBLASTX: Cress 

239 

245 



Seq. No. 25986 Seq. ID 

Gene No. 53921 Strand 

Start 1032 End 

Name . OJ990414J36 . 9C10 : C5 . o2 . tm Method 

Start 3 End 

GI none Score 

Exons 3.. 230, 6.. 236, 7.. 234 



OJ990414_06.9C10.C5 
6043 

TBLASTX: Maize 

236 

324 



26032 



Seq. No. 25986 

Gene No. 53921 

Start 1032 

Name OJ9904 14_06 . 9C10 . C5 . o2 . ts 

Start. 3 

GI none 

Exons 3.. 227, 15.. 209 

Seq. No. 25986 

Gene No. 53921 

Start 1032 

Name OJ990414_06.9C10.C5.ol.tm 

Start 1004 

GI none 

Exons 1004.. 1354, 1006.. 1458, 1011. 

1995. .2156, 1995. .2156, 1996. 
3090.. 3167, 3147.. 3266, 3154. 



Seq. ID OJ990414_06.9C10.C5 
Strand 

End 6043 

Method TBLASTX : Soybean 

End 227 

Score 266 



Seq. ID OJ990414_06.9C10.C5 
Strand 

End 6043 
Method TBLASTX : Mai ze 
End 3267 
Score 254 

.1601, 1012. .1599, 1376. .1636, 
.2157, 2260.. 2376, 2285.. 2392, 
.3267 



Seq. No. 25986 

Gene No. 53921 

Start 1032 

Name OJ9904 14_06 . 9C10 . C5 . o2 . gs 

Start 1032 

GI none 

Exons 1032.. 1599, 1996. .2154, 2241. 
"5789.. 6034 



Seq. ID OJ990414_06.9C10.C5 
Strand 

End 6043 

Method GENS CAN 

End 6034 

Score .71 

.2406, 3008.. 3551, 4555Z.4728, 



Seq. No. 25986 

Gene No. 53921 

Start 1032 

Name OJ9904 14_06 . 9C10 . C5 . o2 . np 

Start 1035 

GI 4938502 

Exons 1035.. 1340, 1434.. 1599, 1996 

4582.. 4728, 5746.. 6022 

GI Descrip. (AL078465) putative protein 

Seq. No. 25986 

Gene No. 53921 

Start 1032 

Name OJ990414_06 . 9C10 . C5 . ol . tc 

Start 1464 

GI none 

Exons 1464.. 1511, 1542.. 1601, 1995, 
3096.. 3272, 3164. .3271 



Seq. ID OJ990414_06.9C10.C5 
Strand 

End 604 3 

Method AAT/NAP 

End 6022 

Score 838 
..2154, 2241. .2406, 3008. .3524, 

[Arabidopsis thaliana] 

Seq. ID OJ990414_06.9Cl0.C5 
Strand 

End 6043 

Method TBLASTX : Cress 

End 3272 

Score 67 

.2057, 1996. .2058, 3075. .3269, 



Seq. No. 25986 

Gene No. 53921 

Start 1032 

Name OJ990414_06 . 9C10 .C5 . ol . ts 

Start 1482 

GI none 

Exons 1482.. 1559, 1542.. 1601, 1995. 
3063.. 3266, 3112. .3282 



Seq. ID OJ990414_06.9C10.C5 
Strand 

End 6043 

Method TBLASTX : Soybean 

End 3282 

Score 67 • 

.2081, 1996. .2079, 3045. .3281, 



Seq. No. 
Gene No. 



25986 
53921 



Seq. ID OJ990414_06. 9C10.C5 
Strand 



26033 



Start 


1032 








End • 


6043 


Name 


OJ990414_06, 


. 9C10 


.C5.ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1542 








End 


3410 


GI 


none 








Score 


62 


Exons 


1542 . . 1601, 


1995 


'. . 2057, 


1999. 


.2058, 3102. .3131, 3111. .3407, 




3112. .3408, 


3133 


. .3408, 


3138 . 


.3410 




Seq. No. 


25986 








Seq. ID 


OJ990414_06. 9C10.C5 


Gene No. 


53921 








Strand 




Start',;. 


1032 








"End 


6043 


■Name 


OJ990414_06. 


. 9C10 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


2987 








End 


4621 


GI 


none 








Score 


92 


Exons 


2987 . . 3088, 


3010 


. . 3087, 


3018. 


.3089, 3018.. 3089, 3267. .3542, 




3268 . . 3522, 


3271 


. . 3555, 


3275. 


.3565, 4555. .4617, 4571. .4621 


Seq. No. 


25986 








Seq. ID 


OJ990414_06.9C10.C5 


Gene No. 


53921 








Strand 




Start 


1032 








End 


6043 . 


Name 


OJ990414 06, 


. 9C10 


. C5 . o2 [ 


gp 


Method 


AAT/GAP 


Start 


3275 








End 


5883 


GI 


none 








Score 


1011 


Exons 


3275 . . 3551, 


4554 


. . 4728, 


5789 . 


.5883 




Seq. No.- 


25986 








Seq. ID 


OJ990414_06.9C10.C5 


Gene No. 


53921 








Strand 




Start 


1032 








End 


6043 


Name 


OJ990414 06. 


,9C10 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4626 








End 


6043 


GI 


none 








Score 


37 


Exons 


4626. .4655, 


4649 


. .4729, 


4650. 


.4730, 4651. .4728, 5774. .5908, 




5793. .5966, 


5802 


. .5888, 


5945. 


.6040, 5946. .6041, 5954. .6043, 




6001 . . 6042 












Seq. No. 


25987 








Seq. ID 


OJ990414_06.9C10.C6 


Gene No. 


53922 








Strand 


+ 


Start 


1314 








End 


5734 


Name 


OJ990414_06 . 


. 9C10 


,C6.ol. 


gs 


Method 


GENS CAN 


Start "■ ■ 


1314 








End 


5734 


GI * 


none 








Score 


.56 


Exons 


1314 . .1641, 


314 4 


. . 3305, 


4901 . 


.5157, 5396. .5476, 5576. .5734 


Seq. No. 


25988 








Seq. ID 


OJ990414_06.9C10.C7 


Gene No. 


53923 








Strand 


+ 


Start 


1 








End 


1176 


Name 


OJ990414 06. 


9C10 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


380 


GI 


3885341 








Score 


184 


Exons 


1. .380 












GI Descrip. 


(AC005623) Mutator-like 


transposase [Arabidopsis thaliana] 


Seq. No. 


25988 








Seq. ID 


OJ990414J36.9C10.C7 


Gene No. 


53923 








Strand 


+ 


Start 


1 








End 


1176 


Name 


OJ990414 06. 


9C10 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


120 








End 


1176 


GI 


none 








Score 


.72 



26034 




Exons 


ion 1 Qfl fifi7 Q9P. 1 01 R 


.1176 








oeq. iNo . 


Zj jOO 




Seq. ID 


n.TQQOd id n 6 


QP1 0 


P7 


t^ene jno . 


53924 




Strand 


+ _ 






Start 


6661 




End 


10074 ' 






Name 


OJ990414 06.9C10.C7.o2.np 




Method 


AAT/NAP 






O Lax L. 


6661 




End 


9922 






PT 


3094014 




Score 


210 






TT 1 \r T*l O 


6661.. 6717, 7131. .-7.234, 8357. 


.8465, 9832.. 9922 








( AFOfiOfifi? ) unknown rHnmn 


sapiens] ' 








Cqa NT r\ 
o e * IN O « 


25988 




Seq. ID 


OJ990414 06. 


QP1 0 


Cl 


Gene No. 


53924 




Strand 


+ 






Start 


DDUl 




End 


1 0074 
j. \j \j / i 






Name 


Pi.TQQOdld Ofi QP1 0 P7 ol nn 




Method 


n AT /nap 






OZ.3L1. L 


ft "3d 4 — 




End 


ft R0 S 








none 




Score 


885 






Exons 


R^dd RROR 












o e q . in o . 


25988 




Seq. ID 


OJ990414_06. 


QP1 0 


Cl 


Gene No. 


53924 




Strand 


+ 






Start 


D D D 1 




End 


10074 






Name 


nTQQOdld 0£ QP1 0 P*7 r\0 rrr>> 




Method 


AAT/GAP 






atari. 


yoyo 




End 


10074 






(aX 


none 




Score 


1298 






Exons 


J3y0. . X Uu / ft 












oeq • ' 1NO . 


25988 




Seq. ID 


OJ990414JD6. 


9C10 


Cl 


Gene No. 


53925 




Strand 








Start 


CQQQ 




End 


7208 






Name 


piTQonzii/i n£ qpi n n /^i f o 

KJuyj\J i ±± t i U D . jv^X U . / ■ O X . US 




Method 


TBLASTX : Soybean 






1 
X 




End 


326 






pt 


none 




Score 


77 






Exons 


1 7R fid ^9fi 












oeC]. ino. 


25988 




Seq. ID 


OJ990414_06. 


9C10 


CI 


Gene No. 


53925 




Strand 








Start 


5989 




End 


7208 






Name 


OJ990414 06.9C10.C7.o3.gs 




Method 


GENSCAN 






OtaiL 


5989 




End 


7208 






ul 


none 




Score 


.97 






Exons 


5989.. 6197, 6863.. 7208 












Cart K\r\ 
JcCjt IN O . 


. 25989 




Seq. ID 


OJ990414_06. 


9C10 


• ^o 




53926 




Strand 


+ 






Start 


1 




End 


2680 






Name 


OJ990414 06.9C10.C8.ol.np 




Method 


AAT/NAP 








1 




End 


2680 






vj X 


4678362 




Score 


309 






Exons 


1..27, 588. .1000, 1661. .1749, 


2634. .2680 






o± uesenp. 


(AL049659) protein kinase- 


-like protein 


[Arabidopsis 


thaliana] 


Seq. No. 


25989 




Seq. ID 


OJ990414_06. 


9C10 


.C8 


Gene No. 


53926 




Strand 


+ 






Start 


1 




End 


2680 






Name 


OJ990414 06.9C10.C8.ol.gs 




Method 


GENSCAN 






Start 


619 




End 


1014 







26035 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

619.. 1014 

25989 
53927 
5216 

OJ9904f4_06.9C10.C8.o3.gs 

5216 

none 

5216.. 5384, 6078.. 6225, 6843. 

25989 
53928 
1567 

OJ990414_06.9C10.C8.ol.tc 

621 

none 

621. .878, 622. .993 

25989 
53928 
1567 

OJ990414_06.9C10.C8.ol.ts 

622 

none ' 

622. .993, 624..974 

25989 
53928 
1567 

OJ990414_06.9C10.C8.ol.tm 

624 

none 

624.. 977, 625.. 993 

25989 
53928 
1567 

OJ990414_06. 9C10.C8.o2.gs 

1567 

none 

1567.. 1785, 2678.-2788, 2894. 

25989 
53929 
6909 

OJ990414_06.9C10.C8.o2.tm 

6909 

none 

6909.. 6983, 6910.. 6987, 6927. 
7236. .7292, 7238.-7276, 7293. 

25990 
53930 
66 

OJ990414_06.9C10.C9-ol.gs 
66 



Score 



Seq. ID OJ990414_06. 9C10.C8 

Strand + 

End 7355 k 

Method GENSCAN 

End 7355 

Score .58 

.6986, -7075. .7144, 7239. .7355 

Seq. ID OJ990414_06. 9C10.C8 
Strand 

End 2983 

Method TBLASTX : Cress 

End 993 

Score 342- 



Seq. ID OJ990414_06. 9C10.C8 
Strand 

End 2983 

Method TBLASTX : Soybean 

End 993 

Score 492 



Seq. .ID OJ990414_06.9C10.C8 
Strand 

End 2983 

Method TBLASTX : Mai ze 

End 993 

Score 573 



Seq. ID OJ9904.14_06. 9C10.C8 
Strand. - 

2983 
GENSCAN 
2983 
.57 



End 

Method 
End 
Score 
2983 



Seq. ID • OJ990414JD6. 9C10.C8 
Strand 

End 7361 

Method TBLASTX : Mai ze 

End 7361 

Score 118 

.7001, 7061. .7144, 7082. .7144, 
.7361, 7302.. 7361 

Seq. ID OJ990414_06. 9C10.C9 

Strand + 

End 1850 

Method GENSCAN 

End 1850 
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GI 


none 


Score 


.84 


Exons 


66. .272, 357. .978, 1079. .1360 


, 1372.. 


1638, 1719.. 1850 


Seq. No. 


25990 


Seq. ID 


OJ990414_06.9C10.C9 


G@n@ No . 


53930 


Strand 


+ 


Start 


66 


End 


1850 


Name 


OJ990414 06.9C10.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


826 


End 


1225 




none 


Score 


101 


Exons '■ 


826.. 975, 10,73.. 1225, 1078.. 1224 




Seq. No. 


25990 


Seq. ID 


OJ990414_06.9C10.C9 


Gene No . 


53930 


Strand 


+ 


Start 


66 


End 


1850 


Name 


OJ990414 06.9C10.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


829 


End 


1255 


GI 


none 


Score 


107 


Exons 


829. .972, 1082. .1255 






Seq. No. 


25991 


Seq. ID 


OJ990414_06.9C10.C10 


Gene No. 


53931 


Strand 




Start 


1560 


End 


7251 


Name 


OJ990414 06.9C10.C10.ol.np 


Method 


AAT/NAP 


Start 


1560 


End 


7251 


gi 


1076802 


Score 


243 


Exons 


1560. .1771, 2402. .2865, 3711. 


.3789, 6111. .6572, 7199. .7251 


GI Descrip. 


extensin-like protein - maize 


gi| 600118 |emb|CAA84230| (Z344 65) 



extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



Seq. No. 


25992 








Seq. ID 


OJ990414 


_06. 


9C10 


.Cll 


Gene No. 


53932 








Strand 


+ 








Start 


247 








End 


1914 








Name 


OJ990414 


06. 9C10 


.Cll. 


ol.gs 


Method 


GENSCAN 








Start 


247 








End 


1914 








GI 


none 








Score . 


.62 








Exons 


247. .256, 


1361. . 


1408, 


1797. 


.1853, 1892 


. .1914 








Seq. No. 


25993 








Seq. ID 


OJ990414. 


_06. 


9C10 


.C12 


Gene No. 


53933 








Strand 


+ 








Start 


873 








End 


942 








Name 


OJ990414 


06.9C10 


.C12. 


ol.gs 


Method 


GENSCAN 








Start 


873 








End 


942 








GI 


none 








Score 


.54 








Exons 


873. .942 


















Seq. No. 


25994 








Seq. ID 


OJ990414 


_06. 


9C10 


.C13 


Gene No. 


53934 








Strand 


+ 








Start 


47 








End 


181 








Name 


OJ990414 


06.9C10 


.C13. 


ol .gs 


Method 


GENSCAN 








Start 


47 








End 


181 








GI 


none 








Score 


.83 








Exons 


47. .181 


















Seq. No. 


25995 








Seq. ID 


OJ990414 


_06. 


9C10 


.C14 


Gene No. 


53935 








Strand 


+ 








Start 


614 








End 


2042 
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Name 


OJ990414 06 


.9C10 


.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


614 








End 


1114 




GI 


none 








Score 


912 




Exons 


614. .1114 














Seq. No. 


25995 








Seq. ID 


OJ990414 


_06.9C10.C14 


Gene No. 


53935 








Strand 


+ 




Start 


614 








End 


2042 




Name 


OJ990414 06 


.9C10 


.C14 .ol 


.gs 


Method 


GENSCAN 




Start 


660 








End 


1970 




GI 


none 








Score 


. 92 




Exons 


660. . 1970 














Seq. No. 


25995 








Seq. ID 


OJ990414 


_06.9C10.C14 


Gene No. 


53935 








Strand 


+ 




Start 


614 








End 


2042 




Name 


OJ990414 06 


.9C10 


.C14.ol 


,np 


Method 


AAT/NAP 




Start 


902 








End 


2042 




GI 


6692260 








Score 


585 




Exons 


902. .1067, 


1140. 


.2042 










GI Descrip. 


(AC010870) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


25995 








Seq. ID 


OJ990414 


_06.9C10.C14 


Gene No. 


53936 








Strand 






Start 


1352 








End 


1994 




Name 


OJ990414 06 


.9C10 


.C14.ol 


.tni' 


Method 


TBLASTX : 


Maize 


Start 


607 








End 


1994 




GI 


none 








Score 


286 




Exons 


607. .747, 1235.. 


1495, 1235.. 


1627, 1254 


. .1673, 1271. .1513, 




1350. .1490, 


1355 


. .1480, 


1394 


. .1678, 1395. .1784, 


1431. .1643, 




1484. .1612, 


1511 


. .1678, 


1515 


..1679, 1518. .1958, 


1563. .1694, 




1658. .1708, 


1707 


. .1790, 


1719 


. .1796, 1721. .1795, 


1788. .1994, 




1800. .1970, 


1868 


. .1966, 


1868 


..1963, 1884. .1964, 


1885. .1944, 




1887. .1964, 


1888 


. .1980 










Seq. No. 


25995 








Seq. ID 


OJ990414 


_06.9C10.C14 


Gene No. 


53936 








Strand 






Start 


1352 








End 


1994 




Name 


OJ990414 06 


. 9C10 


.C14.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


1265 








End 


1994 




GI 


none 








Score 


196 




Exons 


1265. .1609, 


1278 


. .1745, 


1281 


..1625, 1389. .1526, 


1398. .1994, 




1400. .1822, 


1515 


.".1637, 


1590 


. ..1991 






Seq. No. 


25995 








Seq. ID 


OJ990414 


_06.9C10.C14 


Gene No. 


53936 








Strand 






Start 


1352 








End 


1994 




Name 


OJ990414 06 


. 9C10 


.C14.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1281 








End 


1970 




GI 


none 








Score 


164 




Exons 


1281. .1628, 


1290 


. .1745, 


1299 


..1388, 1385. .1927, 


1401. .1970 


Seq. No,. 


^•25995 








. Seq. ID 


OJ990414 


_06.9C10.C14 


Gene No. 


53936 








Strand 






Start 


1352 








End 


1994 




Name 


OJ990414 06 


. 9C10 


.C14.o2 


.gp 


Method 


AAT/GAP 




Start 


1352 








End 


1981 
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GI 12078_1.R1084 Score 1184 

Exons 1352.. 1981 

GI Descrip. • 2245005/emb | CAB10425 . 1 | 2.0e-49 (Z97341) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 25996 Seq. ID 

Gene No. 53937 Strand 

Start 58 End 

Name OJ990414_06 . 9C10 . C17 . ol . gs Method 

Start . 58 End 

GI none Score 

Exons 58.. 8 6 



OJ990414_06.9C10.C17 
+ 

86 

GENSCAN 

86 

.77 



Seq. No. 


25997 




Seq. ID 


OJ990414_06.9C10.C19 


Gene No. 


53938 




Strand 


+ 


Start 


275 




End 


348 


Name 


OJ990414 06.9C10.C19.ol 


. gs 


Method 


GENSCAN 


Start 


275 




End 


348 


GI 


none 




Score 


.76 


Exons 


275. .348 








Seq. No. 


25997 




Seq. ID 


OJ990414_06.9C10.C19 


Gene No. 


53939 




Strand 


+ 


Start 


923 




End 


1285 


Name 


OJ990414 06.9C10.C19.o2 


.gs 


, : ' Method 


GENSCAN 


Start 


923 




End 


1285 


GI 


none 




Score 


.97 ■ 


Exons 


923. .1056, 1176. .1285 








Seq. No. 


25998 




Seq. ID 


OJ990414_06.9C10.C20 


Gene No. 


53940 




Strand 


+ 


Start 


489 




End 


600 


Name 


OJ990414 06.9C10.C20.ol 


.gs 


Method 


GENSCAN 


Start 


489 




End 


600 


GI 


. none 




Score 


.8 


Exons 


489. .600 








Seq. No. 


25999 




Seq. ID 


OJ990414_06.9C10.C21 


Gene No. 


53941 




Strand 




Start 


222 




End 


478 


Name 


OJ990414 06.9C10.C21.ol 


.gp 


Method 


AAT/GAP 


Start 


222 




End 


478 


GI 


12078 1.R1084 




Score 


481 


Exons 


222. .478 








GI Descrip. 


1 2245005/emb ICAB10425.1 


1 2. 


Oe-49 (Z97341) hypothetical protein 




[Arabidopsis thaliana] ' 








Seq. No. 


25999 




Seq. ID 


OJ990414_06.9C10.C21 


Gene No. 


53942 




Strand 




Start 


390 




End 


478 


Name 


OJ990414 06. 9C10.C21.ol 


.gs 


Method 


GENSCAN 


Start 


390 




End 


4 78 


GI 


none 




Score 


.8 


Exons 


390.. 4 78 : 









Seq. No. 26000 Seq. ID OJ990414_06.9C10.C22 

Gene No. ' 53943 Strand 

26039 




Start 


610 








End 


1529 




Name 


OJ990414 06 


.9C10 


.C22.ol 


.gs 


Method 


GENSCAN 




Start 


610 








End 


1529 




GI 


none 








Score 


.72 




Exons 


610. .917, 1172.. 


1529 










Seq. No. 


26001 








Seq. ID 


OJ990414 


_06. 9C10 .C23 


Gene No. 


53944 








Strand 


+ 




Start 


1392 








End 


2156 




Name 


OJ990414 06 


.9C10 


.C23.ol 


.gs 


Method 


GENSCAN 




Start 


1392 








End 


2156 




GI 


none 








Score 


. 89 




Exons 


1392. .1574, 


1594 


. .2156 










Seq. No. 


26002 








Seq. ID 


OJ990414 


_06. 9C10.C24 


Gene No. 


53945 








Strand 


+ 




Start 


912 








End 


1254 




Name 


OJ990414 06 


.9C10 


. C24 . ol 


.gs 


Method 


GENSCAN 




Start 


912 








End 


1254 




GI 


none 








Score 


. 92 




Exons 


912.. 972, 1137.. 


1254 










Seq. No. 


26002 








Seq. ID 


OJ990414 


_06. 9C10.C24 


Gene No. 


53946 








Strand 






Start 


190 








End 


672 




Name 


OJ990414 06 


.9C10 


.C24 .ol 


• gp 


Method 


AAT/GAP 




Start 


190 








End 


672 




GI 


none 








Score 


859 




Exons 


190. .672 














Seq. No. 


26002 








Seq. ID 


OJ990414 


_06. 9C10 , C24 


Gene No. 


53947 








Strand 






Start 


1519 








End 


3293 




Name 


OJ990414 06 


.9C10 


.C24 .o2 


gs 


Method 


GENSCAN 




Start 


1519 








End 


3293 




GI 


none 








Score 


.49 




Exons 


1519. .1586, 


1591 


. . 1782, 


2006. 


.2081, 2430. .2579, 


3240. . 3293 


Seq. No. 


26002 








Seq. ID 


OJ990414 


06. 9C10.C24 


Gene No. 


. 53948 








Strand 






Start 


6110 








End 


8400 




Name 


OJ990414 06 


9C10 


. C24 . o2 


gp 


Method 


AAT/GAP 




Start 


6110 








End 


8400 




GI 


none 








Score 


849 




Exons 


6110. .6518, 


8330 


. .8400 










Seq. No. 


26002 








Seq. ID 


OJ990414 


_06.9C10.C24 


Gene No. 


53949 








Strand 






Start 


8325 








End 


10070 




Name 


OJ990414 06 


9C10 


.C24.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5998 








End 


6388 




hi 


none 








Score 


34 




Exons 


5998. .6033, 


5998 


. . 6036, 


6113. 


.6172, 6114. .6173, 


6118. .6177, 




6125. .6184, 


6127 


. .6186, 


6136. 


.6240, 6179. .6196, 


6191. .6259, 




6193. .6228, 


6195 


. . 62 63 , 


6224. 


.6265, 622 


8. .6275, 


6229. .6279, 




6230. .6277, 


6293 


. .6334, 


6294. 


.6332, 6295.-6333, 


6305. .6334, 




6351. .6386, 


6352 


. .6387, 


6353. 


.6388 
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Seq. No. 


26002 








Seq. ID OJ990414 


_06.9C10.C24 


Gene No. 


53949 








Strand 






Start 


8325 








End 


10070 




Name 


/~\ -r A r> A A 1 A A 

OJ990414_06 


. 9C10 . 


C24 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6127 








End 


9905 




GI 


none 








Score 


53 




Exons 


/■* t A ~~l f~ "1 /-a 

6127 . . 6162, 


6154 . 


. 6195, 


/"ICC 

6155 . 


. 6196, 


6161. .6196, 


6189 . . 6230, 




619.1 . .6229, 


6193 . 


. 6234 , 


/** a a o 

6228 . 


.6272, 


6230. .6277, 


/- /-s — % /"ATA 

6231 . . 6278 , 




6267. .6380, 


6268. 


.6378, 


6305. 


.6379, 


6360. .6455, 


6363 . .6455, 




6377. .6460, 


6377. 


.6457, 


6452. 


.6520, 


6462. .6521, 


64 81 .. 65 61 , 




a a a a o /~ a a 

8292 . . 8609, 


8330 . 


. 8 608 , 


A S~ A A 

8604 . 


.8723, 


8608. .8724, 


a /- a a n t 1 1 

8 609 . . 8731 , 




8718 . . 9425, 


8721 . 


.8825, 


8722 . 


.9444, 


8726. .9445, 


Bill . . 9451 , 




9180 . . 9230, 


9216 . 


. 9482, 


9273 . 


.9416, 


9283. . 9417, 


A /I C A ACTA 

9450 . . 3d 11 , 




a a ™j 1 a c i a 

9471 . . 9512, 


9478 . 


. 9513, 


94 90 . 


.9513, 


9648. .9893, 


9648. .9890, 




9687 . . 9854, 


9721 . 


. 984 9, 


9882 . 


.9905 






Seq. No. 


a /" a a a 

26002 








Seq. ID OJ990414 


_06.9C10.C24 


Gene No. 


53949 








Strand 






Start . 


8325 








End 


10070 




Name 


OJ990414 06 


.9C10. 


C24.ol 


.np 


Method 


AAT/NAP 




Start 


o a a c 

8325 








End 


9872 




GI 


6648193 








Score 


1086 




Exons 


A A A r A f~ -n A 

8325 . . 9512, 


9651. 


.9872 










GI Descrip. 


/■n/"iA*lA>lAA\ 

(AC013483) ] 


putative RNA-binding protein [Arabidopsis thaliana 


Seq. No. 


26002 








Seq. ID OJ990414 


_06.9C10.C24 


Gene No. 


53949 








Strand 






Start 


8325 








End 


10070 




Name 


OJ990414_06 


.9C10. 


C24.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


8460 








End 


9866 




GI 


none 








Score 


284 




Exons 


A Jl /" A Ci H S~ A 

8460 . . 8564, 


8587. 


.8619, 


8946. 


.9044, 


9141. .9425, 


9142. .9435, 




9300 . . 94 16, 


9471. 


.9512, 


9490. 


.9513, 


9648. .9866, 


9649. .9849, 




9654 . . 98 66, 


9711. 


.9866 










Seq. No. 


26002 








Seq. ID OJ990414 


_06.9C10.C24 


Gene No. 


53949 








Strand 






Start 


8325 








End 


10070 




Name 


OJ990414 06 


.9C10. 


C24.ol 


,ts 


Method 


. TBLASTX: 


Soybean 


Start 


8551 








End 


9878 




GI 


none 








Score 


35 




Exons 


8551 . . 8604, 


8647. 


.8673, 


8721. 


.8942, 


8783. .8890, 


8916. .8990, 




a a i "7 n a "7 a 

8917 . .8973, 


8970. 


.8990, 


8994. 


.9161, 


9040. .9159, 


9162. .9425, 




9166 . . 944 1, 


9243. 


.9416, 


9477. 


.9512, 


9477. .9512, 


9648. .9878, 




9649 . . 984 9, 


9654. 


.9878, 


9684. 


.9854, 


9721. .9849 




Seq. No. 


26002 








Seq. ID OJ990414 


_06.9C10.C24 


Gene No. 


53949 








Strand 






Start 


8325 








End 


10070 




Name 


OJ990414 06 


.9C10. 


C24.o3 


.gp 


Method 


AAT/GAP 




Start ■ 


8952 








•End 


9386 




GI 


uC-osflcyp005fl2bl ■ 




Score 


870 





Exons 8952.. 9386 

GI Descrip. ■ 4938503/emb | CAB43861 . 1 | 3.0e-39 (AL078465) hnRNP-like protein 
[Arabidopsis thaliana] ' 

26041 




Seq. No. 


26002 




Seq. ID 


OJ990414_06 


. 9C10 


.C24 


Gene No. 


53949 




Strand 








Start 


8325 




End 


10070 






Name 


OJ990414 06. 9C10.C24 ,o4 


• gp 


Method 


AAT/GAP 






Start 


9435 




End 


10070 






GI 


. 7691 1.R1084 




Score 


55*5" ' 






Exons 


9435.. 9512, 9651.. 9897, 


10048. .10070 








GI Descrip. 


■ 4 938503/emb | CAB438 61 . 1 


1 8. 


Oe-27 (AL078465) hnRNP- 


like ; 


prot< 




[Arabidopsis thaliana] ' 












Seq. No. 


26003 ' 




Seq. ID 


OJ990414_06 


. 9C10 


.C25 


Gene No. 


53950 




Strand 


- 






Start 


1 




End 


4302 






Name 


OJ990414 06. 9C10.C25.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


4302 






GI 


2274845 




Score 


73 






Exons 


1..109, 190. .230, 419.. 


554, 


627. .736, 


4279. .4302 






GI Descrip. 


(D884 61) N-WASP [Rattus 


rattus] 








Seq. No. 


26003 




Seq. ID 


OJ990414_06 


. 9C10 


.C25 


Gene No. 


53950 




Strand 








Start 


1 




End 


4302 . 






Name 


OJ990414 06.9C10.C25.o2 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1615 






GI 


672154.7- - 




Score 


97 






Exons 


1. .1547 1531.. 1615 












GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


26003 




Seq. ID 


OJ990414_06 


. 9C10 


.C25 




53950 




Strand 








Start 


1 




End 


4302 






Name 


OJ990414 06.9C10.C25.ol 


.gs 


Method 


GENSCAN 






Start 


36 




End 


1615 






GI 


none 




Score 


. 63 . 






Exons 


36. .165, 232.. 420, 571. 


.719 


, 760. .914, 


1531. .1615 






Seq. No. 


26003 




Seq. ID 


OJ990414JD6 


. 9C10 


.C25 


Gene No 


53950 




Strand 








Start 


1 




End 


4302 






Name - 


OJ990414 06.9C10.C25.ol 


.gp 


Method 


AAT/GAP 






Start 


99 




End 


420 






GI 


none 




Score 


563 






Exons 


99. .420 












Seq. No. 


26003 




Seq. ID 


OJ990414_06 


. 9C10 


.C25 


Gene No 


53950 




Strand 








Start 


1 




End 


4302 






Name 


OJ990414 06.9C10.C25.o2 


.gs 


Method 


GENSCAN 






Start 


3906 




End 


4105 






GI 


none 




Score 


.47 






Exons 


3906. .4105 












Seq. No. 


26004 




Seq. ID 


OJ990414_06 


.9C10 


.C27 


Gene No. 


53951 




Strand 








Start 


401 




End 


661 






Name 


OJ990414 06.9C10.C27.ol 


.gs 


Method 


GENSCAN 






Start 


401 




End 


661 







26042 



GI 

Exons 



none 

401. .661 



Score 



.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990414 06.9C10.C28 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26005 Seq. ID 

53952 Strand 
616 End 
OJ9904 14_06 . 9C10 . C28 . ol . gp Method 
616 End 
5867_1.R1084 Score 
616.:.. 703 

' 464 986/sp | P35132 | UBC9_ARATH 5.0e-58 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



703 

AAT/GAP 
703 
■ 117 

UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN 



26006 Seq. ID 

53953 Strand 

549 \ End 

OJ9904 14_06 . 9C10 . C29 . ol . gs Method 

549 End 

none Score 



OJ990414_06. 9C10.C2 9 
+ 

10911 
GEN SCAN 
10911 
. 69 

3305, 3496.. 3629, 



549. .655, 813. .893, 2557. .2748, 3130 
5333.-5428, 5524. .5548, 6547. .6846, 6937 .. 7154 , .'7282 .. 7375, 
7397. .7470, 8917. .9010, 1014 6 .. 10212 , 10337 .. 10453, 
10778. .10832, 10866. .10911 



26006 Seq. ID 

53953 Strand 

54 9 End 

OJ9904 14_06 . 9C10 . C29 . ol . np Method 

5272 End 

4755187 Score 



OJ990414_06.9C10.C29 
+ 

10911 
AAT/NAP 
8882 
46 



5272.. 5319, 7286.. 7470, 8859..8882 

(AC007018) hypothetical protein [Arabidopsis thaliana] 



26007 Seq. ID 

53954 Strand 
1 End 
OJ9904 14_06 . 9C10 . C30 . ol . np Method 
1 End 
6539581 Score 
1..607, 760. .829 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ990414_06.9C10.C30 
+ 

829 

AAT/NAP 

829 

450 



26007 Seq. ID 

53954 Strand 

1 End 
OJ9904 14_06 . 9C10 . C30 . ol . gs Method 

120 End 

none Score 
120. .644 



OJ990414_06.9C10.C30 
+ 

829 

GENSCAN 

644 

.91 



Seq. No. 



26007 



Seq. ID OJ990414_06.9C10.C30 



26043 




Gene No. 


53954 






Strand 


+ 






-Start 


' 1 






End 


829 






Name 


OJ990414 


06. 9C10.C30.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


162 






End 


542 






GI 


none 






Score 


298 






Exons 


162. .542, 


245.. 541, 249. 


.542 










,Seq. No. 


26007 






Seq. ID 


OJ990414_06 


9C10 


-C30 


Gene No. 


53954 






Strand 


■f . 






Start 


1 






End 


82 9 






Name 


OJ990414 


06. 9C10.C30.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


219 






End 


638 






GI 


none 






Score 


318 






Exons 


219. . 638, 


263. .508 












Seq. No. 


26008 






Seq. ID 


OJ990414_06 


9C10 


.C31 


Gene No.' 


53955 . " 






Strand 


~~ 






Start 


159 






End 


429 






Name 


OJ990414 


06.9C10.C31.ol. 


gp 


Method 


AAT/GAP 






Start 


159 






End 


429 -'-v \ * 






GI 


28754 1.R1084 




Score, 


422 






Exons 


159. .429 














GI Descrip. 


! 3935169 


5.0e-12 (AC004557) 


F17L21. 12 


[Arabidopsis 


thaliana] 


Seq. No. 


26009 






Seq. ID 


OJ990414_06 


9C10 


.C32 


Gene No - 


53956 






Strand 


* — ~" 






Start 


146 






End 


227 






Name 


OJ990414 


06.9C10.C32.ol. 


gs 


Method 


GENSCAN 






Start 


146 






End 


227 






GI 


none 






Score 


.45 






Exons 


14b.. zz / 














Seq. No. 


26010 






Seq. ID 


OJ990414_06 


9C10 


.C33 


Gene No . 


53957 






Strand 


— 






Start 


7 9 






End 


368 






Name 


OJ990414 


06.9C10.C33.ol. 


gs 


Method 


GENSCAN 






Start 


79 






End 


368 






GI 


none 






Score 


. 82 






Exons 


79. .230, 


296. .368 












Seq. No. 


26011 






Seq. ID 


uj y yu4 14 uo, 


9C10 


.C34 


Gene No. 


53958 






Strand 


+ 






Start 


41 






End 


514 






Name 


OJ990414 


06.9C10.C34.ol. 


gp 


Method 


AAT/GAP . 






Start 


41 






End 


514 






GI 


none 






Score 


666 






Exons 


41. .250, 


346. .514 












Seq. No. 


26012 






Seq. ID 


OJ990414_06. 


9C10 


.C35 


Gene No. 


53959 






Strand 


+ 






Start 


169 






End 


1492 






Name 


OJ990414 


06.9C10.C35.ol. 


gs 


Method 


GENSCAN 






Start 


169 






End 


1492 






GI 


none 






Score 


.71 






Exons 


169. .276, 


416.. 642, 1397 


. .1492 








Seq. No. 


26012 






Seq. ID 


OJ990414_06. 


9C10 


.C35 



26044 




belle INC • 


53959 


Strand 


+ 




Start 


169 


End 


1492 




Name 


OJ990414 06.9C10.C35.ol.gp 


Method 


AAT/GAP 




Start 


266 


End 


1370 




GI 


none^.* 


Score 


1716 




Exons 


266.. 297, 416.. 795, 891.. 1370 






Seq. No. 


26012 


Seq-. ID 


OJ990414_06.9C10 


.C35 




53959 


Strand 


+ 




Start 


169 


End 


1492. " 




Name 


OJ990414 06.9C10.C35.ol.ts 


Method 


TBLASTX: Soybean 




Start 


424 


End 


732 




GI 


none 


Score 


434 




Exons 


424 732 425 727 








Seq. No. 


26013 


Seq. ID 


OJ990414_06.9C10 


.C36 


UCllC LNU . 


53960 


Strand 






Start 


288 


End' 


379 




Name 


OJ990414 06.9C10.C36.ol.gs 


Method 


GENSCAN 




Start 


^. u u 


End 


379 




GI 


none 




.84 




Exons 


Z. O O . • J / Z7 








Seq. No. 


. £. OU X y 


q^rr T n 


.OJ990414_06.9C10 


.C41 


OCllC ViKJ • 


JJJUl 


ocx diiu 






Start 


411 

*± X X 


FnH 


573 




Name 


OJ990414 06 9C10 C41 ol as 


Method 


GENSCAN 




Start 


411 


End 


573 




GI 


none 


Score 


.85 




Exons 


411. .573 








Seq. No. 




Seq. ID 


OJ990414_06.9C10 


.C42 


Gene No. 


53962 


Strand 


+ 




Start 


1 


End 


746 




Name 




Method 


AAT/NAP 




Start 


' 1 


End 


746 




GI 


5932543 


Score 


345 




Exons 


1 403 674 746 








GI Descrip. 


fAPOnQ^fiS^ nnfflt" i vp nil l-orr^ri 


activated protein kinase kinase 












Seq. No. 


26015 


Seq. ID 


OJ990414_06.9C10 


.C42 




53962 


Strand 


+ 




Start 


1 


End 


746 




Name 


OJ990414 06.9C10.C42.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


405 




GI 


none 


Score 


118 




Exons 


2. ,88, 4. .45, 92. .400, 157. 


405 






Seq. No. 


26015 


Seq. ID 


OJ990414_06.9C10 


.C42 


Gene No. 


53962 


Strand 


+ 




Start 


1 ■ 


End 


746 




Name 


' OJ990414 06.9C10.C42.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


- End 


405 




GI 


none 


Score 


118 




Exons 


2. .88, 4. .45, 92. .400, 157.. 


405 
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Seq. No. 


26015 


Seq. ID 


OJ990414_06. 


9C10. 


C42 




53962 


Strand 


+ 






Start 


1 


End 


746 






Name 


OJ990414 06. 9C10.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


89 


End 


379 






GI 


none 


Score 


252 






Exons 


89. .379, 151. .366 










Seq. No. 


26015 


Seq. ID 


OJ990414JD6. 


9C10. 


C42 


Gene No . 


53962 


Strand 


+ 






Start 


1 


End 


746 , 






Name 


OJ990414 06. 9C10.C42.ol.gs 


Method 


GEN SCAN 






Start 


101 


End 


403 






GI 


none 


Score 


. 87 






Exons 


101. .403 










Seq. No. 


26016 


Seq: ID 


OJ990414_06. 


9C10. 


C46 


Gene No . 


53963 


Strand 


+ 






Start 


1073 


End 


1615 






Name 


OJ990414 06.9C10.C46.ol.gs 


Method 


GENSCAN 






Start 


1073 


End 


1615 






GI 


none 


Score 


. 61 






Exons 


1073. .1200, 1258. .1615 










Seq. No. 


26016 


Seq. ID 


OJ990414_06. 


9C10. 


C46 


Gene No. 


53964 


Strand 


- 






Start 


1454 


End 


1568 






Name 


OJ990414 06.9C10.C46.ol.gp 


Method 


AAT/GAP 






Start 


1454 


End 


1568 






GI 


28754 1.R1084 


Score 


198 






Exons 


1454. .1568 










GI Descrip. 


■3935169 5.0e-12 (AC004557) 


F17L21.12 


[ Arabidopsis 


thaliana] 


Seq. No. 


26017 


Seq. ID 


OJ990414_06. 


9C10. 


C47 


Gene No. 


53965 


Strand 


+ 






Start 


329 


End 


2661 






Name 


OJ990414 06. 9C10.C47.o2.np 


Method 


AAT/NAP 






Start 


329 


End 


2661 






GI 


5042454 


Score 


314 






Exons 


329. .358, 1529. .1745, 2043.. 


2661 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


26017 


Seq. ID 


OJ990414_06. 


9C10. 


C47 


Gene No . 


53965 


Strand 


+ 






Start 


329 


End 


2661 






Name 


OJ990414 06.9C10.C47.ol.gs 


Method 


GENSCAN 






Start 


663 


End 


2471 






GI 


none 


Score 


. 84 






Exons 


663.. 2471 










Seq. No. 


26017 


Seq. ID 


OJ990414_06. 


9C10. 


C47 


Gene No. 


53966 


Strand 








Start 


226 


End 


730 






Name 


OJ990414 06.9C10.C47.ol.np 


Method 


AAT/NAP 






Start 


226 


End 


730 






GI 


6721512 


Score 


205 






Exons 


226. .265, 378. .414, 454. .588 


, 616. .730 









26046 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26017 
53967 
2313 

OJ990414_06.9C10.C47.ol.tw 

2313 

none 



Seq. ID OJ990414_06.9C10.C47 
Strand 

End 2 660 

Method TBLASTX : Wheat 

End 2660 

Score 74 



2313. .2426, 2336.-2389, 2415.. 2660, 2432.. 2605 



26018 
53968 
1 

OJ990414_06.9C10.C48.ol.np 
1 

5902444 
1. .762 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990414_06.9C10.C48 

Strand + 

End 8 64 

Method AAT/NAP 

End 7 62 

Score 587 



26018 
53968 
1 

OJ990414_06.9C10.C48.ol.tw 

139 

none 



Seq. -ID OJ990414_06.9C10.C48 

Strand + 

End 864 

Method TBLASTX : Wheat 

End 864 

Score 109 



139. .309, 346. .582, 348. .572, 729. .818, 730. .819, 751. .864, 
759.-824 



Seq. No. 26018 

Gene No. 53968 

Start 1 

Name OJ990414_06 . 9C10 .C4 8 . ol . gs 

Start 151 

GI none 

Exons 151 . .765 



Seq. ID OJ990414_06.9C10.C48 

Strand + 

End 8 64 

Method GENSCAN 

End 765 

Score . 8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

•GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26019 
53969 
1 

OJ990414_06.9C10.C4 9.o4 .np 
1 

6498441 



Seq. ID OJ990414_06.9C10.C49 

Strand + 

End 2819 

Method AAT/NAP 

End 2819 

Score 561 



1..38, 1682. .1997, 2181. .2314, 2489. .2819 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990414_06.9C10.C49 

Strand + 

End 2819 

Method AAT/NAP 

End 909 

Score 142 



26019 
53969 
1 

OJ9904 14_06 . 9C10 . C4 9 . o2 . np 
819 

6721561 . 
819. .909 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi| 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 



26047 




corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


26019 








Seq. ID 


OJ990414 


_06.9C10 


.C49 


Gene No. 


53969 








Strand 


+ 






Start 


1 








End 


2819 






Name 


OJ990414 06 


. 9C10 


.C49.o3 


.np 


Method 


AAT/NAP 






Start 


1691 








End 


2819 






GI 


5902445 








Score 


1133 






Exons - 


-1691. .2819- 
















\J X UCO^l X ^/ • 


( AB030283) 


GAG- POL precursor 


[Oryza sativa] 






Seq. No. 


26019 








Seq. ID 


OJ990414 


_06. 9C10 


.C49 


Gene No. 


53969 








Strand 


+ 






Start 


1 








End 


2819 






Name 


OJ990414 06 


. 9C10 


.C49.ol 


. gs 


Method 


GENSCAN 






Start 


2049 








End 


2612 






GI 


none 








Score 


.76 






Exons 


2049. .2612 
















Seq. No. 


26019 








Seq. ID 


OJ990414 


_06. 9C10 


.C49 


Gene No. 


53970 








Strand 








Start 


697 








End 


788 






Name 


OJ990414 06 


. 9C10 


.C49.ol 


.np 


Method 


AAT/NAP 






Start 


697 








End 


788 






GI 


4680183 








Score 


130 






Exons 


697. .788 


















( AF1 1 1709} 


gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


26019 








Seq. ID 


OJ990414 


_06.9C10 


.C49 


Gene No. 


53971 








Strand 








Start 


1687 








End 


2117 






Name 


OJ990414 06 


. 9C10 


.C49.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1687 








End 


2087 






GI 


none 








Score 


78 






F von <? 

i-J AUlliJ 


1687 1800. 


1688 


. .1801, 


1803. 


.2087, 1826. .2086, 


1875. .1961 


Seq. No. 


26019 








Seq. ID 


OJ990414 


_06.9C10 


.C49 


Gene No. 


53971 








Strand 








Start 


1687 








End 


2117 






Name 


OJ990414 06 


.9C10 


.C49.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


1799 








End 


2117 






GI 


none 








Score 


357 








1799 2107. 


1803 


. .2117 












Seq. No. 


26019 








Seq. ID 


OJ990414 


JD6.9C10 


.C49 


Gene No. 


.53972 








Strand 








Start 


2172 








End 


2671 






Name 


OJ990414 06 


. 9C10 


.C49.o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2172 








End 


2528 






GI 


none 








Score 


306 






Exons 


2172. .2528, 


2181 


. .2228, 


2216. 


.2488 








Seq. No. 


26019 








Seq. ID 


OJ990414 


_06:9C10 


.C49 


Gene No. 


53972 








Strand 








Start 


2172 








End 


2671 






Name 


OJ990414 06 


. 9C10 


.C49.ol 


.tw 


Method 


TBLASTX: 


Wheat 





26048 




Start 


2202 








End ' 


2608 


GI 


none 








Score 


426 


Exons 


2202 . .2606, 


2216 


.2608, 


2237 . 


. 2608 




Seq.- No. 


26019 








Seq. ID 


OJ990414_06. 9C10.C49 


Gene No. 


53972 








Strand 




Start 


2172 








End 


2671 


Name 


OJ990414_06 


. 9C10 


C49. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2256 








End 


2671 


GI 


none 








Score 


256 


Exons 


2256. .2618, 


2282 


.2455, 


2492 . 


.2527, 2591.. 2671 


Seq. No. 


26020 








Seq. ID 


OJ990414_06.9C10.C50 


Gene No. 


53973 








Strand 


+ 


Start 


2117 








End 


9442 


Name 


OJ990414_06 


.9C10 


C50.ol 


.gs 


Method 


GENSCAN 


Start 


2117 








End 


9053 


GI 


none 








Score 


.61 


Exons 


2117. .2201, 


3363 


. 3469, 


4760 . 


.4850, 5727. .5959, 6102. .6248, 




7298. .7370, 


7436 


. 7587, 


7680 . 


.8348, 8488. .8714, 8963. .9053 


Seq. No. 


26020 








Seq. ID 


OJ990414_06.9C10.C50 


Gene No. 


53973 








Strand 


+ 


Start 


2117 








End 


9442 


Name 


OJ990414 06 


.9C10 


C50.ol 


.np 


Method 


AAT/NAP- 


Start 


3280 








End 


4 624 


GI 


6630699 








Score 


82 


Exons 


3280. .3313, 


4547 


.4624 









GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 



gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


26020 






Seq. ID 


OJ990414_06.9C10.C50 


Gene No. 


53973 






Strand 


+ 


Start 


2117 






End 


9442 


Name 


OJ990414 06 


-9C10 


.C50.o2.np 


Method 


AAT/NAP 


Start 


4754 






End 


5190 


GI 


6539570 






Score 


124 


Exons 


4754. .4955, 


5117 


. .5190 






GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


26020 






Seq. ID 


OJ990414_06.9C10.C50 


Gene No. 


53973 






Strand 


+ 


Start 


2117 






End 


9442 


Name 


OJ990414 06 


.9C10 


.C50.ol.gp 


Method 


AAT/GAP 


Start 


8338 






End 


9442 


GI 


none 






Score 


1716 


Exons 


8338. .8369, 


8488 


..8867, 8963. 


.9442 




Seq. No. 


26020 






Seq. ID 


OJ990414_06.9C10.C50 


Gene No- 


53974 






Strand 




Start 


10684 






End 


14538 


Name 


OJ990414 06 


.9C10 


,.C50.o2. ts 


Method 


TBLASTX: Soybean . 


Start 


7839 






End 


8360 


GI 


none 






Score 


141 


Exons 


7839. .7958, 


7848 


..7958, 7925. 


.8059, 7953. .8081, 7954. .8061, 




7955. .8083, 


8211 


. .8360 







26049 




Seq. No. 


26020 




Seq. ID 


OJ990414 06.9C10 


.C50 


Gene No. 


53974 




Strand 


- 




Start 


10684 




End 


14.538 




Name 


OJ990414 06.9C10.C50 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8496 




End 


8804 




GI 


none 




Score 


434 




Exons 


8496.. 8804, 8497.. 8799 








Seq. No. 


26020 




Seq. ID 


OJ990414_06. 9C10 


. C50 


Gene No. 


53974 




Strand 






Start 


10684 




End 


14538 




Name 


OJ990414 06.9C10.C50 


,o2.gs 


Method 


GENSCAN 




Start 


10684 




End 


14216 




GI 


none 




Score 


.59 




-Exons 


10684. .10705, 10785. 


.10851, 


10961. .11043, 11875. .12048, 






12115. .12318, 12417. 


.13157, 


14209. .14216 




Seq. No. 


26020 




Seq. ID 


OJ990414_06.9C10 


. C50 


Gene No. 


5397-4 . 




Strand 






Start 


10684 




End 


14538 




Name 


OJ990414 06.9C10.C50 


. o5 . np 


Method 


AAT/NAP 




Start 


11875 




End 


14538 




GI 


4755187 




Score 


329 




Exons 


11875. .12048, 12142. 


.12318, 


12417. .12761, 14480. .14538 




GI. Descrip. 


(AC007018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


26020 




Seq. ID 


OJ990414_06.9C10 


.C50 


Gene No. 


53974 




Strand 






Start 


10684 




End 


14538 




Name 


OJ990414 06.9C10.C50 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


11877 




End 


12208 




GI 


none 




Score 


120 




Exons 


11877. .12044, 11887. 


.12042, 


12137. .12208, 12144. .12206 




Seq. No. 


26020 




Seq. ID 


OJ990414_06.9C10 


. C50 


Gene No . 


53974 




Strand 






Start 


10684 




End 


14538 




Name 


OJ990414 06.9C10.C50 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


11877 




End 


12216 




GI 


, none 




Score 


68 




Exons 


11877. .12044, 11886. 


.12035, 


11887. .12042, 12142. .12216, 






12144. .12215 










Seq. No. 


26020 




Seq. ID 


OJ990414_06.9C10 


. C50 


Gene No. 


53974 




Strand 






Start 


10684 




End 


14538 




Name 


OJ990414 06.9C10.C50 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11877 




End 


12727 




GI 


none 




Score 


74 




Exons 


11877. .12044, 11880. 


.12035, 


11887. .12051, 11887. .12051, 






12142. .12213, 12144. 


.12212, 


12608. .12727 




Seq. No. 


26021 




Seq. ID 


OJ990414_06.9C10 


.C51 


Gene No. 


53975 




Strand 


+ 




Start 


634 




End 


1192 




Name 


OJ990414 06.9C10.C51 


. ol .gs 


Method 


GENSCAN 





26050 




Start 


634 


End 


1192 


GI 


none 


Score 


.87 


Exons 


634.. 753, 1136. ,1192 






Seq. No. 


26021 


Seq. ID 


OJ990414_06.9C10.C51 


Gene No. 


539-76 


Strand 




Start 


1333 


End 


3795 


Name 


OJ990414 06 9C10 C51 ol no 


Method 


AAT/NAP 


Start 


1333 


End 


3795 


GI 


6587857 


Score 


172 


Exons 


1333.. 1371, 3488.. 3795 






GI Descrip. 


(AC012680) putative Mutator 


-like transposase [Arabidopsis 




thaliana] 






Seq. No. 


26021 


Seq. ID 


OJ990414_06.9C10.C51 




53976 


Strand 


- 


Start 


1333 


End 


3795 


Name 


OJ990414 06.9C10.C51.o2 . gs 


Method 


GENSCAN 


Start 


2323 


End 


3604 


GI 


none 


Score - 


.7 


Exons 


2323.-2576, 2627.. 2744, 348 






Seq. No. 


26022 


Seq. ID 


OJ990414_06.9C10.C52 


UCilC L^fU • 


53977 


Strand 




Start 


126 


End 


362 


Name 


OJ990414 06.9C10.C52.ol.tm . 


Method 


TBLASTX: Maize 


Start 


126 


End 


362 


GI 


none 


Score 


70 


Exons 


126. .323, 129. .362 






Seq. No. 


26023 


Seq. ID 


OJ990414_06.9C10.C53 


Gene No. 


53978 


Strand 


- 


Start 


283 


End 


432 


Name 


OJ990414 06.9C10.C53.ol.gp 


Method - 


AAT/GAP 


Start 


283 


End 


432 


GI 


28754 1.R1084 


Score 


259 


Exons 


283. .432 ' 






GI Descrip. 


'3935169 5.0e-12 (AC004557) 


F17L21.12 


[Arabidopsis thaliana] 


Seq. No. 


26024 


Seq. ID 


OJ990604_03.9C03.C1 


Gphp No 


53979 


Strand 


+ 


Start 


1 


End 


120 


Name 


OJ990604 03.9C03.Cl.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


120 


GI 


none 


Score 


228 


Exons 


1. .120 






Seq. No. 


26025 


Seq. ID 


OJ990604__03.9C03.C3 


Gene No. 


53980 


Strand 




Start 


1 


End 


308 


Name 


OJ990604 03.9C03.C3.ol.gp 


Method 


AAT/GAP ■ 


Start 


1 


End 


308 . 


GI 


uC-osflcyp084el0al 


Score 


602 


Exons 


1..308 






GI Descrip. 


'2618723 5.0e-15 (U49073) IAA17 [Arabidopsis thaliana] 



>gi_2921756 (AF040631) IAA17/AXR3 protein [Arabidopsis thaliana] 
>gi_4389514_gb_AAB70451_ (AC000104) Identical to Arabidopsis 



26051 



gb_AF040632 and gb_U49073 IAA17/AXR3 gene. ESTs gb_H36782 and 
gb F14074 come from this gene. [Arabidopsis thaliana] ■ 



Seq. No. 


26026 




Seq. ID 


OJ990604_03 


. 9C03 


. C8 


Gene No. 


53981 . 




Strand 


+ 






Start 


203 




End 


680 






Name 


OJ990604 


03. 9C03.C8 .ol.gs 


Method 


GENSCAN 






Start 


203 




End 


680 






GI 


none 




Score 


.81 






Exons 


203. . 412, 


564.. 680 










Seq. No. 


26027 




Seq. ID 


OJ990604 03 


.9C03 


.C9 


Gene No. 


53982 




Strand 


+ 






Start 


1 




End 


663 






Name 


OJ990604 


03.9C03.C9.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


663 






GI 


479357 




Score 


498 






Exons 


1. .663 












GI Descrip. 


hypothetical protein 612 - maize transposon MuA2 








gi 1223751 


emb|CAA44165| (X62251) ORF [Zea mays] 






Seq. No. 


26027 




Seq. ID 


OJ990604_03 


. 9C03 


.C9 


Gene No. 


53982 




Strand 


+ 






Start 


1 




End 


663 






Name 


OJ990604 


03 9C03 C9 ol.tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


659 7 






GI 


none 




Score 


187 






Exons 


3... 167, 9 


I..161, 11. -166, 175. 


.210, 180, 


. .230, 183. .; 


293, 


258 . 




JUJ . . JO J; 


639. . 659 










Seq. No. 


26028 




Sea ID 


OJ990604_03 


. 9C03 


.C13 


Gene No. 


53983 




Strand 








Start 


1 




End 


207 






Name 


OJ990604 


03. 9C03.C13. ol.gs 


Method 


GENSCAN 






Start 


1 




End 


207 






GI 


none 




Score 


.7 






Exons 


1. .207 












Seq. No. 


26029 




Seq. ID 


OJ990604_03 


. 9C03 


.C14 


Gene No. 


53984 




Strand 








Start 


293 




End 


670 






Name 


OJ990604 


03. 9C03.C14. ol.gs 


Method 


GENSCAN 






Start 


293 




End 


670 






GI 


none 




Score 


.78 






Exons 


293. .670 












Seq. No. 


26030 




Seq. ID 


OJ990604_03 


. 9C03 


.C15 


Gene No. 


53985 




Strand 








Start 


90 




End 


421 






Name 


OJ990604 


03. 9C03.C15. ol.gs 


Method 


GENSCAN 






Start 


90 




End 


421 






GI ■ 


none 




Score 


.45 






Exons 


90. .230, 


385. .421 










Seq. No. 


26031 




Seq. ID 


OJ990604_03 


. 9C03 


.C16 


Gene No. 


53986 




Strand 


+ 






Start 


114 




End 


135 







26052 




Name 


OJ990604 03. 9C03 . C16 . ol . gs 


Method 


GEN SCAN 




Start 


114 


End 


135 




GI 


none 


Score 


. 82 




Exons 


114. .135 








Seq.- No. 


26032 


Seq. ID 


OJ99'0604_03 . 9C03. 


.C19 


Gene No. 


53987 


Strand 






Start 


155 


End 


506 




Name 


OJ990604 03. 9C03 . C19 . ol . gs 


Method . 


GENSCAN 




Start 


155 


End 1 


506 . 




GI 


none 


Score 


.81 




Exons 


155. .362, 448. .506 








Seq. No. 


26033 


Seq. ID 


OJ990604_03. 9C03. 


X21 


Gene No . 


53988 


Strand 


+ 




Start 


95 


End 


208 




Name 


OJ990604 03. 9C03 . C21 . ol . gs 


Method 


GENSCAN 




Start 


95 


End 


208 




GI 


none 


Score 


. 93 




Exons 


95. .208 








Seq. No. 


26034 


Seq. ID 


OJ990604_03. 9C03, 


,C24 


Gene No. 


53989 


Strand 






Start 


1 


End 


742 




Name 


OJ990604 03.9C03.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


742 




GI 


4678347 


Score 


250 




Exons 


1..93, 410. .742 








GI Descrip. 


(AL049659) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26034 


Seq. ID 


OJ990604_03.9C03. 


.C24 


Gene No . 


53989 


Strand 






Start 


1 


End 


742 




Name 


OJ990604 03. 9C03 . C24 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 


End J 


677 




GI 


none 


Score 


75 




Exons 


1..96, 2. .79, 480. .677, 497. 


.676, 498. 


.677 




Seq. No. 


26034 


Seq. ID 


OJ99060.4_03.9C03. 


. C24 


Gene No . 


53989 


Strand 






Start. 


1 


End 


742 




Name" 


OJ990604_03 . 9C03 . C24 . ol . tm 


Method 


TBLASTX: Maize 




Start 


434 


End 


677 




GI 


none 


Score 


90 




Exons 


434. .676, 444. .677 








Seq. No. 


26035 


Seq. ID 


OJ990604_03.9C03. 


,C25 


Gene No. 


53990 


Strand 






Start 


1 


End 


665 




Name 


OJ990604 03.9C03.C25.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


665 




GI 


5734736 


Score 


545 




Exons ' 


1. .665 








GI Descrip? 


(AC007259) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


26035 


Seq. ID 


OJ990604_03.9C03. 


.C25 


Gene No. 


53990 


Strand 







26053 



Start 1 

Name OJ990604_03 . 9C03 . C25 . ol . tw 

Start 1 

GI none 

Exons 1..345, 2.. 280 

Seq. No. 26035 

Gene No. 53990 

Start 1 

Name OJ990604_03 . 9C03 . C25 . ol . tm 

Start 4" 

GI none 

Exons 4.. 387 



End 665 

Method TBLASTX : Wheat 

End 345 

Score 128 ' 



Seq. ID OJ990604_03.9C03.C25 
Strand 

End 665 

Method TBLASTX: Maize 

End 387 

Score 266 



Seq. No. 26035 Seq. ID 

Gene No. 53990 Strand 

Start 1 End 

Name OJ990604_03 . 9C03 . C25 . ol . gs Method 

Start 39 "-^ End 

GI : 'none Score 

Exons 39.. 355 



OJ990604_03.9C03.C25 
665 

GENS CAN 

355 

.56 



Seq. No. 26035 

Gene No. 53990 

Start- 1* 

Name OJ990604_03 . 9C03 .C25 ,ol . ts 

Start 148 

GI none 

Exons 148. .480, 158. .448, 307. .384 

Seq. No. 26036 

Gene No. 53991 

Start 557 

Name OJ990604_03 . 9C03 . C2 6 . ol . gs 

Start 557 

GI none 

Exons 557.. 694 



Seq. ID OJ990604_03.9C03.C25 
Strand 
End " 
Method 
End 
Score 



665 

. TBLASTX : Soybean 
480 
140 



Seq. ID OJ990604_03.9C03.C26 

Strand + 

End 694 ■ 

Method GENSCAN 

End 694 

Score .88 



Seq. No. 26037 Seq. ID OJ990604_03.9C03.C27 

Gene No. 53992 Strand + 

Start 1 End 3841 

Name OJ990604_03 . 9C03 . C27 . ol .np Method AAT/NAP 

Start 1 End 3841 

GI 4335731 Score 2628 

Exons 1..533, 601.. 1531, 1562.. 3841 

GI Descrip. (AC006248) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 26037 Seq. ID 

Gene No. 53992 Strand 

Start • 1 End 

Name OJ990604_03 . 9C03 . C27 . ol . gs Method 

Start .117 End 

GI none Score 

Exons 117. .418, 495. .2041, 2079. .2234, 2307. 



OJ990604_03.9C03.C27 
+ 

3841 
GENSCAN 
3838 ■ ' 

.54 
.3838 



Seq. No. 



26037 



Seq. ID OJ990604 03.9C03.C27 



26054 




Gene No . 


53993 








Strand 


+ 




Start 


4793 








End 


6807 




Name 


OJ990604 03. 


, 9C03. 


C27.o2 


-gs 


Method 


GENS CAN 




Start 


4793 








End 


6807 . 




GI 


none 








Score 


.86 




Exons 


4793. .5138, 


5272. 


.5445, 


6614. 


.6807 






Seq. No. 


26037 








Seq. ID 


OJ990604_03. 9C03 


.C27 


Gene No. 


53994 ' 








Strand 






Start 


7800- 








End 


8261 




Name 


OJ990604. 03. 


9C03. 


C27.o6 


.ts 


Method 


TBLASTX : Soybean 




Start 


165 








End . 


404 




GI 


none 








Score 


205 




Exons 


165. .404 














Seq. No. 


26037 








Seq. ID 


OJ990604_03. 9C03 


.C27 


Gene No. 


53994 








Strand 






Start 


7800 - 








End 


8261 




Name 


OJ990604 03. 


•9C03. 


C27.o5 


.ts 


Method 


TBLASTX : Soybean 




Start 


1177 . 








End 


1509 S ; -. 




GI 


none 








Score 


255 




Exons 


1177. .1509, 


1209. 


.1499, 


1273. 


. 1350 






Seq. No. 


26037 








Seq. ID 


OJ990604_03. 9C03 


.C27 


Gene No . 


53994 








Strand 






Start 


7800 








End 


8261 




Name 


OJ990604 03. 


9C03. 


C27.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1312 








End 


1944 




GI 


none 








Score 


363 




Exons 


1312. .1773, 


1377. 


.1760, 


1444 . 


.1761, 1783. .1884, 1849. .1944 


Seq. No. 


26037 








Seq. ID 


OJ990604_03. 9C03 


.C27 


Gene No . 


53994 








Strand 






Start 


7800 








End 


8261 




Name 


OJ990604 03. 


9C03. 


C27.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1369 








End 


2007 




GI 


none 








Score 


67 




Exons 


1369. .1437, 


1437. 


.1736, 


1438. 


.2007 






Seq. No. 


26037 








Seq. ID 


OJ990604_03. 9C03 


.C27 


Gene No. 


53994 








Strand 






Start 


7800 








End 


8261 




Name 


OJ990604 03. 


9C03. 


C27.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


1546 








End 


2052 




GI 


none 








Score 


541 




Exons 


1546. .2052, 


1548. 


.1919 










Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


Gene No. 


53994 








Strand 






Start 


7800 








End 


8261 




Name 


OJ990604 03. 


9C03. 


C27.o3, 


. tc 


Method 


TBLASTX: Cress 




Start 


1561 








End 


2010 




GI 


none 








Score 


281 




Exons 


1561. .2004, 


1579. 


.2010 










Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


Gene No. 


53994 








Strand 







26055 




Start 


7800 








End 


8261 




Name 


OJ990604 03 


.9C03 


.C27.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2303 








End 


2815 




GI. 


5509260 








Score 


513 




Exons 


2303. .2815, 


2306 


. .2590, 


2311. 


.2664, 2630. .2713, 2731. .2787 


GI Descrip. 


- 














Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


UC11C LVKJ . 


53994 








.'Strand 


- 




Start 


7800 








End . 


8261 




Name 


OJ990604 03 


.9C03 


.C27.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2425 








End 


2698 




GI 


none 








Score 


284 




Exons 


2425. .2664, 


2426 


. .2698 










Seq. No. 


2.6037 








Seq. ID 


OJ990604_03. 9C03 


.C27 


f!onp Mr* 


53994 








Strand 






Start 


7800 ■ 








End 


8261 




Name 


OJ990604 03 


.9C03 


.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2479 








' End 


3136 




GI 


none 








Score 


313 




Exons 


2479. .2610, 


2480 


. .2824, 


2819. 


.3025, 3038.. 3136 




Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


("ZoTi » Ma 
UCliC LN W • 


•j j y j *± 








Strand - 






Start' 


7800 








End 


8261,,: 




Name 


OJ990604 03 


.9C03 


.C27.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2479 








End 


2944 




GI 


none 








Score 


382 




Exons 


2479. .2616, 


2480 


. .2944, 


2638. 


.2787 






Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


CZ(^Ti(^ Mr* 


53994 








Strand 






Start 


7800 








End 


8261 




Name 


OJ990604 03 


.9C03 


.C27.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


2965 








End 


3373 




GI 


none 








Score 


467 




Exons 


2965. .3372, 


2966 


. .3373 










Seq. No. 


26037' 








Seq. ID 


OJ990604_03.9C03 


.C27 


Hono Mr* 


*J J ZJ ^ ** 








Strand 






Start 


7800 








End 


8261 




Name 


OJ990604 03 


.9C03 


.C27.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3167 








End 


3826 




GI 


none 








Score 


137 




Exons 


3167. .3352, 


3368 


. .3451, 


3464. 


.3589, 3595.. 3780, 3596.-3826 


Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


f^emo Mn 


S^994 

u j y ^ 1 








Strand. 






Start 


7800 








End 


8261 




Name 


OJ990604 03 


.9C03 


.C27.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3179 








End 


3826 




GI 


none 








Score 


363 




Exons 


3179. .3583, 


3376 


. .3582, 


3608. 


.3826, 3616.. 3684 




Seq. No. 


26037 








Seq. ID 


OJ990604_03.9C03 


.C27 


Gene No. 


53994 








Strand 







26056 




Start 


7800 






End 


8261 






Name 


OJ990604 03. 


9C03.C27.o3 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


3320 






End 


3796 






GI 


none 






Score 


173 






Exons 


3320. .3583, 


3346. .3585, 


3598. 


.3684, 3599. .3796 






Seq. No. 


26037 






Seq. ID 


OJ990604 


_03. 9C03. 


C27 


Gene No . 


53994 






Strand 








Start 


7800 






End 


8261 






Name 


OJ990604 03. 


9C03.C27.o4 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3385 






End 


3703 






GI 


none 






Score 


414 






Exons 


3385. .3693, 


3386. .3703, 


3509. 


. . 3700 








Seq. No. 


- 

26037 






Seq. ID 


OJ990604 


_03. 9C03. 


C27 


Gene No . 


53994 






Strand 








Start 


7800 






End 


8261 






Name,,-" 


OJ990604 03. 


9C03.C27.o3 


. gs 


Method 


GENS CAN 






Start 


7800 






End 


8261 






GI 


none 






Score 


. 91 






Exons 


7800. .8261 














Seq. No. 


26038 






Seq. ID 


OJ990604 


_03. 9C03. 


C28 




53995 






Strand 


+ 






Start 


954 






End 


1021 






Name 


OJ990604 03. 


9C03.C28.ol 


.gs 


Method* 


GENSCAN'- 






Start 


954 






End 


1021 






GI 


none 






Score 


.59 






Exons 


954. .1021 














Seq. No. 


26039 






Seq. ID 


OJ990604 


_03. 9C03. 


C29 


Gene No. 


53996 






Strand 


+ 






Start 


1 






End 


4698 






Name 


OJ990604 03. 


9C03.C29.ol 


. np 


Method 


AAT/NAP 






Start 


1 






End 


268 






GI 


4874290 






S.core 


228 






Exons 


1. .268 














GI Descrip. 


(AC007212) putative purple acid phosphatase precursor 






[Arabidopsis 


; thaliana] 












Seq. No. 


26039 






Seq. ID 


OJ990604 


_03.9C03. 


C29 


Gene No. 


53996 






Strand 


+ 






Start 


1 






End 


4698 






Name 


OJ990604 03. 


9C03.C29.o2 


.np 


Method 


AAT/NAP 






Start 


1 






End 


4 698 






GI 


5257244 






Score 


50 






Exons 


1..46, 803.. 


985, 1365.. 


1485, 


3106. .311 


B7, 4661.. 


4698 




GI Descrip. 


(AB026542) WASP-family protein [Homo ; 


sapiens] 






Seq. No. 


26039 






Seq. ID 


OJ990604 


_03.9C03. 


C29 


Gene No. 


53996 






Strand 


+ 






Start 


1 






End 


4698 






Name 


OJ990604 03. 


9C03.C29.ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2 






End 


250 






GI 


none 






Score 


271 






Exons 


2. .250, 19.. 


243 













26057 




Seq. No. 


26039 


Seq. ID 


OJ990604_03. 9C03. 


C29 


Gene No. 


- 53996 


Strand 


+ 




Start 


1 


End 


4698 




Name 


OJ990604_03 . 9C03 . C29 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


193 




GI 


none 


Score 


217 




Exons 


2 . . 193, 16. . 192 








Seq. No. 


26039 


Seq. ID 


OJ990604JD3. 9C03. 


C29 


Gene No. 


53996 


Strand 


+ 




Start 


1 


End 


4698 




Name 


OJ990604_03. 9C03.C29.ol. tc 


Method 


TBLASTX: Cress 




Start 


19 


End 


268 




GI 


none 


Score 


268 




Exons 


19. .192, 20. .268 








Seq. No. 


26039 


Seq. ID 


OJ990604_03. 9C03. 


C29 


Gene No. 


53996 


Strand 


+ 




Start 


1 


End 


4698 




Name 


OJ990604 03.9C03.C29.ol.gs 


Method 


GENSCAN 




Start 


101 


End 


4219 




GI 


none 


Score 


.5' 




Exons 


101. .223, 808. .899, 1425 .. 1527, 2014 . . 


2125, 3145.. 3476, 






4097. .4219 








Seq. No. 


26040 


..Seq. ID 


OJ990604 03.9C03. 


C30 


Gene No. 


53997 


^Strand 


+ 




Start 


1747 


End 


4742 




Name 


OJ990604 03.9C03.C30.ol.np 


Method 


AAT/NAP 




Start 


1747 


End 


4742 




GI 


6579198 


Score 


588 




Exons 


1747. .1802, 2806. .2864, 3242. 


.3948, 4704. .4742 




GI Descrip. 


(AC011438) T23G18.14 [Arabidopsis thaliana] 




Seq. No. 


26040 


Seq. ID 


OJ990604 03.9C03. 


C30 


Gene No. 


53997 


Strand 


+ 




Start 


1747 


End 


4742 




Name 


OJ990604 03.9C03.C30.o2.gs 


Method 


GENSCAN 




Start 


2808 : 


End 


4615 




GI 


none 


Score 


.94 




Exons 


2808. .3146, 3190. .3978, 4556. 


.4615 






Seq. No. 


26040 


Seq. ID 


OJ990604_03.9C03. 


C30 


Gene No. 


53997 


Strand 


+ 




Start 


1747 


End 


4742 




Name 


OJ990604 03. 9C03 . C30 . ol . gp 


Method 


AAT/GAP 




Start 


3539 


End 


4224 




GI 


68965 1.R1084 


Score 


1324 




Exons 


3539.. 4224 








GI Descrip. 


, 5360180/gb|AAD42896.1|AF159883 1 l.Oe 


-94 (AF159883) Cen 


-like 




protein FDR1 [Oryza sativa] ' 








Seq. No. 


26040 


Seq. ID 


OJ990604J33. 9C03. 


C30 


Gene No. 


53998 


Strand 


-i- 




Start 


7537 


End 


8568 




Name 


OJ990604 03. 9C03 . C30 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


3370 


End 


3651 





26058 




GI 


none 




Score 


128 




Exons 


3370. .3477, 


3490. .3591, 3613 


. .3651 






Seq. No. 


26040 




Seq. ID 


OJ990604_03. 9C03. 


C30 


Gene No. 


53998 




Strand 


+ 




Start 


7537 




, End 


8568 




Name 


OJ990604 03 


. 9C03.C30.ol. tm 


Method 


TBLASTX: Maize 




Start 


3598 




End 


3942 




GI 


none 




Score 


409 




Exons 


3598. .3942, 


3663. .3863 








Seq. No. 


26040 




Seq. ID 


OJ990604__03. 9C03. 


C30 


Gene No. 


53998 




Strand 


+ 




Start 


7537 




End 


8568 




Name 


OJ990604 03 


.9C03.C30-ol.ts 


Method 


TBLASTX: Soybean 




Start 


3730 




End ■ 


3954 




GI 


none 




Score 


292 




Exons 


3730. .3954, 


3744. .3863 








Seq. No. 


26040 




Seq. ID 


OJ990604_03. 9C03. 


C30 


Gene No. 


53998 




Strand 


+ 




Start 


7537 




End 


8568 




Name 


OJ990604 03 


. 9C03.C30.o2.np 


Method 


AAT/NAP 




Start 


7524 




End 


7686 




GI 


2583110 




' Score 


82 




Exons 


7524. .7686 










GI Descrip. 


(AC002387) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


26040 




Seq. ID 


OJ990604_03.9C03. 


C30 


Gene No . 


53998 




Strand 


+ 




Start 


7537 




End 


8568 




Name 


OJ990604 03 


. 9C03.C30.o3.gs 


Method 


GENSCAN 




Start 


7537 




End 


8568 




GI 


none 




Score 


.97 




Exons 


7537. .7778, 


7976. .8051, 8443 


. .8568 






Seq. No. 


26041 




Seq. ID 


OJ990604_03.9C03. 


C31 


Gene No. 


53999 




Strand 


+ 




Start 


323 




End 


3780 




Name 


OJ990604 03 


.9C03.C31.ol.gs 


Method 


GENSCAN 




Start 


323 




End 


3422 




GI 


none 




Score 


.41 




Exons 


323.. 608, 1157.. 1323, 1676.. 


1945, 2268. 


.2465, 2629. .2796, 




3096. .3422 










Seq. No. 


26041 




Seq. ID 


OJ990604_03.9C03. 


C31 


Gene No. 


53999 




Strand 


+ 




Start 


323 




End 


3780 




Name 


OJ990604 03 


. 9C03.C31.o2.np 


Method 


AAT/NAP 




Start 


2626 




End 


3780 




GI 


3645899 




Score 


759 




Exons 


2626... 3780 










GI Descrip. 


(U68408) 5' 


end not determined experimentally • [Zea mays] 




Seq. No. 


26041 




Seq. ID 


OJ990604 03.9C03. 


C31 


Gene No. 


53999 




Strand 






Start 


323 




End 


3780 





26059 




Name 


OJ990604 03 


.9C03.C31.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3147 






End 


3607 




GI 


none 






Score 


74 




Exons 


3147. .3281, 


3321. .3380, 


3383. 


.3607, 3428.. 3598, 3433.. 3606 


Seq. No. 


26041 






Seq. ID 


OJ990604_03.9C03 


.C31 


Gene No . 


53999 






Strand 


+ 




Start 


323 






End 


3780 




Name 


OJ990604 03 


.9C03.C31.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3276 






End 


3763 




GI 


none 






Score 


84 




Exons 


3276. .3341, 


3359. .3763, 


3403. 


.3762 






Seq. No. 


26041 






Seq. ID 


OJ990604_03.9C03 


.C31 


Gene No . 


53999 






Strand 


+ 




Start 


323 






End 


3780' 




Name 


OJ990604 03 


. 9C03.C31.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3449 






End 


3760 




GI 


none 






Score 


256 




Exons 


3449. ,3760, 


3467. .3658, 


3469. 


.3753 






Seq. No. 


26042 






Seq. ID 


OJ990604_03.9C03 


.C32 


Gene No. 


54000 






Strand 


' + 




Start 


1 






End 


1079 




Name 


OJ990604 03 


.9C03.C32.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End . 


1079 




GI 


3777527 






Score 


1062 




Exons 


1. .1079 












GI Descrip. 


(AF053008) - 


gag-pol polyprotein [Glycine max] 




Seq. No. 


26042 






Seq. ID 


OJ990604_03.9C03 


.C32 


Gene No. 


54000 






Strand 


+ 




Start 


1 






End 


1079 




Name 


..OJ.990604 03 


.9C03.C32.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


24 






End 


637 




GI 


5509260 






Score - ; 


648 




Exons 


24. .74, 87. 


.317, 96.. 632 


:, 131 


. .334, 380. .637 




GI Descrip. 


— 












Seq. No. 


26042 






Seq. ID 


OJ990604_03.9C03 


.C32 


Gene No. 


54000 






Strand 


+ 




Start 


1 






End 


1079 




Name 


OJ990604 03 


.9C03.C32.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


153 






End 


629 




GI 


none 






Score 


80 




Exons 


153. .236, 171. .242, 222. 


.623, 


284. .334 


, 421. .624, 443.. 


613, 




450. .629 












Seq. No. 


26042 






Seq. ID 


OJ990604_03.9C03 


.C32 


Gene No . 


54000 






Strand 


+ 




Start 


1 






End 


1079 




Name 


OJ990604 03 


.9C03.C32.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


258 






End 


518 




GI 


none 






Score 


225 




Exons 


258. .518 












Seq. No. 


26042 






Seq. ID 


OJ990604_03.9C03 


.C32 



26060 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54000 
1 

OJ990604_03. 9C03 . C32 . ol . tm 
299 
none 

299.-673, 300. .737, 447. .764 

26042 
54000 
1 

OJ990604_03.9C03.C32.o2.ts 
774 
none 

774. .1079, 791. .937, 998. .1051 



Strand 
End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



26042 Seq. ID 

54000 Strand 

1 End 
OJ990 604_03 . 9C03 . C32 . o2 . tm Method 

806 End - 

none Score 

806. .943, 807. .1079, 998. .1075 



+ 

1079 

TBLASTX: Maize 

764 

499 



OJ990604_03.9C03.C32 
+ 

1079 

TBLASTX: Soybean 

1079 

244 



OJ990604_03.9C03.C32 
+ 

1079 

TBLASTX: Maize 

1079 

299 



Seq. No. -26043 Seq. ID OJ990604_03.9C03.C33 

Gene No.- 54001 Strand ' + 

Start 1 End .514 

Name OJ990604_03 . 9C03 . C33 . ol . np Method AAT/NAP 

Start 1 End 514 

GI 6630685 Score 445 

Exons 1 . . 514 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 


26043 






Seq. ID 


OJ990604 


Gene No. 


54002 






Strand 


+ 


Start 


1725 






End 


4876 


Name 


OJ990604 03 


.9C03.C33.o2 


.np 


Method 


AAT/NAP 


Start 


1725 






End 


4876 


GI 


6539588 






Score 


208 


Exons 


1725. .1747, 


2462. .2697, 


4827. 


.4876 




GI Descrip. 


(AP000837) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


26043 






Seq. ID 


OJ990604 


Gene No. 


54003 






Strand 




Start 


4741 






End 


7205 


Name 


OJ990604 03 


.9C03.C33.o2 


,gs 


Method 


GENSCAN 


Start 


4741 






End 


7098 


GI 


none 






Score 


.49 


Exons 


4741. .5244, 


6898. .7098 








Seq. No. 


26043 






Seq. ID 


OJ990604 


Gene No. 


54003 






Strand 




Start 


4741 






End 


7205 


Name 


OJ990604 03 


.9C03.C33.ol 


gp 


Method 


AAT/GAP 


Start 


5856 




End 


7205 


GI 


5360179 






Score 


1750 


Exons 


5856. .6351, 


6440. .6480, 


6731. 


.6792, 6898.. 7205 



26061 



GI Descrip. 5360180/gb | AAD42896 . 1 1 AF159883_1 1.0e-94 (AF159883) Cen-like 
protein FDR1 [Oryza sativa] 



Seq. No. .. 


26043 








Seq. ID 


OJ990604 


_03.9C03.C33 


Gene No. 


54003 








Strand 






Start ■ 


4741 








End 


7205 




Name 


OJ990604 03 


.9C03. 


C33.o3 


.np 


Method 


AAT/NAP 




Start 


6137 








End 


7098 




GI 


5360180 








Score 


812 




Exons 


• 6137. .6351, 


6440. 


.6480, 


6731 


..6792, 6898. .7098 




GI DescriD. 


(AF159883) ' 


Cen-like protein 


FDR1 [Oryza sativa] 




Seq. No. 


26043 








Seq. ID 


OJ990604 


_03.9C03.C33 


Gene No. 


54004 








Strand 






Start 


8438 








End 


9641 




Name 


OJ990604 03 


.9C03. 


C33.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


63 








End 


496 




GI 


none 








Score 


133 




Exons 


63. .158, 71 


. .154, 


160. . 


465, 


161. .4 96 






Seq. No. 


26043 








Seq. ID 


OJ990604 


_03.9C03.C33 


Gene No. 


54004 








Strand 






Start 


8438 








End 


9641 




Name 


OJ990604 03 


.9C03. 


C33.o2 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


63 








End 


526 




GI 


none 








Score 


110 




Exons 


63. .161, 266. .526 










Seq. No. 


26043 








Seq. ID 


OJ990604 


_03.9C03.C33 


Gene No. 


54004 








Strand 






Start 


8438 








End 


9641 




Name 


OJ990604 03 


. 9C03. 


C33.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


6141 








End 


6792 




GI 


none 








Score 


84 




Exons 


6141. .6335, 


6148. 


.6336, 


6148 


. .6336, 6152. .6352, 


6186. .6353, 




6435. .6479, 


6439. 


.6480, 


6730 


..6792, 6731.. 6790 




Seq. No. 


26043 








Seq. ID 


OJ990604 


03. 9C03.C33 


Gene No. 


54004 








• Strand 






Start 


8438 








End 


9641 




Name 


OJ990604 03 


.9C03. 


C33.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


6150 








End 


7105 




GI 


none 








Score 


51 




Exons 


6150. .6239, 


6152. 


.6244, 


6186 


. .6242,' 6242. .6352, 


6243. . 6353, 




6435. .6479, 


6436. 


.6480, 


6693 


..6788, 6730. .6792, 


6731. .6793, 




6889. .7104, 


6890. 


.7105 










Seq. No. 


26043 








Seq. ID 


OJ990604 


_03.9C03.C33 


Gene No. 


54004 








Strand 






Start 


8438 








End 


9641 




Name 


OJ990604 03 


.9C03. 


C33.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6152 








End 


7093 




GI 


none 








Score 


73 




Exons 


6152. .6274, 


6186. 


.6260, 


'6254 


..6352, 6255.. 6353, 


6435. .6479, 




6436. .6480, 


6730. 


.6792, 


6731 


..6793, 6889. .7089, 


6890. .7093 


Seq. No. 


26043 








Seq. ID 


OJ990604 


_03.9C03.C33 



26062 






54004 








Strand 




Start . 


8438 








End 


9641 


Name 


OJ990604 03 


.9C03 


.C33.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


6889 








End 


7086 


GI 


none 








Score 


86 


Exons 


6889. .6990} 


6890 


. .6991, 


6991 


..7086, 6998. .7084 


Seq. No. 


26043 








Seq. ID 


OJ990604__03.9C03.C33 


f^pnp No 


54004 








Strand 




Start 


8438 








End 


9641 


Name 


OJ990604 03 


.9C03 


.C33.o3 


.gs 


Method 


GEN SCAN 


Start 


8438 








End 


9641 


GI 


none 








Score 


.82 


Exons 


8438. .8457, 


8845 


. .8993, 


9161 


..9210, 9462. .9641 


Seq. No. 


26044 








Seq. ID 


OJ990604 03.9C03.C34 


Gene No. 


54005 








Strand 


+ 


Start 


370 








End 


4859 


Name 


OJ990604 03 


.9C03 


.C34.ol 


.gs 


Method 


.GEN SCAN 


Start 


370 








End 


4831 


GI 


none 








Score 


.64 


Exons 


370. .449, 2010.. 


2187, 2! 


354 . . 


3051, 3176 


..3387, 3951.. 4215, 




4532 4831 












Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03.C34 


Gene No. 


54005 








Strand 


+ 


Start 


370 








End 


4859 


Name 


OJ990604 03 


.9C03 


.C34.ol 


.np 


Method 


AAT/NAP 


Start 


2714 








End 


4859 


GI 


4678347 








Score 


842 


Exons 


2714. .3051, 


3172 


. .3387, 


3951 


..4215, 4532. .4859 


GI Descrip. 


(AL049659) ] 


putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03.C34 


Gene No. 


54006 








Strand 




Start 


5365 








End 


6623 


Name 


OJ990604 03 


.9C03 


.034. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2826 








End 


4107 


GI 


none 








Score 


214 


Exons 


2826. .2873, 


2862 


. .3029, 


2863 


..3051, 2921.. 3031, 2922.. 3059, 




3160. .3231, 


3173 


. .3388, 


3202 


..3387, 3337.. 3405, 3949.. 3999, 




3991. .4107 












Seq. No. 


26044 . 








Seq. ID 


OJ990604_03.9C03.C34 


Gpnp No 


54006 








Strand 




Start 


5365 








End 


6623 


Name 


OJ990604 03 


. 9C03 


.C34.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


2857 








End 


3277 


GI 


none 








Score 


222 


Exons 


2857. .3018, 


2865 


. .3026, 


2898 


..3026, 3176. .3277, 3182. .3247 


Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03.C34 


Gene No. 


54006 








Strand 




Start 


5365 








End 


6623 


Name 


OJ990604 03 


.9C03 


.C34.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


2863 








End 


3388 


GI 


none 








Score 


227 



26063 




Exons 


2863. .3051, 


2865. 


.3005, 


3173. 


.3388 






Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03 


.C34 


bene ino . 


^a nn£ 








Strand 






Start 


5365 








End 


6623 




Name 


OJ990604 03. 


9C03. 


C34.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2887 








End 


3388 




GI 


none 








Score 


172 




Exons 


2887. .3048, 


2895. 


.3047, 


3174. 


.3227, 3176.. 3388 




Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03 


.C34 


Gene No. 


54006 








Strand 






otar u 


j jDj 








End 


6623 




Name 


OJ990604 03. 


9C03. 


C34.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3278 








End 


4816 




GI 


none 








Score 


166 




Exons 


3278. .3388, 


3948. 


.4127, 


3948. 


.4145, 3949. .4128, 4529. .4816, 




4546. .4809 














Seq. No. 


26044 








Seq. ID 


OJ9$0604_03.9C03 


C^A 


bene jno . 


D *± U U D 








Strand 






Start 


5365 








End 


6623 




Name 


OJ990604 03. 


9C03. 


C34.o2 


-tc 


Method 


TBLASTX: Cress 




Start 


4051 








End 


4851 




GI 


none 








Score 


-13,. 




Exons 


4051. .4200, 


4529. 


.4810, 


4540". 


.4851, 454T::4822 , 




Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03 


r^A 


Gene No . 


04UUO 








Strand 






Start 


5365 








End 


6623 




Name 


OJ990604 03. 


9C03. 


C34.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4508 








End 


4827 




GI 


none 








Score 


314 




Exons 


4508. .4819, 


4520. 


.4822, 


4534. 


.4827 






Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03 


.C34 


bene ino . 


JlUUD 








Strand 






Start 


5365 




- 




End 


6623 




Name 


OJ990604 03. 


9C03. 


C34.o2 


. gs 


Method 


GENSCAN 




Start 


5365 








End 


6623 




GI 


none 








Score 


.93 




Exons 


5365. .5994, 


6024. 


.6623 










Seq. No. 


26044 








Seq. ID 


OJ990604_03.9C03 


.C34 


bene ino • 










Strand 






Start 


5365 








End 


6623 




Name 


OJ990604 03. 


9C03. 


C34.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6384 








End 


6611 




GI 


none 








Score 


179 




Exons 


6384. .6611 














Seq. No. 


26045 








Seq. ID 


OJ990604_03. 9C03 


.C35 


Gene No. 


54007 








Strand 


+ 




Start 


1306 








End 


4533 




Name 


OJ990604 03. 


9C03. 


C35.ol 


. np 


Method 


AAT/NAP 




Start 


1306 








End 


4533 




GI 


5852093 








Score 


44 





26064 



Exons 


1306. .1351, 2686.. 2804, 


4500. .4533 




GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


26045 


Seq. ID 


OJ990604 


Gene No. 


54008 


Strand 




Start 


2225 


End 


4829 


Name 


OJ990604 03 9C03 C35.o2 


.no Method 


AAT/NAP 


Start 


2225 ~~ 


End 


4829 


GI 


6539570 


Score 


207 


Exons 


2225 2243. 4415 4485/ 


4636. .4829 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


26045 


Seq. ID 


OJ990604 


Gene No. 


54009 


Strand 




Start 


4966 


End 


5071 


Name 


OJ990604 03.9C03.C35.o3, 


.np Method 


AAT/NAP 


Start 


4966 


End 


5071 


GI 


6630699 


Score 


87 


Exons 


4966.. 5071 






GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


•sativa] 



03. 9C03.C35 



gi|6721536|dbj | BAA89566.il 
[Oryza sativa] 



(AP001073) hypothetical protein 



Seq. No. 26045 

Gene No. 54010 

Start 7411 

Name OJ990604__03 . 9C03 . C35 . o3 . gs 

Start 7411 

GI none 
Exons 



Seq. ID' OJ990604_03.9C03.C35 
Strand 

End 10195 

Method GENSCAN 

End 10195 

Score .75 



7411. ,7502, 8160. .8283, 8430. .8674, 8709. .8981, 9290. .9413, 
9588. .9795, 10161. .10195 



Seq. No. 


26046 




Seq. ID 


OJ990604_03. 


9C03. 


C36 


Gene No. 


54011 




Strand 


+ 






Start 


148 




End 


1312 






Name 


OJ990604 


03.9C03.C36.ol.gs 


Method 


GENSCAN 






Start 


148 




End 


1129 






GI 


none 




Score 


.59 






Exons 


148. .209, 


965. .1129 










Seq. No. 


26046 




Seq. ID 


OJ990604_03. 


9C03. 


C36 


Gene No. 


54011 




Strand 


+ 






Start 


148 




End 


1312 






Name 


OJ990604 


03. 9C03.C36.ol.np 


Method 


AAT/NAP 






Start 


528 




End 


1312 






GI 


6939224 




Score 


353 






Exons 


528. .791, 


921. .1129, 1219.. 


1312 








GI Descrip. 


(AC020579 


) unknown protein 


[Arabidopsis 


i thaliana] 







Seq. No. 26046 

Gene No. 54011 

Start 148 

Name OJ990604_03 . 9C03 . C36 .ol . tm 

Start 557 

GI none 
Exons 



Seq. ID OJ990604_03.9C03.C36 

Strand + 

End 1312 

Method TBLASTX: Maize 

End . 971 

Score 165 



557. .655, 558. .683, 558. .683, 565. .684, 673. .723, 684. .722, 
686. .730, 720. .782, 725. .784, 726. .782, 918. .971, 919. .966 



26065 




Seq. No. 


26046 


Seq. ID 


OJ990604 03.9C03 


.C36 


Gene No. 


54011 


Strand 


+ 




Start 


148 


End 


1312 




Name 


OJ$90604 03.9C03.C36.ol.ts 


Method 


TBLASTX : Soybean 




Start 


597 


End 


1300 




GI 


none 


Score 


84 




Exons 


597. .683, 921. .1073, 1107. .1130, 1217. 


. 1300 




Seq. No. 


26047 


Seq. ID. 


OJ990604 03.9C03 


.C37 


Gene No. 


54012 


Strand 


+ 




Start 


180 


End 


1538 




Name 


OJ990604 03.9C03.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


177 


End 


607 




GI 


none 


Score 


171 




Exons 


177. .332, 324. .389, 476. .526, 


518. .607 






Seq. No. 


26047 


Seq. ID 


OJ990604JD3.9C03 


.C37 


Gene No. 


54012 . 


Strand 


+ 




Start 


180 


End 


1-538 




Name 


OJ990604 03.9C03.C37.ol.gs 


Method 


GENSCAN 




Start 


180 


End 


1538 




GI 


none 


Score 


.47 




Exons 


180. .388, 692. .891, 1427. .1538 






Sea No 


26047 


Seq. ID 


OJ990604 03.9C03 


.C37 


Gene No. 


54012 


Strand 


+ 




Start 


180 


End 


1538 




Name 


OJ990604 03.9C03.C37.ol.ts 


Method 


TBLASTX : Soybean 




Start 


180 


End 


619 




GI 


none 


Score 


152 




Exons 


180. .332, 366. .389, 476. .619 








Seq. No. 


26047 


Seq. ID 


OJ990604_03. 9C03 


.C37 


Gene No. 


54012 


Strand 


+ 




Start 


180 


End 


1538 




Name . 


OJ990604 03.9C03.C37.ol.np 


Method 


AAT/NAP 




Start 


180 


End 


- 1295 




GI 


6939226 


Score 


410 ■ 




Exons 


180. .388, .478. .793, 1030. .1295 






GI Descrip. 


(AC020579) unknown protein [Arabidopsis thaliana] 




Seq. No. 


26048 


Seq. ID 


OJ990604_03. 9C03 


.C38 


Gene No. 


54013 


Strand 






Start . 


1 


End 


6802 




Name 


OJ990604 03.9C03.C38.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4742 




GI 


2462828 


Score 


978 




Exons 


1..121, 1321.. 2921, 2952. .3213, 4722.. 


4742 




GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis. thaliana] 




Seq. No. 


26048 


Seq. ID 


OJ990604_03.9C03 


.C38 


Gene No. 


54013 


Strand 






Start . 


1 


End 


6802 




Name 


OJ990604 03.9C03.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


1283 


End 


2498 




GI 


none 


Score 


57 





26066 



0 



Exons 


1283. 


.1330, 


1290. 


.1331, 


1296. 


.1346, 1346. .1609, 


1347. 


11598, 




1 ?47 




1 

1 JtO . 


• J- D \J w) , 


14 JO • 




IJUD. 


• 1UJ1 / 




1569. 


.1814, 


1598. 


.1774, 


1599. 


.1778, 1605. .1784, 


1606. 


.1779, 




1665. 


.1904, 


1710. 


.1874, 


1711. 


.1866, 1761. .1814, 


1779. 


.2048, 




1779. 


.1814, 


1780. 


.1815, 


1815. 


.1970, 1989. .2024, 


2013. 


.2243, 




2025. 


.2192, 


2086. 


.2337, 


2088. 


.2333, 2094.. 2126, 


2130. 


.2297, 




2190. 


.2444, 


2194. 


.2358, 


2235. 


.2390, 2340. .2498 






Seq. No. 


26048 










Seq. ID OJ990604 


03.9C03.C38 


bene ino . 


54013 
















Start 


1 










End ' 6802 






Name 


OJ990604 03. 


9C03. 


C38.ol 


.gs 


Method GENS CAN 






Start 


1290 










End 34 40 






GI 


none 










Score .98 






Exons 


1290. 


.3440 














Seq. No. 


26048 










Seq. ID OJ990604 


03. 9C03.C38 


Gene. No. 


54013 










Strand 






Start 


1 










End 6802 






Name 


OJ990604 03. 


9C03. 


C38.ol 


. tc 


Method TBLASTX: 


Cress 




Start 


1338 










End 2891 






GI 


none 










Score 69 






Exons 


1338. 


.1568, 


1350. 


.1625, 


1350. 


.1547, 1353. .1523, 


1353. 


.1436, 




1419. 


.1628, 


1458. 


.1832, 


1461. 


.1805, 1554. .1745, 


1566. 


.1931, 




1659. 


.1853, 


1 fifin 

IDOU . 




IDOJ . 


?n i 67 a i a fiR 

. tUOD/ -LU/4. • lOOJ/ 


1734. 


.1934, 




1776. 


.2165," 


1839. 


.2048, 


1866. 


.2228, 1876. .2229, 


1989. 


.2177, 




1989. 


.2333, 


2026. 


.2334, 


2067. 


.2297, 2088. .2444, 


2161. 


.2238, 




2166. 


.2399, 


2190. 


.2531, 


2194. 


.2532, 2271. .2507, 


2295. 


.2567, 




2299. 


.2565, 


2379. 


.2531, 


2391. 


.2531, 2559. .2645, 


2559. 


.2651, 




2661. 


.2891, 


2661. 


.2762, 


2682. 


.2891, 2691. .2804 






Seq. No. 


26048 










Seq. ID OJ990604 


03.9C03.C38 


Gene No. 


54013 










Strand 






Start 


1 










End 6802 






Name 


OJ990604 03. 


9C03. 


C38.ol 


. ts 


Method TBLASTX: 


Soybean 


OLdit 


1350 
















GI 


none 










Score 91 






Exons 


1350. 


.1676, 


1351. 


.1494, 


1383. 


.1769, 1475. .1561, 


1476. 


.1625, 




1476. 


.1880, 


1581. 


.1970, 


1650. 


.1781, 1686. .2096, 


1702. 


.2094, 




1780. 


.2196, 


■1791. 


.2195, 


1896. 


.2300, 1978. .2385, 


1980. 


.2411, 




2106. 


.2495', 


2203. 


.2439, 


2211. 


.2531, 2670.. 2789 






Seq. No. 


26048 










Seq. ID OJ990604 


03.9C03.C38 




54013 










O LI clilvj. 






Start 


1 










End 6802 






Name 


OJ990604 03. 


9C03. 


C38.o3 


. tm 


Method TBLASTX: 


Maize 




Start 


2703 










End 2942 • 






GI 


none 










Score 162 






Exons 


2703. 


.2891, 


2706. 


.2942, 


2716. 


.2925 






Seq. No. 


26048 










Seq. ID OJ990604 


03.9C03.C38 


Gene No. 


54013 










Strand 






Start 


1 










End 6802 






Name 


OJ990604 03. 


9C03. 


C38.ol 


.gp 


Method AAT/GAP 






Start 


4187 










End 6509 






GI 


none 










Score 1468 






Exons 


4187. 


.4586, 


4680. 


.4748, 


4834 . 


.4939, 5700. .5755, 


5957. 


.6016, 



26067 



6145.. 6223, 6471.. 6509 



Seq. No. 26048 
Gene No. 54013 
Start 1 

Name ... OJ990604_03 . 9C03 . C38 . o2 . tm 

Start " 4377 

GI none 

Exons 4377..4424, 4518.. 4583, 4521. 

4678.. 4755, 4679.. 4759, 4833. 
5702.. 5758, 5925.. 6014, 5954. 
6141.. 6221, 6143.. 6223, 6467. 
6479.. 6586, 6681.. 6800, 6683. 



Seq. ID 

Strand 
• End 

Method 

End 

Score 
.4589,. 4650 
.4919, 4834 
.6016, 5955 
.6565, 6471 
.6799, 6685 



OJ990604 03.9C03.C38 



6802 

TBLASTX -Maize 
6801 
78 • 

.4751, 4675. .4749, 
.4944, -4834. .4941, 
.6017, 6130. .6222, 
.6584, 6471. .6566, 
.6801, 6688. .6801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26048 Seq. ID 

54013 Strand 
1 End 
OJ990604_03 . 9C03 . C38 . o2 . gs Method 

4524 ' ■ End 
none Score . 



OJ990604_03.9C03.C38 

6802 
GENSCAN 
6799 
.67 



4524. .4586, 4722. .4748, 4834. .4939, 5700. .5755, 5957. .6016, 
6097. .6223, 6471. .6565, 6686. .6799 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26048 
54013 
1 ' 

OJ990604_03.9C03.C38.o2.ts 
4524 



OJ990604 03.9C03.C38 



none 
4524. 
4834. 
6479. 



Seq. ID 

Strand. 
End 

_ Method 

End 
Score 

4589, 4524. .4586, 4650. .4751, 4678. .4749, 4678. .4755, 
4941, 4835. .4942, 5954. .6016, 5955. .6035, 6133. .6195, 
6586 



6802 

TBLASTX : Soybean 

6586 

58 



Seq. No. 26048 
Gene No. 54013 
Start . 1 

Name OJ990604_03 . 9C03 . C38 . o2 . tc 

Start 4524 
GI none 

Exons 4S24..4586, 4650.. 4751, 4651, 

5954.. 6082, 5958.. 6017, 6193, 
6486.. 6566, 6683.. 6802, 6687, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990604 03.9C03.C38 



6802 

TBLASTX: Cress 
6802 
69 

4749, 4834. .4941, 4835, 
6222, 6473.. 6565, 6479, 
6794 



.4942, 
.6586, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26048 
54013 
1 

OJ990604_03.9C03.C38.ol.tw 

6476 

none 



Seq. ID OJ990604_03.9C03.C38 
Strand 
End 

Method 
End 
Score 



6802 

TBLASTX: Wheat 

6800 

83 



6476. .6529, 6477. .6530, 6522. .6566, 6526. .6567, 6658. .6708, 
6680.. 6712, 6701.. 6799, 6701.. 6799, 6702.. 6800 



Seq. No.- 26049 " - Seq. ID 

Gene No. 54014 Strand 

Start ' 1218 End 

Name OJ990604J33 . 9C03 . C39 . ol . gs Method 

Start 1218 End 



OJ990604_03.9C03.C39 
+ 

1921 

GENSCAN 

1921 



26068 



GI 

Exons y 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



Score 



95 



03.9C03.C39 



none 

1218. .1517, 1835. .1921 

26049 
54015 
4147 

OJ990604_03.9C03.C39.ol.np 
4147 
2495601 

4147.. 4202, 5912.. 6342, 6499.. 6650 

HYPOTHETICAL 4 9.6 KD PROTEIN IN MAOC-ACPD INTERGENIC REGION 
gi| 1787679 (AE000238) putative enzymes [Escherichia coli] 



Seq. ID 

Strand 

End ■ 

Method 

End 

Score 



OJ990604_ 
+ 

6650 
AAT/NAP 
6650 
79 



OJ990604_03.9C03.C39 
+ 

7635 
AAT/GAP 
7635 
642 



26049 Seq. ID 

54016 Strand 
7308 End 
OJ990 604_03 . 9C03 . C39 . o2 . gp Method 
7308 End 
uC-osflcyp084el0al Score . 

7308. .7635 

•2618723 5-0e-15 (U49073) IAA17 [Arabidopsis thaliana] 
>gi_2921756 (AF040631) IAA17/AXR3 protein [Arabidopsis thaliana] 
>gi_4389514_gb_AAB70451_ (AC000104) Identical to Arabidopsis 
gb_AF040632 and gb_U49073 IAA17/AXR3 gene.^ESTs gb_H36782 and 
gb_F14074 come from this gene. [Arabidopsis thaliana] 1 



26049 
54017 
89 

OJ990604_03. 9C03.C39. ol .gp 
89 

none 

89. .144, 1321. .1549 

26049 
54018 
3269 

OJ990604_03. 9C03 . C39. o2 . gs 

3269 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_03.9C03.C39 

1549 
AAT/GAP 
1549 
511 



OJ990604_03.9C03.C39 
8428 

GEN SCAN * 

8428 

.58 



3269. .3628, 3900. .4210, 4633. .4864, 5359. .5417, 5962. .6054, 
6621.. 6706, 8225.. 8428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26049 Seq. ID 

54018 Strand 

3269 End 

OJ990604_03. 9C03 . C39 . ol . ts Method 

5925 End 

none Score 



OJ990604_03.9C03.C39 
8428 

TBLASTX: Soybean 

6293 

125 



5925.. 6065, 6063.. 6197, 6104.. 6193, 6201.. 6293 



26049 Seq.: ID 

54018 Strand 

3269 End 

OJ990604_03 . 9C03 . C39 . ol . tm Method 

5943 End 

none Score 



OJ990604_03.9C03.C39 
8428 

TBLASTX: Maize 

6697 

196 



26069 




Exons 


5943. . 6080, 


5943. 


.6053, 


5947. 


.6075, 5951.. 6076, 6062.. 6346, 




6075. . 6344, 


6088. 


. 6357, 


6090. 


.6353, 6478. .6567, 6487. .6564, 




6489. . 6641, 


6491. 


. 6685, 


6492. 


.6686, 6503.. 6697 


Seq. No. 


26049 








Seq. ID- 


OJ990604_03.9C03.C39 


Gene No. 


54018 








Strand 




Start 


3269 








End 


8428 


Name 


OJ990604 03 


.9C03. 


C39.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7457 








End 


8370 


GI 


none 








Score 


47 


Exons 


7457. .7501, 


7550. 


.7657, 


7561. 


.7659, 7567. .7656, 7605. .7682, 




7660. .7686, 


7660. 


.7686, 


8224 . 


.8370, 8224. .8370 


Seq. No. 


26049 








Seq. ID 


OJ990604_03.9C03.C39 


Gene No. 


54018 








Strand 




Start 


3269 








End 


8428 


Name 


OJ990604JD3 


.9C03. 


C39.o2 


.np 


Method 


AAT/NAP 


Start 


7927 








End 


8375 


GI 


2865394 








Score 


158 


Exons 


7927. .8014, 


8225. 


.8375 








GI Descrip. 


(AF036949) ] 


basic 


leucine zipper protein [Zea mays] 


Seq. No. 


26049 








Seq. ID 


OJ990604_03.9C03.C39 


Gene No. 


54018 








Strand 




Start 


3269 








End 


8428 


Name 


OJ990604 03 


. 9C03. 


C39.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


8224 








' End 


8392 


GI 


none 








Score 


105 


Exons 


8224. .8370, 


8276. 


.8392 








Seq. No. 


26049 








Seq. ID 


OJ990604_03.9C03.C39 


Gene No. 


54018 








Strand 




Start 


3269 








End 


8428 


Name 


OJ990604 03 


.9C03. 


C39.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


8224 








End 


8386 


GI 


none 








Score 


94 


Exons 


8224 . . 8370, 


8242. 


.8370, 


8276. 


.8386 




Seq. No. 


26050 








Seq. ID - 


OJ990604_03.9C03.C40 


Gene No. 


54019 








Strand 




Start 


1 








End 


6340 


Name 


OJ990604 03 


.9C03. 


C40.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


2470 


GI 


6664324 








Score 


435 


Exons 


1..28, 647. 


.920, 


1080. . 


1122, 


1211. .1288, 1415. .1474, 2393. .2470 


GI Descrip. 


(AC006932) * 


r27G7. 


2 [Arabidopsis thaliana] 


Seq. No. 


26050 








Seq. ID 


OJ990604_03.9C03.C40 


Gene No, 


54019 








Strand 




Start 


1 








End 


6340 


Name 


OJ990604 03 


.9C03. 


C40.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


645 








End 


1501 


GI 


none 








Score 


100 


Exons 


645.-749, 649. .795, 649 


. .924, 


650. .922, 


1058.. 1123, 1069.. 1125, 




1210. .1296, 


1211. 


.1291, 


1415. 


.1501, 1415. .1489 


Seq. No. 


26050 








Seq. ID 


OJ990604_03.9C03.C40 



26070 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



54019 Strand 
1 End 
OJ990604_03 . 9C03 . C40 . ol . tc Method 
64 6 End 
none Score 
646.. 921, 1205.. 1291, 1415. ,1471 



6340 

TBLASTX: Cress 

1471 

87 



26050 
'54019 
1 

O J990604_03 . 9C03 . C4 0 . ol . gs 

649 

none 



Seq. ID OJ990604_03.9C03.C40 
Strand 

End 6340 

Method GENSCAN 

End 6340 

Score .77 



649. .920, 1080. .1122, 1211. .1288, 1415. .1489, 2829. .2966, 
3044. .3156, 3722. .3861, 6207. .6340 



26050 
54019 
1 

OJ990604_03. 9C03 . C40 . ol . ts 

650 

none 

650. .739, 652. .786, 652. .921 

-26050 
54019 
1 

OJ990604_03. 9C03 . C40 . ol . tw 

670 

none 



Seq. ID OJ990604_03.9C03.C40 
Strand 

End 6340 

Method TBLASTX : Soybean 

End 921 

Score 107 



Seq. ID OJ990604_03.9C03.C40 
Strand. 

End ■ 6340 

Method TBLASTX: Wheat 

End 14 62 

Score 55 



670. .921, 671. .739, 1211. .1288, 1418. .1462 



26050 
54019 
1 

OJ990604_03. 9C03 . C40 . ol . gp 
* 893 
35294 1.R1084 



Seq*. ID OJ990604_03.9C03.C40 
Strand 

End 6340 

Method AAT/GAP 

End 3120 

Score 832 



893. .920, 1080. .1122, 1211. .1288, 1415. .1474, 1661. .1720, 
2829. .2966, 3044. .3120 

'2865394 1.0e-17 (AF036949) basic leucine zipper protein [Zea 
mays] 1 



26050 
54019 
1 

OJ990604_03.9C03.C40.o2.gp 

4297 

3106880 

4297. .4433, 4554. .4815 

26051 
54020 
10113 

OJ990604_03. 9C03 . C4 1 . o2 . gs 

10113 

none 



Seq. ID OJ990604_03.9C03.C40 
Strand 

End ■ 634 0 

Method AAT/GAP 

End 4 815 

Score 752 



Seq. ID OJ990604_03.9C03.C41 

Strand + 

End 12062 

Method GENSCAN 

End 12062 

Score .51 



26071 



Exons 



10113. .10244, 10837. .10973, 11261 1128 6, 11986. .12062 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



26051 Seq. ID OJ990604_03.9C03.C41 

54021 Strand 

1954 End ,6554 ■ 

OJ990604_03.9C03.C41.ol.np Method AAT/NAP 

1954 End 3922 

4678207 Score 55 

1954. .1986, 3751. .3922 

(AC007134) putative non-LTR ret role lement reverse transcriptase 
[Arabidopsis thaliana] 



26051 
54021 
1954 

OJ990604_03 . 9C03 . C4 1 . o3 . np 



OJ990604 03.9C03.C41 



Seq. ID _ 
Strand 

End 6554 

Method AAT/NAP 

2284 End 5788 

5295951 Score 153 

2284. .2316," 5576. .5788 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds. (U23857) [Oryza sativa] 



26051 
54021 
1954 

0 J990604_03 . 9C03 . C4 1 . o2 . np 

3057 

135535 

3057. .3149, 4777. .4917, 6473. 



OJ990604 03.9C03.C41 



Seq. ID 
Strand 

End ■ 6554 
Method AAT/NAP ^ 
End 6554 
Score 8 9 
.6554 

T-COMPLEX PROTEIN 1, ALPHA SUBUNIT (TCP-1-ALPHA) (CCT-ALPHA) 
gi|322602|pir| IJN0448 t-complex polypeptide Tcp-1 - Arabidopsis 
thaliana gi | 217871 1 dbj | BAA01955 | (D11351) t-complex polypeptide 
1 homologue [Arabidopsis thaliana] gi | 2326265 | dbj | BAA21772 | 
(D11352) CCT alpha/TCP-1 [Arabidopsis thaliana] 



Seq. No. 


26051 








Seq. ID 


OJ990604_03.9C03.C41 


Gene No. 


54022 








Strand 




Start 


13705 








End 


15458 


Name 


OJ990604 03 


9C03. 


C41.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3722 








End 


3997 


GI 


none 








. Score 


60 


Exons 


3722. .3841, 


3735. 


.3827, 


3833. 


.3910, 3843.. 3890, 3848.-3892, 




3890. .3997, 


3902. 


.3976, 


3906. 


.3995 




Seq. No. 


26051 








Seq. ID 


OJ990604_03.9C03.C41 


Gene No. 


54022 








Strand 




Start 


13705 








End 


15458 


Name. 


OJ990604 03. 


9C03. 


C41.01 


,tw 


Method 


TBLASTX: Wheat 


Start 


3777 








End 


3997 


GI 


none 








Score 


73 


Exons 


3777. .3869, 


3779. 


.3.889, 


3908. 


.3997, 3908.. 3997 


Seq. No. 


26051 








Seq. ID 


OJ990604_03.9C03.C41 


Gene No. 


54022 








Strand 




Start 


13705 ' 








End 


15458 


Name 


OJ990604 03. 


9C03. 


C41.o3 


.gs 


Method 


GENSCAN 


Start 


13705 






End 


15458 



26072 



GI 

Exons 



none Score . 82 

13705. .13994, 15192 .. 15271, 15382.. 15458 



Seq. No. 26052 Seq. ID 

Gene No. 54023 Strand 

Start 1 End 

Name OJ990604_03 . 9C03 . C43 . ol . np Method 

Start 1 End 

GI 2130141 Score 

Exons 1..257, 366.. 699 

GI Descrip. mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudrA 
[Zea mays] gi 1595816 (U14597) mudrA gene product [Zea mays] 



OJ990604_03 9C03 . C43 
+ 

699 

AAT/NAP 

699 

370 



Seq. No. 


26052 


Seq. ID 


OJ990604 03.9C03 


.C43 


Gene No. 


54023 


Strand 


+ 




Start 


1 


End 


699 




Name 


OJ990604 03.9C03.C43.o2.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


226 




GI 


none 


Score 


184, 




Exons 


3. .224, 47. .226 








Seq. No. 


26052 


Seq. ID 


OJ990604 03.9C03 


.C43 


Gene No. 


54023 


Strand 


+ 




Start 


1 


End 


699 




Name 


■OJ990604 03.9C03.C43.ol.gs 


Method 


GENSCAN 




•Start 


93 


End 


558 




GI 


none 


Score 


.8 




Exons 


93..2S4, 366. .558 








Seq. No. 


26052 


Seq. ID 


OJ990604_03.9C03 


.C43 


Gene No. 


54023 


Strand 


+ 




Start 


1 


End 


699 




Name 


OJ990604 03.9C03.C43.ol.tm 


Method 


TBLASTX: Maize 




Start 


350 


End 


698 




GI 


none 


"Score 


407 




Exons 


350. .655, 366. .698, 366. .692 






Seq. No. 


26053 


Seq. ID 


OJ990604_03.9C03 


.C44 


Gene No. 


54024 


Strand 


+ 




Start 


1 


End 


685 




Name 


OJ99060.4 03.9C03.C44.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


685 




GI 


6598842 


Score 


229 




Exons 


1. .685 








GI Descrip. 


(AC010795) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


26053 


Seq. ID 


OJ990604_03.9C03 


.C44 


Gene No. 


54024 


Strand 


+ 




Start 


1 


End 


685 




Name 


OJ990604 03.9C03.C44.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


635 




GI 


none 


Score 


.42 




Exons 


74. .216, 313. .635 








Seq. No. 


26053 


Seq. ID 


OJ990604_03.9C03 


.C44 


Gene No. 


54024 


Strand 


+ 




Start 


1 


End 


685 





26073 



Name 

Start 

GI 

Exons 



OJ990604_03 . 9C03 . C4 4 . ol . tm Method 

83 End 

none Score 

83. .319, 100. .309, 134.-. 322, 550. .606 



TBLASTX: Maize 

606 

296 



Seq. No. 26054 

Gene No. 54025 

Start 57 

Name OJ990914_04 . 9C01 . CI . ol . gs 

Start 57 

GI none 

Exons 57.. 95 



Seq. ID OJ990914_04.9C01.C1 

Strand 

End 95 

Method GENSCAN 

End 95 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990914_04.9C01.C1 
Strand 

679 

AAT/GAP 
679 
696 



26054 
54026 
196 

OJ990914_04 .9C01.Cl.ol.gp 
196 

LIB3431-001-P1-N1-B5 
196. .428,' 534. .679 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



End 

Method 

End 

Score 



26055 
54027 

29 ' . 

OJ990914_04 . 9C01 . C2 . ol . gs 
29 

none 

29. .694, 783. .912 

26056 
54028 
1573 

OJ990914_04 .9C01.C3.ol.gs 

1573 

none 

1573.. 1593, 1737.. 1853, 1924, 

26057 
54029 
432 

OJ990914_04.9C01.C4.ol.gp 

294 

5002953 



Seq. ID OJ990914_04.9C01.C2 

Strand 

End 912 

Method GENSCAN 

End 912 

Score .73 



Seq. ID OJ990914_04.9C01.C3 
Strand 

1988 
GENSCAN 
1988 
.79 



End 

Method 
End 
Score 
.1988 



Seq. ID OJ990914_04.9C01.C4 
Strand 

3464 
AAT/GAP 
1754 
1284 



End 

Method 
End 
Score 

294..47S, 955. .1364, 1623. ,1754 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



26057 
54029 
432 

OJ990914_04.9C01.C4.ol.np 
408 

4680203 



Seq. ID OJ990914_04.9C01.C4 
Strand 

End 3464 

Method AAT/NAP 

End 34 64 

Score 1874 



408.. 1349, 1626.. 1856, 2010.. 2102, 2145.. 3464 
(AF114171) TNP2-like protein [Sorghum bicolor] 



26074 




Seq. No. 


26057 








Seq. ID 


OJ990914 04 . 9C01 . 


C4 


Gene No. 


54029 








Strand 






Start 


432 








End 


3464 




Name 


OJ990914 04 


.9C01 


.C4 .ol. 


gs 


Method 


GENSCAN 




Start 


432 








End 


1697 




GI 


none 








Score 


.93 




Exons 


432. .1697 










- 




Seq. No. 


26057 








Seq. ID^ 


OJ990914_04.9C01. 


C4 


Gene No. 


54029 








Strand 






Start 


432 








End 


3464 




Name 


OJ990914 04 


-9C01 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


519 








End 


1739 




GI 


none 








Score 


67 




Exons 


519. .611, 612. .716, 64C 


). .717, 


741. .782, 


741. .779, 786. .833, 




822. .1013, 


838. . 


978, 1017. .1178, 1021.. 


,1161, 1197. .1739, 






1249. .1695 














Seq. No. 


26057 








Seq. ID 


OJ990914_04.9C01. 


C4 


Gene No. 


54029 








Strand 






Start 


432 








End 


34 64 




Name 


OJ990914 04 


.9C01 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1026 








End 


1452 




GI 


none 








Score 


68 




Exons 


1026. .1178, 


1039 


. .1161, 


1197. 


.1448, 1249. .1452 




Seq. No. 


26057 




• 




Seq. ID 


OJ990914_04.9C01. 


C4 


Gene No. 


54029 








Strand 






Start 


432 








End 


3464 




Name 


OJ990914 04 


.9C01 


.C4.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1350 








End 


1835 




GI 


none 








Score 


88 




Exons 


1350. .1835, 


1356 


. .1511, 


1642. 


.1818 






Seq. No. 


26057 








Seq.' ID 


OJ990914_04.9C01. 


C4 


Gene No. 


54029 








Strand. 






Start 


4 32 








End 


3464 




Name 


OJ990914 04 


.9C01 


.C4.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1743 








End 


2093 




GI 


none 








Score 


66 




Exons 


1743. .1826, 


1744 


. .1827, 


1863. 


.2093, 1864.. 2064 




Seq. No. 


26057 








Seq. ID 


OJ990914_04.9C01. 


C4 


Gene No. 


54029 








Strand 






Start 


432 








End . 


3464 




Name 


OJ990914 04 


. 9C01 


.C4 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2232 








End 


2466 




GI 


none 








Score 


98 




Exons 


2232. .2465, 


2311 


. .2466 










Seq. No. 


26057 








Seq. ID 


OJ990914_04.9C01. 


C4 


Gene No. 


54029 








Strand - 






Start 


432 








End 


3464 




Name 


OJ990914 04 


. 9C01 


.C4.ol. 


tm 


Method 


TBLASTX :Maize 




Start 


2301 








End 


2744 




GI 


none 








Score 


77 





26075 




Exons 


2301. .2495, 


2499. .2744, 


2503. 


.2694 






Seq. No. 


26057 






Seq. ID 


OJ990914_04.9C01 


.C4 


Gene No. 


54029 






Strand 






OLdLL 


ft jZ 






End 


3464 




Name 


OJ990914 04 


.9C01.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2335 






End 


2801 




GI 


none 






Score 


102 




Exons 


2335. .2523, 


2340. .2495, 


2464. 


.2634, 2526. .2642, 2541. .2636 




2643. .2747, 


2650. .2736, 


2748. 


.2801, 2758. .2793 




Seq. No. 


26057 






Seq. ID 


OJ990914_04.9C01 


.C4 


/"* Alio M f~\ 

taene jno. 








Strand 






Start 


432 






End 


3464 




Name 


OJ990914 04 


.9C01.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2589 






End 


2919 




GI 


none 






Score 


65 




Exons 


2589. .2918, 


2590. .2664, 


2631. 


.2735, 2686. .2745, 2782. .2919 


Seq. No. 


26057 






Seq'. ID 


OJ990914_04.9C01 


.C4 


bene wo. 








Strand 






Start 


432 






End 


3464 




Name 


OJ990914 04 


.9C01.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2667 






End 


3086 




GI 


none 






Score 


105 




Exons 


2667. .2915, 


2671. .2916, 


2965. 


.3084, 2967. .3086' 




Seq. No. 


26057 






Seq. ID 


OJ990914_04.9C01 


.C4 


Gene No . 


R/1 no Q 






Strand 






Start 


432 






End 


3464 




Name 


OJ990914 04 


.9C01.C4.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2814 






End 


3126 




GI 


none 






Score 


64 




Exons 


2814. .2918, 


2824. .2519, 


2965. 


.3126, 2967.. 3125 




Seq. No. 


26058 






Seq. ID 


OJ990914_04.9C01 


.C5 


Gene No. 


54030 






Strand 


+ 




O Ldl L. 


i 
j. 






End 


708 




Name 


OJ990914 04 


. 9C01.C5.ol. 


np 


Method 


AAT/NAP. 




Start 


1 






End 


708 




GI 


5091513 






Score 


811 




Exons 


1..81, 198. 


.708 










GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26058 






Seq. ID 


OJ990914_04.9C01 


.C5 


bene wo. 


D H U J u 






Strand 


+ 




Start 


1 






End 


708 




Name 


OJ990914 04 


.9C01.C5.ol. 


gs 


Method 


GENSCAN 




Start 


258 






End 


674 




GI 


none 






Score 


.8 




Exons 


258. .674 












Seq. No. 


26059 






Seq. ID 


OJ990914_04.9C01 


.C7 


Gene No. 


54031 






Strand 


+ 




Start 


160 






End 


631 




Name 


OJ990914 04 


.9C01.C7.ol. 


gs 


Method 


GENSCAN 




Start 


160 






End 


631 





26076 



GI none 

Exons 160.. 439, 508.. 631 

Seq. No. 26060 

Gene No. 54032 

Start 90 

Name OJ990914_04 . 9C01 . C9 . ol . gs 

Start 90 

GI none 

Exons 90.. 566 



Score 



.49 



Seq. ID OJ990914_04.9C01.C9 

Strand + 

End 566 

Method GENSCAN 

End 566 

Score .73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26061 
54033 
1 

OJ990914_04 . 9C01.C10.ol.np 

1 

5852180 
1..73, 411. .498, 713. .730 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990914_04 . 9C01.C10 

Strand + 

End 730 

Method AAT/NAP 

End. 730 

Score 56 



Seq. ID OJ990914_04.9C01.C10 

Strand 

End 730 

Method AAT/NAP 

End 730 

Score ' 135 



26061 
54034 
508 

OJ990914_04 .9C01.C10.o2.np 
508 

6063554 
508. .730 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region, of the predicted gene.; hypothetical 
protein [Oryza sativa] 



26062 
54035 
2231 

OJ990914_04 . 9C01 . Cll . o2 . gs 

2231 

none 

2231. .2284, 2393.. 2908 

26062 
54036 
4991 

OJ990914_04 . 9C01 . Cll . o2 . np 

4991 

4680179 

4991. .5036, 5419. .6468, 7404. 



Seq. ID OJ990914_04 . 9C01.C11 

Strand + 

End 2908 

Method GENSCAN 

End 2908 

Score .82 



Seq. ID OJ990914_04.9C01.C11 
Strand + 

7445 
AAT/NAP 
7445 
776 



End 

Method 
End 
Score 
.7445 



(AF111709) polyprotein [Oryza sativa subsp. indica] 



26062 
54037 
649 

OJ990914_04 . 9C01 . Cll . ol . gs 

649 

none 

649. .1401 



Seq. ID OJ990914_04.9C01.C11 
Strand 

End 6217 

Method GENSCAN 

End 1401 

Score .9 



Seq. No. 



26062 



Seq. ID OJ990914_04.9C01.C11 



26077 




Gene No. 


54037 








Strand 






Start 


649 








End 


6217 




Name. 


OJ990914 04 


.9C01 


.Gll.ol 


.np 


Method 


AAT/NAP . 




Start 


652 








End 


6217 




GI 


4680179 








Score 


1189 




Exons 


652. .1440, 


6106. 


.6217 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26062 








Seq. ID 


OJ990914_04.9C01 


.Cll 




54037 








Strand 






Start 


649 








End 


6217 




Name 


OJ990914 04 


. 9C01 


.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


697 








End 


1030 




GI 


none 








Score 


41 




Exons ■ 


697. .1029, 


890 


937, 922.. 1026, 956.. 1030 




Seq. No. 


26062 








Seq. ID 


OJ990914JD4.9C01 


.Cll 


Cpnp Ma 


54037 








Strand 






Start 


649 








End 


6217 




Name 


OJ990914 04 


9C01 


. Cll . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


892 








End 


1444 




GI 


none 








Score 


148 




Exons 


892. .1317, 


1016 


. 1318, 


1313 


1441, 1315. .1443, 1322. .1444 


Seq. No. 


26062 








Seq. ID 


OJ990914 04.9C01 


. Cll 




*j *± \j *j i 








Strand 


'^r • ■ 




Start 


649 








End 


6217 




Name 


OJ990914 04 




. Cll . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1030 








End 


1444 




GI 


none 








Score 


51 




Exons 


1030. .1443, 


1031 


1099, 


1036 . 


.1281, 11- 


12. .1444 




Seq. No. 


26062 








Seq. ID 


OJ990914_04.9C01 


-Cll 




54037 








Strand 






Start 


649 








End 


6217 




Name 


OJ990914 04 


9C01 


.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5581 








End 


5937 




GI 


none 








Score 


289 




Exons 


5581. .5937, 


558 9 


. .5759, 


5788. 


.5928, 5796. .5936 




Seq. No. 


26062 








Seq. ID 


OJ990914_04.9C01 


.Cll 


Gphp No 


• 54037 








Strand 






Start 


649 








End 


6217 




Name 


OJ990914 04 


.9C01 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5818 








End 


6108 




GI 


none 








Score 


217 




Exons 


5818. .6081, 


5841 


. . 6005, 


6046. 


.6108 






Seq. No. 


26063 








Seq. ID 


OJ990914_04.9C01 


.C12 


Gene No. 


54038 








Strand 


+ 




Start 


1 








End 


248 




Name 


OJ990914 04 


.9C01 


.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


1 








End 


248 




GI 


61605 1.R1084 






Score 


446 




Exons 


1. .248 















GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4,- BAC clone : 1 17804 ' 



26078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26063 - Seq. ID 

54039 Strand 

.64 93 End 

OJ990914_04 . 9C01 . C12 . o3 . np Method 

64 93 End 

6907087 Score 



OJ990914_04 . 9C01.C12 
+ 

8396 
AAT/NAP 
8396 
1012 



6493. .6802, 7013. .7743, 8295. .8396 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene-.; hypothetical protein [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26063 Seq. ID 

54040 Strand 
8862 * End 

OJ990914_04 . 9C01 . C12 . o2 . gp Method 
8862 End 
uC-osflcyp033a04bl Score 
8862.. 9234 

, 6016845/dbj | AP000570 . 1 1 AP000570 3 . Oe-59' Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990914_04 . 9C01 .C12 
+ 

9234 
AAT/GAP 
9234 
512 



26063 Seq. ID 

54041 Strand 

10141 End 

OJ990914_04 . 9C01 . C12 . o5 . np Method 

10141 End 

6721517 Score 



OJ990914_04.9C01.C12 

■+ 

13308 
AAT/NAP 
13308 
403 



10141. .10351, 10776. .11339, 13071.. 13308 

(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914 04.9C01.C12 



26063 
54042 
1 

OJ990914_04 . 9C01 . C12 . ol . np 
1 

4680179 

1..28, 249.-2863, 2891. .3942 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



8065 
AAT/NAP 
3942 
4338 



26063 Seq. ID 

54042 Strand 
1 End 
OJ990914_04 . 9C01 . C12 . ol . gs Method 
163 End 

none . Score 



OJ990914_04.9C01.C12 

8065 
GENSCAN 
8065 
.44 



163. .1493, 1561. .3892, 4277. .4342, 4454. .4544, 4644.. .4942, 
6814. .7286, 7304. .7968, 7983. .8065 



26063 Seq. ID 

54042 Strand 

1 End 
OJ990914_04.9C01.C12.o2.np ' Method 

4181 End 

4512229 Score 
4181. .4942 

(AB014740) ORF0 protein [Oryza sativa] 



OJ990914_04 . 9C01 . C12 

8065 
AAT/NAP 
4942 
1199 



26079 



# • 





26063 




Seq. ID 


OJ990914 04.9C01. 


C12 


Gene No. 


54043 




Strand 






Start 


8790 




End 


11308 




Name 


OJ990914 04.9C01.C12.o5. 


tw 


Method 


TBLASTX : Wheat 




Start 


228 




End 


468 




GI 


none 




Score 


56 




Exons 


228. .458, 249. .404, 250. 


.468, 


251. .463 






Q orr No 


26063 




Seq. ID 


GJ990914 04.9C01. 


C12 


Gene No. 


54043 




Strand 






Start 


8790 




End 


11308 




Name 


OJ990914 04. 9C01.C12.o2. 


tm 


Method 


TBLASTX : Mai ze 




Start 


337 




End 


628 




GI 


none 




Score 


287 




Exons 


337. .627, 341. .628, 356. 


.628 








Qc±rt No 


26063 




Seq. ID 


OJ990914 04.9C01. 


C12 


Gene No. 


54043 




Strand 






Start 


8790 




End- 


11308 




Name 


OJ990914 04. 9C01.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


427 




End 


687 




GI 


none 




Score 


188 




Exons 


427. .687, 428. .685 












26063 




Sea ID 


OJ990914 04.9C01. 


C12 


Gene No. 


54043 




Strand 






Start 


8790 




End 


11308 




Name 


OJ990914 04.9C01.C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


451 




End 


777 




GI 


none 




Score 


86 




Exons 


451. .594, 470. .592, 595. 


.777 










2606S 




Seq. ID 


OJ990914 04 . 9C01 . 


C12 


Gene No. 


. 54043 




Strand 






Start 


8790 




End 


11308 




Name 


OJ990914 04. 9C01.C12'.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


474 




End 


1011 




GI 


none 




Score 


101 




Exons 


474. .629, 475.'. 1011, 476 


. .1009 






Qfarr No 


26063 




Seq. ID 


OJ990914_04.9C01. 


C12 


Gene No. 


54043 




Strand 






Start 


8790 




End 


11308 




Name 


OJ990914 04.9C01.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1042 




End 


1395 




GI 


none 




Score 


49 




Exons 


1042. .1395, 1049. .1081, 


1056. 


.1382, 1057.. 1389, 1127.. 1390 


Seq. No. 


26063 




Seq. ID 


OJ990914_04.9C01. 


C12 


Gene No. 


54043 • 




Strand 






Start 


8790 




End 


11308 




Name 


OJ990914 04.9C01.C12.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1042 




End 


1468 




GI 


none 




Score 


232 




Exons 


1042.. 1392, 1042.. 1467, 


1049. 


.1468 







26080 




Seq. No. 


26063 








Seq. ID 


OJ990914JD4. 9C01 


-C12 




54043 








JUL Ul l\Ji 






Start 


8790 








End 


11308 




Name 


OJ990914 04 


.9C01. 


C12.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


1213 








End 


1461 




GI 


none 








Score 


214 




Exons 


1213. .1461 














Seq. No. 


26063 








Seq. ID 


OJ990914__04. 9C01 


.C12 


UCUC L\\J ■ 










Strand 






Start 


8790 








End 


11308 




Name 


OJ990914 04 


.9C01. 


C12.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


1402 








End 


1732 




GI 


none 








Score 


66 




Exons 


1402. .1509, 


1470. 


.1577, 


1524. 


.1679, 1532.. 1732 




Seq. No. 


26063 








Seq. ID 


OJ990914_04. 9C01 


-C12 




54043 








Strand 






Start 


8790 








End 


11308 




Name 


OJ990914 04 


.9C01. 


C12.o7 


-tw 


Method 


TBLASTX: Wheat 




Start 


1470 








End 


1729 




GI 


none 








Score 


83 




Exons 


1470. .1577, 


1471. 


.1587, 


1494. 


.1727, 1518.. 1721, 1520.. 1729 


Seq. No. 


26063 








Seq. ID 


OJ990914_04.9C01 


.C12 


Gene No. 


54043 








Strand 






otai t 


R7Q0 








End 


11308 




Name 


OJ990914 04 


.9C01. 


C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1485 








End 


1876 




GI 


none 








Score 


127 




Exons 


1485. .1592, 


1497. 


.1721, 


1520. 


.1732, 1571.. 1735, 1695.. 1835, 




. 1696. .1836, 


1787. 


.1840, 


1844. 


.1876, 1844. .1876 




Seq. No. 


26063 








Seq. ID 


OJ990914_04. 9C01 


.C12 




54043 








Strand 






Start 


8790 








End 


11308 




Name 


OJ990914 04 


. 9C01. 


C12.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1787 








End 


2234 




GI 


none 








.Score 


122 




Exons 


1787. .2230, 


1796. 


.2158, 


2052. 


.2234 






Seq. No. 


26063 








Seq. ID 


OJ990914_04. 9C01 


.C12 




54043 








Strand 






Start 


8790 








End 


11308 




Name 


OJ990914 04 


.9C01. 


C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1817 








End 


2303 




GI 


none 








Score 


211 




Exons 


1817. .2299, 


1859. 


.2188, 


2010. 


.2303 






Seq. No. 


26063 








Seq. ID 


OJ990914JM.9C01 


.C12 


Gene No. 


54043 








Strand 






Start 


8790 








End 


11308 




Name 


OJ990914 04 


.9C01. 


C12.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


1949 








End 


2263 




GI 


none 








Score 


196 





Exons 1949.. 2263 



26081 




Seq. No. 


26063 






Seq. ID 


OJ990914_04.9C01 


.C12 


ucllc INU . 


S404 ^ 






Of- ranH 

Oil CtilU 






Start 


8790 






End 


11308 




Name 


OJ990914 04 


.9C01.C12.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


2438 






End 


2785 




GI 


none 






Score 


55 . 




Exons 


2438. .2785, 


2475. .2606 










Seq. No. 


26063 






Seq. ID 


OJ990914_04.9C01 


.C12 


Gene No. 


54043 






Strand 






O LdL L 


8790 






End 


11308 




Name 


OJ990914 04 


.9C01.C12.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3140 






End 


11308 




GI 


none 






Score 


38 




Exons 


3140. .3484, 


3289. .3369, 


3354. 


.3485, 10952. .11308, 10966 


. .11133 




10997. .11149 










Seq. No. 








Seq. ID 


OJ990914_04.9C01 


.C12 


belle LNO • 


54043 






Strand 






Start 


8790- 






End 


11308 




Name 


O.TQQOQI 4 04 


.9C01.C12.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


JlO J 






End 


11251 




GI 


none 






Score 


46 




Exons 


31fi^ 34P4 

JlO J . • .J ft O *i , 


3186. .3266, 


3354. 


.3458, 10952. .11251, 10975 


. .11055 


Seq. No. 








•.Seq. ID 


o.tqqoqi 4 04 Qrm 


.C12 


bene ino . 


^4043 

J4U4 J 






Strand 






Start 


8790 






End 


11308 


•> 


Name 


OJ990914 04 


.9C01.C12.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


JJJU 






End 


10926 




GI 


none 






Score 


130 




Exons 


3^36 371 R 


3537. .3716, 


10715 


. .10912, 


10726. .10926 




Seq. No. 


96063 






Seq. ID 


OJ990914_04.9C01 


.C12 


Gene No. 


S404 3 






Strand 






O Lai L. 


8790 






' End 


11308 




Name 


OJ990914 04 


. 9C01.C12.o4 


.np 


Method 


AAT/NAP 




Start 


8790 






End 


8996 




GI 


4680186 - 






Score 


206 




Exons 


8790. .8996 












GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


26064 






Seq. ID 


OJ990914J34.9C01 


.C13 


Gene No. * 


54044 






Strand 


+ 




Start 


1 






End 


805 




Name 


OJ990914 04 


.9C01.C13.ol 


np 


Method 


AAT/NAP 




Start 


1 






End 


805 




GI 


5852180 






Score 


63 




Exons 


1...33, 718. 


.805 










GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


26064 






Seq. ID 


OJ990914JD4. 9C01 


.C13 


Gene No. 


54044 






Strand 


+ 




Start 


1 






End 


805 




Name 


OJ990914 04 


.9C01.C13.ol, 


gs 


Method 


GENSCAN 




Start 


64 






End 


202 




GI 


none 






Score 


.56 





26082 



Exons 



64. .134, 136. .202 



Seq. No. 


26065 




Seq. ID 


OJ990914 


_04.9C01. 


C14 


Gene No. 


54045 




Strand 


+ 






Start 


!■ 




End 


808 






Name 


OJ990914 04.9C01.C14. 


ol.np 


Method 


AAT/NAP 






Start 


1 




End 


714 






GI 


5091513 




Score 


1126 






Exons 


1. .714 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa]' 






Seq. No. 


26065 




Seq. ID 


OJ990914 


_04.9C01. 


C14 


Gene No. 


54045 




Strand 


+ 






Start 


1 




End 


808 






Name 


OJ990914 04.9C01.C14. 


ol.gs 


Method 


GENSCAN 






Start 


75 




End 


808 






GI 


none 




Score 


. 48 






Exons 


75. .808 












Seq. No. 


26066 




Seq. ID 


OJ990914 


04 . 9C01 . 


C17 


Gene No. 


54046 




Strand 


+ 






Start 


12075 




End 


13601 






Name 


OJ990914 04.9C01.C17. 


o2.gp 


Method 


AAT/GAP 






Start 


11804 ~ 




End 


11871 






GI y, y 


uC-osroM202024h08al 




Score 


85 






Exons - 


11804. .11871 












GI Descrip. 


1 5852170/emb | AL117265 


.1IOST17804 5.0e- 


84 Oryza 


sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone :tl7804 




Seq. No. 


26066 




Seq. ID 


OJ990914 


JD4.9C01. 


C17 


Gene No. 


54046 




Strand 


+ 






Start 


12075 




End 


13601 






Name 


OJ990914 04.9C01.C17. 


o3.gs 


Method 


GENSCAN 






Start 


12075 




End 


13601 






GI 


none 




Score 


.68 






Exons 


12075. .12375, 12443. . 


12636, 


13363. .13476, 13554 


. .13601 




Seq. No. 


26066 




Seq. ID 


OJ990914 


_04.9C01. 


C17 


Gene No. 


54047 




Strand 


+ 






Start 


20742 




End 


28385 






Name 


OJ990914 04.9C01.C17. 


o6.gs 


Method 


GENSCAN 






Start 


20742 




End 


27288 






GI 


none 




Score 


.67 






Exons 


20742. .20820, 22936.. 


23696, 


23765. .23909, 24787 


. .25492, 






25536. .25642, 27143.. 


27288 










Seq. No. 


26066 




Seq. ID 


OJ990914 


_04.9C01. 


C17 


Gene No. 


54047 




Strand 


+ 






Start 


20742 




End 


28385 






Name 


OJ990914 04.9C01.C17. 


o4 .gp 


Method 


AAT/GAP 






Start 


24685 




End 


25196 






GI 


uC-osflM202052c07bl 




Score 


943 






Exons 


24685. .25196 












GI Descrip. 


•4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


[Zea mays] 1 


Seq. No. 


26066 




Seq. ID 


OJ990914 


_04.9C01. 


C17 


Gene No. 


■ 54047 




Strand 


+ 







26083 



Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene N6.- 

Start?" 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 



20742 End 28385 

OJ990914_04 . 9C01 . C17 . o3 . np Method AAT/NAP 
24795 End 28385 

4234852 Score 2637 

24795. .24971, 25005.. 28385 
(AF082133) gag-pol polyprotein [Zea mays] 



26066 
54048 
457 

OJ990914_04.9C01.C17.ol.np 
392 

6069646 



Seq. ID OJ990914_04.9C01.C17 
Strand 

End 5686 

Method AAT/NAP 

End 5686 

Score 1023 



392. .1368, 1651. .2494, 5630. .5686 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 26066 

Gene No. 54048 

Start 457 

Name OJ990914_04 . 9C01 . C17 . ol . gs 

Start 457. 

GI none 
Exons 



Seq. ID OJ990914_04.9C01.C17 
Strand 

End 5686 

Method GENSCAN 

End 3914 

Score . 53 



457. .1112, 1701. .2649, 2685. .2894, 3040. .3097, 3341. .3517, 
3550.. 3914. 



Seq. No. 26066 Seq. ID OJ990914_04.9C01.C17 

Gene No. 54049 Strand 

Start 11053 End 15166 

Name OJ990914_04 . 9C01 . C17 . o2 .np Method AAT/NAP 

Start 11053 End 15166 

GI 6063554 Score 305 

Exons 11053. .11226, 12168 .. 12425, 1254 3 .. 12740, 15094.. . 15166 . 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 

• correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26066 Seq. ID 

54050 Strand 
16813. End 
OJ990914_04 . 9C01 . C17 . o5 . gs Method 
16813 End 
none Score 
16813. .17229, 17440 .. 17943, 
19502. .19643, 19735.. 19997 

26066 

54051 Strand 
28345 . . End 
OJ990914_04 . 9C01 . C17*. o3 . tm Method- 
493 End 
none Score 
493. .624, 631.;867, 755. .859, 871. .975 



OJ990914_04.9C01.C17 

19997 - 
GENSCAN 
19997 
.41 

18055. .18227, 182 97 .. 18 99.3, 



Seq. ID OJ990914_04.9C01.C17 



28505 

TBLASTX: Maize 

975 

90 



26084 




Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 


Hpnp No 


54051 








St - ranri 






Start 


28345 








End 


28505 




Name 


OJ990914 04 


.9C01. 


.C17.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


676 








End 


858 




GI 


none 








Score 


188 




Exons 


676. .858 














Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 


("Zpnp Wn 


54051 














Start 


28345 








End 


28505 




Name 


OJ990914 04 


. 9C01. 


.C17.o8 


. tin 


Method 


TBLASTX: Maize 




Start 


1150 








End 


1434 




GI 


none 








Score 


102 




Exons 


1150. .1434, 


1160. 


. .1423 










Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 


npnp No 


54051 








Sf rand 

kj Gil l\i 






Start 


■28345 








End 


28505 




Name 


OJ990914 04 


.9C01. 


,C17.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1276 








End 


1713 




GI 


none 








Score 


143 




Exons 


1276. .1389, 


1465. 


. .1713 










Seq. .No. 


26066 








Seq. ID 


. OJ990914_04.9C01 


-C17 


(lc*r\fi Ma 


54 051 

•J 1 \J -J -L 








u Ll di L\JL 






Start 


28345 








End 


28505 




Name 


OJ990914 04 


.9C01. 


C17.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1354 








End 


1794 




GI 


none 








Score 


71 




Exons 


1354. .1482, 


1492. 


.1794, 


1502. 


.1792 






Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 


Gpne No 


54051 








Strand 






Start 


28345 








End 


'28505 




Name 


OJ990914 04 


.9C0li 


C17.ol 


.tin 


Method 


TBLASTX: Maize 




Start 


1435 








End 


2112 




GI 


none 








Score 


78 




Exons 


1435. .1806, 


1444 . 


.1890, 


1463. 


.1891, 1903. .2112, 1907. .2110 


Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 


Gene No . 


54051 








Strand 






Start 


28345 








End 


28505 




Name 


OJ990914 04 


.9C01. 


C17.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2113 








End 


2589 




GI 


none 








Score 


68 




Exons 


2113. .2214, 


2173. 


.2445, 


2315. 


.2443, 2473. .2589 




Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 


f^pnp NT/-) 


54051 








Strand 






Start 


28345 








End 


28505 




Name 


OJ990914 04 


. 9C01 . 


C17 . 06 


. tm 


Method 


TBLASTX: Maize 




Start 


2776 








End 


3087 




GI 


none 








Score 


89 




Exons 


2776. .3087, 


2785. 


.3087 










Seq. No. 


26066 








Seq. ID 


OJ990914_04.9C01 


.C17 



26085 




Gene No. 


54051 




Strand 












End 


28505 




Name 


OJ990914 04.9C01.C17 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


24888 




End 


25828 




GI 


none 




Score 


454 




Exons 


24888. .25466, 25010. 


.25456/ 


25212. .25490, 25567 .. 2564 1 , 






25747. .25809, 25748. 


.25828 








Seq. No. 


26066 




Seq. ID 


OJ990914_04.9C01 


.C17 


Gene No. 


54051 




Strand 






o tar l 


O Q *3 A R 




End 


28505 




Name 


OJ990914 04.9C01.C17 


. ol. tw 


. Method 


TBLASTX: Wheat 




Start 


26996 




End 


27778 




GI 


none 




Score 


287 




Exons 


26996. .27046, 27016. 


.27342, 


27033. .27344, 27118 .. 27351 , 






27327. .27680, 27328. 


.27714, 


27412. .27720, 27704. .27778 




Seq. No. 


26066 




Seq. ID 


OJ990914_04.9C01 


.C17 


bene ino . 


J'iU Ol 




Strand 






Start 


28345 




End 


28505 




Name 


OJ990914 04.9C01.C17 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


27046 




End 


27426 




GI 


none 




Score 


270 




Exons 


27046. .27381, 27051. 


.27317, 


27109. .27381, 27394.. 27426 




Seq. No. 


26066 




Seq. ID 


OJ990914_04.9C01 


-C17 


Gene No. 


R A f\ R n 




Strand 






Start 


28345 




End 


28505 




Name 


OJ990914 04.9C01.C17 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


27136 




End' 


27543 




GI 


none 




Score 


263 




Exons 


27136. .27543, 27156. 


.27305, 


27414. .27530 




Seq. No. 


26066 




Seq. ID 


OJ990914_04.9C01 


-C17 


bene NO . 


R A n R 1 




Strand 






Start 


28345 




End 


28505 




Name 


OJ990914 04.9C01.C17 


.62. ts 


Method 


TBLASTX : Soybean 




Start 


27764 




End 


28331 




GI 


none 




Score 


118 




Exons 


27764..27946, 27959. 


.28111, 


28140.. 28331 




Seq. No. 


26066 




Seq. ID 


OJ990914_04 .9C01 


-C17 


bene ino. 


R^n ri 




Strand 






Start 


28345 




End 


28505 




Name 


OJ990914 04.9C01.C17 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


27764 




End 


28346 




GI 


none 




Score 


111 




Exons 


27764. .27946, 27929. 


.28120, 


28155. .28346 




Seq. No. 


26066 




Seq. ID 


OJ990914_04 .9C01 


-C17 


Gene No. 


54051 




Strand 






Start 


28345 




End 


28505 




Name 


OJ990914 04.9C01.C17 


. o2.tw 


Method 


TBLASTX: Wheat 




Start 


27934 




End 


28334 




GI 


none 




Score 


161 




Exons 


27934. .28110, 27938. 


.28111, 


28119. .28334, 28217.. 28333 





26086 



Seq. No. 26066 Seq. ID 

Gene No. 54051 „ Strand 

Start 28345 End 

Name OJ990914_04 . 9C01 . C17 . o7 . gs Method 

■Start 28345 End 

GI . none Score 
Exons "■- - 28345. .28505 



OJ990914_04.9C01.C17 

28505 
GEN SCAN 
28505 
.42 



Seq. No. 26067 Seq. ID 

Gene No. . 54052 Strand 

Start 120 End 

Name OJ990914_04.. 9C01 . C18 . ol . gs Method 

Start 120 End 

GI none Score 

Exons 120.. 211 



OJ990914__04.9C01.C18 

+ 'k- 
211 

GEN SCAN 

211 

.96 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26067 
54053 
5023 

0 J990 91 4_0 4 . 9C0 1 . C18 . o3 . gs 

5023 

none 



Seq. ID OJ990914__04.9C01.C18 

Strand + 

End 5981 

Method ' GENS CAN 

End 5981 

Score . 65 



5023.. 5056, 5145.. 5241, 5576. .5981 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26067 
54054 
713 

OJ990914_04.9C01.C18.o2.gs 

713 

none 



Seq. ID OJ990914_04.9C01.C18 



Strand 
End 

Method 

End 

Score 



3749 
GENS CAN 
3749 
.64 



713. .1159, 1361. .2233, 2274. .2875, 3046. .3587, 3646. .3749 



Seq. No. 26067 

Gene No. 54055 

Start 5625 

Name OJ990914_04 . 9C01 . C18 . ol . tm 

Start 5625 

GI none 

Exons 5625.. 5678, 5693.. 5992, 5694.. 5990 



Seq. ID OJ990914_04.9C01.C18 



Strand 
End 

Method 
End 
Score 



5992 

TBLASTX: Maize 

5992 

75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990914_04.9C01.C19 



26068 

54056 Strand 
1 End 
OJ990914_04 .9C01.C19.ol.np Method 
1 End 
4585985 Score 
1..124, 207. .1552, 1787. .2225, 2253. .3133 
(AC005287) Hypothetical .protein [Arabidopsis thaliana] 



+ 

3133 
AAT/NAP 
3133 
1964 



Seq. No. 26068 Seq. ID 

Gene No. 54056 Strand 

Start 1 End 

Name OJ990914_04 . 9C01 . C19 . o4 . tm Method 

Start 4 End 

GI none ' Score . 

Exons - 4 . .138, 6. .143, 200. .280 



OJ990914_04.9C01.C19 
+ 

3133 

TBLASTX: Maize 

280 

123 



26087 




Seq. No. 


26068 








Seq. ID 


OJ990914_04.9C01 


.C19 




54056 








Strand 


+ 




Start 


1 








End 


3133 




Name 


OJ990914 04. 


9C01 


.C19.ol 


.gs 


Method 


GENSCAN 




Start 


61 








End 


3062 




GI 


none 








Score 


.47 




Exons 


61. .124, 207 


. .3062 










Seq. No. 


26068 








Seq. ID. 


OJ990914_04.9C01 


.C19 


^pno Mo 

UCilC INL> . 


54056 








Strand 

l x> a i ill 


+ 




Start 


1 ' 








End 


3133 




Name 


OJ990914 04. 


9C01 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1334 








End 


1789 




GI 


none 








Score 


81 




Exons 


1334. .1402, 


1403 


1540, 


1574. 


.1789 






Seq. No. 


26068 








Seq. ID 


OJ990914_04.9C01 


.C19 


CZe$-nc* Mo 


54056 








Strand 


+ 




Start 


1 








End 


3133 




Name 


OJ990914 04. 


9C01 


. C19 . ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1933 








End 


2302 




GI 


none 








Score 


316 




Exons 


1933. .2217, 


1 Q5fi 

X J J o 




1961. 


.2302 






Seq. No. 


26068 








Seq. ID 


OJ990914JD4.9C01 


.C19 




54fi5fi 

J1U JU 








St" ranH 

J Li Ql 1U 


+ 




Start 


1 








End 


3133 




Name 


OJ990914 04. 


9C01 


. C19 . o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


2555 








End 


2776 




GI 


none 








Score 


180 




Exons 


2555. .2776, 














Seq. No. 


26068 








Seq. ID 


OJ990914_04.9C01 


.C19 


("I^n^ Mo 


54056 

J T U J U 








St rand 

kJ Li. GL11LL 


+ 




Start 


1 








End 


3133 




Name 


OJ990914 04. 


9C01 


. C19 . ol 


.tc 


Method 


TBLASTX: Cress 




Start 


■ 2606 








End 


2863 




GI 


- none 








Score 


197 




Exons 


2606. .2863, 


2614 


. .2814 










Seq. No. 


26068 








Seq. ID 


OJ990914_04.9C01 


.C19 


fl^Ti(Zk Mo 


54056 








St rand 

ij Li. ILL 


+ 




Start 


1 








End 


3133 




Name 


OJ990914 04. 


9C01 


.C19.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2609 








End 


2929 




GI 


none 








Score 


173 




Exons 


2609. .2836, 


2611 


. .2829, 


2855. 


.2929 






Seq. No. 


26068 








Seq. ID 


OJ990914_04.9C01 


.C19 




54056 








St* rand 

D L X. Gil ILL 


-I- 




Start 


1 








. End 


3133 




Name 


OJ990914 04. 


9C01 


.C19.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2855 








End 


3037 




GI 


none 








Score 


205 




Exons 


2855. .3037, 


2857 


. .3033 










Seq. No. 


26069 








Seq. ID 


OJ990914_04.9C01 


.C20 



26088 



Gene No. 54057 Strand + 

Start 8184 End 12666 

Name OJ990914_04 . 9C01 . C20 . o2 . gp Method AAT/GAP 

Start 8184 End 12666 

GI 3761181 Score- 404 

Exons 8184.. 8278, 12514.. 12666 

GI Descrip. 4521193/dbj I AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2-6069 " Seq. ID OJ990914_04.9C01.C20 

54057 Strand + 

8184 End 12666 

OJ990914_04.9C01.C20.o2.np Method AAT/NAP 

9018 End 10951 

6907087 Score 1393 

9018. .9401, 9610. .10298, 10850. .10951 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. ' 26069 Seq. ID 

Gene No. 54057 Strand 

Start 8184 End 

Name OJ990914_04 . 9C01 . C20 . o2 . gs Method 

Start 9595 End 

GI • none Score 

Exons 9595.. 9638, 9648.. 10302 



OJ990914_04.9C01.C20 
+ 

12666 
GENSCAN 
10302 
.4 



Seq. No. 


26069 


Seq. ID 


OJ990914 


_04.9C01 


.C20 


Gene No. 


54058 


Strand 








Start 


2683 


End 


2929 






Name 


OJ990914 04.9C01.C20.ol.gp 


Method 


AAT/GAP 






Start 


2683 


End 


2929 






GI 


3761181 


Score 


420 






Exons 


2683. .2929 










GI Descrip. 


4521193/dbj | AB013450 . 1 1 AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 










Seq. No. 


26069 


Seq. ID 


OJ990914 


_04.9C01 


.C20 


Gene No. 


54059 


Strand 








Start 


4280 


End 


7495 






Name 


OJ990914 04.9C01.C20.ol.np 


Method 


AAT/NAP 






Start 


4280 


End 


7495 






GI 


5091513 


Score 


1349 






Exons 


4280.. 4501, 5229.-5432, 5636 


..6358, 7103. .7495 






GI Descrip. 


(AB0234 82) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


26069 


Seq. ID 


OJ990914 


_04.'9C01 


.C20 


Gene No. 


54060 - 


Strand 








Start 


10844 


End 


14683 






Name 


OJ990914 04.9C01.C20.o3.gs 


Method 


GENSCAN 






Start 


10844 


End. 


14064 






GI 


none 


Score 


.47 






Exons 


10844. .10950, 12767. ,12891, 


13787. .13847, 13932 


. .14064 




Seq. No. 


26069 


Seq. ID 


OJ990914 


_04.9C01 


.C20 


Gene No. 


54060 


Strand 









26089 




Start 


10844 


End 


14683 






Name 


OJ990914 04.9C01.C20.o3.np 


Method 


AAT/NAP 






Start 


13773 


End 


14683 






GI 


6006381 


Score 


236 






Exons 


13773. .13847, 13965 .. 14098 , 


14466. .14683 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26070 


Seq. ID 


OJ990924_ 


06.9C01 


.CI 


Gene No . 


54061 


Strand 


— 






Start 


415 


End 


493 






Name 


OJ990924 06.9C01.Cl.ol.gs 


Method 


GENSCAN 






Start 


415 


End 


493 






GI 


none 


Score 


.55 






Exons 


415. . 493 










Seq. No. 


26071 


Seq. ID 


OJ990924_ 


06.9C01 


.C3 


Gene No. 


54062 


Strand 


+ 






Start 


1 


End 


1526 






Name ' v • 


OJ990924 06.9C01 C3 ol no 


Method 


AAT/NAP 






Start 


1 


End 


1526 






GI 


6721515 


Score 


87 






Exons 


1..254, 1506. .1526 










GI Descrip. 


(AP001072) Similar to mudrA. 


(M76978) 


[Oryza sativa] 




Seq. No. 


26071 


Seq. ID 


OJ990924_ 


06.9C01 


,C3 


Gene No. 


54063 


Strand 


+ 






Start 


1990 


End 


4640 






Name 


OJ990924 06.9C01.C3.o2.np 


* Method 


AAT/NAP 






Start 


1990 


End 


4640 






GI 


6721516 


Score 


485 






Exons 


1990.. 2231, 2644.. 2841, 4593 


. .4640 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq, No, 


26071 , . 


Seq. ID 


OJ990924_ 


06.9C01 


.C3 


Gene No. 


54064 


Strand 


+ 






Start 


12730 


End 


15034 






Name 


OJ990924 06.9C01.C3.o5.np 


Method 


AAT/NAP 






Start 


12652 


End 


15034 






GI 


6382514 


Score 


1318 






Exons 


12652. .13101, 13798. .13878, 


13969. .14241, 14422. 


.14553, 






14630. .14803, 14891. .15034 










GI Descrip. 


(AC010704) putative acyl-CoA 


synthetase [Arabidopsis thaliana] 


Seq. No. 


26071 


Seq. ID 


OJ990924_ 


06.9C01 


.C3 


Gene No. 


54064 


Strand 


+ 






Start 


12730 


End 


15034 






Name 


OJ990924 06.9C01.C3.o3.gs 


Method 


GENSCAN 






Start 


12730 


End 


15025 






GI 


none 


Score 


.88 






Exons 


12730. .13101, 13798. .13878, 


13969. .14139, 14422. 


.14553, 






14630. .14803, 14891.. 15025 










Seq. No. 


26071 


Seq. ID 


OJ990924_ 


06.9C01 


.C3 


Gene No. 


54065 


Strand 








Start 


4433 


End 


6172 






Name 


OJ990924 06.9C01.C3.o3.np 


Method 


AAT/NAP 






Start 


4433 


End 


6172 







26090 




GI 


5042463 


Score 


137 




Exons 


4433. .4469, 5001..5064> 5117. .5267, 5954. .6172 




GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


26071 


Seq. ID 


OJ990924 06 9C01 


.C3 


V3CI1C Vt\J • 


54066 


on dim. 






Start 


6270 


End 


8698 




Name 


OJ990924 06.9C01.C3.o3.tm 








Start 


5 


End 


282 




GI . 


none 


Score 


168 




Exons 


5. .232, 103. .204, 235. .282 








Seq. No. 


26071 


Seq. ID 


OJ990924_06.9C01 


.C3 


Gene No. 


54066 


Strand 






Start 


6270 


End 


8698 




Name 


OJ990924 06.9C01.C3.o4.np 


Method 


AAT/NAP 




Start 


6270 


End 


8698 




GI 


4680339 


Score 


.91 




Exons 


6270.. 63.31, 6969.. 7250, 8671.. 8698 






GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica] 


Seq. No. 


26071 


Seq. ID 


OJ990924_06. 9C01 


,C3 




D *i U D D 


Strand 






Start 


£0*7 n 
/ U 


End 


8698 




Name 


ujyyuyz^i ud . z>l,u± .uo . ofi . urn 


Method 


TBLASTX: Maize 




Start 


£QQ1 — 


End 


7411 




GI 


none 


Score 


79 




Exons 


£QQ1 71Q1 TOQC 7411 








Seq. No. 


26071 


Seq. ID 


OJ990924_06. 9C01 


,C3 


Gene No . 


54067 


Strand 






Start 


12630 


End 


15034 




Name 


OJ990924 06. 9C01.C3.ol.tm 


Method 


TBLASTX: Maize 






12630 


End 


14802 




GI 


none 


Score 


675 




Exons 


12630. .13100, 12649. .13101, 


12649. .13107, 13788. .13877, 






13795. .13878, 13797 .'. 13877, 


13948. .14241, 13968 .. 14234 , 






14419. .14553, 14 420 .. 14554 , 


14422, .14562, 14627 .. 14767, 






14629. .14769, 14764 .. 14802, 


14771. .14800 




Seq. No. 


26071 


Seq. ID 


OJ990924_06.9C01 


.C3 




54067 


Strand 






Start 


12630 


End 


15034 




Name 


OJ990924 06. 9C01 . C3 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


12652 


End 


12921 




GI 


none 


Score 


56 




Exons 


12652. .12708, 12727 .. 12921, 


12738.. 12917 




Seq. No. 


26071 


Seq. ID 


OJ990924_06.9C01 


.C3 


uCllC Vi \J ■ 


54067 


Strand 






Start 


12630 


End 


15034 




Name 


OJ990924 06.9C01.C3.o2.tc 


Method 


TBLASTX: Cress 




Start 


12708 


End . 


13872 




GI 


none 


Score 


322 




Exons 


12708. .13082, 12724 .. 13083, 


13810. .13872 




Seq. No. 


26071 


Seq. ID 


OJ990924_06.9C01 


.C3 



26091 



Gene No. 


54067 




Strand 






Start 


12630 




End 


15034 




Name 


OJ990924 06.9C01.C3. 


,ol. ts 


Method 


TBLASTX: Soybean 




Start 


12922 




End 


15031 




GI . 


none 




Score 


92 




Exons 


12922 . . 12993, 12928 . 


, . 12993, 


12999. .13097, 13000 .. 13101, 






13795. . 13878, 13803. 


, . 13877, 


13966. .14073, 14071 .. 14241, 






14115. . 14231, 14418 . 


, . 14558, 


14422. .14556, 14 627. .14806, 






146.32. .14811, 14890. 


, . 15030, 


14891. .15031 .. , 




Seq. No. 


26071 




Seq. ID 


OJ990924JD6.9C01 


. C3 


Gene No. 


54067 




Strand 






Start 


12630 




End 


15034 




Name 


OJ990924_06.9C01.C3. 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


14421 




End 


15034 




GI. ' 


none 




Score 


132 




Exons 


14421 .. 14552, 14422. 


, . 14553, 


14 627. .14 806, 14 627. .14803, 






14632 . . 14808, 14889 . 


. . 15020, 


14890. .15033, 148 91. .15034 




Seq. No. 


26071 




Seq. ID 


OJ990924_06.9C01 


. C3 


Gene No. 


54067 




Strand 






Start 


12630 




End 


15034 




Name 


OJ990924_06. 9C01.C3. 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14890 




End 


15034 




GI 


. none 




. Score 


231 




Exons 


14890. .15033, . 14891. 


, . 15034 








Seq. No. 


26072 




Seq. ID 


OJ990924_06.9C01 


.C4 


Gene No. 


54068 




Strand 


+ 




Start 


282 




End 


823 




Name 


OJ990924_06.9C01.C4. 


, ol.tm 


Method 


TBLASTX : Maize 




Start 


275 




End 


823 




GI 


none 




Score 


228 




Exons 


275. .415, 276. .413, 


513 . . 659 


, 520.. 660, 


522. .656, 724. . 


822, 




725. .823, 726. .821, 


749 . . 823 








Seq. No. 


26072 




Seq. ID 


OJ990924_06.9C01 


,C4 


Gene No. 


54068 




Strand 


+ 




Start 


282 




End 


823 




Name 


OJ990924_06.9C01.C4. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


276 




End 


822 




GI 


none 




Score 


197 




Exons 


Any* i i /■ f\ — * A /~\ A 

276. .416, 276. .404, 


281 . . 415 


, 513. .659, 


520.. 660, 522.. 


656, 




712. .822, 726. .818 










Seq. No. 


26072 




Seq. ID 


OJ990924_06.9C01 


. C4 


Gene No . 


54068 




Strand 


+ 




Start 


282 




End 


823 




Name 


OJ990924 06. 9C01.C4 . 


ol.gs 


Method 


GENSCAN 




Start 


282 




End 


657 




GI 


none 


- 


Score 


.95 




Exons 


9P9 4 "I "3 R9^ 

Z O Z . , 4J.O, jZj. . D j / 










Seq. No. 


26072 




Seq. ID 


OJ990924__06.9C01 


.C4 


Gene No. 


54068 




Strand 


+ 




Start 


282 




End 


823 




Name 


OJ990924 06.9C01.C4. 


ol.np 


Method 


AAT/NAP 





26092 




Start 


282 




End 


823 


GI 


6382514 




Score 


491 


Exons 


282.. 413, 523.. 657, 


727. .823 






GI Descrip. 


(AC010704) putative 


acyl-CoA synthetase [Arabidopsis thaliana] 


Seq. No. 


26072 




Seq. ID 


OJ990924_06. 9C01.C4 




JtUDO 




Strand 


+ 


Start 


282 




End 


823 


Name 


OJ990924 06.9C01.C4. 




Method 


TBLASTX: Cress 


Start 


317 




End 


816 


GI 


none 




Score 


133 


Exons 


317. .439, 318. .416, 


520. .660, 


522. .656, 717. .815, 718. .816 


Seq. No. 


26072 




Seq. ID 


OJ990924_06.9C01.C4 


Gene No. 


54068 




Strand 


+ 


Start 


282 




End 


823 


Name 


OJ990924 06.9C01.C4. 


ol .gp 


Method 


AAT/GAP 


Start 


541 




End . 


823 


GI 


2742 1.R1084 




Score 


385 


Exons 


541. .657, 727. .823 








GI Descrip. 


'4587615/gb|AAD25843 


.1|AC006951_22 2. 


Oe-62 (AC006951) putative 



acyl-CoA synthetase [Arabidopsis thaliana] 
>gi_4689469__gb_AAD27905.1_AC007213_3 (AC007213) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 1 



Seq. No. 


26.073 




Seq. ID 


OJ990924_06. 


9C01 


.C5 


Gene No. 


54069 




Strand 


+ 






Start 


3617 




End 


4364 






Name 


OJ990924 06.9C01.C5. 


, ol.gs 


Method 


GENSCAN 






Start 


3617 




End 


4364 






GI 


none 




Score 


.69 






Exons 


3617.. 3673, 4236.. 4364 










Seq. No. 


26074 




Seq. ID 


OJ990924_06. 


9C01 


.C6 


Gene No. 


54070 




Strand 


+ 






Start 


1 




End ■ 


613 






Name 


OJ990924 06.9C01.C6. 


ol.np 


Method 


AAT/NAP 






Start 


1 




End 


423 






GI 


6911855 




Score 


252 






Exons 


1. .423 












GI Descrip. 


(AL138649) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


26074 




Seq. ID 


OJ990924_06. 


9C01 


.C6 


Gene No. 


54070 




Strand 


+ 






Start 


1 




End 


613 






Name 


OJ990924 06.9C01.C6. 


ol.gp 


Method 


AAT/GAP 






Start 


232 




End 


613 






GI 


1632685 




Score 


684 






Exons 


232. .613 












Seq. No. 


26074 




Seq. ID 


OJ990924_06. 


9C01 


.C6 


Gene No. 


54071 




Strand 








Start 


2933 




End 


3360 • 






Name 


OJ990924 06.9C01.C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


160 




End 


327 






GI 


none 




Score 


227 






Exons 


160. .327, 165. .305 













26093 



Seq. No. 26074 

Gene No. 54071 

Start 2933 

Name OJ990924_06.9C01.C6Jol.tm 

Start 160 

GI none 

Exons 160.. 327, 168.. 314 

Seq. No. 26074 

Gene No. 54071 

Start 2933 

Name OJ990924_06 . 9C01 . C6 . ol . ts 

Start 160 

GI none 

Exons 160.. 327, 165.. 314 



Seq. ID OJ990924_06.9C01.C6 
Strand 

End 3360 

Method TBLASTX: Maize 

End 327 

Score 209 



Seq. ID OJ990924_06.9C01.C6 

Strand - 

End . 3360 

Method TBLASTX : Soybean 

End 327 

Score 233 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26074 
54071 
2933 

OJ990924_06.9C01.C6.o2.tm 

2600 

none 



Seq. ID OJ990924_06.9C01.C6 
Strand 

End 3360 

Method TBLASTX: Maize 

End 3070 

Score 43 



2600. .2665, 2618. .2662, 2655. .2720, 2671. .2694, 2714. .2791, 
2910. .3068, 2922.. 3068, 2927.. 3070, 2969.. 3049 



Seq. No. 26074 

Gene No. 54071 

Start 2933 

Name OJ990924_06 . 9C01 . C6 . o2 . gp 

Start 2840 

GI uC-osroM202017dllbl 

Exons 2840.. 3360 

GI Descrip. 1 3915254 /sp | Q41773 | VATL_MAIZE 4.0e-09 VACUOLAR ATP SYNTHASE 16 
KD PROTEOLIPID SUBUNIT {V-ATPASE 16 KD PROTEOLIPID SUBUNIT) f 



Seq. ID OJ99092,4_06. 9C01. C6 
Strand 

End 3360 

Method AAT/GAP 

End 3360 

Score 1022 



Seq. No. 


26074 








Seq. ID 


OJ990924_06.9C01 


,C6 


Gene No. 


54071 








Strand 






Start 


2933 1 








End 


3360 




Name 


OJ990924 06. 


9C01 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2919 








End 


3085 




GI 


none 








Score 


203 




Exons 


2919. .3068, 


2931 


. .3068, 


2933. 


.3085 * 






Seq. No. 


26074 








Seq. ID 


OJ990924_06.9C01 


.C6 


Gene No. 


54071 








Strand 






Start 


2933 








End 


3360 




Name 


OJ990924 06. 


9C01 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2933 








End 


3068 




GI 


none 








Score 


105 




Exons 


2933. .3061, 


2933 


. .3067, 


2934. 


.3068, 2954. .3046 




Seq. No. 


26074 








Seq. ID 


OJ990924_06.9C01 


.C6 


Gene No. 


54071 








Strand 






Start 


2933 








End 


3360 




Name 


OJ990924 06. 


9C01 


.C6.o3. 


gs 


Method 


GENSCAN 




Start 


2933 > 








End 


3065 





26094 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

2933. .3065 



Score 



,94 



26074 
54071 
2933 

OJ990924_06.9C01.C6.o2.np 

2936 
-3334413 
^2936. .3067 , 

VACUOLAR ATP SYNTHASE 16 KD PROTEOLIPID SUBUNIT gi 12502087 
(AF022926) adenosine triphosphatase; c-subunit of V-ATPase 
[Vigna radiata] 



Seq; ID OJ990924_06.9C01.C6 
Strand - - 
3360' 
AAT/NAP 
3067 
169 



End 

Method 

End 

Score 



Seq. ID OJ990924_06.9C01.C7 
Strand 

End 7296 

Method AAT/GAP 

End 190 

Score 358 



26075 
54072 
1 

OJ990924_06 . 9C01 . C7 . ol . gp 
1 

344_4.R1084 
1. .190 

' 2493147/sp I Q40635 | VATL_ORYSA 7.0e-50 VACUOLAR ATP SYNTHASE 16 
KD PROTEOLIPID SUBUNIT >gi_857574 (U27098) H+-ATPase [Oryza 
sativa] ' 



26075 
54072 
1 

O J9 90 92 4_0 6 . 9C0 1 . C7 . ol . gs 

23 

none 



Seq. -ID OJ990924_06. 9C01.C7 
Strand 

End 7296 

Method GEN SCAN 

End 7234 

Score .87 



23. .153, 1982. .2046, 2296. .2364, 2482. .2574, 2662. .2765, 
2921. .3001, 3091. .3162, 3701. .3848, 3945. .4110, 4783. .4860, 
5844. .5973, 6226. .6401, 6523. .6583, 6911. .7020, 7150. .7234 



Seq. ID OJ990924_06. 9C01.C7 
Strand 

End 7296 

Method AAT/GAP 

End 1744 

Score 774 



26075 
54072 
1 

OJ990924_06 . 9C01 . C7 . o2 . gp 
1198 
none 

1198. .1517, 1641. .1744 

26075 
54072 
1 

OJ990924_06 . 9C01 . C7 . o2 . ts 
1482 
none 

1482. .1523, 1636. .1737, 1638. .1736, 1641. .1763, 1823. .1888, 
1824.. 1889, 1983.. 2045, 2295.-2366 



Seq. ID OJ990924_06.9C01.C7 
Strand 

End 7296 

Method TBLASTX : Soybean 

End 2366 

Score 114 



26075 
54072 
1 

OJ990 924_06 . 9C01 . C7 . ol . tm 
1823 



Seq. ID OJ990924_06.9C01.C7 
Strand 

End 7296 

Method TBLASTX : Maize 

End 3988 



26095 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene • No . 

Start 

Name 

Start 

GI 

Exons 



none Score 63 

1823. .1885, 1983.. 2045, 2295.. 2366, 2296.. 2361, 2479.. 2571, 

2481. .2570, 2679. .2768, 2680. .2772, 2690. .2797, 2691. .2774, 

2903.. 3019, 2921.. 3004, 3091.. 3126, 3092 .. 3166, 3238 .. 3294 , 

3557.. 3613, 3694.. 3849, 3695.. 3850, 3943.-3987, 3944.. 3988 



26075 
54072 
1 

OJ990924_06. 
1832 
1708376 
1832. .1882, 



9C01.C7.ol.np 



3706. .3848, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3945. .4205, 



OJ990924 06.9C01.C7 



7296 
AAT/NAP 
' 5130 
276 
4783. .4884, 



4976. .5130 



INDOLEACETAMI DE HYDROLASE ( I AH) ( INDOLE-3-ACETAMIDE HYDROLASE) 
gi 1 1073076 Ipir | IB53376 indoleacetamide hydrolase - Pseudomonas 
syringae pv. syringae gi 1472561 (U04358) I AH [Pseudomonas 
syringae] 



26075 
54072 
1 

OJ990924_06.9C01.C7..ol.ts 

3703 

none 

3703. .3849, 
4782. .4880 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990924_06.9C01.C7 
7296 

TBLASTX: Soybean 

4880 

142 



3710. .3850, 3917. .4132, 3931. .4131, 4781. .4837, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26075 
54072 
1 

OJ990924_06 . 9C01 . C7 . ol . tc 

3808 

none 

3808.. 3849, 3943.. 4131, 394.4. 

26075 
54072 
1 

OJ990924JD6 . 9C01 . C7 . o2 . tm 

3998 

none 

3998. .4132, 4024 4209, 4781 . 
5842.. 5961, 5843.. 5962 

26075 
54072 
1 

OJ990924_06.9C01.C7.o3.gp 

5918 

none 

5918.. 5973, 6211.. 6401, 6523. 

26076 
54073 
406 

OJ990924_06 . 9C01 . C8 . ol . gs 
406 



Seq. ID OJ990924_06.9C01.C7 
Strand 

End 7296 

Method TBLASTX : Cress 

End 4819 

Score 160 
.4132, 4781. .4819 

Seq. ID OJ990924_06.-9C01.C7 
Strand 

End 7296 

Method TBLASTX : Mai ze 

End 5962 

Score 178 

.4861, 4782. .4892, 4786.-4866, 



Seq. ID OJ990924_06.9C01.C7 
Strand 

End 7296 

Method AAT/GAP 

End 7296 

Score 1004 

.6583, 6911. .7020, 7150. .7296 

Seq. ID OJ990924_06.9C01.C8 
Strand 

End 2787 

Method GENSCAN 

End 2678 



26096 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
406. .750, 867. .1922, 2066. .2678 



26076 
54073 
406 

OJ990924_06 . 9C01 . C8 . o2 . tm 
514 



. 66 



OJ990924 06.9C01.C8 



2787 

TBLASTX: Maize 

2076 

66 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
514. .561, 646. .765, . 665.-. 754, 672 .. 758, . 844 .. 1068, 8 62'.. 909, 
866. .1066, 867. .1106, 1075. .1428, 1080. .1418, 1086. .1379, 
1239. .1388, 1246. .1389, 1255. .1425, 1386. .1427, 1419. .1595, 
1419. .1553, 1421. .1549, 1519. .1602, 1596. .1766, 1596. .1736, 
1663. .1737, 1675. .1740, 1758. .1976, 1827. .1958, 1852. .1977, 
1980. .2039, 2020. .2076 



26076 
54073 
406 

OJ990924_06.9C0I.C8.ol.np 
641 

6382503 



Seq. ID OJ990924_06. 9C01.C8 
Strand 

End . 2787 

Method AAT/NAP 

End 2787 

Score 335 



641. .744, 1023. .1290, 1429. .1912, 1981. .2101, 2276.-2644, 
2675.. 2787 

(AC010704) hypothetical protein [Arabidopsis thaliana] 



26076 
54073 
406 

OJ990924_06 . 9C01 . C8 . ol . tm 

2081 

none 



Seq-. ID OJ990924_06.9C01.C8 
Strand 

End 2787 

Method TBLASTX : Maize 

End 2753 

Score 336 



2081.. 2752, 2083.. 2484, 2115.. 2753 



26077 
54074 
1 

OJ990924_06.9C01.C9.ol.np 
1 

6729037 
1..55, 90. .339 

(AC009177) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990924_06.9C01.C9 
Strand 

362 

AAT/NAP 
339 
90 



End 

Method 

End 

Score 



26077 
54074 
1 

OJ990924_06.9C01.C9.ol.gs 

132 

none 

132. .362 



Seq. ID OJ990924_06. 9C01.C9 
Strand 

End 362 

Method GENSCAN 

End 362 

Score .71 



Seq. No. 26078 - . Se q s ID 

Gene No. 54075 Strand' 

Start 603 End 

Name - OJ990924_06 . 9C01 . C10 . ol . gs Method 

Start 603 End 

GI none Score 



OJ990924_06.9C01.C10 
+ 

1998 
GENSCAN 
1998 
.76 



26097 




Exons 603.. 743, 1563.. 1998 



Seq. No. 


26078 








Seq. ID 


OJ990924_06. 9C01 


.C10 


Gene No. 


54076 








Strand 


+ 




Start 


3404 








End 


4435 




Name ' 


OJ990924 06 


.9C01 


.C10.o2 


.gs 


Method 


GENSCAN 




Start 


3404 








End 


4083 




GI 


none 








Score 


.64 




Exons^ 


3404. .3654, 


3737 


. .3825, 


3892. 


.4083 






o e q • IN (_> . 


Z OU / 0 








Seq. ID 


OJ990924JD6. 9C01 


. C10 


Gene No. 


54076 








Strand 


+ 




Start 


3404 








End 


4435 




Name 


OJ990924 06 


.9C01 


.C10.o2 


.np 


Method 


AAT/NAP 




Start 


3855 








End 


4435 




GI 


2213632 








Score 


651 




Exons 


3855. .4435 














GI Descrip. 


(AC000103) 


F21J9 


.24 [Arabidopsis thaliana] 




oeq. jno . 


£. O U / O 








Seq. ID 


OJ990924JD6.9C01 


CIO 


Gene No. 


54077 . 








Strand 






Start 


1 








End 


300 




Name 


OJ990924 06 


.9C01 


.ClO.ol 


,np 


Method 


AAT/NAP 




Start 


1 








End 


300 




GI. 


6729037 








Score 


68 




Exons 


1..70, 231. 


.300 












GI Descrip. 


(AC009177) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


o a m q 








Seq. ID 


OJ990924_06.9C01 


.C10 


Gene No. 


54078 








Strand 






Start 


3530 








End 


4372 




Name 


OJ990924 06 


.9C01 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3530 








End 


4301 




GI 


none 








Score 


112 




Exons 


3530. .3658, 


3535 


. .3657, 


3722. 


.3925, 3735.. 4100, 4004.. 4072, 




4104. .4205, 


4106 


. .4216, 


4206. 


.4301, 4208. .4255 




Seq. No. 


26078 








Seq. ID 


OJ990924_06. 9C01 


.CIO 


Gene No. 


54078 








Strand 






Start 


3530 








End 


4372 




Name 


OJ990924 06 


.9C01 


,C10.o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


3563 








End 


3959 




GI 


none 








Score 


80 




Exons 


3563. .3658, 


3735 


. .3959, 


3758. 


.3934 






Seq. No. 


26078 








Seq. ID 


OJ990924_06.9C01 


.C10 


Gene No. 


54078 








Strand 






Start 


3530 








End 


4372 




Name 


OJ990924 06 


.9C01 


.ClO.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


3962 








End 


4372. 




GI 


none 








Score 


401 




Exons 


3962. .4321, 


3963 


...4307, 


4310. 


.4372 






Seq. No. 


26078 








Seq. ID 


OJ990924_06. 9C01 


.C10 


Gene No. 


54079 








Strand 






Start 


4303 








End 


4435 




Name 


OJ990924 06 


.9C01 


.C10.o2 


.tm 


Method 


TBLASTX: Maize 





26098 



Start 
GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons* 



4303 
none 

4303.. 4434, 4307.. 4435 



End 
Score 



4435 
184 



26079 
54080 

1 End 
OJ990924_06.9C01.Cll.ol.np . Method 
1 End 
6069570 Score 
1..328 

(AB022081) ORF-c [Brassica rapa] 



Seq. ID OJ990924_ 
Strand + 



06. 9C01.C11 



328 

AAT/NAP 

328 

180 



26079 
54080 
1 

OJ990924_06 . 9C01 . Cll . ol . gs 

124 

none 

124. .327 

26080 
54081 
810 

OJ990924_06 . 9C01 . C13 . ©2 . gs . 

,810 . 
none 

810. .913 



Seq. ID OJ990924_ 
Strand + 



06.9C01.C11 



End 

Method 

End 

Score 



328 

GENSCAN 

327 

.43 



Seq. ID OJ990924_ 
Strand 



06. 9C01.C13 



End 

Method 

End 

Score 



913 

GENSCAN 

913 

.66 



Seq. ID OJ990924 
Strand + 



Seq. No. 26081 

Gene No. 54082 

Start 1603 

Name OJ990924_06 . 9C01 . C14 . ol . gs 

Start 1603 

GI none 

Exons 1603.. 1726, 2218.. 2688, 3867.. 4349, 4396.. 4680, 
6340.. 6498 



06.9C01.C14 



End 

Method 

End 

Score 



6498 
GENSCAN 
6498 
.43 



5428. .5615, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26081 
54082 
1603 

OJ990924_06.9C01.C14.ol.np 
3882 
2281637 
3882.. 4165, 5338.-5375 

(AF003099) AP2 domain containing protein RAP2 . 6 
thaliana] 



Seq. I# OJ990924_ 

Strand + 

End 64 98 

Method AAT/NAP 

End 5375 

Score 259 



06.9C01.C14 



26081 
54083 
5334 

OJ990924_06.9C01.C14.ol.gp 

'5334 

5455336 

5334.. 5606, 7036.. 7069 



Seq. ID OJ990924_ 
Strand 



[Arabidopsis 
06. 9C01.C14 



End 

Method 

End 

Score 



7069 
AAT/GAP 
7069 
548 



Seq. No. 



26081 



Seq. ID OJ990924_06.9C01.C14 



26099 




bene jno. 


D *± U 0 fl 








c 4- ¥. a nH 

OLI a.1 X\JL 






Start 


7043 








End 


8143 




Name 


OJ990924 06 


.9C01. 


C14.o2 


.ts 


Method 


TBLASTX ; Soybean 




Start 


3950 








End 


4147 




GI 


none 








Score 


266 




Exons 


3950. .4147, 


3958. 


.4056 










Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 


Gene No . 


C. A no A 








O LlallLl 






Start 


7043 , 








End 


8143 




Name 


OJ990924 06 


.9C01. 


C14.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3955 








End 


4147 




GI 


none . 








Score 


185 




Exons 


3955. .4056, 


3956. 


.4147 










Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 


bene iNO . 


R A 09. A 








OIL Cli. iV-l 






Start 


7043 








End 


8143 




Name 


OJ990924 06 


.9C01. 


C14.o2 


.tm 


Method 


-TBLASTX: Maize 




Start 


3964 








End 


4147 




GI 


none 








Score 


230 




Exons 


3964. .4056, 


3971. 


.4147 










Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 


Gene No . 
















Start 


7043 








End 


8143 




Name 


OJ990924 06 


. 9C01. 


C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3973 








End 


4147 




GI 


none 








Score 


237 




Exons 


3973. .4056, 


3974. 


.4147 










Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 


Gene No . 


r a n Q a 

D*i Uo ft 








Strand 






Start . 


7043 








End 


8143 . ^ ' 




Name 


OJ990924 06 


.9C01. 


C14.o2 


.gs 


Method 


GEN SCAN 




Start 


7043 








End 


8067 




GI 


none' 








Score 


.83 




Exons 


7043. .7206, 


7293. 


.7418, 


7566. 


.7641, 7909. .8067 




Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 


Gene No. 


54084 








Strand 






Cf- -3 y~\- 

o Lax. U 


/ U *i 3 








End 


8143 




Name 


OJ990924 06 


.9C01. 


C14.o2 


.np 


Method 


AAT/NAP 




Start 


7058 








End 


8143 




GI 


6143890 








Score 


672 




Exons 


7058. .7206, 


7293. 


.7418, 


7566. 


.7641, 7909. .8143 




GI Descrip. 


(AC010718) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 


Gene No . 


C A n Q A 








Strand 






Start 


7043 








End 


8143 




Name 


OJ990924 06 


.9C01. 


C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


7070 








End 


7395 




GI 


none 








Score 


143 




Exons 


7070. .7207, 


7074. 


.7208, 


7285. 


.7395, 721 


38. .7395 




Seq. No. 


26081 








Seq. ID 


OJ990924_06.9C01 


.C14 



26100 



Gene No. 


54084 




Strand 






Start 


7043 




End 


8143 




Name 


OJ990924 06. 


9C01.C14.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


7115 




End 


8141 




GI 


none 




Score 


137 




Exons 


7115. .7207, 


7116.. 7208, 7117 


. .7215, 7285. .7434, 


7288 . .7437, 




7567 . .7644, 


7567. .7641, '7571 


..7642, 7889. .8128, 


7907 . .8110, 




7909. .8127, 


8110.. 8136, 8L11 


..8137, 8112. .8141 




Seq. .No. 


26081 




Seq. ID 


OJ990924 


_06.9C01.C14 


Gene. No. 


54084 




Strand 






Start 


7043 




End 


8143 




Name 


OJ990924_06. 


9C01.C14.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


7567 




End 


8097 




GI 


none 




Score . 


70 




Exons 


7567 . .7641, 


7571. .7642, 7600 


..7644, 7889. .8044, 


7909. .8097, 




7939. .8097 










Seq. No. 


26082 




Seq. ID- 


OJ990924 


_06.9C01.C15 


Gene No. 


54085 




Strand 


+ * 




Start 


199 




End 


1619 




Name 


OJ990924 06. 


9C01.C15.ol.gs 


Method 


GENSCAN 




Start 


199 




End 


1619 




GI 


none 




Score 


.72 




Exons 


199.. 299, .1308.. 1434, 1491.. 


1619 






Seq. No. 


26082 




Seq. ID 


OJ990924 


_06.9C01.C15 


Gene No. 


54086 




Strand 


+ ■ 




Start 


6502 




End 


10445 




Name 


OJ990924 06. 


9C01.C15.o3.np 


Method 


AAT/NAP 




Start 


6502 




End 


10445 




GI 


6721516 




Score 


505 




Exons 


6502. .6584, 


8188.. 8428, 8839 


. .9153, 10425. .10445 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26082 




Seq. ID 


OJ990924 


_06.9C01.C15 


Gene No. 


54087 




Strand 


+ 




Start 


11034 




End 


14994 




Name 


OJ990924 06. 


9C01.C15.o3.gs 


Method 


GENSCAN 




Start 


11034 




End 


14994 




GI 


none 




Score 


.59 




Exons 


11034. .11080, 12019. .12121, 


12269. .12476, 13699 


. .13919, 




14044. .14220 


, 14938.. 14994 








Seq. No. 


26082 




Seq. ID 


OJ990924 


_06.9C01.C15 


Gene No. 


54088 




Strand. 






Start 


1 




End 


11771 




Name 


OJ990924 06. 


9C01.C15.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2397 




GI 


6143890- . 




Score 


274 




Exons 


1. .117^$$&9 


.'1307,^.2275,. .2397 - V . ■ - * 






GI Descrip. 


(AC01Q,7 : i§} .ft 


'ypx>th;etical, protein HArabidopsis thaliana] 


Seq. No. 


26082 




Seq. ID 


OJ990924 


_06.9C01.C15 


Gene No. 


54088 




Strand 






Start 


1 




End 


11771 




Name 


OJ990924 06. 


9C01.C15.o2.gp 


Method 


AAT/GAP 





26101 



Start 1657 End 4152 

GI 594JL.R1084 Score 2683 

Exons 1657.. 2094, 2187 .. 2596, .2679. . 2983, 3065.. 3175, 3781.. 3880, 

4097.. 4152 

GI Descrip. ' 548770/sp I P35684 | RL3_ORYSA 0.0e+00 60S RIBOSOMAL PROTEIN L3. 

>gi_481228_pir S38359 ribosomal protein L3 - rice 

>gi_303853_dbj_BAA02155_ (D12630) ribosomal protein L3 [Oryza 
sativa] ' 



Seq. No. 26082 

Gene No. 54088 

Start 1 

Name OJ990924_06 . 9C01 . C15 . ol . ts 

Start 1815 

GI none 

Exons 1815.. 2096, 1840.. 2097, 1887, 



Seq. ID OJ990924_06.9C01.C15 
Strand 

End 11771 

Method TBLASTX : Soybean 

End 387 8 

Score 335 

.2102, 2186.. 2611, 2187. .2396, 



2285. .2536, 2445. .2603, 2673. .2987, 2679.-2984, 2681. .3037, 
3066. .3176, 3067. .3177, 3073. .3177, 3075. .3197, 3782. .3877, 
3786.. 3878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990924_06.9C01.C15 
Strand 

End 11771 

Method TBLASTX : Mai ze 

End " 38 68 

Score 400 

.2097, 1887. .2102, 2182. .2496, 



26082 
54088 
1 

OJ990924_06.9C01.C15.ol.tm 
1821 
none 

1821.. 2096, 1837.. 2097, 1840. 
2186. .2497, 2187. .2396, 2281. .2415, 2285. .2500, 2482. .2520, 
2493. .2597, 2495. .2599, 2673. .2987, 2676.. 2981, 2839. .2982, 
3064. .3177, 3064. .3174, 3066. .3176, 3782. .3868, 3783. .3866 



Seq. No. 26082 Seq. ID 

Gene No. 54088 Strand 

Start 1 End 

Name OJ990924_06 . 9C01 . C15 . o2 . gs Method 

Start 1836 End 

GI none Score 
Exons 



OJ990924 06.9C01.C15 



1836. .2094, 2187.. 2596, 2679.. 2983, 
5218.. 5381, 6566.. 6601, 7326.. 7441, 
8917.. 9023, 9358.. 9409 



11771 
GENSCAN 
9409 
.84 

3065. .3175, 
8452. .8518, 



3746. 
8760. 



,3880, 
,8866, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. -No. 
Gene No. 
Start 
Name 
Start 



26082 
54088 
1 

OJ990 924_0 6 . 9C01 . C15 . o2 . np 

1839 

548770 ' 

1839.. 2094, 2187.. 2596, 2679. 



OJ990924 06.9C01.C15 



Seq. ID _ 
Strand 

End 11771 
Method AAT/NAP 
End 3865 
Score 1936 

.2983, 3065.. 3175, 3781.. 3865 
60S RIBOSOMAL PROTEIN L3 gi | 481228 | pir | | S38359 ribosomal protein 
L3 - rice gi | 303853 | dbj | BAA02155 | (D12630) ribosomal protein L3 
[Oryza, sativa] . .-„-\ ■• ■ ' - 



26082 • ' Seq. ID 

54088 Strand 

1 End 

OJ990924_06 . 9C01 . C15 . ol . tc Method 

1845 End 



OJ990924_0'6 . 9C0L. C15 
11771 

TBLASTX: Cress 
3878 



26102 



GI 


none 








Score 


286 




Exons 


1845. .2096, 


1852. 


.2097, 


1858. 


.2097, 2182. .2523, 


2186. .2611, 




2187. .2396, 


2285. 


.2536, 


2445. 


.2603, 2673. .2987, 


2674. .2994, 




2679.-2984, 


3064. 


.3177, 


3064. 


.3174, 3066. .3188, 


3066. .3176, 




3782. .3877, 


3807. 


.3878 










Seq. No. 


26082 








Seq. ID 


OJ990924_ 


06. 9C01.C15 


Gene No. 


54088 








Strand 






Start 


1 








End 


11771 




Name 


OJ990924 06 


. 9CU1 . 


Clo . Ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1893 








End 


2434 




GI 


none 








Score 


108 




Exons 


1893. .2000, 


1893. 


.2021, 


1894. 


.2019, 1983. .2051, 


1995. .2075, 




2002. .2076, 


2052. 


.2102, 


2052. 


.2096, 2053.. 2097, 


2054 . .2104, 




2155. .2220, 


2186. 


.2431, 


2187. 


.2396, 2281.. 2424, 


2285. .2434 


Seq. No. 


26082 








Seq. ID 


OJ990924_ 


06. 9C01.C15 


Gene No. 


54088 








Strand 






Start 


1 








End 


11771 




Name 


OJ990924 06 


.9C01. 


C15.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2796 








End 


3887 




GI 


none 








Score 


173 




Exons 


2796.-2987, 


2839. 


.2982, 


3064. 


.3177, 3066.. 3176, 


3782. .3871, 




3782.-3886, 


3786. 


.3887 










Seq. No. 


26082 








Seq. ID 


OJ990924_ 


_06.9C01.C15 


Gene No. 


54088 








Strand 






Start 


1 








End 


11771 




Name 


OJ990924 06 


.9C01. 


C15.o4 


.np 


Method 


AAT/NAP 




Start 


8556 








End 


11771 




GI 


5852093 








Score 


70 




Exons 


8556. .8580, 


10289 


'..10391, 11721.. 11771 






GI Descrip. 


(AL117264) 


zwhl6 . 


1 [Oryza sativa] 






Seq. No. 


26083 








Seq. ID 


OJ990924_ 


_06.9C01.C17 


Gene No. 


54089 








Strand 


+ 




Start 


286 








End 


506 




Name 


OJ990924 06 


.9C01. 


C17.ol 


.gs 


Method 


GENSCAN 




Start 


286 








End 


506 




GI 


none 








Score 


.61 




Exons 


286. .351, .387.-506 










Seq. No. 


26083 








Seq. ID 


OJ990924_ 


_06.9C01.C17 


Gene No. 


54090 








Strand 


+ 




Start 


6149 








End 


9078 




Name 


OJ990924 06 


. 9C01. 


C17.o2 


.np 


Method 


AAT/NAP 




Start 


6068 








End 


9075 




GI 


1487968 








Score 


140 




Exons 


6068. .6223, 


7576. 


.7679, 


8861. 


.8944, 9037. .9075 




GI Descrip. 


(X95249) Tid56 protein 


[Drosophila melanogaster] 





gi 1 1487970 | emb | CAA64540 |. (X95251) T.id56 protein [Drosophila 
melanogaster] gi | 2130991 | emb | CAA645;3'6 | (X95247>. Ti'd56 protein 
[Drosophila melanogaster]- 



Seq. No. 
Gene No. 
Start 



26083 
54090 
6149 



Seq. ID OJ990924_06.9C01.C17 
Strand + 
End 9078 



26103 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990924_06 . 9C01 . C17 . o3 . gs Method GEN SCAN 
6149 End 9075 

none Score . 87 

6149. .6202, 6298. .6373, 7588. .7679, 8861. .8944, 9037. .9075 



26083 Seq. ID 

54090 Strand 

6149 End 

OJ990924_06 . 9C01 . C17 . o2 . gp Method 

6331 End 

uC-osflM202065e09al Score 



OJ990924_06.9C01.C17 
+ 

9078 
AAT/GAP 
9078 
519 



6331. .6373, 6485. .6535, 7588. .7679, 8861. .8944, 9037. .9078 
"542596/pir MS42091 3.0e-25 Tid(56) protein - fruit fly 
(Drosophila melanogaster) >gi_456627_emb_CAA54 837_ (X77822) 
Tid(56) [Drosophila melanogaster] >gi_1487 972_emb_CAA64528_ 
(X95241) lethal (2) tumorous imaginal discs [Drosophila 
melanogaster]- >gi_4007007_emb_CAA66720_ (X98094) 
lethal (2) tumorous imaginal discs [Drosophila melanogaster] 1 



Seq. No. 


26083 




D H u y ± 


Start 


611 


Name 


OJ990924 06 


Start 


611 


GI 


3763511 


Exons 


611. .1154, 


Seq. No. 


26083 


Gene No. 


54091 


Of n Y--4- 

oiart 


Oil 


Name 


OJ990924 06 


Start 


899 


GI 


none 


Exons 


899. .1009, 




3434. .3571, 




3766. .3873, 


Seq. No. 


26083 


Gene No. 


54091 


Start 


611 


Name 


OJ990924 06 


Start 


1053 


GI 


6692745 


Exons 


1053. .1154, 


GI Descrip. 


(AC012679) i 


Seq. No. 


26083 


Gene No. 


54091 


Start 


611 


Name 


OJ990924 06 


Start 


3438., 


GI \ 


- none:' . 


Exons 


3438. .3578, 




4210. .4401, 


Seq. No. 


26083 


Gene No. 


54091 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1095, 1041. 



OJ990924_06.9C01.C17 

4417 
AAT/GAP 
3496 
1055 



OJ990924_06.9C01.C17 
4417. 

TBLASTX: Maize 

4402 

56 

.1157, 1041. .1100, 



.3578, 3441. .3578, 3717. .3869, 3729. .3860, 
.4290, 4232. .4297, 4282. .4401, 4283. .4402 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990924_06.9C01.C17 

4417 
AAT/NAP 
4413 
664 



,3559, 3716.. 3861, 4199.. 4413 



OJ990924 06.9C01.C17 



Seq. ID 
Strand 
End 

:i7.ol.ts Method 
End 
Score 

,3560, 3717.. 3902, 3747.. 3860, 3772 
,4417 



4417 

TBLASTX: Soybean 
4417 
79 



,3873, 



Seq. - ID 
Strand 



OJ990924 06.9C01.C17 



26104 



Start 
Name 
Start 
GI 

Exons 



611 End 

OJ990924_06.9C01.C17.ol.tc Method 

3471 End 

none Score 



4417 

TBLASTX: Cress 

4401 

97 



3471. .3578, 3717. .3869, 3723. .3860, 3766. .3873, 4210. .4401, 
4238. .4399 



Seq. No. 26084 

Gene No. 54092 = 

-Start' . , i ,. 254^ , . ■ \ 

•Name ' ' OJ990924_06. 9C01. C13-. of.'tm 

Start 254 

GI none 

Exons 254.. 295, 255.. 284, 
571. .639, 573. .644, 



Seq. ID OJ990924_06.9C01.C18 
Strand 

End ^ 807- • 
Method TBLASTX: Maize 
End 807- 
Score 40 
372. .461, 383. .460, 570. .632, 571. .639, 
651. .698, 714. .806, 714. .803, 733. .807 



Seq. No. 26085 

Gene No. 54093 

Start 147 

Name * OJ990924_06. 9C01 . C19 . ol . gs 

Start 147 

GI none 

Exons 147.. 272 



Seq. ID OJ990924_06.9C01.C19 

Strand 

End 272 

Method GEN SCAN 

End 272 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26086 
54094 
1300 

OJ990924_06.9C01.C20.ol.gs 

1300 

none 



Seq. ID OJ990924_06.9C01.C20 

Strand + . 

End 3943 

Method GENSCAN 

End 3943 

Score .53 



1300. .1432, 2050. .2139, 2209. .2262, 2285.-2449, 2596. .2658, 
3782. .3943 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 
GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ990924_06.9C01.C22 
Strand 

End 209 

Method AAT/GAP 

End 209 

Score 391 



26087 
54095 
1 

OJ990924_06.9C01.C22.ol.gp 
1 

2742_1.R1084 
1. .209 

? 4587615/gb|AAD25843.1|AC006951_22 2.0e-62 (AC006951) putative 
acyl-CoA synthetase. [Arabidopsis thaliana] 
>gi_4689469_gb_AAD27905.1_AC007213_3 (AC007213) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 1 



26088 
54096 
1 

OJ990924_06.9C01.C24.ol.np 

1 ... 
6382503 



Seq. ID OJ990924_06.9C01.C24 

Strand + 

End 524 

Method AAT/NAP 

End 524 

Score .^99 



;1..2'0, 313.. 393, 435.. 524' W[ " ' 

(AC010704) hypothetical protein [Arabidopsis thaliana] 



26089 
54097 
282 



Seq. ID OJ990924_06.9C01.C26 
Strand + 
End 1402 



26105 




OJ990924_06 . 9C01 . C26 . ol . tm Method TBLASTX : Maize 
272 End 1110 

none Score 68 

272. .376, 275..343, 282. .398, 464. .598, 467. .598, 468. . 620, 
469. .606, 689. .772, 1006. .1092, 1021. .1110 



Seq. No. 


26089 




Seq. ID 


OJ990924 


_06. 


9C01 


.C26 


Gene No. 


54097 




Strand 


+ 








Start 


, 282 




End 


1402 . 








'iName- .•/->.". 


OJ990924 06.9C01. 


C26.ol.gs ] 


Method - 


.GEN SCAN 








Start' . 


282 




End 


1402 








GI 


none 




Score 


.8 








Exons 


282. .387, 470. .625, 690. .772, 


1021.. 1110, 1226. 


.1402 




Seq. No. 


26089 




Seq. ID 


OJ990924 


06. 


9C01 


.C26 


Gene No. 


54097 




Strand 


+ 








Start 


282 




End 


1402 








Name 


OJ990924 06.9C01. 


C2 6.ol.gp 


Method 


AAT/GAP 








Start 


796 




End 


1300 








GI 


none 




Score 


699 








Exons 


796. .1110, 1226. . 


1300 












Seq. No. 


26090 




Seq. ID 


OJ990924 


06. 


9C01 


.C27 


Gene No. 


54098 




Strand 


+ 








Start 


742 




End 


1024 








Name 


OJ990924 06.9C01. 


C27 .ol .gp 


Method 


■ AAT/GAP 








Start 


742 




End 


1024 








GI 


'• none 




Score 


469 








Exons 


742 . .1024 














Seq. No. 


26090 




Seq. ID 


OJ990924 


06. 


9C01 


.C27 


Gene No. 


54099 




Strand 










Start 


31 




End 


1089 








Name 


OJ990924 06.9C01. 


C27.ol.gs 


Method 


GENSCAN 








Start 


31 • 




End 


1089 








GI 


none 




Score 


.69 








Exons 


31. .116, 443. .578 


:, 777. .912, 


1016.. .1089 








Seq. No. 


26091 




Seq. ID 


OJ990804 


_07. 


9C07 


.CI 


Gene No. 


54100 




Strand 


+ 








Start 


' 1432 




End 


2145 








Name 


OJ990804 07.9C07. 


Cl.ol.gs 


Method 


GENSCAN 








Start 


1432 




End 


2145 








GI 


none 




Score 


.57 








Exons 


1432. .1436, 1689. 


.1803, 1951. 


.2145 










Seq. No. 


26091 




Seq. ID 


OJ990804 


_07. 


9C07 


.CI 


Gene No. 


54101 




Strand 










Start 


2395 




End 


2500 








Name 


OJ990804 07.9C07. 


Cl.ol.np 


Method 


AAT/NAP 








Start 


2395 




End . 


2500 . 








GI- 


5852093 




Score""*?' ' 


40 








Exons 


2395. .2500 














GI Descrip. 


(AL117264) zwhl6. 


1 [Oryza sativa] 










Seq. No. 


26091 




Seq. ID 


OJ990804 


_07. 


9C07 


.CI 


Gene No. 


54102 




Strand 











Name 

Start 

GI 

Exons 



26106 



Start 


3581 


End 


3988 


Name 


OJ990804 07.9C07.Cl.o2.gs 


Method 


GENS CAN 


Start 


3581 


End 


3988 


GI 


none 


Score 


.72 


Exons 


3581.. 3784, 3878.-3988 






Seq. No. ' 


26092 


Seq. ID 


OJ990804_07.9C07.C2 


UC11C INU • 


54103 


Strand 


+ 


Start 


. v 26 


End * 


371 


Name- 


J? OJ990804 ' 07. . 9C07.VC2.. ol . gs . - 


Method 


. GEN SCAN 


Start 


26 


End W 


371" 


GI 


1 none 


Score 


.41 


Exons 


26. .198, 335. .371 






Seq. No. 


26093 


Seq. ID 


OJ990804_07.9C07.C3 




54104 


Strand 


+ 


Start 


316 


End 


466 


Name 


OJ990804 07.9C07.C3.ol.gs 


Method 


GENS CAN 


Start 


316 


End 


4.66 


GI 


none 


Score 


.88 


Exons 


316. .466 






Seq. No. 


26093 


Seq. ID 


OJ990804_07.9C07.C3 


Gene No. 


54105 


Strand 


- 


Start 


. 1 


End 


3097 


Mamp 
IMCHLIC 


. OJ990804 07.9C07.C3.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


3070 


GI 


1769568 


Score 


908 


Exons 


1..42, 422. .471, 554. .604, 709. .807, 


1562. .1645, 1731. .1841, 




2089.. 2238, 2671.. 2788, 2931. 


.3070 




GI Descrip 


(U82202) fumarase; fumarate hydratase 


[Arabidopsis thaliana] 


Seq. No. 


26093 


Seq. ID 


OJ990804_07.9C07.C3 


Gene No. 


54105 


Strand 




Start 


1 


End 


3097 


Name 


OJ990804 07.9C07.C3.ol.gp 


Method 


AAT /GAP 


Start 


384 


End 


776 


GI 


LIB3475-006-P1-K1-E2 


Score 


279 


Exons 


384. .471, 554. .604, 709. .776 






GI Descrip 


'1769568 2.0e-43 (U82202) fumarase; fumarate hydratase 




[Arabidopsis thaliana] 1 






Seq. No. 


26093 


Seq. ID 


OJ990804_07.9C07.C3 


Gene No. 


54105 


Strand 




Start 


1 


End 


3097 


Name 


OJ990804 07.9C07.C3.ol.tc 


Method 


TBLASTX: Cress 




410 


End 


2989 


GI 


none 


Score 


79 


Exons 


410. .472, 421. .474, 546. .605, 


551. .604, 706. .810, 707. .826, 




1550. .1645, 1566. .1646, 1726. 


.1851, 1728. .1841, 1753. .1851, 




2059.. 2241, 2087.. 2239, 2099. 


.2278, 2659.. 2796, 2660.. 2797, 




2930. .2989 .; . , . 






Seq. No. 


26093 


Seq. ID 


OJ990804_07.9C07.C3 


Gene No. 


54105 


Strand 




Start 


1 


End 


3097 


Name 


OJ990804 07.9C07.C3.ol.tm 


Method 


TBLASTX: Maize 



26107 



Start 
GI 

Exons 



419 End 2993 

none Score 8 6 

419. .472, 421. .474, 422. .472, 551. .604, 558. .605, 558. .605, 
704. .793, 706. .810, 707. .802, 709. .804, 1550. .1645, 1563. .1646, 
1726. .1851, 1728. .1841, 1729. .1851, 2059. .2241, 2087. .2239, 
2089. .2241, 2660. .2791, 2668. .2790, 2930. .2992, 2931. .2993, 
2949. .2993 



Seq. No. 26093 

Gene No. .54105- 

Start 1 

Name OJ990804_07 . 9C07 . C3 . ol . ts 

Start 421 

GI none 

Exons 421.. 474, 422.. 472, 549.. 



605, 



Seq. ID OJ990804_07.-9C07.C3 
. Strand ' - ' 
End 

Method 
End 
Score 
551. .604, 



3097 

TBLASTX: Soybean 
2989 
72 

554. .607, 700. .804, 



706. .810, 707. .808, 1562. .1645, 1563. .1646, 1726. .1851, 
1728. .1841, 1729. .1851, 2059. .2241, 2087. .2239, 2659.-2796, 
2660. .2797, 2930. .2989 



Seq. No.. 26093 Seq. ID 

Gene No. 54105 Strand 

Start 1 End 

Name OJ990804_07 . 9C07 . C3 . o2 . gs Method 

Start 874 End ■ 

GI - none Score 

Exons 874.. 906, 1562.. 1645, 1731.. 1841, 2089 
2931. .3097 



OJ990804_07.9C07.C3 

3097 
GENSCAN 
3097 
.82 

..2238, 2671. .2788, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26093 
54105 
1 

OJ990804_07, 
1745 
568709 
1745. .1841, 



9C07.C3.o2.gp 



2089. .2242-: 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_07.9C07.C3 

3097 
AAT/GAP 
2242 
458 



1769568 2.0ej43 (U82202) fumarase; fumarate hydratase 
[Arabidopsis" thaliana] 



Seq. No. 26094 Seq. ID 

Gene, No. 54106 Strand 

Start 57 End 

Name OJ990804_07 . 9C07 . C4 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57.. 170, 384.. 412 



OJ990804_07.9C07.C4 
+ 

412 

GENSCAN 

412 

.8 



Seq.. No. 26094 Seq. ID 

Gene No. 54107 " - Strand 

Start 560 End 

Name OJ990804_07 . 9C07 . C4 . ol . gp Method 

Start -560 End 

GI uC-osroM202028d07al .Score 

Exons 560.. 879, 1016..1102, 1196.. 1249 
GI Descrip. 



OJ990804_07.9C07.C4 

3136 

AAT/GAP 

1249 

878 . • ,. • . 



'3395432 2.0e-17 (AC004683) unknown protein [Arabidopsis 
thaliana] >gi_5731261_gb_AAD48838 . 1_AF166352_1 (AF166352) 
alanine :glyoxylate aminotransferase 2 homolog [Arabidopsis 
thaliana] ' 



26108 



Seq. No. 


26094 






Seq. ID 


OJ990804_07.9C07.C4 


Gene No. 


54107 






Strand 




Start 


560 






End 


3136. 


Name 


OJ990804 07 


.9C07 


.C4.o3.tc 


Method"- 


TBLASTX: Cress 


Start 


835 






End 


1437 


GI 


none 






Score 


44 


Exons 


835.-888, 1017.. 


1103, 1018.. 


1053, 1197 


..1310, 1198. .1308, 




. 1396. .1437 










Seq. No. 


26094 






Seq. ID 


OJ990804_07.9C07.C4 


Gene No. 


54107 






btrand 




Start 


560 






End 


3136 


Name 


OJ990804 07 


. 9C07 


,C4 .o2.gs 


Method 


GENS CAN 


Start 


836 






End 


2988 


GI 


none 






Score 


.86 


Exons 


836.. 879, 1016.. 


1102, 1196.. 


1309, 1395 


..1620, 1700.. 2023, 




2103. .2273, 


2370 


..2600, 2791 


..2988 




Seq. No. 


26094 






Seq. ID 


OJ990804_07.9C07.C4 


Gene No. 


54107 






Strand 




Start 


560 






End 


3136 


Name 


OJ990804 07 


.9C07 


. C4 . ol .np 


Method 


AAT/NAP 


Start 


839 






End 


3018 


GI 


6403506 






Score 


1566 


Exons 


839..879 f 1016.. 


1102, 1196.. 


1309, 1395 


: .1620, 1700. .2023, 




2103. .2273, 


2370 


..2600, 2791 


. .3018 




GI Descrip. 


(AC010871) ; 


putative aminotransferase [Arabidopsis thaliana] 


Seq. No. 


26094 






Seq. ID 


OJ990804_07.9C07.C4 


Gene No. 


54107 






Strand 




Start 


560 






End 


3136 


Name 


OJ990804 07 


.9C07 


.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1017 






End 


2911 


GI 


none 






Score 


78 


Exons 


1017. .1103, 


1017 


..1103, 1192 


..1329, 1197. .1340, 1197. .1310, 




1396. .1623, 


1399 


..1548, 1439 


..1639, 1700. .1786, 1701. .1781, 




1787. .2029, 


1788 


..2024, 2076 


..2273, 2107.. 2277, 2113.. 2274, 




2359. .2526, 


2367 


..2600, 2572 


..2601, 27: 


88. .2910, 2791. .2895, 




2792. .2911 










Seq. No. 


26094 






Seq. ID 


OJ990804_07.9C07.C4 


Gene No. 


54107 






Strand 




Start 


560 






End 


3136 


Name 


OJ990804 07 


. 9C07 


.C4-.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1017 






End 


2964 


GI 


none 






Score 


39 


Exons 


1017. .1103, 


1197 


..1307, 1197 


..1310, 1198.. 1320, 1396.. 1551, 




1396. .1623, 


1439 


..1639, 1700 


..1798, 1700.. 2029, 1701.. 2024, 




2076. .2273, 


2107 


..2274, 2116 


..2274, 2367. .2600, 2368. .2601, 




2788. .2964, 


2789 


..2884 






Seq. No. 


26094 






Seq. ID 


1 OJ990804_07 . 9C07 ,C4 


Gene No. 


54107 






Strand 




Start 


560 






End 


3136 


Name 


OJ990804 07 


. 9C07 


.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1239 






End 


1778 



26109 



GI 

Exons 



none Score 68 

1239.. 1310, 1255. .1308, 1396. .1623, 1399. .1548, 1439. .1639, 
1700. .1771, 1700. .1777, 1704. .1778 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



26094 
54107 
560 

OJ990804_07. 9C07.C4 .ol.tc 
1439 

none " . . . , 



Seq. ID OJ990804_07.9C07.C4 

Strand - 4, 

End 3136 

Method TBLASTX : Cress 

End . 2017 

Score .135 



1439. .1621, 1474. .1623, ; 1700. .1879, 1704. .1880, 1877. .2017, 
1878. .2006 



Seq. No. 26094 

Gene No. 54107 

Start 560 

Name OJ990804_07 . 9C07 . C4 . o2 . tw 

Start 1964 

GI none 

Exons 1964.. 2017, 2076.. 2273, 2101. 
2368.-2424, 2485.. 2526 



OJ990804_07.9C07.C4 
3136 

TBLASTX: Wheat 

2537 

123 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2274, 2137. .2274, 2367.-2537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . 
Exons 



26094 
54107 
560 

OJ990804_07. 9C07.C4 .o2.gp 
1973 

43702 1.R1084 



OJ990804_07.9C07.C4 

3136 
AAT/GAP 
3136 
1485 

1973. .2023, 2103. .2273, 2370. .2600, 2791. .3136 
'3395432 8.0e-76 {AC004683) unknown protein [Arabidopsis 
thaliana] >gi_5731261_gb_AAD48838 . 1_AF166352_1 (AF166352) 
alanine rglyoxylate aminotransferase 2 homolog [Arabidopsis 
thaliana] f 



Seq. ID 

Strand 

End 

Method 

End 

Score 



26094 
54107 
560 

OJ990804_07.9C07.C4 .o2.tc 

2109 

none 

2109. .2267, 2110.. 2313, 2382. 
2529. .2621, 2572. .2601, 2788. 



Seq. ID OJ990804_07.9C07.C4 
Strand 

End 3136 
Method TBLASTX : Cress 
End 2908 
Score 138 

.2444, 2383. .2445, 2448. .2528, 
.2907, 2792. .2908 



Seq. No. 26095 Seq. ID 

Gene No. 54108 Strand 

Start 70 End 

Name OJ990804_07 . 9C07 .C5 . ol . gs Method 

Start 70 End 

GI none * Score 

Exons 70.. 155, 187.. 322 



OJ990804_07.9C07.C5 
322 

GENSCAN 

322 

.67 



Seq. No. 26096 • Seq. ID 

.Gene No. 54109 ' * Strand 

Start 68 End 

Name OJ990804__07 . 9C07 . C6 . ol . np Method 

Start 68 End 

GI 6572083 Score 



OJ990804_07.9q07.C6' 
369 

AAT/NAP 

369 

96 



26110 




Exons 


68. .240, 


327. .369 












GI Descrip. 


(AL133452) putative protein 


[Arabidopsis thaliana] 






Seq. No. 








oeq. iu 


uuyyuoU4 u / . 


9C07. 


C6 


Gene No. 


04 iu y 






biirana 








Start 


bo 








*3 C Q 

ooy 






Name 


A TO QClQCl A 

uo y yuoU4 


u / . you / . ld . oi 


.gs 


Method 


c* c VT c r* 7\ M 






Start 


*7 n 
/ U 








O A C\ 

Z 4 U 






GI 


none 






Score 


. . y / 






Exons 


. 70. .24.0 














Seq. No. 


zouy / 






beq. iu 


uj y yuoU4 u / . 


9C07. 


C7 


Gene No . 


0 4 11U 






btrana 


+ 






Start 


b / 0 






hna 


yoo 






Name 


uo y y uo u 4 


u / . ycu / . c / . oi 


.gs 


Method 


bfcjJNoCAIN 






Start 


b / O 








yoo 






GI 


none 






Score 


. / 0 






Exons 


CTc nee 

o / o . . yoo 














Seq. No. 


26098 






Seq. ID 


OJ990804_07. 


9C07. 


C8 


Gene No. 


04111 






Strand 








OtalL 


1 






End . 


496 






Name 


ojy yuoU4 


u / . ycu / . Co . oi 


.np 


Method 


AAT/NAP . 






Start 


l 






End 


492 






GI 


^O^OO40 






Score 


316 






Exons 


1 . . 147 , 


230 . . 315, 429 . 


.4 92 










GI Descrip. 


(Y11187) 


PRL1 protein 


[Arabidopsis thaliana] 






Seq. No. 


26098 






Seq. ID 


OJ990804_07. 


9C07. 


C8 


Gene No. 


04 111 






Strand 








Start 


1 






End 


496 






Name 


oj yyUoU4 


u / . ycu / . Co . Ol 


.tc 


Method 


TBLASTX: Cress 




Start 


O / 






End 


493 






GI 


none 






Score 


126 






Exons 


J / . . loU , 
4zo . .4 yo 


^ i nc oil 
41.. I/O, zll. 


.282, 


222. .317, 


227. .316, '427 


. .492 


/ 


Seq. No. 


26098 






Seq. ID 


OJ990804_07. 


9C07. 


C8 


Gene No. 


54111 






Strand 








Start 


1 






End 


496 






Name 


OJ990804 


_07. 9C07.C8.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


37 






End 


496 






GI 


none 






Score 


131 






Exons 


37. .150, 


41. .169, 199. 


.312, 


225. .317, 


227.. 322, 227 


. .322, 




418. .495 


, 427. .492, 428. .496, 429. .494 









Seq. No. 26098 Seq. ID 

Gene No. 54111 Strand 

Start 1 End 

Name OJ990804_07 . 9C07 .C8 .ol .gs Method 

Start 46 End 

GI none . Score 

Exons 46.. 147, 230.. 315, 429.. 492 



OJ990804_07.9C07.C8 
496 

GENSCAN 

492 

.85 



Seq. No. 
Gene No. 
Start 



26098 
54111 
1 



Seq. ID 

Strand 

End 



OJ990804 07.9C07.C8 



496 



26111 



Name 

Start 

GI 

Exons 



OJ990804_07 . 9C07 . C8 . ol . ts Method TBLASTX : Soybean 

67 End 4 93 

none . Score 71 

67. .150, 79. .150, 93. .152, 225. .317, 227. .322, 227. .316, 

228. .317, 427. .492, 428. .493, 434. .493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26098 Seq. ID OJ990804J37 . 9C07 . C8 

54111 Strand 

I-..- ' End 4 96 

Qj|90804_07.9C07.C8.ol.gp Method AAT/GAP 

263 ' End '4 94 

LIB3434-038-P1-K1-H11 Score 165 

263. .315, 429. .494 

1 3122638/sp | Q42384 | PRL1_ARATH 1.0e-32 PP1/PP2A PHOSPHATASES 
PLEIOTROPIC REGULATOR PRL1 >gi_1076381_pir S49820 PRL1 protein 

- Arabidopsis thaliana >gi_577733_emb_CAA58031_ (X82824) PRL1 
[Arabidopsis thaliana] >gi_577735_emb_CAA58032_ (X82825) PRL1 
[Arabidopsis thaliana] >gi_224 4 947_emb_CAB10369 . 1_ (Z97339) PRL1 
protein [Arabidopsis thaliana]' 

26099 Seq. ID OJ990804_07 . 9C07 . C9 

54112 Strand 

1 End 2876 

OJ990804_07.9C07.C9.ol.gp Method AAT/GAP 

1 End 364 

LIB3434-038-P1-K1-H11 Score 230 

1..28, 142. .244, 323. .364 

1 3122638/sp | Q42384 | PRL1_ARATH 1.0e-32 PP1/PP2A PHOSPHATASES 
PLEIOTROPIC REGULATOR PRL1 >gi_1076381_pir S4 9820 PRL1 protein 

- Arabidopsis thaliana >gi_577733_emb_CAA58031_ (X82824) PRL1 
[Arabidopsis thaliana] >gi_577735_emb_CAA58032_ (X82825) PRL1 
[Arabidopsis thaliana] >gi_2244 947_emb_CAB10369 . 1_ (Z97339) PRL1 
protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26099 Seq. ID 

54112 Strand 

1 ■ End 

OJ990804_07 . 9C07 . C9 . ol . gs Method 

124 End 

none Score 



OJ990804_07.9C07.C9 

2876 
GENSCAN 
2876 
.92 



124. .126, 152. .244, 323. .404, 1083. .1139, 1229. .1310, 
1524., 1623, 1727.. 1817, 1863.. 1999, 2220.. 2275, 2642.. 2876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26099 
54112 
1 

OJ990804_07 . 9C07 . C9 . ol . tm 
125 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990804 07.9C07.C9 



2876 

TBLASTX: Maize 
1982 
113 

125. .256, 149. .241, 156. .245, 156. .260, 160. .267, 320. .406, 
322.-. 447, 323. .406, 1079. .1129, 1079. .1138, 1080. .1139, 
1228. .1311, ,1228. .1311, 1229. .1312, 1230. .1313, 1537. .1626,. 
1863. .1982, 1865... 1981 



Seq. No. 
Gene No. 
Start 



26099 
54112 
1 



Seq. ID 

Strand 

End 



OJ990804 07.9C07.C9 



2876 



26112 



Name OJ990804_07 . 9C07 .C9.ol .np Method AAT/NAP 

Start 128 End 1993 

GI 3915814 Score 304 

Exons 128.. 244, 323.. 404, 1229.. 1316, 1524.. 1691, 1843.. 1993 

GI Descrip. PP1/PP2A PHOSPHATASES PLEIOTROPIC REGULATOR PRL2 

gi I 2916744 | emb | CAA58033 | (X82826) PRL2 [Arabidopsis thaliana] 



Seq. No. 


o a a a 

26099 


Seq. ID 


OJ990804_07.9C07.C9 


Gene No. 


54112 


Strand 




Start 


i • 


End m 


2876 


Name 


OJ990804_07.9C07.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 A A 


End 


1973 


GI 


none 


Score 


107 


Exons 


149. .256, loo. .245, jlo..4Ul, 


320. .400, 1866. .1973 


Seq. No. 


o /** a a a 

2 6099 


Seq. ID 


OJ990804_07.9C07.C9 


Gene No. 


54112 


Strand 




Start 


1 


End 


2876 


Name 


OJ990804 07.9C07.C9.o2.gp 


Method 


AAT/GAP 


Start 


• 1267 


.End 


2331 


GI 


none 


Score 


896 


Exons 


1267.. 1310, 1524. .1623, 1727. 


.1751, 1£ 


J63..1999, 2146.. 2331 


Seq. No. 


26100 


Seq. ID 


OJ990804_07 . 9C07 . C10 


Gene No. 


54113 


Strand 


+ 


Start 


1877 


End 


5466 "' 


Name . 


OJ990804 07.9C07.C10.ol.np 


Method 


AAT/NAP 


Start 


1877 


End 


5466 


GI 


3914486 


Score 


946 



Exons 1877. .2157, 2730.. 2842, 2956. .3104, 3201.. 3345, 4164.. 4580, 

4997. .5466 

GI Descrip. PUTATIVE PSEUDOURIDYLATE SYNTHASE ( PSEUDOURIDINE SYNTHASE) 
gi I 2347206 | gb | AAC16945.il (AC002338) putative pseudouridine 
synthase [Arabidopsis thaliana] 



Seq. No. 


26100 








. Seq. ID 


OJ990804_07.9C07.C10 


Gene No. 


54114 








Strand 




Start 


8060 








End 


8589 


Name 


OJ990804 07 


.9C07. 


C10.o2 


. tm 


Method 


TBLASTX: Maize 


Start- 


4163 








End 


4464 


GI 


none 








Score 


171 


Exons 


4163. .4279, 


4164. 


.4277, 


4300. 


.4395, 4323.. .4382, 4390.. 4455, 




4398. .4463, 


4399. 


.4464, 


4401. 


.4463 




Seq. No. 


26100 








Seq. ID 


OJ990804_07.9C07.C10 


Gene No. 


54114 








Strand 




Start 


8060 








End 


8589 


Name 


OJ990804 07 


.9C07. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5113 








End 


5411 


GI 


none 








Score 


380 


Exons 


5113. .5409, 


5114. 


.5407, 


5118. 


.5411, 5134. .5409 


Seq. No. 


26100 








Seq: ■ID 


OJ-990804_07.9C07.ci0 


Gene No. 


54114 








Strand 




Start 


8060 








End 


8589 


Name 


OJ990804 07 


.9C07. 


C10.O2 


.gs 


Method 


GENSCAN 


Start 


8060 








End 


8589 



26113 




GI 


none 






Score 


.58 




Exons 


8.060.. 8179, 8413 


. .8589 










Seq. No. 


26100 






Seq. ID 


OJ990804JD7.9C07 


.C10 


Gene No. 


54114 






Strand 






Start 


8060 






End 


8589 




Name 


OJ990804 07.9C07 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


8413 






End 


8584 




GI 


none 






Score 


146 ... . 




Exons 


8413. .8583, 8414 


. .8584 






■■■ 




Seq. No. 


26100 






Seq. ID 


OJ990804_07.9C07 


.C10 


Gene No. 


54114 






Strand 






Start 


8060 






End 


8589 




Name 


OJ990804 07.9C07 


.ClO.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


8414 






End 


8584 




GI 


none 






Score 


140 




Exons 


8414. .8584, 8419 


. .8583 










Seq. No. 


26101 






Seq. ID 


OJ990804JD7.9C07 


.Cll 


Gene No. 


54115 






Strand 


+ 




Start 


133 






End 


1527 




Name 


OJ990804 07.9C07 


.CH.ol 


. gs 


Method 


GENSCAN 




Start 


133 






End 


1527 




GI 


none 






Score 


.58 




Exons 


133. .211, 1472.. 

- 


1527 










Seq. No. 


26101 






Seq. ID 


OJ990804_07.9C07 


.Cll 


Gene No. 


54116 






Strand 






Start 


7240 






End 


8321 . 




Name 


OJ990804 07.9C07 


.Cll.o3 


. gs 


Method 


GENSCAN 




Start 


7240 






End 


8321 




GI 


none 






Score 


.48 




Exons 


7240. .7459, 8023 


. .8321 










Seq. No. 


26102 






Seq. ID 


OJ990804_07.9C07 


.C12 


Gene No. 


54117 






Strand 


+ 




Start 


258 






End 


1924 




Name 


OJ990804 07.9C07 


.C12.ol 


.gs 


Method 


GENSCAN 




Start 


258 






End 


1924 




GI 


none 






Score 


.4 




Exons 


258.. 313, 1696.. 


1924 










Seq. No. 


26102 






Seq. ID 


OJ990804_07.9C07 


.C12 


Gene No. 


54118 






Strand 






Start 


801 






End 


899 




Name ' 


OJ990804 07.9C07 


.C12.ol 


,gp 


Method 


AAT/GAP 




Start 


801 






End 


899 




GI 


5867 1.R1084 






Score 


140 




Exons 


801. .899 












GI Descrip. 


* 4 64986/sp | P35132 | UBC9_ 


A.RATH 


5.0e-58 UBIQUITIN-CONJUGATING 



ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein- ligase (EC 6.3.2.19) UBC9 - Arabidopsis 



thaliana >gi_297884_emb_CAA78714__ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



26114 




uCU • IN \J . 


26103 




Seq. ID 


OJ990804 07 9C07 C13 


Gene Nq. 


54119 




Strand 


+ _ 


Start 


1022 




End 


2025 


Name 


OJ990804 07 


.9C07.C13.ol.gp 


Method 


AAT/GAP 


Start 


1022 




End 


1367 


GI 


none 




Score 


554 


Exons 


1022. .1367 














Seq. -ID 


OJ990804 07 9C07 C13 


Gene No. 


54119 ' 




Strand 


+ _ 


Start 


1022 




End 


2025 


Name 


OJ990804 07 


.9C07.C13.ol.gs 


Method 


GEN SCAN 


Start 


1100 




End 


2025 


GI 


none 




Score 


.43 


Exons 


1100. .1699, 


1880. .2025 






Seq. No. 


26103 




Seq. ID 


OJ990804_07.9C07.C13 


Gene No. 


54120 




Strand 




Start 


1 




End 


9522 


Name 


OJ990804 07 


. 9C07.C13.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


9522 


GI 


3914029 




Score 


100 


Exons 


1..36, 886. 


.1005, 1271. .1550 


, 6717.. 6851, 8145.. 8209, 9397. 


GI Descrip. 


MAX BINDING 


PROTEIN MNT [ROX 


PROTEIN) . 


(MYC ANTAGONIST MNT) 




gi|1732083 


(U77356) Myc antagonist Mnt 


[Mus musculus] 


Seq. No. 


26103 




Seq. ID 


OJ990804_07.9C07.C13 


Gene No. 


54120 




Strand 




Start 


1 




End 


9522 


Name 


OJ990804 07 


. 9C07.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


47 




End 


694 


GI 


none 




Score 


83 


Exons 


47. .283, 86 


..280, 113. .244, 


139. .240, 


140. .247, 140..328, 



168. .254, 306. .338,' 340. .489, 341. .379, 346. .462, 346. .471, 

346. .468, 352. .501, 353. .439, 353. .463, 355. .459, 367. .453, 

371. .460, 481. .642, 484. .591, 490. .591, 495.-596, 500. .640, 

509. .592, '515. .592, 518. .595, 522. .599, 662. .694 



Seq. No. 


26103 




Seq. ID 


OJ990804 


_07. 


9C07 


.C13 


Gene No. 


54120 




Strand 










Start 


1 




End 


9522 








Name 


OJ990804 07.9C07.C13.o3 


.gp 


Method 


AAT/GAP 








Start 


4219 




End 


6881 








GI 


2800107 




Score 


1040 








Exons 


4219.. 4301, 5913.. 6097, 


6572. 


.6881 










Seq. No. 


26104 




Seq. ID 


OJ990804 


_07. 


9C07 


.C17 


Gene No. 


54121 




Strand 


+ 








Start 


380 




End 


903 








Name 


OJ990804 07.9C07.C17.ol 


.gs 


Method 


GENSCAN 








Start 


. "380 




End 


903 








GI 


none 




Score 


.79 








Exons 


380. .492, 753. .903 














Seq. No. 


26104 




Seq. ID 


OJ990804 


_07. 


9C07 


.C17 


Gene No. 


54122 




Strand 











26115 



Start 


1982 


End 


2549 


Name 


OJ990804 07.9C07.C17.o2.gs 


Method 


GEN SCAN 


Start 


1982 


End 


2549' 


GI 


none 


Score 


.74 


Exons 


1982.. 2334, 2419.. 2549 






Seq. No. 


26105 


Seq. ID. 


OJ990804_07.9C07.C18 


Gene No. 


54123 


Strand 




btiar z 


1 


End 


1 ft 


Name * ■ 


OJ990804 07.-9C07.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1748 


GI 


2429288 


Score 


514 


Exons 


1..207, 542. .709, 898. .1089 


, 1548. .174 


3- 


GI Deserip. 


(AF014468) peroxidase [Oryza sativa] . 




Seq.- No. 


26105 


Seq. ID 


OJ990804_07.9C07.C18 


Gene No. 


541zo 


btrana 




Start 


1 


End 


1839 


Name 


OJ990804 07.9C07.C18.ol.gs 


Method 


GENSCAN 


Start 


536 


End 


1763 


GI 


none 


Score 


.94 


Exons 


536. .709, 898. .1089, 1614.. 


1763 




Seq. No. 


26105 


Seq. ID 


OJ990804_07.9C07.C18 


Gene No. 


54123 


Strand 




Start 


1 


End 


1 0 J 


Name 


OJ990804 07.9C07.Ci8.ol.gp 


Method 


AAT/GAP 


Start 


942 


End 


1839 


GI 


64907 1.R1084 


Score 


820 


Exons 


942. .1089, 1548. .1839 






GI Deserip. 


•2429288 1.0e-32 (AF0144 68) 


peroxidase 


[Oryza sativa] 1 


Seq. No. 


26105 


Seq. ID 


OJ990804_07.9C07.C18 


Gene No. 


54124 


Strand 




Start 


2831 


End 


4427 


Name 


OJ990804 07.9C07.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


542 


End 


1674 


GI 


none 


Score 


84 


Exons 


542. .706, 543. .716, 928. .1089, 932. .1090, 1548. .1673, 1552. 


Seq. No. 


26105 ' 


Seq. ID 


OJ990804_07.9C07.C18 


Gene No. 


54124 


Strand 




Start 


2831 


End 


4427 


Name 


OJ990804 07.9C07.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


886 


End 


1688 


GI 


none 


Score 


66 


Exons 


886. .1068, 928. .1089, 932.. 


1093, 1549. 


.1686, 1551. .1688 


Seq. No. 


26105 


Seq. ID 


OJ990804_07.9C07.C18 


Gene No. 


54124 


Strand 




Start 


2831 


End 


4427 


Name . 


OJ990804 07 . 9C07 . C18 . ol . tm 


Method 


TBLASTX: Maize 


Start 


904 


End 


1695 


GI 


none 


Score 


74 


Exons 


904. .1011, 928. .1008, 1047. 


.1085, 1548 


..1688, 1551. .1625, 



1552. .1695 



26116 



Seq. No. 26105 Seq. ID OJ990804_07.9C07.C18 

Gene No. 54124 Strand 

Start . 2831 End 4427 

Name OJ990804_07 . 9C07 .C18 ,o2 .np Method AAT/NAP 

Start 2831 End 4427 

GI 6016874 Score 108 

Exons 2831.. 2886, 4248.. 4427 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 

region of the predicted, gene. ; Similar to putative AC9 
tra'hsposase. (P03010) [Oryza sativa] ' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990804 07.9C07.C20 



26106 Seq. ID 

54125 Strand 

1 End 617 
OJ990804_07 . 9C07 . C20 . ol . np Method AAT/NAP 

1 End 617 

6572083 Score 78 
.1..144, 377. .617 

(AL133452) putative protein [Arabidopsis thaliana] 



26106 Seq. ID 

54125 Strand 

1 End 
OJ9.90804_07 . 9C07 . C20 . ol . gp Method 

14 6 End 

426175 - Score 

146. .535, 598. .617 



OJ990804_07.9C07.C20 
617 

AAT/GAP 

617 

751 



Seq. No. 


26107 


Seq. ID 


OJ990804_07 


.9C07 


.C21 


Gene No. 


54126 


Strand 








Start 


31 


End 


586 






Name 


OJ990804 07.9C07.C21.ol.gs 


Method 


GEN SCAN 






Start 


31 


End 


586 






GI 


none 


Score 


.81 






Exons 


31.. 75, 306.. 382, 476.. 586 










Seq. No. 


26108 


Seq. ID 


OJ990804_07 


. 9C07 


.C22 


Gene No. 


54127 


Strand 


+ 






Start 


1 


End 


1219 






Name 


OJ990804 07.9C07.C22.ol.np 


Method 


AAT/NAP 






Start 


.1 


End 


1219 






GI 


6572083 


Score 


101 






Exons 


1..35, 932. .1219 










GI Descrip. 


(AL133452) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


26108 


Seq. ID 


OJ990804_07 


. 9C07 


.C22 


Gene No. 


54127 


Strand 


+ 






Start 


1 


End 


1219 






Name 


OJ990804 07.9C07.C22.ol.gs 


Method 


GENSCAN 






Start 


665 


End 


1116 






GI 


none 


Score 


.84 






Exons 


665. .718, 932. .1116 










Seq. No. 


26109 


Seq. ID 


OJ990804_07 


. 9C07 


.C23 


Gene No. 


54128 


Strand 








Start 


478 


End 


6781 






Name 


OJ990804 07.9C07.C23.ol.np 


Method 


AAT/NAP 







26117 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



463 End 6578 

4586255 Score 780 

463.-568, 1041. .1096, 4185. .4361, 4469. .4572, 4867. .4952, 

5780. .5952, 6034. .6142, 6534. .6578 

(AL04 9640) putative protein [Arabidopsis thaliana] 



26109 
54128 
478 

OJ990804_07 . 9C07 ,C23 . ol . gs 
478 
none 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



OJ990804 07.9C07.C23 



6781 
GEN SCAN 
6578 
.84 

478. .568, 1041. .1096, 1339. .1364, 1916. .2159, 2204. .2336, 
2585. .2682, 2998. .3066, 4062. .4155, 4231 . . 4361 , 4 4 69 . . 4572 , 
4867. .4962, 6034. .6142, 6534. .6578 



26109 
54128 
478 

OJ990804_07.9C07.C23.ol 

481 

none 

481. .564, 482. .592, 485 
4059. .4154, 4060. .4155, 
4229.. 4381, 4469.-4576, 
4858.. 4953, 5863.. 5952, 
6031.. 6150, 6033.. 6143, 
6535. .6579 



Seq. ID OJ990804_07.9C07.C23 
Strand 

End 6781 
,tm Method TBLASTX: Maize 
End 6579 
Score 112 
,.571, 1041. .1097, 1043. .1096, 
4221. .4409, 4224. .4352, 4228.-4362, 
4470. .4583, 4471. .4584, 4850. .4951, 
5863. .5937, 5867.'. 5956, 6009. .6143, 
.6041. .6145, 6534. .6578, 6534. .6578, 



Seq. No. 26109 

Gene No. 54128 

Start 478 

Name OJ990804_07 . 9C07 .C23 . o2 . 

Start 4455 

GI 29326_1.R1084 

Exons 4455.. 4572, 4867.. 4952, 

GI Descrip. 1 4586255/emb | CAB40996 . 1 | 
[Arabidopsis thaliana] 1 

Seq. No. 26109 

Gene No. 54128 

Start 478 

Name OJ990804_07 . 9C07 . C23 . ol . 

Start 4484 

GI none 

Exons 4484.. 4576, 4488.. 4586, 
5863.. 5931, 5867.. 5956, 
6038.. 6145, 6534.. 6578 

Seq. No. 26109 

Gene No. 54128 

Start 478 

Name OJ990804_07 . 9C07 . C23 . ol . 

Start 4898 

GI none 

Exons 4898.-4942, 5818.. 5952, 
6009. .6143, 6031.. 6165, 



Seq. ID OJ990804_07.9C07.C23 
Strand 

End 6781 
gp Method AAT/GAP 

End 6781 

Score 1131 
5870. .5952, 6034. .6142, 6534. .6781 
6.0e-55 (AL049640) putative protein 

Seq. ID OJ990804_07.9C07.C23 
Strand 

End 6781 
tc Method TBLASTX : Cress 

End 6578 

Score . 121 
4491. .4577, 4850. .4951, 5863. .5952, 
6009. .6143, 6031. .6144, 6033. .6143, 



Seq. ID OJ990804_07.9C07.C23 
Strand 

End 6781 
ts Method TBLASTX: Soybean 
End 6579 
Score 70 
5863.-5946, 5864. .5959, 5867. .5956, 
6033. .6143, 6038. .6145, 6534. .6578, 



26118 



6535. .6579 



Seq. No. 26109 

Gene No. 54128 

Start 4 78 

Name OJ990804_07 . 9C07 . C23 . ol . tw 

Start 5915 ' 

GI none 

Exons. 5915.. 5953, 5915.. 5953, 6030. 

6534. .6578, 6534 . .6578, 6535 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6143, 6035 
.6579 



OJ990804 07.9C07.C23 



6781 

TBLASTX: Wheat 
6579 
55 

6145, 6038.. 6145, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26110 Seq. ID 

54129" Strand 

1774 End 

OJ990804_07 . 9C07 . C24 . ol . gp Method 

1774 End 

718 6.R1084 Score 



OJ990804_07.9C07.C24 

4009 
AAT/GAP 
4009 
1463 



1774. .2019, 2103. .2155, 2397. .2710, 2793. .2915, 3895. .4009 
'3377797 5.0e-51 (AF075597) Similar to 60S ribosome protein L19; 
coded for by A. thaliana cDNA T04719; coded for by A. thaliana 
cDNA H3604 6; coded for by A. thaliana cDNA T44067; coded for by 
A. thaliana cDNA T14056; coded for by A. thaliana cDNA R90691 
[Ara' 



Seq. No. 26110 ' 

Gene No. 54129 . . 

Start 1774 

Name OJ990804_07 . 9C07 . C24 . ol . np 

Start 2102 

GI 3377797 

Exons 2102.. 2155, 2397.. 2710, 2793 
GI Descrip. 



OJ990804 07.9C07.C24 



Seq. ID _ 
Strand 

End 4009 
Method AAT/NAP 
End 4006 
Score 774 
2915, 3895.. 4006 
(AF075597) Similar to 60S ribosome protein L19; coded for by A. 
thaliana cDNA T04719; coded for by A. thaliana cDNA H3604 6; 
coded for by A. thaliana cDNA T44067; coded for by A. thaliana 
cDNA T14 056; coded for by A. thaliana cDNA R90691 [Ara... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26110 
54130 
539-1 

OJ990'804_07 . 9C07 . C24 . ol . tm 

2390 

none 

2390.. 2710, 2395.. 2709, 2470. 
3866. .4009, 3888. .4007 

26110 
54130 
5391 

OJ990804_07.9C07.C24.ol.tw 

2395 

none 



OJ990804_07.9C07.C24 
64 4 9 

TBLASTX: Maize 

4009 

406 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2712, 2791. .2913, 2792. .2911, 



Seq. ID OJ990804_07.9C07.C24 
Strand 
End 

Method 
End 
Score 



6449 

TBLASTX: Wheat 

4009 

399 



2395. .2721, 2396. .2710, 2470. .2712, 2791. .2913, 2792. .2911, 
2792. .2914, 3842. .4006, 3866. .4009, 3888. .4007 



Seq. No. 
Gene No. 
Start 



26110 
54130 
5391 



Seq. ID 

Strand 

End 



OJ990804 07.9C07.C24 



6449 



26119 



Name 


uj yyuou4 u / 




KsZh . Ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2405 








End 


4054 




GI 


none 








Score 


250 




Exons 


2405. .2710, 


2438. 


.2530, 


2469. 


.2711, 2470. .2712, 


2669. .2719, 




2790. .2909, 


2791. 


.2913, 


2792. 


.2911, 2792.. 2914, 


3866. .4006, 




3866. .4054, 


3888. 


.4007 










Seq. No. 


26110 








Seq. ID 


OJ990804 


_07.9C07.C24 


Gene No. 


54130 








Strand 






o cart- 










End 


6449 




Name 


OJ990804 07 


. 9C07. 


C24.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2408 








End 


4009 




GI 


none 








Score 


202 




Exons 


2408. .2608, 


2469. 


.2711, 


2470. 


.2712, 2791. .2913, 


2792. .2911, 




3860. .3943, 


3866. 


.4009, 


3888. 


.4007 






Seq. No. 


26110 








Seq. ID 


OJ990804 


_07.9C07.C24 


Gene No. 


54130 








Strand 






Start 


5391 








End 


6449 




Name 


OJ990804 07 


. 9C07. 


C24.o2 


.gp 


Method 


AAT/GAP 




Start 


5391 








End 


6389 




GI 


78700 1.R1084 






Score 


940 




Exons 


5391. .5835, 


6180. 


.6245, 


6341. 


.6389 







GI Descrip. 



'2443751 1.0e-22 (AF020303) fumarase [Arabidopsis thaliana] 
>gi_2529676 (AC002535) putative fumarase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804 07.9C07.C24 



6449 
AAT/NAP 
6449 
180 



26110 
54130 
5391 

OJ990804_07 . 9C07 . C24 . o2 . np 
5752 
2443751 

5752. .5835, 6180. .6245, 6341. .6449 
(AF020303) fumarase [Arabidopsis thaliana] 
gi|2529676|gb|AAC62859.1| (AC002535) putative fumarase 
[Arabidopsis thaliana] 

26111 Seq. ID OJ990804_07.9C07.C25 

54131 Strand 

401 ' End 8199 

OJ990804_07 . 9C07 . C25 . ol . gp Method AAT/GAP 

401 End 3982 

912_1.R1084 Score 2986 

401. .1258, 1662. .1787, 2568.-2756, 2952. .3062, 3565.-3689, 

3808. .3982 

, 6014938/sp|O81220| DCUP_MAIZE 1.0e-170 UROPORPHYRINOGEN 
DECARBOXYLASE PRECURSOR (UPD) >gi_3420233 (AF058763) 
uroporphyrinogen decarboxylase [Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26111 Seq. ID 

54131 . Strand 

401 • End 

OJ990804_07 . 9C07 . C25 . o2 . tm Method 

490 End 

none Score 



OJ990804_07.9C07.C25 

81'99. 

TBLASTX: Maize 

1796 

50 



490. .558, 496. .561, 576. .674, 580. .678, 679. .723, 683. .724, 
737. .1258, 737. .1240, 1053. .1259, 1656. .1796, 1663. .1794 



26120 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26111 Seq. ID 

54131 Strand 

401 End 

OJ990804_07 . 9C07 . C25 . ol . gs Method 

670 End 

none Score 



OJ990804_07.9C07.C25 

8199 
GEN SCAN 
8092 
.53 

.2756, 2952. .3062, 



670. .705, 806. .1258, 1662. .1787, 2568. 
3575.. 3689, 3808.. 4004, 4418.. 5508, 5g05.. 6120, 6259.. 6394, 
6504.. 6556, 6717. .'6977, -7,73.4V. 7787, f§31 . . 8064 , 8085.. 80.92 



26111 
54131 
401 

OJ990804_07 . 9C07 . C25 . ol . ts 

706 

none 



Seq. ID OJ990804_07.9C07.C25 



Strand 
End 

Method 

End 

Score 



8199 

TBLASTX: Soybean 

1207 

127 



706. .951, 711. .914, 743. .1207, 746. .1204, 1056. .1205 



26111 . 

54131 

401 

OJ990804_07 . 9C07 . C25 . o2 . tc 

743 

none 



Seq. ID OJ990804_07.9C07.C25 



Strand 
End 

Method 

End 

Score 



8199 

TBLASTX: Cress 

1739 

49 



743. .871, 746. .1231, 762. .986, 914. .1225, 1656. .1739 



26111 
54131 
401 

OJ990804_07.9C07.C25.ol.np 
746 

6014938 

746. .1258, 1662. .1787, 2568. 
3808.. 3913 

UROPORPHYRINOGEN DECARBOXYLASE PRECURSOR (UPD) gi 13420233 
(AF058763) uroporphyrinogen decarboxylase' [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804 07.9C07.C25 



8199 
AAT/NAP 
3913 
1617 



.2756, 2952. .3062, 3565. .3692, 



26111 
54131 
401 

OJ990804_07 . 9C07 . C25'. o5 . ts 

1209 

none 



Seq. ID OJ990804_07.9C07.C25 



Strand 
End 

Method 

End 

Score 



8199 

TBLASTX : Soybean 

3658 

65 



1209. .1268, 1656. .1790, 1669. .1788, 1669. .1800, 2565. .2747, 
2565. .2756, 2566.-2757, 2944. .3048, 2949. .3065, 2949. .3065, 
3562.. 3657, 3565.. 3624, 3566.-3658 



26111 
54131 
401 

OJ990804_07 . 9C07 . C25 . o5 . tm 

2664 

none 

2664. .2756, 
2952. .3065, 
3884. .3901 



2665. .2757, 2944. 
3562.. 3690, 3566. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3063, 
.3691, 



OJ990804 07.9C07.C25 



8199 

TBLASTX: Maize 
" 3901 
143 

2944. .3063, 2949. .3065, 
3809. .3868, 3810. .3830, 



26121 




Seq. No. 


1 C 1 1 1 

Z Dill 








Seq. ID 


ojyyUo04 o/.ycu/.czo 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


.9C07. 


C25.o6 


.ts 


Method 


TBLASTX : Soybean 


Start 


4391 








End 


4582 


GI 


none 








Score 


207 


Exons 


4391. .4582 












Seq. . No . 


26111 








Seq. ID 


Ojy90o04 Q/.yco/.czo 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


.9C07. 


C25.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4392 








End 


4582 


GI 


none 








Score 


51 


Exons 


4392. .4466, 


4403. 


.4582, 


4545. 


.4574 




Seq. No. 


• 26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


. 9C07 . 


CZd . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


4394 








End 


8133 


GI 


none 








Score 


90 


Exons 


4394. .4582, 


4398. 


.4487, 


4901. 


.5512, 4911. .5510, 5903. .6154, 




5904. .6146, 


5912. 


.6148, 


6336. 


.6416, 6501. .6557, 6696. .6872, 




6710. .6976, 


6715. 


.6978, 


6715. 


.6984, 773S..7794, 7745. .7792, 




7872. .8129, 


7877. 


.8125, 


7884. 


.8129, 7885. .8133 


Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


.9C07. 


C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4394 








End 


6416 


GI 


none 








Score 


247 


Exons 


4394. .4678, 


4398. 


.4679, 


4751. 


.4804, 4764. .4805, 4841. .5512, 




4875. .5510, 


5903. 


.6175, 


5904. 


.6161, 5905. .6162, 5971. .6177, 




6287. .6412, 


6287. 


.6391, 


6291. 


.6416, 6291. .6413 


Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 ' 








Strand 




Start 


401 








End 


8199 ' 


Name 


r\ to (i f\ o r\ a r\i 

ojyy0o04 o / 


.9C07. 


C25.o2 


. np 


Method 


AAT/NAP 


Start 


4397 








End 


8199 


GI 


2384671 








Score 


2334 


Exons 


4397. .5508, 


5905. 


.6159, 


6290. 


.6413, 6504. .6556, 6717. .6977, 




7734. .7787, 


7883. 


.8199 ~ 








GI Descrip. 


(AF012657) ] 


putative potassium 


transporter AtKT2p [Arabidops; 




thaliana] 












Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


. 401 








End 


8199 


Name . 


OJ990804 07 


.9C07. 


C25.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4895 








End 


5513 


GI 


none 








Score 


428 


Exons 


4895. .5512, 


4896. 


.5513 









26122 




Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


. 9C07 


.C25.o3 


. ts 


Method 


TBLASTX: Soybean 


Start 


5903 








End 


6921 


GI 


none 








Score 


356 


Exons 


5903. .6175, 


5904 


. .6161, 


5917. 


.6162, 6333. .6416, 6333. .6431, 




6501. .6557, 


6508 


. .6558, 


6710. 


.6790, 6715. .6792, 6716. .6793, 




6718. .6792, 


6830 


. .6907, 


6832. 


.6921 . 




Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


. 9C07 


.C25.o4 


. tm 


Method 


TBLASTX: Maize . 


Start 


6490 








End 


6895 


GI 


none 








Score 


67 


Exons 


6490. .6564, 


6501 


. .6557, 


6710. 


.6895, 6715.. 6894 


Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand' 




Start 


401 








End 


8199 


Name 


OJ990804 07 


. 9C07 


.C25.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6896 








End 


8133' 


GI 


none 








Score 


113 


Exons 


6896. .6976, 


6898 


. .6975,, 


7731. 


.7787,. 7731. .7787, 7733. .7792, 




7735. .7794, 


7882 


. .8127, 


7884. 


.8129, 78 


84. .8129, 7885. .8133 


Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


. 9C07 


.C25.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7861 








End 


8142 


GI 


none 








' Score 


111 


Exons 


7861. .7992, 


7884 


. .8141/ 


7885. 


.7992, 8038. .8142 


Seq. No. 


26111 








Seq. ID 


OJ990804_07.9C07.C25 


Gene No. 


54131 








Strand 




Start 


401 








End 


8199 


Name 


OJ990804 07 


. 9C07 


.C25.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


7884 








End 


8130 


GI 


none 








Score 


189 


Exons 


7884. .8129, 


7885 


. .8130 








Seq. No. 


26112 








Seq. ID 


OJ990804_07.9C07.C27 


Gene No. 


54132 








Strand 


+ 


Start 


3684 








End 


4445 


Name 


OJ99.0804 07 


.9C07 


.C27.ol 


. gp 


Method 


AAT/GAP 


Start 


3684 








End 


4445 


GI 


none 








Score 


928 


Exons 


3684.. 3873, 


4118 


. . 4445 








Seq. No. 


26113 








Seq. ID 


OJ990804_07.9C07.C28 


Gene No. 


54133 








Strand 


+ 


Start 


5406 








End 


5613 


Name 


OJ990804 07 


.9C07 


.C28.o2 


. np 


Method 


AAT/NAP 


Start 


5406 








End 


5613 


GI 


5738364 








Score 


100 



26123 



Exons 


5406. .5613 








GI Descrip. 


(AL021711) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26113 






UU J J U O \J i \J f . -7 W / 


Gene No. 


C A 1 O A 

54 134 




o u rana 




Start 


1 






D fi D ± 


Name 


OJ990804 07 


. 9C07.C28.ol.gp 


lYie tnou 


r\r\ 1 / orir 


Start 


1 






JO J 


GI 


none 




Score 


1 AQ 


Exons 


1. .385 








Seq. No. 


26113 




Seq. ID 


OJ990804_07.9'C07 


Gene No. 


54134 




Strand 




Start 


1 




End 


J4 Ol 


Name 


OJ990804 07 


.9C07.C28.ol.np 


Method 


2\ Zi T / M ZX P 


Start 


1 




End 


^A fil 

w) 1 \J X 


GI 


5257244 




Score 


^7 


Exons 


1...53, 5026 


. .5046/ 5247. .5461 




GI Descrip. 


(AB026542) 


WASP-family protein [Homo 


sapiens]. 


Seq. No. 


26113 




beq. iu 


O.TQQ0R04 07 QP0 7 


Gene No. 


54134 




Strand 




Start 


1 




hna 




Name 


OJ990804 07 


. 9C07 . C28 . ol . gs 


Metnoa 




Start 


68 




hna 


J J X 


GI 


none 




Score 


T 


Exons 


68. .331 








Seq. No. 


26113 




Seq. ID 


HTQQOfiOA 0 7 PC* 07 


Gene No. 


54135 




Strand 




Start 


7343 




End 


"7 c; / a 


Name 


OJ990804 07 


.9C07.C28.ol.tm 


Method 


fTDT C TV >Mai to 


Start 


7343 




End 


/ O fi O 


GI 


none 




Score 


Z U H 


Exons 


7343: .7546, 


7343. .7546 






Seq.- No. 


26114 




Seq. ID 


n.TQQ0R04 07 QP07 


Gene No . 


C A 1 "3 C 




Strand 


1 


Start 


273 




End 


790 


Name 


OJ990804 07 


.9C07.C29.ol.gs 


Method 




Start 


273 




End 


790 


GI 


none 




Score 


• DO 


Exons 


273. .720 








Seq. No. 


26115 




Seq. ID 


OJ990804_07.9C07 


Gene No. 


54137 




Strand 


+ 


Start 


63 




End 


500 


Name 


OJ990804 07 


. 9C07.C30.ol.gp 


Method 


AAT/GAP 


Start 


63 




End 


500 


GI 


LIB3431-024 


-P1-K1-H9 


Score 


808 


Exons 


63. .500 








GI Descrip. 


'1001955 3. 


Oe-53 (U19099) unknown protein [Lycopersicon 



Seq. -No. 
Gene No. 
Start 



26115 
54138 
1152 



Seq. ID OJ990804_07.9C07.C30 
Strand + 
End 1279 



26124 



Name OJ990804_07 . 9C07 . C30 . o2 . gp 

Start 1152 

GI none 

Exons 1152.. 1279 

Seq. No. 26115 - 

Gene No. 54139 

Start 1195 

Name OJ990804_07 . 9C07 . C30 . ol . gs 

Start 1195 ' 

GI none 

Exons 1195.. 1264 



Method AAT/GAP 
End 1279 
Score 248 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_07.9C07.C30 

1264 
GENSCAN 
1264 
.97 



Seq. No. 26116 Seq. ID 

Gene No. 54140 Strand 

Start 367 End 

Name OJ990804_01 . 9C17 . CI- ol . gs ■ Method 

Start . 367 End 

GI none Score 

Exons 367 . . 473 



OJ990804_01.9C17.C1 
.473 

GENSCAN 

473 ' - 

.84 



Seq. No. 26117 Seq. ID 

Gene No. 54141 Strand 

Start 235 End 

Name OJ990804_01 . 9C17 .C2. ol.gs Method 

Start 235 ■ End 

GI none Score 

Exons 235.. 357 



OJ990804_01.9C17.C2 
357 

GENSCAN 

357 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene " No. 
Start 



26118 Seq. ID 

54142 Strand 

1 , End 371 

OJ990804_01 . 9C17 . C3 . ol . np Method AAT/NAP 

1 End 371 

3820568 Score 210 
1..371 

(AF087518) resistance protein [Triticum aestivum] 



OJ990804 01.9C17.C3 



26118 Seq. ID 

54143' Strand 

4 54 End 

OJ990804_01 . 9C17 . C3 . ol . tm Method 

4 8 End 

none Score 

48. .194, 52. .195, 234. .335, 331. .387 



26118 
54143 
454 

OJ990804_01.9C17.C3. ol.gs 

454 

none 

454.. 789, 901.. 1384 

26119 
54144 
327 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990804_01.9C17.C3 
1384 

TBLASTX: Maize 

387 

103 



OJ990804_01.9C17.C3 

1384 
GENSCAN 
1384 
.82 



OJ990804_01.9C17.C4 
+ 

397 



26125 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990804_ 
327 
none 
327. .397 



01.9C17.C4.ol.gs 



Method 

End 

Score 



2 6120 ; S.eq. ID 

54145 Strand 
1 End 
OJ990804_01. 9C17.C5.ol.np Method 
1 / End 

6069646 Score 
1..158, 568. .1455 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



GEN SCAN 

397 

.66 



OJ990804_ 
+ 

1455 
AAT/NAP 
1455 
414 



01.9C17.C5 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase. 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



d e q . in u • 


26120 


Seq. ID 


OJ990804_01.9C17.C5 


Gene No. 


54146 


Strand 




Start 


1105 


End 


4565 


Name 


OJ990804 01.9C17.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


811 


End 


2999 


GI 


none 


Score 


99 


Exons 


811. .975, 984 . .1094, 985. .12-15, 1261.. 


1347, .2582. .2698, 




2723.. 2926, 2724.. 2930, 2946. 


.2999 




Seq. No. 


26120 


Seq. ID 


OJ990804_01.9C17.C5 


Gene No. 


54146 


Strand 




Start 


1105 


End 


4565 


Name 


OJ990804 01.9C17.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1036 


End 


2884 


GI 


none 


Score 


131 


Exons 


1036.. 1173, 1039.. 1152, 1279. 


.1353, 2480. .2692, 2747. .2884 


Seq. No. 


26120 


Seq. ID 


OJ990804_01.9C17.C5 


Gene No. 


54146 


Strand 




Start 


1105' 


End 


4565 


Name 


OJ990804 01.9C17.C5.ol.gs 


Method 


GEN SCAN 


Start 


1105 


End 


4435 


GI 


none 


Score 


.43 


Exons 


1105.. 1322, 2653.. 2873, 3063. 


.3279, 3850. .4435 


Seq. No. 


26120 


Seq. ID 


OJ990804_01.9C17.C5 


Gene No. 


54146 


Strand 




Start 


1105. 


End 


4565 


Name 


OJ990804 01.9C17.C5.o2.np 


Method 


AAT/NAP 


Start 


2465 


End 


3312 


GI 


6069646 


Score 


453 


Exons 


2465. .3312 






GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0.05315) 




[Oryza sativa] gi | 6907112] dfij 1 BAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome I T" BAC' F 90.1 3 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase. (AC006248) 




[Oryza sativa] 






Seq. No. 


26120 


Seq. ID 


OJ990804_01.9C17.C5 



26126 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54146 
1105 

OJ990804__01 . 9C17 . C5 . o3 . np 

3704 

2943742 

3704. .4359, 4458.. 4565 
(AB002266) XA1 [Oryza sativa] 



26121 . 

54147 

14 

OJ990804_01, 
14 

none 
14. .204 



9C17.C6.ol.gs 



Strand 

End 4565 

Method AAT/NAP 

End 4565 

Score 167 



Seq. ID OJ990804_01.9C17.C6 

Strand + 

End 204 

Method GEN SCAN 

End 204 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26121 Seq. ID OJ990804JD1 . 9C17 . C6 

54148 Strand 

1 End 473 

OJ990804_01.9C17.C6.ol.np Method AAT/NAP 

1 End 473 

6630696 Score 772 

1..473 

(AP000969) ESTs D22114 (C10364). , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



26121 
54148 
1 

OJ990804_01 . 9C17 . C6 . ol . tm 
3 

none 

3. .134, 7. .138, 12. .137, 13. 

26121 
54148 
1 

OJ990804_01 . 9C17 . C6 . ol . gp 
59 

101595_1.R1084 
59. .133, 249. .473 



Seq. ID OJ990804_01.9C17.C6 
Strand 
End 

Method 
End 
Score 
,138 

Seq. ID 
Strand 
End 

Method 
End 
Score 



473 

TBLASTX: Maize 

138 

176 



OJ990804 01.9C17.C6 



473 

AAT/GAP 

473 

501 



'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



26122 Seq. ID 

54149 Strand 

1 End 

OJ990804_01 . 9C17 . C7 . ol . gp Method 

1 .End 

23698_1.R1084 Score 

1. .204 • 

'3337367 4.0e-29 (AC004481) hypothetical protein [Arabidopsis 
thaliana] ' 



OJ990804__01.9C17.C7 
+ 

204 

AAT/GAP 

204 

390 



Seq. No. 
Gene No. 



26122 
54150 



Seq. ID OJ990804_01.9C17.C7 
Strand + 



26127 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



720 



End 

Method 
End 
Score 



799 

AAT/GAP 
799 
136 



OJ990804_01 . 9C17 . C7 . o2 . gp 
720 

5038932 
720. .799 

3337367 4.0e-29 (AC004481) hypothetical protein [Arabidopsis 
thaliana] 



26123 
54151 
1419 

OJ990804_01.9C17.C8 . o2 . gp 

1419 

4714647 

1419. .2081 



Seq. ID OJ990804JD1. 9C17.C8 

Strand + . 

End 2081 

Method AAT/GAP 

End 2081 

Score 1159 



26123 
54152 
1 

OJ990804_01 . 9C17 . C8 . ol . gp 
1 

33680_1.R1084 
1. .104 

'4512705/gb|AAD21758.1| 3.0e-43 (AC006569) putative 
serine/threonine protein kinase [Arabidopsis thaliana] 1 



Seq. ID OJ990804_01. 9C17.C8 
Strand 

104 

AAT/GAP 
104 
196 



End 

Method 

End 

Score 



Seq. No. • 


26123 


Seq. ID 


OJ990804_01.9C17. 


C8 


Gene No. 


54153 


Strand 






Start 


59 


End 


4683 




Name 


OJ990804 01.9C17.C8.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


4683 




GI 


none 


Score 


.73 




Exons 


59. .941, 1081. .1309, 1430.. 


1619, 1786.. 


1849, 1898. .1981, 






2372. .2448, 3103. .3148, 4673. .4683 






Seq. No. 


26123 


■ Seq. ID 


OJ990804_01.9C17. 


C8 


Gene No. 


54153 


Strand 






Start 


59 


End 


4683 




Name 


OJ990804 01.9C17.C8.ol.np 


Method 


AAT/NAP 




Start 


67 


End 


985 




GI 


6056194 


Score 


458 




Exons 


67. .985 








GI Descrip. 


(AC009400) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


26123 


Seq. ID 


OJ990804_01.9C17. 


C8 


Gene No. 


54153 ' 


Strand 






Start 


59 


End 


4683 




Name 


OJ990804 01.9C17.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


74 


End 


472 




GI 


none 


Score 


72 




Exons 


74. .271, 74. .328, 324. .470, 


329. .472 






Seq. No." 


26123 ■ ' . 


Seq. TD . 


6J99.08"b4_01. 9C17- 


C8 


Gene No. 


54153 


Strand 






Start 


59 


End 


4683 




Name 


OJ990804 01.9C17.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


125 


End 


1535 





26128 




GI 


none 


Score 


61 




Exons 


125. .535, 126. .191, 128. .547, 


593. .988, 


669. .794, 782.. 


901, 




822. .989, 1050. .1205, 1054. .1206, 1446. 


.1535 




Seq. No. 


26123 


Seq. ID 


OJ990804_01.9C17 


.C8 


Gene No. 


54153 


Strand 






Start 


59 


T-l „ _J 

End 


4683 




Name 


OJ990804 01 . 9C17 . C8 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


255 


i-i _ j 
End 


520 




GI 


none 


Score 


315 ' * 




Exons 


255.-488, 255. .383, 257. .520, 


257. .487 






Seq. No. 


26123 


Seq. ID 


OJ990804_01.9C17 


.C8 


Gene No. 


54153 


Strand 






Start 


59 


End 


4683 




Name 


OJ990804 01 . 9C17 . Co . Ol . ts 


Method 


TBLASTX : Soybean 




Start 


329 


End 


982 




GI 


none 


Score 


69 




Exons 


329.. 577, 330.. 491, 626.. 982 








Seq. No. 


26123 


Seq. ID 


OJ990804_01.9C17 


.C8 


Gene No. 


54153 


Strand 






Start 


59 


End 


4683 




Name 


OJ990804_01 . 9C17 . C8 . ol . tc 


Method 


TBLASTX: Cress 




Start 


626 


End 


1175 




GI 


none 


Score 


45 - 




Exons 


626. .985, 738. .830, 879. .971, 


1080. .1175 




Seq. No. 


26124 


Seq. ID 


OJ990804_01.9C17 


.C9 


Gene No. 


54154 


Strand 






Start 


80 


End 


589 




Name 


OJ990804 01 . 9C17 . C9 . ol . gs 


Method 


GEN SCAN 




Start 


80 


End 


511 




GI 


none 


Score 


. 62 




Exons 


•80. .511 








Seq. No. - 


26124 


Seq. ■ ID 


OJ990804_01.9C17 


-C9 


Gene No. 


54154 


Strand 






Start 


80 


End 


589 




Name 


OJ990804_01 . 9C17 ,C9 . ol . gp 


Method 


AAT/GAP 




Start 


81 


End 


589 




GI 


none 


Score 


935 




Exons . 


81. .589 








Seq. No. 


26125 


Seq. ID 


OJ990804_01.9C17 


.Cll 


Gene No. 


54155 


Strand 






Start 


1 


End 


1708 




Name 


O,TQQnfi04 m QP17 Til nl nn 


Method 


AAT/NAP 




Start 


1 


End 


1708 




GI 


2943742 


Score 


226 




Exons 


1..84, 974. .1708 








GI Descrip. 


(AB002266) XA1 [pryza sativa] 








Seq. No. 


26126 


Seq. ID 


OJ990804_01.9C17 


.C12 


Gene No. 


54156 


Strand 


+ 




Start 


122 


End 


252 




Name 


OJ990804 01.9C17.C12.ol.gs 


Method 


GENSCAN 





26129 



Start 


122 




End 


252 




GI 


none 




Score 


.62 




Exons 


122. .252 










Seq. No. 


26126 




Seq. ID 


OJ990804_01.9C17. 


C12 


Gene No. 


54157 




Strand 






Start ' 


1 




End 


479 




Name 


ujyyuoU4 ux . ycx / . uxz . ox 


.np 


Method 


AAT/NAP 




Start .V 


1 




End 


479 




GI 


421954 




- Score 


375 




Exons 


1. .479 










GI Descrip. 


hypothetical protein 3 


- potato transposon Tstl 






gi I 214 33 | emb | CAA36615 | 


(X52387) ORF3 [Solanum tuberosum] 




Seq. No. 


26126 




oeq . X u 


uu yyuoufi ux. y^x / . 


C12 


Gene No . 


54157 










Start 


1 




Hjna. 






Name 


OJ990804 01.9C17.C12.ol 


.ts 


lYlc UIIOU 


TBLASTX : Soybean 




Start 


1 




End 


330 




GI 


none 




Score 


53 




Exons 


1. .195, 3. .239, 243. .329, 244 


. . jjU 






Seq. No. 






beq. lu 


OJ990804_01. 9C17. 


C12 


Gene No. 






otrana 






Start 


I 




LLiLUJL 


479 




Name 


uuyyuoU4 ui . yux / .uxz . ox 




TwT /—i +- Vi r\ sA 

ixietnoci 


TBLASTX: Wheat 




Start • 


0 1 




End 


398 




GI 


none 




Score 


47 




Exons 


51. .398, 196. .354 










Seq. No. 


26126 




oeq. J.U 


OJ990804_01.9C17. 


C12 


Gene No. 


54157 




Q +- v o -n H 

OL.XTa.nCI 






Start 


1 




HjIICX 


479 




Name 


OJ990804 01.9C17.C12.ol 


.tm 


lYlc LllOU 


TBLASTX: Maize 




Start 


180 






479 




GI 


•none 




Score 


87 




Exons 


180. .260, 180. .260, 193 


. .261, 


194. .262 


, 249. .476, 270. .479, 




271. .477 










Seq. No. 


26126 




Seq. ID 


OJ990804_01.9C17. 


C12 


Gene No . 


54157 




Strand 






Start 


1 




End 


479 




Name 


OJ990804 01.9C17.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start : 


207 




End 


410 




GI 


none 




Score 


80 




Exons 


207. .410, 210. .398 










Seq. No. 


26127 




Seq. ID 


OJ990804JD1. 9C17. 


C13 


Gene No. 


54158 




Strand 


+ 




OLdlU 


193 




End 


718 




Name 


OJ990804 01.9C17.C13.ol 


.np 


Method 


AAT/NAP 




Start 


193 . ' , • 




End 


718 




GI' 


5091513' 




-Score 


570 




Exons 


193. .718 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26127 




Seq. ID 


OJ990804_01. 9C17. 


C13 



26130 



Gene No. 54158 Strand + 

Start . 193 End 718 

Name OJ990804JU . 9C17 . C13 . ol . gs Method GEN SCAN 

Start 214 End 697 

GI none Score .46 

Exons 214.. 697 



Seq. No. 
Gene No. 

Start--. 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26128 
54159 

1 . . ' • : * ~ ' 
OJ990804_01 . 9C17 . C14 . ol . np 
1 

3355308 
1..109, 160. .345 

(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 



Seq. ID OJ990804_01.9C17.C14 
Strand - - 
End ... 366 
Method' AAT/NAP 
End 345 
Score 72 



26128 
54159 
1 

OJ990804_01.9C17.C14.ol.gs 
82 

none 
82. .366 



Seq. ID OJ990804_01.9C17.C14 
Strand 

End 366 

Method GENSCAN 

End 366 

Score . 68 



Seq. No. 26129 

Gene No.' 54160 

Start 129 

Name OJ990804_01 . 9C17 . C17 . ol . gs 

Start 129 

GI none 

Exons 129.. 477 



Seq. ID OJ990804_01.9C17.C17 

Strand + 

End 1078 

Method GENSCAN 

End 477 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI* 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

•Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990804_01.9C17.C17 

Strand + 

End 1078 

Method AAT/NAP 

End 1078 

Score 389 



26129 
54160 
129 

OJ990804_01.9C17.C17.ol.np 
300 

2792210 
300. .1078 

(AF032683) NBS-LRR type resistance protein [Hordeum vulgare] 



26129 
54160 
129 

OJ990804_01 . 9C17.C17.ol . tm 

459 

none 



Seq. ID OJ990804_01.9C17.C17 

Strand + 

End 1078 

Method TBLASTX : Mai ze 

End 800 

Score 67 



459. .575, 461. .517, 468. .614, 653. .796, 654. .800 



26130 
54161 
1 

OJ990804_01 . 9C17 . C18 . ol . np 
1 

2943742 

1..88, 287. .422, 561. .654 
(AB002266) XA1 [Oryza sativa] 



Seq. ID OJ990804_01.9C17.C18 

Strand 

End 654 

Method AAT/NAP - 

End * - 654 

Score 77 



26131 




Qorr Mo 


26130 


Seq. ID 


OJ990804 01 9C17 


-C18 


Gene No. 


54161 


Strand 






Start 


1 


End 


654 




Name 


OJ990804 01.9C17.C18.ol.gs 


Method 


GEN SCAN 




Start 


56 


End 


611 




GI 


none 


Score 


.97 




Exons 


56. .611 








Seq. No. . 


26131 


. Seq. -ID 


OJ990804_01.9C17 


.■CI 9 


Gene No. 


54162 


Strand 






Start 


1 


End 


1012 




Name 


OJ990804 01.9C17.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1012 




GI f 


5690095 


Score 


550 




Exons 


1..1012 








GI Descrip. 


(AJ238507) transposase related protein 


[Zea mays] 




Spa No 


26131 


Seq. ID 


OJ990804 01.9C17 


.C19 


Gene No. 


54162 


Strand 






Start 


1 


' End 


1012 




Name 


OJ990804 01.9C17.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


61 


End 


341 




GI 


none 


Score 


96 




Exons 


61. .165, 63. .164, 210. .341, 


213. .341 , 








26132 


Seq. ID 


OJ990804 01 9C17 


. C20 


Gene No. 


54163 


Strand 


+ _ 




Start 


1 


End 


384 




Name 


OJ990804 01.9C17.C20.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


384 




GI 


426661 


Score 


310 




Exons 


1..121, 273. .384 








Sea No 


26132 


Seq. ID 


OJ990804 01 9C17 


-C20 


Gene No. 


54164 


Strand 






Start 


285 


End 


712 




Name 


OJ990804 01.9C17.C20.ol.gs 


Method 


GENSCAN 




Start 


285 


End 


712 




GI 


none 


Score 


.82 




Exons 


285. .354, 372. .499, 584. .712 






Seq. No. 


26133 


Seq. ID 


OJ990804JD1.9C17 


.C21 


Gene No. 


54165 


Strand 


+ 




Start 


194 


End 


278 




Name 


OJ990804 01.9C17.C21.ol.np 


• Method 


AAT/NAP 




Start 


194 


End 


278 




GI 


6006375 


Score 


85 




Exons 


194. .278 








GI Descrip. 


(AP000559) Similar to 0RF3 


protein - rice tungro bacilliform 




virus &RTUORFS_2 (C40785) [Oryza sativa] 




Seq. No. 


26133 


Seq; ID 


OJ990804JU.9C17 


.C21 


Gene No. 


54166 


Strand 






Start 


82 


End 


154 




Name 


OJ990804 01.9C17.C21.ol.gs 


Method 


GENSCAN - 




Start 


82 


End 


154 





26132 



GI 

Exons 

Seq. No.; -~ 

Gene No;>" . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score . 67 

82. .154 

26134 ~ 
54167 
86 

OJ990804_01 . 9C17 . C22 . ol . np 
86 

6815062 . , 

86. .292, 728. .1046, 1153. .1203, 1274. .1371, 1448. .1757, 
1816. .1864 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. ID OJ990804_01.9C17.C22 
Strand 

End 1864 

Method AAT/NAP 

End 1864 

Score 286 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26134 
54167 
86 

OJ990804_01-9C17.C22.ol.gs 

830 
none 



26135 
54168 
1 

OJ990804_01 . 9C17 . C23 . ol . np 
1 

6815062 



Seq. ID OJ990804_01.9C17.C22 
Strand 

End 1864 
Method '- GENSCAN 
End 167 6 

Score . 64 



830. .1203, 1312. .1371, 1650. .1676 



Seq. ID OJ990804_01.9C17.C23 
Strand 

2113 
AAT/NAP 
2113 
1625 



End 

Method 
End 
Score 

1..884, 976. .1046, 1154. .2113 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26135 
54168 
1 

OJ990804_01.9C17.C23.ol.tm 

181 

none 



Seq. ID OJ990804_01.9C17.C23 
Strand 

End 2113 

Method TBLASTX: Maize 

End 685 

Score 198 



181. .519, 185. .490, 304. .519, 550. .684, 560. .685 



26135 
54168 
1 

OJ990804_01 . 9C17 . C2.3 . o2 . tm 

1647 

none 

1647. .1925, 1744. .1869 

26136 
54169 

498 - 

OJ990804_01.9C17.C24.ol~.gp 

498 

LIB3477-003-P1-K1-E9 
498. .551, 819. .872 



Seq. ID OJ990804_01.9C17.C23 
Strand 

End 2113 

Method TBLASTX : Mai ze 

End 1925 

Score 76 



Seq. ID OJ990804_01.9C17.C24 

Strand + . 

End .872 

Method AAT/GAP 

End 872 

Score 135 



26133 



GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN .ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 26136 

Gene No. 54170 

Start 816 

Name OJ990804__01 . 9C17 . C24 . o2 . gp 

Start 816 

GI ' 3760640 

Exons 816. .876 

GI Descrip-. 4176420/dbj | BAA37167 | 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID OJ990804_01.9C17.C24 

Strand + 

End 876 

Method AAT/GAP 

End 87 6 

Score 75 

(AB008097) cytochrome P450 



Seq. No. 


26136 








Seq. ID 


OJ990804 


_01 


9C17 


C24 


Gene No. 


54171 








Strand 










Start 


1046 








End 


1869 








Name 


OJ990804 01. 


9C17 


.C24.ol 


.gs 


Method 


GEN SCAN 








Start 


■^■104 6 








End 


1869 








GI 


none 








Score 


.83 








Exons 


1046. .1105, 


1227 


. .1293, 


1424 . 


.1565, 1767.. 1869 








Seq. No. 


26137 








Seq. ID 


OJ990804 


JH 


9C17 


C25 


Gene No. 


54172 








Strand 


+ 








Start 


400 








End 


611 








Name 


OJ990804 01. 


9C17 


.C25.ol 


.gs 


Method 


GENS CAN 








Start 


400 








End 


611 








GI 


none 








Score 


.99 








Exons 


400. .611 



















Seq. No. 26137 Seq. ID OJ990804_01.9C17.C25 

Gene No. 54173 Strand + 

Start 6893 End 7901 

Name OJ990804_01 . 9C17 . C25 . ol . np Method AAT/NAP 

Start 6893 End 7901 

GI 140291 ' Score 375 

Exons 6893.. 7222, 7866.. 7901 

GI Descrip. HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 82541-1 pir I I S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi I 226618 | prf | I1603356AQ ORF 185 [Oryza sativa] 



Seq. No. 26137 Seq. ID 

Gene No. 54174 ' Strand 

Start 1698 End 

Name OJ990804_01 . 9C17 . C25 . o2 . gs Method 

Start 1698 End 

GI none Score 

Exons 1698.. 1827, 2275.. 2315 

Seq. No. 26137 

Gene No. 54175 Strand 

Start 694 9 ■ . End ■' 

Name OJ990804_01 . 9C17 . C25 . ol . tc Method 

Start 694 9 End 

GI none Score 
Exons 



OJ990804_01.9C17.C25 

2315 
GENSCAN 
2315 
.56 



Seq. ID OJ990804_01.9C17.C25 



7204 

TBLASTX: Cress 

7204 

230 



6949. .7188, 6952. .7191, 6953. .7195, 6962. .7204 



26134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . r _._ 
GI Descrip. 



26137 
54175 
6949 

OJ990804_01 . 9C17 . C25 . ol . tm 

7048 

none 



Seq. ID OJ990804_01.9C17.C25 
Strand 

End 7204 

Method TBLASTX : Maize 

End 7195 

Score 45 



7048. .7080, 7049. .7081, 7059. .7193, 7066. .7191, 7067. .7195 



Seq. ID OJ-990804_01.9C17.C26 

Strand + 

End 868 

Method AAT/NAP 

End 8 68 

Score 301 



26138 
54176 
604 

OJ990804_01.9C17.C26.ol.np 
604 

140291 
604. .868 

HYPOTHETICAL 21.5 KD PROTEIN (ORF 185) gi | 8254 1 | pir || S05116 
hypothetical protein 185 - rice chloroplast 
gi|11997|emb|CAA33958| (X15901) ORF185 [Oryza sativa] 
gi | 226618 | prf-J':| 160335 6AQ ORF 185 [Oryza sativa] 

26138 
54176 
604 

OJ990804_01 . 9C17 . C26 . ol . tc 
660 
none 

660. .857, 663. .857, 664. .858, 673. .861 



Seq. ID 


OJ990804_01. 9C17 


.C26 


Strand 


+ 




End 


868 




Method 


TBLASTX: Cress 




End' 


861' 




Score 


192 




673. .861 






Seq. ID 


OJ990804_01.9C17 


.C27 


Strand 






End 


503 




Method 


AAT/NAP 




End 


503 - 




Score 


353 





26139 
54177 
1 

OJ990804_01.9C17.C27.ol.np 
1 

6815062 
1..503 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudr A like protein (AC004561) [Oryza 
sativa] 



Seq. No. 


26139 








Seq. ID 


OJ990804_01.9C17 


.C27 


Gene No. 


54177 








Strand 






Start 


1 








End 


503 




Name 


OJ990804 01.9C17 


.C27 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


285 




GI 


none 








Score 


208 




Exons 


1..285, 6. .284 














Seq. No. 


26139 








Seq. ID 


OJ990804_01. 9C17 


.C27 


Gene No. 


54177 








Strand 






Start 


1 








End 


503 




Name 


OJ990804 01.9C17 


.C27 


.ol 


.gs 


Method 


GENS CAN 




Start 


30 








End 


309 > 




GI 


none 








Score 


.54 




Exons 


30. .309 














Seq. No. 


26140 








Seq. ID 


OJ990804_01.9C17 


.C29 



26135 




Gene No. 


54178 


Strand 


+ 


o Lai u 


9800 

J O \J \J 


End 


14168 


Name. 


OJ990804 01.9C17.C29.o2.np 


Method 


AAT/NAP 


Start 


9800 


End 


10431 


GI 


3688185 


Score 


190' 


Exons 


9800. .9887, 10112. .10431 






GI Descrip. 


(AL031804) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26140 


Seq. ID 


OJ990804_01.; 9C17.C29 


Gene No. 


54178 ■ 


Strand' 


+ 


o car L 


30UU 


End 


14168 


Name 


OJ990804 01.9C17.C29.o3.gs 


Method 


GEN SCAN 


Start 


10057 


End 


14168 


GI 


none 


Score 


.45 


Exons 


10057. .10413, 12003. .12177, 


13177. .13311, 13366. .13558, 




14087. .14168 






Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


bene ino . 


D *i X / _7 


Strand 


- 


Start 


693 


End 


7294 


Name 


OJ990804 01.9C17.C29.ol.gs 


Method 


GEN SCAN 


Start 


693 


End 


5287 


GI 


none 


Score 


.59 


Exons 


693.. 814, 1013.. 1158, 1915.. 


2019, 4753 


..4994, 5066. .5287 


Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


Gene No. 


54179 


Strand 




Start 


693 


End 


7294 




OJ990804 01.9C17.C29.ol.np 


Method 


AAT/NAP 


Start 


1738 


End 


7294 


GI 


4680341 


Score 


645 


Exons 


1738. .1760, 4120. .4168, 4476 


..4838, 48 


97. .4980, 5006. .5092, 




7159. .7294 






GI Descrip. 


(AF128457) hypothetical protein [Oryza 


sativa subsp. indica 


Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


bene ino . 


54180 


Strand 




Start 


7763 


End 


9610 


Name 


OJ990804 01.9C17.C29.o2.gs 


Method 


GEN SCAN 


Start 


7763 


End 


9610 


GI 


none 


Score 


.79 


Exons 


7763. .7909, 8605. .8734, 9416 


..9441, 9551. .9610 


Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


Gene No. 


54181 


Strand 




Start 


10369 


End 


10679 


Name 


OJ990804 01.9C17.C29.ol.gp 


Method 


AAT/GAP 


Start 


10369 


End 


10679 


GI 


87968 1.R1084 


Score 


560 


Exons 


10369. .10679 






GI Descrip. 


M176420/dbj IBAA37167 | 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 






Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


Gene No. 


54182 


Strand 




Start 


12331 


End 


12415 


Name 


OJ990804 01.9C17.C29.ol.tw 


Method 


TBLASTX: Wheat 



26136 




Start 


4150 


End 


4587 


GI 


none 


Score 


42 


Exons 


4150. .4194, 4178. .4237, 4199. 


.4225, 4351. .4422, 4352. .4426, 




4352. .4432, 4356. .4430, 4420. 


. 4473, 4421. .4474, 4427,. 4519, 




4489.. .4587, 4493.. 4540, 4494. 


.4586 




Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


Gene No. 


54182 


Strand 


- 


Start 


12331 


End 


12415 


Name 


OJ990804 01.9C17.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


10117 


End 


10260 


GI 


none 


Score 


200 


Exons 


10117. .10260, 10146.. 10259 






Seq. No. 


26140 


Seq. ID 


OJ990804_01.9C17.C29 


Gene No. 


54182 


Strand 




Start 


12331 


End 


12415 


Name 




Method 


AAT/GAP 


Start 


12331 


End 


12415 


GI 


3760640 


Score 


102 


Exons 


12331. .12415 






GI Descrip. 


4176420/dbj |BAA37167| 2.0e-ll 


(AB008097) cytochrome P450 




[Arabidopsis thaliana] 






Seq. No. 


26141 


Seq. ID 


OJ990804_01 . 9C17 . C30 


Gene No. 


54183 


Strand' 


+ 


Start 


821 


End 


1131 


Name 


OJ990804 01.9C17.C30.ol.gs 


Method 


GEN SCAN 


Start 


821 


End 


1131 


GI 


none 


Score 


.7 


Exons 


821. .857, 911. .1013, 1125. .1131 




Seq. No. 


26141 


Seq. ID 


OJ990804_01.9C17.C30 


Gene No. 


54184 


Strand 




Start 


2106 


End 


2261 


Name 


OJ990804 01.9C17.C30.o2.gs 


Method 


GENSCAN 


Start 


• 2106 


End 


2261 


GI 


none 


Score 


.82 


Exons 


2106. .2261 






Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54185 


Strand 


+ 


Start 


1 


End 


2:248 


Name 


OJ990804 01.9C17.C32.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


209 


GI 


5456483 


Score 


231 


Exons 


1..43, 122. .209 






GI Descrip. 


4512705/gb|AAD21758.1| 6.0e-26 (AC006569) putative 




serine/threonine protein kinase [Arabidopsis thaliana] 


Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54185 


Strand . 


+ 


Start 


.1 


End . 


.2248" - 


Name 


OJ990804 01.9C17.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2248 


GI 


4512705 


Score 


716 


Exons 


1..42, 136. .365, 449. .800, 2180. .2248 





26137 



GI Descrip. (AC006569) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54185 


Strand 


+ 


Start 


1 


End 


2248 


Name 


OJ990804 01.9C17.C32.ol.gs 


Method 


GENS CAN 


Start 


122 


End 


1618 


GI 


none 


Score 


.86 


Exons 


122.;365, 449. .1081, 1522.. 


1618 




Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


bene no. 


54185 


Strand 


+ 


Start 


1 


End 


2248 


Name 


OJ990804 01.9C17.C32.o2.gp 


Method 


AAT/GAP 


Start 


229 


End 


600 


GI 


428954 


Score 


558 


Exons 


229.-365, 449. .600 






GI Descrip. 


4512705/gb|AAD21758.1| 3.0e 


-43 (AC006569) putative 




serine/threonine protein kinase [Arabidopsis thaliana] 


Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


ucilc LNO . 


54185 


Strand 


+ 


Start 


1 


End 


2248 


Name 


OJ990804 01.9C17.C32.o3.gp 


Method 


AAT/GAP 


Start 


1110 


End 


1469 


GI 


70388 1.R1084 


Score 


691 


Exons 


1110. .1469 






GI Descrip. 


? 4176420/dbj |BAA37167| 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 " 






Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54186 


Strand 


+ 


Start 


4432 


End 


7379 


Name 


OJ990804 01.9C17.C32.o3.gs 


Method 


GENS CAN 


Start 


4432 


End 


7379 


GI 


none 


Score 


.68 


Exons 


4432. .4511, 4715. .4829, 6569. .6793, 7347. .7379 


Seq. No. 


26142. 


Seq. ID 


OJ990804_01.9C17.C32 


Gene No . 


54187 


Strand 


+ 


Start 


13585 


End 


16586 


Name 


OJ990804 01. 9C17.C32.o3.np 


Method 


AAT/NAP 


Start 


13585 


End 


13938 


GI 


4539658 


Score 


79 


Exons 


13585.". 13697, 13794.. 13938 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [.Sorghum 




bicolor] 






Seq. No. 


26142 


Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54187 


Strand 


+ 


Start 


13585 


End 


16586 


Name 


OJ990804 01.9C17.C32.o4.np 


Method 


AAT/NAP 


Start 


13585 


End 


1658 6 


GI 


4539658 


Score 


88 


Exons 


13585. .13697, 13794. .13952, 


16437. .16586 



GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



26138 




beq. no. 






Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54188 




Strand 




Start 


2265 




End 


3420 


Name 


OJ990804 01.9C17.C32.o2. 


gs 


Method 


GEN SCAN 


Start . 


2265 




End 


3420 


GI 


none 




Score 


.48 


Exons 


2265.. 2489, 2630. .2718, 


2812. 


.3076, 3286.. 3420 


beq. JNo. 


Z 0±4Z 








Gene No. 


54189 




Strand 




Start 


7966 




End 


8252 . 


Name 


OJ990804 01.9C17.C32.o4. 


gs 


L1C UilUU 




Start 


7966 




HjilCl 


ft 9 S9 


GI 


none 




Score 




Exons 


7966.. 8012, 8207.. 8252 








Seq. No. 


26142 




oeq . i u 




Gene No. 


o 4 1 y u 




Strand 




Start 


9027 




End 


11550 


Name 


OJ990804 01.9C17.C32.ol. 


ts 


i*ie L.noci 


1 n> ±jr\o iA . ouyjJcan 


Start 


1 




tLTiCL 


iUDj 


GI 


none 




Score 


7 R 


Exons 


1..42, 3. .41, 109... 369, 


138. . 


jDj , Z U U . 


"37^1 dRfl 7Q1 ARC. 7QH 




915. .1043, 956. .1063 








Seq. No. 


9 C 1 A O 




Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54190 




Strand 




Start 


9027 




Hina 


1 1 RRO 


Name 


OJ990804 01.9C17.C32.o2. 


tc 


Method 


1 0_H.D 1 A . Lie b 0 


Start 


142 




Tr nr ] 

Hjna 


7 £7 


GI 


none 




Score 


ft 7 


Exons 


142. .207, 211. .369, 219. 


.308, 


O O J • . J f X 


44Q fiR9 4S0 767 


beq. wo. 


O C 1 A 9 
Z Dl 4 Z 




Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54190 




Strand 




Start 


9027 




FnH 


11 JJU 


Name 


OJ990804 01.9C17.C32.ol. 


tW- 


1*1 1; LI lUvJ. 


X D J_i riO -L .A. • VV Ilcd L. 


Start 


145 




riliU 


61 7 

Dl / 


GI 


none 




Score 


ft 1 


Exons 


145.-.207, 159. .218, 226. 


.369, 


9*37 


4 SD 617 4 610 


beq. jno. 


Z 0141 Z 






OJ990804 01 9C17 C32 


Gene No. 


54190 




Strand 




Start 


9027 




End 


11550 


Name 


OJ990804 01.9C17.C32.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


228 




End 


700 


GI 


none 




Score 


156 


Exons 


228. .362, 228. .365, 229. 


.369, 


444. .698 


, 450. .698, 452. .700 


Seq. No. 


26142 




Seq. ID 


OJ990804_01.9C17.C32 


Gene No. 


54190 




Strand 




Start 


9027 




End 


11550- 


Name 


OJ990804 01.9C17.C32.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


758 




End 


1105 


GI 


none 




Score 


447 


Exons 


758. .1105, 759. .1088 









26139 




Seq. No. 


26142 




Seq. ID 


OJ990804_01.9C17 


.C32 


Con d NT a 


54190 




Strand 






Start 


9027 




End 


11550 




Name 


OJ990804 01.9C17.C32 


. o2 .np 


Method 


AAT/NAP 




Start 


9027 


End 


11550 




GI 


3892045 




Score 


713 




Exons 


9027. .9040, 10732. .10813, 10900 .. 11299, 


11373. . 11550 




GI Descrip. 


(AC002330) putative 


zinc finger protein [Arabidopsis thaliana] 


C ea rr Mrs 
oeq • 1NO . 


26142 




Seq. ID 


OJ990804JD1.9C17 


• *J £~ 


Gene No. 


54190 




Strand 






Start 


9027 




End 


11550 




Name 


D.TQQ0R04 01 QP1 7 C^O 


o4 gp 


Method 


AAT/GAP 




Start 


9527 




End 


9938 




GI 


2280715 




Score 


820 




Exons 


9527. .9938 










Seq. No. 


26142 




- Seq. ID 


OJ990804_01.9C17 




Gene No. 


54190 




Strand 








9027 




End 


11550 




Name 


OJ990804_01.9C17.C32 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


1 0777 




End 


11300 




GI 


none 




Score 


120 




Exons 


• 10777- .10815, 10905. 




10912. .11007, 10999. .11148, 






11004. .11132, 11124. 


1 1 000 


11125. .1118 


11, 11191. .11223, 






11217. .11300, 11218. 










Seq. No. 


26142 




Seq. ID 


OJ990804_01.9C17 


.C32 


bene lno . 


54190 




Strand 






Start 


Q097 




End 


11550 




Name 


OJ990804 01.9C17.C32 


. o J- . tin 


Method 


TBLASTX: Maize 




Start 


10777 




End 


11446 




GI 


none 




Score 


52 




Exons 


10777. .10815, 10777. 




10905. .11141, 10912. .11142, 






11121. .11300, 11149. 


1 1 ^01 

■ 11JU1; 


11363. .11446 




Q o n XI r> 
oeq. INO. 


26142 




Seq. ID 


OJ990804_01.9C17 


.C32 


Gene No. 


R L 1 Q fl 

DH ±y\J • ■ * 




Strand 






Start 


9027 




End 


11550 




Name 


OJ990804 01.9C17.C32 


c\0 Y q 


Method 


TBLASTX: Soybean 




Start 


10920 




End 


11259 




GI 


none 




Score 


227 




Exons 


10920. . 11129, 10921. 


.11148, 


11124. .11258, 11125.. 11259 




Oct]. INO . 


26143 




Seq. ID 


OJ990804__01. 9C17 


.C33 


Gene No. 


54191 




Strand 


+ 




Start 


11000 




End 


12608 




Name 


OJ990804 01.9C17.C33 


.o3.gs 


Method 


GENSCAN 




Start 


11000 




End 


12608 




GI 


none 




Score 


.57 




Exons 


11000. .11388, 11412. 


.11665, 


12120. .12225, 12461.. 12608 




Seq. No. 


,-26143 




Seq. ID 


OJ990804_01. 9C17 


.C33 


Gene No. 


54192 




Strand 






Start 


296 




End 


4418 




Name 


OJ990804 01.9C17.C33 


.ol.gs 


Method 


GENSCAN 





26140 



Start 
GI 

Exons 



296 End 4418 

none Score .66 

296.. 312, 427.. '705, 923.. 1213, 1408.. 1512, 2027.. 223.6, 

2324. .2443, 2545. .2643, 2722. .2787, 2951. .3178, 3253. .3357, 

3448. .3558, 4361. .4418 



Seq. No. 26143 Seq. ID 

Gene No. 54193 Strand 

Start 8519 End 

Name OJ990804_01 . 9C17;C33.o2 .gs . Method 

Start 8519 End 

GI none Score 

Exons 8519.. 8739, 9581.. 9689 



OJ990804_01.9C17.C33 
9689 

GENSCAN . 

9689 

.42 



Seq. No. 


26143 




Seq. ID 


OJ990804_01.9C17 


.C33 


Gene No. 


54194 




Strand 


- 




Start 


13084 




End 


14290 




Name 


n tqqhqA/1 m on i r*^^ 

vjjyyuoU4 ui . yux / .ljj. 


OX . L.C 


Method 


TBLASTX: Cress 




Start 


918 




End 


1301 




GI 


none 




Score 


168 




Exons 


918.. 1301, 922.. 1296, 


978. . 


1268 






Seq. No. 


26143 




Seq. ID 


OJ990804_01.9C17 


.C33 


Gene No. 


54194 




Strand 






Start 


13084 . 




End 


14290- 




Name 


ujyyuoU4 ujl. yLv-L / . ljj . 


ol . tm 


Method 


TBLASTX : Maize 




Start 


918 




End 


1160 




GI 


none 




Score 


159 




Exons 


918. .1154, 934. .1152, 


999. . 


1160 






Seq. No. 


26143 




Seq. ID 


OJ990804_01.9C17 


.C33 


Gene No. 


54194 




Strand 






Start 


13084 




End 


14290 




Name 


OJ990804 01.9C17.C33. 


o2.tm 


Method 


TBLASTX: Maize 




OL.cl.LL. 


ill j(C 




End 


11622 




GI 


none 




Score 


140 




Exons 


11132. .11374, 11197.. 


11268, 


11408. .11515, 11563. .11622 




Seq. ■ No. 


26143 




Seq. ID 


OJ990804_01.9C17 


.C33 


Gene No. 


54194 




Strand 






Start 


13084 




End 


14290 ' 




Name 


OJ990804 01.9C17.C33. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11563 




End 


11997 




GI 


none 




Score 


244 




Exons 


11563. .11997 










Seq. No. 


26143 




Seq. ID 


OJ990804_01.9C17 


.C33 


Gene No. 


54194 




Strand 






Start 


13084 




End 


14290 




Name 


OJ990804 01.9C17.C33. 


ol .np 


Method 


AAT/NAP 




Start 


13084 




End 


14290 




GI 


5852084 




Score 


74 




Exons 


1308.4. .13189, 14266.. 


14290 








GI Descrip. 


(AL117264) "**zwh0007.1 


[Oryza 


sativa] 






Seq. No. 


26144 




Seq. ID 


OJ990804_01.9C17 


.C34 


Gene No. 


54195 




Strand 







26141 




Start 


937 






End 


1050 


Name 


OJ990804 01.9C17 


.C34.ol 


. gs 


Method 


GENSCAN 


Start 


937 






End 


1050 


GI 


none 






Score 


.65 


Exons 


937. .i050 










Seq. No. 


26145 






Seq. ID 


OJ990804_01.9C17.C35 


Gene No. 


54196 






Strand 


+ 


Start 


3157 ■ , ■ 






End 


3607 


Name 


. OJ990804' 01.9Ci7 


.C35.ol 


,gp 


Method 


AAT/GAP 


Start' 


3157 




End 


3607 


GI 


none 






Score 


855 


Exons 


3157. .3607 










Seq. No. 


26145 






Seq. ID 


OJ990804_01.9C17.C35 


Gene No. 


54197 






Strand 




Start 


39 






End 


3746 


Name 


OJ990804 01.9C17 


,C35.ol 


,gs 


Method 


\ GENSCAN 


Start 


39 






End 


3677 


GI 


none - 






Score 


.71 * 


Exons, 


39. .210, 280. .412, 1468 


. .1489 


, 3357. . 


3677 


Seq. No. 


26145 






Seq. ID 


OJ990804_01.9C17.C35 


Gene No. 


54197 






Strand 




Start 


39 






End 


3746 


Name 


OJ990804 01.9C17 


,C35.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3505 






End 


3746 


GI 


none 






Score 


238 


Exons 


3505.. 3744, 3510 


. .3746 








Seq. No. 


26146 






Seq. ID 


OJ990804_01.9C17.C36 


Gene No. 


54198 






Strand 




Start 


5033 






End 


10655 


Name 


OJ990804 01.9C17 


.C36.ol 


• gp 


Method 


AAT/GAP 


O 4- 1-4- 

btart 


5033 






End 


7394 


GI 


20096 1.R1084 






Score 


1595 


Exons 


5033.. 5636, 6213 


. .6296, 


6388. 


.6455, 6647. .6728, 7075. .7139, 




7297. .7394 










GI Descrip. 


, 2853097/emb|CAAl 69131 


2.0e-12 (AL021767) hypothetical protein 




[Schizosaccharomyces pombe] ' 






Seq. No. 


26146 






Seq. ID 


OJ990804_01.9C17.C36 


Gene No. 


54198 






Strand 




Start 


5033 






End 


10655 


Name 


OJ990804 01.9C17 


.C36.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5506 






End 


8526 


GI 


none 






Score 


39 


Exons 


5506.. 5568, 5519 


. .5563, 


5577. 


.5636, 5578.. 5637, 6210.. 6296, 




6211.. 6297, 6386 


. .6454, 


6388. 


.6456, 6389. .6460, 6645. .6731, 




6646.-6729, 7073 


. .7150, 


7073. 


.7141, 7074. .7142, 7096. .7149, 




7322.. 7351, 7325 


. .7366, 


7391. 


.7543, 7404. .7529, 8327. .8398, 




8383. .8526 










Seq. No. 


26146 






Seq. ID 


OJ990804_01.9C17.C36 


Gene No. 


54198 






Strand 




Start 


5033 






End 


10655 


Name 


OJ990804 01.9C17 


.C36.ol 


.ts 


Method 


TBLASTX : Soybean 



26142 




Start 


5575 






End 


6731 




GI 


none 






Score 


79 




Exons 


5575. .5637, 


5580. .5636, 


6210. 


.6296, 6211.. 6297, 


6213. .6299, 




-6384. .6455, 


6388. . 6456, 


6389. 


.6457, 6641. .6730, 


6645. .6731, 




* 6646. . 6729 












Seq. No. 


26146 






Seq. ID 


OJ990804 


_01.9C17.C36 


Gene No. 


54198 






Strand 






Start , 


5033 






End 


10655 




Name 


n TQQHfi OA n 1 


QP1 7 P^fi r^l 




Method 


TBLASTX : 


r " v o c c 
\^±. Goo 


Start 


5580 






End 


7534 




GI 


none 






Score 


117 




Exons 


5580. .5636, 


6210. . 6296, 


6211. 


.6297, 6218. .6298, 


6388. .6456, 




6389. .6460, 


6643. . 6729, 


6645. 


.6731, 7073. .7135, 


7394 . .7534, 




7404. .7529 












Seq. No. 


26146 






Seq. ID 


OJ990804 


_01.9C17.C36 


Gene No. 


54198 






Strand 






Start 


5033 






End 


10655 




Name 


O.TQQ0804 01 




.np 


Method 


AAT/NAP 




Start 


5583 






End 


7543 




GI 


2853097 






Score 


180 




Exons 


5583. .5636, 


6213.,. 6296, 


6388. 


.6455, 6647. .6718, 


7148. .7193, 




7297. .7543 












GI' Descrip. 


(AL021767) 


hypothetical 


protein [Schizosaccharomyces pombe] 


Seq. No. 


26146 






Seq. ID 


OJ990804 


_01.9C17.C36 


Gene No. 


54198 






Strand 






otart 








End 


10655 




Name 


OJ990804 01 


.9C17.C36.o2 


. gs 


Method 


GENS CAN 




Start 


6174 






End 


10655 




GI 


none 






Score 


.88 




Exons 


6174. .6296, 


6388. .6455, 


6647. 


.6728, 7075. .7139, 


7297. .7734, 




9502. .9617, 


10045. .10182, 10455.. 10655 






Seq. No. 


26146 






Seq. ID 


OJ990804 


_01.9C17.C36 




^ A 1 Qfi 
D*± 1 v O 






Strand 






Start 


5033 






End 


10655 




Name 


OJ990804 01 


.9C17.C36.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


7394 






End 


7534 




GI 


none ■ 






Score 


104 




Exons 


7394. .7534, 


7431. .7529 










Seq. No. 


26146 






Seq. ID 


OJ990804 


_01.9C17.C36 


Gene No. 


54198 






Strand 






Start 


5033 






End 


10655 




Name 


OJ990804 01 


.9C17.C36.o2 


.gp 


Method 


AAT/GAP 




Start 


7437 






End 


7719 




GI 


' uC-osflcyp098cl0bl 




Score 


433 




Exons 


7437. .7719 












GI Descrip. 


, 1888550/gb|U89895|OSU89895 4 


,0e-36 Oryza sativa 




pathogenesis-related protein 


class 1 (PR-1) gene, complete 


Seq. No. 


26147 






Seq. ID 


OJ990804 


_01.9C17:C37 


Gene No. 


54199 






Strand 


+ 




Start 


1 






End 


31848 




Name 


OJ990804 01 


.9C17.C37.o2 


. np 


Method 


AAT/NAP 





26143 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



1 End 31848 

1142619 Score 101 

1..191, 19754. .19899, 22253 22360, 28135 .. 28229, 31737. .31841 
(U18348) phaseolin G-box binding protein PG1 [Phaseolus 
vulgaris] 



26147 • 

54199 

1 

OJ990804_01 . 9C17 . C37 . ol . gs 
37 

none 

37. .222, 1049. .1189 



Seq. ID OJ990804_01.9C17.C37 

Strand + 

End - 31848 

Method ' GEN SCAN . 

End 1189 

Score 1 



Seq. No. 26147 

Gene No. 54199 

Start 1 

Name . OJ990804_01 . 9C17 . C37 . ol . gp 
Start * 4505 

GI 426661 
Exons 



Seq. ID OJ990804_01.9C17.C37 

Strand + 

End 31848 

Method AAT/GAP ' 

End 5133 

Score' 620 



4505. .4669, 4798. .4870, 5022. .5133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26147 
54199 

.1 

OJ990804_01.9C17.C37.o2.gs 

4572 

none 



Seq. ID OJ990804_01.9C17.C37 

Strand + 

End • 31848 

Method GEN SCAN 

End 7521 

Score .52 



4572. .4669, 5384. .5666, 5804. .5995, 6616. .6901, 7403. .7521 



26147 
54199 
1 

OJ990804_01.9C17.C37.ol.np 

5544 

4490730 



Seq. ID OJ990804_01.9C17.C37 

Strand + 

End 31848 

Method AAT/NAP 

End 7523 

Score 51 



5544. .5666, 5804. .5894, 7495. .7523 

(AL035709) putative protein [Arabidopsis thaliana] 



26147 
54199 
1 

OJ990804_01 . 9C17 . C37 . o2 . gp 
6695 
5003295 
6695. .6779 

2914703 6.0e-09 (AC003974) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ990804_01.9C17.C37 

Strand + 

End 31848 

Method AAT/GAP 

End 6779 

Score 136 



Seq. No. 26147 

Gene No. 54199 

Start 1 

Name OJ990804_01 . 9C17 . C37 . o4 . gs 

Start 9937 

GI none 

Exons 9937.. 10111, 10221 .. 10*423 



Seq. ID OJ990804_01.9C17.C37 

Strand + 

End 31848 

Method GENSCAN 

End 10423 

Score .59 



26144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26147 Seq. ID 

54199 Strand 

1 End 

OJ990804_01 . 9C17 . C37 . 06 . gs Method 

18984 End 

none Score 



OJ990804_0i;'9C17.C37 
+ 

31848 
GENSCAN 
27606 
.8 



18984. .19185, 19365 .. 19438, 194 92 .. 19899, 22253 .. 22702 , 
23233.-23334, 24296.-2434 6, 24408 .. 24 673, 26807 26980, 
27254... 27278, 27394.. 27606 



26147 
54200 
8447 

OJ990804_01. 9C17.C37.o3.gs 

8447 

none 

8447. .8776 



Seq. ID OJ990804_01.9C17.C37 
Strand 

End 8776 

Method GENSCAN 

End 8776 

Score .94 



Seq. No. 26147 Seq.. ID 

Gene No. 54201 , Strand 

Start 28023 End 

Name OJ990804_01 . 9C17 . C37 . o7 . gs Method 

Start 28023 End 

GI none Score 

Exons 28023.. 28334 



OJ990804_01.9C17.C37 

28334 
GENSCAN 
28334 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26147 
54202 
29225 

OJ990804_01 . 9C17 . C37 . 08 . gs 

29225 

none 



Seq. ID OJ990804_01.9C17.C37 



Strand 
End 

Method 

End 

Score 



30209 
GENSCAN 
30209 
.7 



29225. .29474, 29710 .. 29835, 29925 .. 29952, 29999.. 30209 



26148 Seq. ID 

54203 Strand 

39 . End 
OJ990804_01 . 9C17 .C38 -ol .gs Method 

39 End 

none- Score 
39. .293 



OJ990804_01.9C17.C38 
293 

GENSCAN 

293 

.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26149 Seq. ID OJ990804_01.9C17.C41 

54204 Strand 

55 End 161 

OJ990804_01 . 9C17 . C4 1 . ol . gp Method AAT/GAP 

55 End 161 

5816518 Score 150 

55. .161 

4521193/dbj | AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



26149 . Seq. ID 

54205 Strand 

4 67 End 

OJ990804_01. -9C17.C41.ol.gs Method 

4 67 End 



OJ990804_01.9C17.C41 
755 

GENSCAN 
755 



26145 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

467. .667, 675.-755 



Score 



62 



26150 
54206 
1 

OJ990804_01.9C17.C42.ol.gp 
1 

12563_2.R1084 
1..553 

f 4521193/dbj I AB013450 . 1 | AB013450 3.0e-40 Oryza sativa DNA, 



Seq. ID OJ990804_01.9C17.C42 
Strand 

End 2782 

Method AAT/GAP 

End 553 

Score 1038 





similar sequence to Pib gene 1 








Seq. No. 


26150 


Seq. ID 


OJ990804_01. 9C17. 


C42 


Gene No. 


54206 


Strand 






Start 


1 


End 


2782 




Name _ 


OJ990804 01.9C17.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2500 




GI 


4102839 


Score 


1283 




Exons 


1..781, 872. .1410, 1911. .2128 


, 2358.. 


2500 




GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 




Seq. No. 


26150 


Seq. ID 


OJ990804_01.9C17. 


C42 


Gene No. 


54206 


Strand 






Start 


1 


End - 


2782 




Name 


* OJ990804 01.9C17.C42.ol;tw 


Method 


TBLASTX: Wheat 




Start 


8 


End 


315 




GI 


none 


Score 


170 




Exons 


8. .307, 70. .315, 235. .312 








Seq. No. 


26150 


Seq. ID 


• OJ990804_01. 9C17. 


C42 


Gene No. 


54206 


Strand 






Start 


1 


End 


2782 




Name 


OJ990804 01.9C17.C42.ol.tc 


Method 


TBLASTX: Cress 




Start 


17 


End 


2466 




GI 


none 


Score 


84 




Exons . ' 


17. .79, 44. .241, 70. .324, 293 


..328, 407.. 601, 427.. 750, 






653. .718, 877. .1353, 1001. .1045, 1100 


..1354, 1938. .2132, 






1939. .2130, 2350. .2466, 2354. 


.2461 






Seq. No. 


26150 


Seq. ID 


OJ990804_01.9C17. 


C42 


Gene No. 


54206 


Strand 






Start 


1 


End 


2782 




Name 


OJ990804 01.9C17.C42.o2.tm 


Method 


TBLASTX: Maize 




Start 


41 


End 


469 




GI 


none 


Score 


168 




Exons 


41. .79, 44. .328, 70. .324, 437 


. .469 






Seq. No. 


26150 


Seq. ID 


OJ990804_01. 9C17. 


C42 


Gene No. 


54206 


Strand 






Start 


1 


End 


2782 




•Name 


OJ990804 01.9C17.C42.ol.gs 


Method 


GENSCAN 




Start 


52 


End 


2718 • 




GI 


none 


Score 


.96 




Exons 


52. .781, 872. .1042, 1124. .1410, 1911. 


.2128, 2358. .2457, 





2662. .2718 



26146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



26150 
54206 
1 

OJ990804_01. 9C17.C42.ol.ts 

136 

none 



Seq. ID OJ990804_01. 9C17.C42 
Strand 

End 2782 

Method TBLASTX : Soybean 

End 2132 

Score 85 



136. .324, 407. .568, 430. .558, 556. .687, 571. .765, 883. .1344, 
1100. .1315, 1920. .2132, 1921. .2085 



26150 
54206 
1 

OJ990804_01. 9C17.C42.ol.tm 

469 

none 



Seq. ID OJ990804_01.9C17.C42 
Strand 

End 2782 

Method TBLASTX : Maize 

End 1342 

Score 50 



469. .555, 470. .520, 556. .711, 559. .738, 560. .760, 874. .1341, 
1013. .1342 



Seq. ID OJ990804_01.9C17.C42 
Strand 

End 2782 

Method AAT/GAP 

End 1129 

Score 845 



26150 
'54206 
1 

OJ990804_01 . 9C17 . C42 . o2 .gp 
579 

LIB3432-028-P1-K1-G9 
579.. 781, 872.. 1129 

, 4322327/gb|AAD16016| 1.0e-33 (AF080545) peptide transporter 
[Nepenthes alata] ' 



Seq. ID OJ990804_01.9C17.C42 
Strand 

End 2782 
Method AAT/GAP 
End 2782 
Score 918 
1357. .1410, 1911. .2128, 2358.-2457, 2662... 2782 
1 4102839 8.0e-32 (AF016713) LeOPTl [Lycopersicon esculentum] 1 



26150 
54206 
1 

OJ990804_01.9C17.C42.o3.gp 
1357 

uC-osrocyp012bllbl 



26150 
54206 
1 

OJ990804_01.9C17.C42.o3.tm 

1906 

none 



Seq. ID OJ990804_01.9C17.C42 
Strand 

End 2782 

Method TBLASTX : Mai ze 

End . , . 2446 

Score 151 



1906.. 2163, 1932.. 2132, 2347.. 2445, 2354.. 2446 



26150 
54206 
1 

OJ990804_01.9C17.C42.o2.tw 

1986 

none 



Seq. ID OJ990804_01.9C17.C42 
Strand 

End 2782 

Method TBLASTX : Wheat 

End 24 60 

Score 157 



1986. .2132, 1990. .2130, 2340. .2444, 2350. .2460, 2354. .2455 



26151 
54207 
1 

OJ990804_01.9C17.C43.o2.np 



Seq. ID OJ990804_01.9C17.C43 
Strand 

End 2703 

Method AAT/NAP 



26147 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1974 

6069653 Score 182 

1..89, 363. .1225, . 1437. .1752, 1811. .1974 
(AP000616) hypothetical protein [Oryza sativa] 



26151 
54207 
1 

OJ990804_01. 9C17.C43.ol.np 
137 

6907086 



Seq. ID OJ990804_01.9C17.C43 
Strand 

End 2703 

Method AAT/NAP 

End 1872 

Score 534 



137. .223, 323. .709, 876. .1032, 1091. .1872 
(AP001129) hypothetical protein [Oryza sativa] 



26151 
54207 
1 

OJ990804_01. 9C17.C43.ol.gs 

710 

none 

710.. 1242, 2584.. 2703 



Seq. ID OJ990804_01.9C17.C43 
Strand 

End 2703 

Method GENSCAN 

End 2703 

Score .56 



26152 Seq. ID 

54208 Strand 
1 End 
OJ990804_01 . 9C17 .C44 . ol . np Method 
1 End 
6630696 Score 
1. .673 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990804_01.9C17.C44 
+ 

870 ; . 
AAT/NAP 
673 
1096 



26152 
54208 
1 

OJ990804_01.9C17.C44.ol.tm 
2 

none 

2. .199, 9. .206, 9. .197, 11. 

26152 
54208 
1 

OJ990804JD1. 9C17.C44 .ol.ts. 
45 

none 

45. .182, 177. .311 

26152 
54208 
1 

OJ990804JD1 . 9C17 . C4 4 . ol . tw 
63 

none 



Seq. ID OJ990804_01.9C17.C44 

Strand + 

End 870 

Method TBLASTX: Maize 

End 207 

Score 101 ' 
.205, 49. .207 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

•End 

Score 



OJ990804_01.9C17.C44 
+ 

870 

TBLASTX : Soybean 

311 

127 



OJ990804_01 . 9C17 . C4 4 
+ 

870 

TBLASTX: Wheat 

537 

105 



63. .137, 64. .123, 68. .136, 152. .322, 153. .323, 319. .537, 
320.. 535, 325.. 537 



26148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26152 Seq. ID 

54208 Strand . 

1" End 

OJ990804_01. 9C17.C44 .o2.tm Method 

547 End 

none Score 



OJ990804_01.9C17.C44 
. + 
870 

TBLASTX: Maize 

870 

114 



547. .636, 548.-637, 549. .638, 676. .780, 683. .787, 686. .772, 
687. .779, 826. .870, 845. .868 



26153 
54209 
1 

OJ990804_01.9C17.C45.ol.np 
1 

6907086 

1..159, 261. .395, 518. .584, 810. .1044, 1104. .1880 
(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990804_01.9C17.C45 
Strand 

End 1880 

Method AAT/NAP 

End 1880 

Score 1138 



26153 •* Seq. ID 

54210 Strand 
2591 End 
OJ990804_01. 9C17 .C45.o2.np Method 
2591 End 
4680186 Score 
2591.. 3009, 3537. .3605, 3964. .4027 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990804_01.9C17.C45 

4027 
AAT/NAP 
4027. 
216 



Seq. ID OJ990804_01.9C17.C45 
Strand 

End 4027 

Method AAT/GAP 

End 3813 

Score 785 



26153 
54210 
2591 

OJ990804_01.9C17.C45.ol.gp 
3341 

38782_1.R1084 
3341. .3813 

f 6069643/dbj | AP000616.il AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


26154 


Seq. ID 


OJ990804 


Gene No. 


54211 


Strand 


+ 


Start 


56 


End 


2021 


Name 


OJ990804 01.9C17.C46.ol.gs 


Method 


GEN SCAN 


Start 


56 


End 


2021 


GI 


none 


Score 


.45 


Exons 


56. .120, 1325. .1452, 1646.. 


1698, 1869. 


.2021 


Seq. No. 


26154 


Seq. ID 


OJ990804 


Gene No. 


54212 


Strand 




Start 


66 


End 


8449 


Name 


OJ990804 01.9C17.C46.ol.np 


Method 


AAT/NAP 


Start 1 


66 


End 


8449 


GI 


4680183 


Score 


202 


Exons 


66. .157, 766. .834, 8399. .8449 




GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


26154 


Seq. ID 


OJ990804 


Gene No. 


54212 


Strand 





indica] 



26149 



# • 



Start 


66' 








End 


8449 




Name 


OJ990804 01 


.9C17. 


C4 6.o2 


.gs 


Method 


GENSCAN 




Start 


3448 








End 


6503 




GI 


none 








Score 


.79 




Exons 


3448. .3898, 


4097. 


.4312, 


4589 


..5849, 5982.. 6038, 6368.. 6503 


Seq. No. 


26154 








Seq. ID 


OJ990804_01.9C17 


.C46 


Gene No. 


54212 








Strand 






Of 3 V+- 


66 








End 


8449 




Name 


OJ990804 01 


. 9C17. 


C46.o2 


.np 


Method 


AAT/NAP 




Start - 


3454 








End 


5752 




GI 


1946363 








Score 


301 




Exons 


3454. .3800, 


4979. 


.5089, 


5680 


. .5752 






GI Descrip. 


(U93215) putative 


i glycine-rich protein 


[Arabidopsis thaliana] 


Seq. No. 


O C 1 C A 

z ol04 








Seq. ' ID 


OJ990804_01.9C17 


HA £ 


Gene No. 


04Z1Z 








Strand 








00 








End 


8449 




Name 


OJ990804 01 


.9C17. 


C46.o3 




Method 


AAT/NAP 




Start 


4600 






End 


7015 




GI 


r n q C Q 1 n 








Score 


511 




Exons 


4 OUU . . ooy I , 


5737. 


.5820, 


7000 


. .7015 






GI Descrip. 


/tit 1 "3Tnon\ i 
[ Alii o / UoUj ] 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


Z O±04 








Seq. ID 


OJ990804_01.9C17 


CA 


Gene No . 


04Z1Z 








. Strand 






Start 


66 








End 


8449 




Name 


OJ990804_01 






■ U W 


Method 


TBLASTX: Wheat 




Start 


A C A Q 

4 04 y 








End 


4948 




GI 


none 








Score 


122 




Exons 


4 04 y . . 4 / 1 / , 


4718. 


.4948, 


4720 


. .4947 






Seq. No. 


Z 0104 








Seq. ID 


OJ990804JD1.9C17 




Gene No . 


04 Z 1Z 








Strand 






Start 


66 








End 


8449 




Name 


OJ990804 01 


.9C17. 


C4 6.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4720 








End 


5820 




GI 


none 








Score 


175 




Exons 


4720. .5019, 


4751. 


.5008, 


5587 


..5679, 5737. .5820 




Seq. No. 


26154 








Seq. ID 


OJ990804__01.9C17 


.C46 


Gene No . 


54212 








Strand 






Start 


66 








End 


8449 




Name 


OJ990804 01 


.9C17. 


C46.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


4909 








End 


5559 




GI 


none 








Score 


84 




Exons 


4909. .5010, 


5143. 


.5559, 


5216 


. .5524 






Seq. No. 


26154 








Seq. ID 


OJ990804_01.9C17 


.C46 


Gene No . 


54212 








Strand 






Start 


66 








End 


8449 




Name 


OJ990804 01 


.9C17. 


C46.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


5089 








End 


5568 




GI 


none 








Score 


78 




Exons 


5089. .5568, 


5197. 


.5280, 


5219 


. .5494 






Seq. No. 


26154 








Seq. ID 


OJ990804_01.9C17 


.C46 



26150 




Gene No. 


54212 


Strand 




Start 


66 


End 


8449 


Name 


OJ990804 01.9C17.C46.ol.tc 


Method 


TBLASTX: Cress 


Start 


5215 


End 


5802 


GI 


none 


Score 


85 


Exons 


5215.. 5559, 5216.. 5524, 5590. 


.5655, 5725. .5802 


Seq. No. 


26154 


Seq. ID 


OJ990804JD1. 9C17.C4 


Gene No. 


54212 


Strand 




Start 


66 


End 


8449 


Name 


OJ990804 01.9C17.C46.ol.gp 


Method 


AAT/GAP 


Start 


5675 


End 


6515 


GI 


uC-osflcypl58dl2bl 


Score 


656 


Exons 


567S..5849, 5982.. 6038, 6368. 


.6515 




GI Descrip. 


M680178/gb|AF111709.1 IAF111709 5 . Oe- 


81 Oryza sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 


26155 




Seq. ID 


OJ990804 01.9C17 


.C47 


Gene No. 


54213 




Strand 


* + 




Start 


1 




End 


2689 




Name 


OJ990804 01.9C17.G47.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2689 




GI 


6692734 




Score 


835 




Exons 


1..136, 537. .1087, 1219. 


.1305 


, 1544.. 


1600, 1703.. 1955, 






2636.. 2689 










GI Descrip. 


(AC012679) putative integral membrane 


protein [Arabidopsis 




thaliana] 










Seq. No. 


26155 




Seq. ID 


OJ990804_01.9C17 


.C47 


Gene No. 


54213 




Strand 


+ 




Start 


1 




End 


2689 




Name 


OJ990804 01.9C17.C47.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


881 




GI 


none 




Score 


159 




Exons 


1..135, 2. .139, 537. .881 


539 


. .850 






Seq. No. 


26155 




Seq. ID 


OJ990804 01.9C17 


.C47 


Gene No. 


54213 




Strand 


+ 




Start 


1 




End 


2689 




Name 


OJ990804 01.9C17.C47.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


17 




End 


1832 




GI 


none 




Score 


65 




Exons 


17. .139, 533. .772, 537.. 


1025, 


1214. .1303, 1701..1832 




Seq. No. 


26155 




Seq. ID 


OJ990804_01. 9C17 


,C47 


Gene No. 


54213 




Strand 


+ 




Start 


1 




End 


2689 




Name 


OJ990804 01.9C17.C47.ol. 


gs 


Method 


GEN SCAN 




Start 


50 




End 


1952 




GI 


none 




Score 


.75 




Exons 


50. .136, 537. .912, 1260. 


.1305 


, 1703..: 


1952 




Seq. No. 


26155 




Seq. ID 


OJ990804JH. 9C17 


.C47 


Gene No. 


54213 




Strand 


+ 




Start 


1 




End 


2689 




Name 


OJ990804 01.9C17.C47.ol. 


tm 


Method 


TBLASTX: Maize 





26151 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



509 End 1946 

none Score 359 

509. .850, 537. .1025, 1214 .. 1303, 1701 .. 194 6 



Seq. ID OJ990804_01.9C17.C47 

Strand + 

End 2689 

Method TBLASTX : Wheat 

End 1016 

Score 203 



26155 
54213 
1 

OJ990804_01. 9C17.C47.ol.tw 
71.0 
none 

710. .916, 711. .1016 

26155 
54213 
1 

OJ990804_01. 9C17.C47.o2.tc 
1220 
none 

1220. .1303, 1545. .1595, 1670. .1942, 1686. .1943 



Seq. ID OJ990804_01.9C17.C47 

Strand + 

End 2689 

Method TBLASTX : Cress 

End 1943 

Score 108 



Seq. ID OJ990804_01.9C17.C47 

Strand + 

End 2689 

Method AAT/GAP 

End 1941 

Score 437 



26155 
54213 
1 

OJ990804_01.9C17.C47.ol.gp 
1710 
•5038932 
1710. .1941 

3337367 4.0e-29 (AC004481) hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ990804_01.9C17.C48 
Strand 

End 32 9 

Method AAT/GAP 

End 329 

Score 8 6 



26156 
54214 
262 

OJ990804_01.9C17.C48.ol.gp 
262 

5038932 
262. .329 

3337367 4.0e-29 (AC004481) hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ990804_01.9C17.C50 

Strand + * 

End 74 9 

Method AAT/NAP 

End 74 9 

Score 1257 



26157 
54215 
1 

OJ990804_01.9C17.C50.ol.np 
1 

6630696 
1. .749 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the . predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



26157 
54215 
1 

OJ990804_01. 9C17.C50.o2.tw 
18 

none 



Seq. ID OJ990804_01.9C17.C50 

Strand + 

End 74 9 

Method TBLASTX : Wheat 

End 273 

Score 47 



26152 




Exons 


18. .56, S7..269, 58. .273 








Seq. No. 


26157 




Seq; ID 


OJ990804_01.9C17 


.C50 


(aene jno . 


R4 91 R 

J *± c. J. D 




otrana 


_u 

T 




Start 


1 




End 


749 




Name ***■ 




gs 


Method 


GENS CAN 




Start 






End 


712 




GI 


none 




Score 


.57 




Exons 


*31 71 9 
OX . • / XZ 










Seq. No. 


26157 




Seq. ID 


OJ990804_01.9C17 


.C50 


Gene No. 


54215 




Strand 


+ 




O Lai L- 








74 Q 




Name 




IS 


Method 


TBLASTX: Soybean 




Start 


1 Q*3 _ 




End 


657 




GI 


sj U U -7Z OVJ 




Score 


380 




Exons 


i 0*3 ac.n ooo 44Q 4Rf) 


M 9 








GI Descrip. 












Seq. No. 


26157 




Seq. ID 


OJ990804_01. 9C17 


.C50 


ijene lno . 


R491 R 

J T Z ± *J 




oirana 


T 




Start 


T 
J. 




End 


749 




Name 


riTQQOftn^ ni qpi 7 r^n ni 

\JO 3 U J. . jLI / .LOU. ox. 


LC 


Method 


TBLASTX: Cress 




Start 


zoo 




End 


546 




GI 


none 




Score 


291 




Exons 


9fi£ 9Pft /cp 
ZOO. . j^lO r ZOO..*±DO 










Seq. No. 


26157 




Seq. ID 


OJ990804_01.9C17 


.C50 


Gene No . 


R491 R 




otrana 


+ 




Start 


± 




End 


749 




Name 


ujyyuoufi ui. ijli / .ldu.oi. 


tin 


Method 


TBLASTX: Maize 




Start 


^97 




End 


747 




GI 


none 




Score 


.328 




Exons 


"397 4Sft *39fl 747 4£*3 


R4 *3 
. D ft J , 


579. .689 






Seq. No. 


26157 




Seq. ID 


OJ990804_01.9C17 


.C50 


\jQhq jno . 


R491 R 




otrana 






Start 


± 




End 


749 




Name 


VJU :? jUO U ft UJ.. / .LjU.OI. 


LW 


Method 


TBLASTX: Wheat 




Start 


^9R _ 




End 


747 




GI 


none 




Score 


308 




Exons 


*}9ft 679 9 ££7 


7 4 7 








Seq. No. 


26158 




Seq. ID 


OJ990804_01.9C17 


.C51 


Gene No. 


54216 




Strand 


+ 






1 




End 


2342 




Name 


OJ990804 01.9C17.C51.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


2342 




GI 


3355308 




Score 


705 




Exons 


1..70, 920. .1537, 1839.. 


2342 








GI Descrip. 


(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


26158 




Seq. ID 


OJ990804_01.9C17 


• C51 


Gene No. 


54216 




Strand 


+ 




Start 


1 




End 


2342 




Name 


OJ990804 01.9C17.C51.ol. 


gs 


Method 


GENSCAN 




Start 


844 




End 


2297 





26153 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

844. .1537, 1839. .2297 

26158 
54216 
1 

OJ990804_01.9C17.C51.ol.ts 

926 

none 



Score 



,98 



Seq. ID OJ990804__01.9C17.C51 

Strand + 

End 2342 

Method TBLASTX : Soybean 

End 2003 

Score 53 



926.-994, 1004. .1096, 1030. .1095, 1162. .1296, 1169. .1315, 
1345. .1533, 1346. .1537, 1826. .1951, 1827.. 2003 



26158 
54216 
1 

OJ990804_01. 9C17.C51.ol.tm 

956 

none 



Seq. ID OJ990804_01.9C17.C51 

Strand + 

End 2342 

Method TBLASTX : Mai ze 

End 2195 

Score 121 



956. .1105, 1009. .1125, 1072. .1296, 1112. .1312, 1334. .1537, 
1348. .1536, 1826. .1975, 1827. .2195 



26158 
54216 
1 . 

OJ990804_01.9C17.C51.ol.tc 

994 

none 



Seq. ID OJ990804_01.9C17.C51 

Strand .+ 

End 2342 

Method TBLASTX : Cress 

End • 2174 " 

Score 113 



994. .1113, 1004. .1096, 1114. .1296, 1115. .1315, 1328. .1537, 
13.45.. 1536, 1811.. 1969, 1827. .2174, 2006.. 2161 



Seq. No. 


26158 


Seq. ID 


OJ990804 


Gene No. 


54216 


Strand 


+ 


Start 


1 


End 


2342 


Name 


OJ990804 01. 9C17.C51.ol.tw 


Method 


TBLASTX: 


Start 


1019 


End 


1387 


GI 


none 


Score 


95 


Exons 


1019.. 1096, 1111.. 1302, 1112. 


.1312, 1322.. 1387 


Seq. No. 


26159 


Seq. ID 


OJ990804 


Gene No. 


54217 


Strand 


+ 


Start 


1 


End 


1802 


Name 


OJ990804 01.9C17.C52.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1802 


GI 


5091513 


Score 


228 


Exons 


1..60, 1587. .1802 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


26159 


Seq. ID 


OJ990804 


Gene No. 


54217 


Strand 


+ 


Start 


1 


End 


1802 


Name 


OJ990804 01.9C17.C52.ol.gs 


Method 


GENSCAN 


Start 


219 


End 


643 


GI 


none 


Score 


.47 


Exons 


219.. 283, 505.. 643 






Seq. No. 


26159 


Seq. ID 


OJ990804 


Gene No. 


54218 


Strand 





26154 




Start 


1665 




End 


1835 


Name 


OJ990804 01.9C17.C52.o2 


.gs 


Method 


GEN SCAN 


Start 


1665 




End 


1835 


GI 


none 




Score 


.6 


Exons 


1665.. 1835 








Seq. No. 


26160 




Seq. ID 


OJ990804 


Gene No. 


54219 




Strand 


+ 


Start 


1 




End 


1859 


Name 


OJ990804 01.9C17.C53.ol 


rip 


Method 


AAT/NAP 


Start 


1 




End 


1859 


GI 


5091513 




Score 


559 


Exons 


1..1060, 1549. .1859 








GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 



Seq. No. 26160 Seq. ID 

Gene No. 54220 Strand 

Start 1674 End 

Name OJ990804_01 . 9C17 .C53 . o2 . gs .. Method 

Start 1674 End 

GI none Score 

Exons 1674.. 1777, 1898.. 1952 

Seq. No. 26161 Seq. ID 

Gene No. 54221 . Strand 

Start 180 End 

Name OJ990804_01 . 9C17 . C54 . ol . gs Method 

Start 180 End 

Gi none Score 

Exons 180. .260 



OJ990804_01.9C17.C53 

1952 
GEN SCAN 
1952 
.62 



OJ990804_01.9C17.C54 
+ 

260 

GEN SCAN 

260 

.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26162 Seq. ID 

54222 Strand 

928 End 
OJ990804_01 . 9C17 . C55 . ol . gs Method 

928 End 

none Score 

928. .1068, 1117". .1281, 1387. .1529 



OJ990804_01.9C17.C55 
+ 

1727 
GENSCAN 
1529 
.68 



26162 

54222 Strand 
928 End 
OJ990804_01 . 9C17 . C55 . ol . np Method 
928 End 
6069646 Score 
928.. 1727 

(AP000616) similar to putative reverse 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 

26162 Seq. ID 

54223 Strand 
1822 End 
OJ990804_01.9C17.C55.ol.tm Method 
1152 End 



Seq. ID OJ990804_01.9C17.C55 
+ 

1727 
AAT/NAP 
1727 
451 

transcriptase 
,1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990804_01 . 9C17 .C55 , 
1983 

TBLASTX: Maize 
1484 



26155 



GI 


none 








Score 


260 




Exons 


1152. .1484, 


1199. 


.1441, 


1203. 


.1442 






Seq. No. 


26162 








Seq. ID 


OJ990804_01'. 9C17 


.C55 


bene no . 


coo; 

D 3 ZZ J 








oiranci 






Start 


1822 








End ' 


1983 




Name 


OJ990804 01 


. 9C17. 


C55.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1239 








End 


1541 




GI 


, none 








Score 


174 




Exons 


1239. .1442, 


1265. 


.1438, 


1482. 


.1541 






Seq. No. 


26162 








Seq. ID 


OJ990804_01.9C17 


.C55 


uene wo . 


c; A O 9 "3 
3 4 ZZ J 








ot tana 






Start 


1822 








End 


1983 




Name 


OJ990804 01 


.9C17. 


C55.o2 


. gs 


Method 


GENSCAN 




Start 


1822 








End 


1983 




GI 


none 








Score 


.91 




Exons 


1822. .1983 










- 




Seq. No. 


26163 








Seq. ID 


OJ990804_01. 9C17 


.C56 


Gene No. 


54224 








Strand 






Start 


877 








End 


2683 




Name 


OJ990804 01 


.9C17. 


C56.01 


. np 


Method 


AAT/NAP 




Start 


554 








End 


2683 




GI 


2258319 








Score 


56 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI 

Exons 

GI Descrip. 



554.. 642, 948.. 1163, 1325.. 1505, 2587.. 2683 

(AF004880) resistance complex protein I2C-3 [Lycopersicon 

esculentum] 



26163 
54224 
877 

OJ990804_01. 9C17.C56.ol.gs 

877 

none 



Seq. ID OJ990804_01.9C17.C56 
Strand 

End 2683 

Method GENSCAN 

End 1814 

Score .59 



877. .1113, 1242. .1413, 1720. .1814 



26163 • 
54224 
877 

OJ990804J31. 9C17.C56.ol.gp 
1299 

LIB3434-043-P1-K1-D5 
1299.. 1680 

, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990804_01.9C17.C56 
Strand 

End 2683 

Method AAT/GAP 

End 1680 . 

Score 478 



26163 
54224 
877 

OJ990804_01.9C17.C56.o2.gp 
2361 

63917_1.R1084 
2361.. 2683 

, 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 1 



Seq. ID OJ990804_01.9C17.C56 
Strand . - 
End 2683 
Method AAT/GAP 
End 2683 
Score 601 



26156 




Seq. No. 


26164 




Seq. ID 


OJ990804_01.9C17 


.C57 


Gene No. 


54225 




Strand 








1 






^1 M 
Ji ji 




Name 


OJ990804 01.9C17.C57.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


3151 




GI 


" 2943742 




Score 


833 




Exons 


1..43, 548. .3151 










GI Descrip. 


(AB002266) XAl [Oryza sativa] 








Seq. No. 


Z 0 1 0 4 




Seq. ID 


OJ990804_01.9C17 


.C57 


Gene No. 


54225 




Strand 






JLaiL 


1 




End 


3151 




Name 


ujyyuoU4 ui . yci / . lo / . oi 


.np 


Method 


AAT/NAP 




Start 


IzUz 




End 


2386 




GI 


z / yzz 1U 




Score 


722 




Exons 


IzUz . . Zooo 










GI Descrip. 


(AFUJzboJ) NBS-LRR type 


resistance protein [Hordeum vulgare] 


Seq. No. 


26164 




Seq. ID 


OJ990.804_01.9C17 


.C57 


Gene No. 


54225 




Strand 






Start 


1 




End 


3151 




Name 


OJ990o04 01 . 9C17 . Co / . ol 


. ts 


Method 


■ TBLASTX: Soybean 




Start 


lz65 




End 


1729 




GI 


none 




Score 


80 




Exons 


lZDD..lJjy, iob4..i/zy / 


lolz . 


.1727 






Seq. No. 


26164 




Seq. ID 


OJ990804_01.9C17 


.C57 


Gene No . 


54225 




Strand 






Start 


1 




End 


3151 




Name 


OJyy0oU4 ui . yci / . Co / . oi 


. tm 


Method 


TBLASTX: Maize 




Start 


i one 

izyo 




End 


1756 




GI 


none 




Score 


130 




Exons 


izyo.-i.3jy, ij/j. .i^zj, 


i a i a 
14 J o . 


.1756, 1458. .1745 




Seq. No. 


26164 




Seq. ID 


OJ990804_01.9C17 


.C57 


Gene No . 


54225 




Strand 






Start 


1 




End 


3151 ' 




Name 


ujyyuoU4 ui . yci / . ld / . oz 


.tm 


Method 


TBLASTX: Maize 




Start 


i o o f\ 
loot) 




End 


2222 




GI 


none 


2069. 


Score 


89 




Exons 


looU. .zUJo, lool. .zUlo, 


.2170, 2070. .2168, 2166. .2222 


Seq. No. 


Z 0 1 Dj 




Seq. ID 


OJ990804_01.9C17 


.C58 


Gene No. 


54226 




Strand 


+ 




Start 


164 




End 


876 




Name 


OJ990804 01.9C17.C58.ol 


.gs 


Method 


GENSCAN 




Start 


164 




End 


876 




GI 


none 




Score 


.53 




Exons 


164. .244, 668. .876 










Seq. No. 


26166 




Seq. ID 


OJ990804_01.9C17 


C60 


Gene No. 


54227 




Strand 


+ 




Start 


1 




End 


1583 




Name 


OJ990804 01.9C17.C60.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


1580 




GI 


6006375 




Score 


1687 




Exons 


1. .769, 1042. .1580 











26157 



GI Descrip. (AP000559) Similar to 0RF3 protein - rice tungro bacilliform 
virus &RTUORFS 2 (C40785) [Oryza sativa] 



Seq. No. 


26166 


Seq. ID 


OJ990804 01.9C17.C60 


Gene No. 


54227 


Strand 


+ 


Start 


1 


End 


1583 


Name 


OJ990804 01.9C17.C60.ol.gs 


Method 


GENS CAN 


Start . 


567 


End 


1583 


GI 


none 


Score 


.53 


Exons 


567. .769, 1431. .1583 






oeq . iNo . 


26167 


Seq. ID 


OJ990914_03.9C23.C1 


Gene No. 


54228 


Strand 




Start 


235 


End 


1941' 


Name 


OJ990914 03.9C23.Cl.ol.np 


Method 


AAT/NAP 


Start 


235 


End 


1941 


GI 


5669636 


Score 


133 


Exons 


235. .452, 1905. .1941 






GI Descrip. 


(AF096247) ethylene-responsive elongation factor EF-Ts precursor 




[Lycopersicon esculentum] 






Seq. No. 


26167 


Seq. ID 


OJ990914_03.9C23.C1 


Gene No. 


54228 


Strand 


- 


Start 


235 


End 


1941 


Name 


OJ990914 03.9C23.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


250 


End 


453 


GI 


none 


Score 


201 


Exons 


250. .453 






Seq. No. 


26167 


Seq. ID 


OJ990914_03.9C23.C1 


Gene No. 


54228 


Strand 




Start 


235 


End 


1941 


Name 


OJ990914 03.9C23.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


250 


End 


454 


GI 


none 


Score 


164 


Exons 


250. .453, 257. .454, 269. .454 






Seq. t No. 


26167 


Seq. ID 


OJ990914_03.9C23.C1 


Gene No. 


54228 


Strand 




Start 


235 


End 


1941 


Name 


OJ990914 03.9C23.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


250 


End 


467 


GI 


none 


Score 


197 


Exons 


250. .453, 268. .450, 269. .454, 


270. .467 




Seq. No. 


26168 


Seq. ID 


OJ990914_03. 9C23.C2 


Gene No. 


54229 


Strand 


+ 


Start 


3566 


End 


3666 


Name 


OJ990914 03.9C23.C2.o2.np 


Method 


AAT/NAP 


Start 


3566 


End 


3666 


GI 


5777617 


Score 


78 


Exons 


3566. .3666 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23.C2 


Gene No. 


54230 


Strand 


+ 


Start 


4456 


End 


8229 



26158 




Name 


OJ990914 03.9C23.C2.o3.np 


Method 


AAT/NAP 




Start 


4456 


End 


6500 




GI 


5852093 


Score 


51 




Exons 


4456.-4564, 4858.. -4927, 6382 


. .6500 






GI Descrip. 


(AL117264) zwh!6.1 [Oryza sativa] 






Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23 


.C2 


Gene No. 


54230 


Strand 


+ 






4456 


End 


ft 0 9 Q 




Name 


OJ990914 03.9C23.C2.o4.np 


Method 


AAT/NAP 




Start 


5002 


End 


' 8229 




GI 


5852093" 


Score 


54 




Exons 


5002.. 5087, 6379.. 6500, 8197 


. .8229 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23 


.C2 


Gene No. 


54231 


Strand 


+ 




Start 


11334 


End 


11579 




Name 


OJ990914 03.9C23.C2.o5.np 


Method 


AAT/NAE? . 




Start 


11334 


End 


11579 ■ 




GI 


1084404 


Score 


110 




Exons 


11334. .11579 








GI Descrip. 


hypothetical protein - tomato gi | 667069 (L22186) ORF 






[Lycopersicon esculentum] 








Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23 


-C2 


Gene No. 


54232 


Strand 






Otdit 


831 


End 


3479 




Name 


OJ990914 03.9C23.C2.ol.np 


Method 


AAT/NAP 




Start 


831 


End 


3479 




GI 


5042169 


Score 


1881 




Exons 


831. .3140,. 3312. .3479 








GI Descrip. 


(AL078620) putative protein 


[Arabidops 


is thaliana] 




Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23 


-C2 


Gene No. 


54233 


Strand 






Start 


8673 


End ' 


10832 




Name 


OJ990914 03.9C23.C2.ol.tm - 


Method 


TBLASTX: Maize . 




Start 


819 


End 


3056 




GI 


none 


. Score 


179 




Exons 


819. .1679, 940. .1635, 1311.. 


1385, 1359 


..1679, 1363. .1587, 



1395. .1775, 1584. .1859, 1662. .1982, 1744. .1866, 1887. .2288, 

1950.. 2285, 2001.. 2387, 2050.. 2289, 2053.. 2223, 2190.. 2534, 

2292. .2684, 2292. .2600, 2353. .2610, 2514. .3056, 2595.. 2867, 

2595. .2858, 2892. .3038 



Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23 


-C2 


Gene No. 


54233 


Strand 






Start 


8673 


End 


10832 




Name " 


OJ990914 03.9C23.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


852 


End 


1371 




GI 


none 


Score 


85 




Exons 


852.. 1367, 873. .1055,; .1282. 


.1371 






Seq. No. 


26168 


Seq. ID 


OJ990914_03.9C23 


.C2 


Gene No. 


54233 


Strand 






Start 


8673 


End 


10832 





26159 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 



Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 



OJ990914_03 . 9C23 . C2 . ol . tc 
861 
none 

861.. 1460, 916.. 1368, 1953. 

26168 
54233 
8673 

OJ990914_03 . 9C23 -C2.ol.tw 

1248 

none 

1248. .1442, 1251. .1730, 1489. 
2214.. 2639, 2586.. 2891, 2620. 

26168 
54233 
8673 

OJ990914_03.9C23.C2.o3.ts 

1458 

none 

1458. .1838, 1525. .1680, 1737. 
2247. .2417, 2367. .2525, 2410. 
2722.-2898, 2922.. 3038 



Method 
End 
Score 
.2114 



TBLASTX: Cress 

2114 

125 



Seq. ID OJ990914_03. 9C23.C2 
Strand 

End 10832 

Method TBLASTX : Wheat 

End 2 907 

Score 7 9 

.1554, 1638. .2024, 1923. .2327, 
.2907 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990914 03.9C23.C2 



10832 

TBLASTX : Soybean 
3038 
71 

2141, 2029. .2415, 2034. .2441, 
2679, 2577. .2747, 2649. .2891, 



Seq. No. 26168 .Seq. ID 

Gene No. ■ 54233 Strand 

Start 8673 End 

Name OJ990914_03. 9C23 . C2 . o2 . tc Method 

Start 1461 End 

GI none Score 

Exons 1461.. 1829, 1462.. 1815, 1464.. 1676, 

1698. .1931, 1756. .1887, 2115. .2435, 



OJ990914_03.9C23.C2 
10832 

TBLASTX: Cress 
3059 
100 

1689. .1916, 1698. .1931, 
2133.. 2288, 2298.. 2732, 



2340. .2525, 2356. .2586, 2599.-2892, 2607. .2891, 2658. .3053, 
2664.. 2825, 2822.. 2890, 2826.. 3056, 2910.. 3059, 2922.. 3056 



Seq. No. 26168 

Gene No. 54233 

Start 8673 

Name OJ990914J33 . 9C23 . C2 . o2 . gs 

Start 8673 

GI none 
Exons 



Seq. ID OJ990914_03. 9C23.C2 



Strand 
End 

Method 

End 

Score 



10832 
GEN SCAN 
10832 
.43 



8673. .8710, 8973. .9071, 10103 .. 10287 , 10777. .10832 



Seq. No. 


26168 






Seq. ID 


OJ990914_03.9C23 


.C2 


Gene No. 


54234 






Strand 






Start 


11955 






End 


12615 




Name 


OJ990914 03. 


9C23.C2, 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


11955 






End 


12279 




GI 


none 






Score 


277 




Exons 


11955. .12275 


, 11956, 


. .12279 








Seq. No. 


26168 






Seq. ID 


OJ990914_03.9C23 


,C2 


Gene No. 


54234 






Strand 






Start 


11955 






End 


12615 




Name 


OJ990914 03. 


9C23.C2. 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


11998 






End 


12615 




GI 


none 






Score 


201 





26160 




Exons 


11998. .12279, 12034 .. 12303, 12334.. 12615 


Seq. No. 


26169 




Seq. ID 


OJ990914_03.9C23.C3 


t^ene ino . 


■S4 9^S 
jit jj 




O Ul Cll Iv-l 




Start . 


1 4 69 

X ft \J £. 






1767 


Name * 




gs 


Mo +■ Vi r\ r\ 


\3 Hi IN O V^rtlN 


Start 


14 69 ~ 

X ft 




Fnri 

L-tLl\JL 


1767 


GI 


none 






7^ 
• / j 


Exons 


1462 1767 








Seq. No.* 


961 6Q 




Seq. ID 


OJ990914_03.9C23.C3 


Gene No. 


54236 




Strand 




Start 


978 




End 


1107 


Name 


Pj.TQQDQI 4 PR QP9^ P^ nl 




Method 


AAT/GAP 


Start 


Q7 ft _ 

-7/0 




End 


1107 


GI 






Score 


167 


Exons 


Q7 ft 1 1 f)7 
r? / o • • x x u / 








GI Descrip. 


* 4 R^RQOS /ernih 1 PAFHQ64 9 1 


I 5.0e 


-36 (AL04 9482) putative protein 




Lr\X aJJXU.(jpoXo • LlldXXGiIlci J 








Seq. No. 


26170 




Seq*. ID 


OJ990914_03. 9C23.C4 


Gene No. 


54237 




Strand 


+ 




4 9Q 
ft z ^ 




End 


5239 


Name 


PTQQfiQ14 fR QP9^ P4 nl 
KJO yy\Jy X ft Uj. 3^tJ.i-'4 ,U1. 


gs 


Method 


GEN SCAN 


Start 


4 9 Q 
fi z y 




End 


3518 


GI - 


none 




Score 


.44 


Exons 


49Q 4Qft 614 719 7Q4 
fiZi?..fiyo, D±ft../XZ, / z?** 


ft 69 


946. .1115, 1194. .1284, 1474. .H 




1711 iP4i i ft 

X / XX. .XoftX, jUII . . Jjio 








Seq. No. 


26170 




Seq. ID 


OJ990914_03.9C23.C4 


Gene No. 


54237 




Strand 


+ 




4 9 Q 

f± z, y 




End 


5239 


Name 


PjTQQ0.Cn 4 PR QP9^ P4 nl 


np 


Method 


AAT/NAP 


Start 


1 ft^6 




End 


5095 


GI 


4 6ft PR4 1 

4 OO U Oft X 




Score 


247 


Exons 


Ifl^fi 1ft67 4496 ROQS 

IOjD. » lOD// ftftZU. .JVJ^J 








GI Descrip. 


fAFl9ft4^7^ h\/r^n1-hpa-t- -i r-^ 1 
^rir li04 J / ^ Ilyp<J LIlc L X udl 


protein [Oryza 


sativa subsp. indica] 


Seq. No. 


26170 




Seq. ID 


OJ990914_03.9C23.C4 


(jene ino . 


c 149?7 




Strand 


+ 


Start 


4 9 Q 
ft z y 




End 


5239 


Name 


P.TQQHQ1 4 PR QP9^ P4 n9 


gs 


Method 


GENSCAN 


Start 






End 


5239 


GI 


ilvJIl t. 




Score 


.95 


Exons 


*3Qftfl R^^Q 








Seq. No. 


26170 




Seq. ID 


OJ990914_03. 9C23.C4 


bene ino . 


S49?7 




Strand 


+ 


Start 


4 9 Q 




End 


5239 


Name 


P.TQQPIQ14 PR QP9"^ P4 nl 


ts 


Method 


TBLASTX: Soybean 


Start 


4508 




End 


4990 


GI 


none 




Score 


103 


Exons 


4508. .4648, 4718. .4774, 


4817. 


.4990 




Seq. No. 


26171 




Seq. ID 


OJ990914_03.9C23.C5 


Gene No. 


54238 




Strand 




Start 


610 




End 


5186 



26161 



Name 


OJ990914 03.9C23.C5.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


605 




End 


849 




GI 


none 




Score 


41 




Exons 


605.. 667, 637.. 849, 728 


. .817 








Seq. No. 


26171 




Seq. ID 


OJ.990914_03.9C23. 


C5 


Gene No. 


54238 




Strand 






Start 


610 




End 


5186 




Name 


OJ990914 03.9C23.C5.ol. 


gs 


Method 


GEN SCAN 




Start 


610 




End 


5183 




GI 


none 




Score 


.96 




Exons 


610. .1858, 1939. .5183 










Seq. No. 


26171 




Seq. ID 


OJ990914_03.9C23. 


C5 


Gene No. 


54238 




Strand 






Start 


610 




T-i _i 

End 


olob 




Name 


OJ990914 03.9C23.C5.ol. 


np 


Method 


AAT/NAP 




Start 


613 




End 


5186 




GI 


4680179 1 




Score 


6602 




Exons 


613. .5186 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


26171 




Seq. ID 


OJ990914_03. 9C23. 


C5 


Gene No. 


54238 




Strand 






Start 


610 




End 


5186 




Name 


OJ990914 03.9C23.C5.o6. 


tw 


Method 


TBLASTX: Wheat. , 




Start 


658 




End 


991 




GI 


none 




Score 


109 




Exons 


658. .990, 722. .991 










Seq. No. 


26171 




Seq. ID 


OJ990914_03.9C23. 


C5 


Gene No. 


54238 




Strand 






Start 


610 




End 


5186 




Name 


OJ990914 03.9C23.C5.ol. 


tm. 


Method 


TBLASTX: Maize 




Start 


850 




End 


1437 




GI 


none " 




Score 


148 




Exons 


850. .1119, 851.-1111, 866. .1162, 1180 


..1278, 1181. .1276, 






1210. .1278, 1276. .1437, 


1283. 


.1429, 1285. .1431 




Seq. No. 


26171 




Seq. ID 


OJ990914_03.9C23. 


C5 


Gene No. 


54238 




Strand 






Start 


610 




End 


5186 




Name 


OJ990914 03.9C23.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


991 




End 


1617 




GI 


none 




Score 


349 




Exons 


991. .1617, 992. .1561 










Seq. No. 


26171 




Seq. ID 


OJ990914_03.9C23. 


C5 


Gene No. 


54238 




Strand 






Start 


610 




End 


5186 




Name 


OJ990914 03.9C23.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


I486 




End 


. 1778 




GI 1 


none : 1 \ r '-- ; 




Score , v 


• ■ .161 




Exons' 


1486. .1776, 1490..1675, 


1495. 


.1707, 1587.. 1778 




Seq. No. 


26171 




Seq. ID 


OJ990914JD3. 9C23. 


C5 


Gene No. 


54238 




Strand 







26162 



Start 


610 








End 


5186 




Name 


OJ990914 03. 


9C23. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1576 








End 


1836 




GI ' 


none 








Score 


54 




Exons 


1576. .1644, 


1576. 


.1836, 


1730. 


.1831 ' 






Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23 


.C5 


Gene No . 


c a 0 "5 Q 








oiiana 






Start 


610 








End 


5186 




Name 


OJ990914- 03. 


9C23. 


GS.ol. 


tc 


Method 


TBLASTX: Cress 




Start * 


1600 








End 


1938 




GI 


none 








Score 


64 




Exons 


1600. .1743, 


1601. 


.1678, 


1744 . 


.1938 






Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23 


.C5 


Gene No . 










Strand 






Start 


610 








End 


5186 




Name 


OJ990914 03. 


9C23. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1624 








End 


2102 




GI 


none 








Score 


177 




Exons 


1624. .1917, 


1625. 


.1918, 


1911. 


.2102, 1923.. 2084 




Seq. No. 


26171 








oeq. LU 




-C5 


Gene No . 


54238 








o rrana 






Start 


610 










R i p £ 




Name 


OJ990914 03*.9C23. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2106 








End 


2615 




GI 


none 








Score 






Exons 


2106. .2615, 


2197. 


.2583 










Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23 


.C5 


Gene No . 


54238 








Strand 






Start 


610 








End 


5186 




Name 


OJ990914 03. 


9C23. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2190 








End 


2543 




GI 


none 








Score 


155 




Exons 


2190. .2543, 


2205. 


.2501, 


2365. 


.2541 






Seq. No. 


26171 








Seq. ID 


OJ990914JD3.9C23 


.C5 


Gene No . 


54238 








Strand 






Start 


610 








End 


5186 




Name 


OJ990914 03. 


9C23. 


C5.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2364 








End 


2606 




GI 


none 








Score 


197 




Exons 


2364. .2606 














Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23 


-C5 


Gene No . 


54238 








Strand 






Start 


610 








End 


5186 




Name 


OJ990914 03. 


9C23. 


C5.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2580 








End 


3080 




GI 


none 








Score 


158 




Exons 


2580. .2915, • 


2901. 


.3080" 










Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23 


.C5 


Gene No. 


54238 








Strand 






Start 


610 








End 


5186 





26163 




Name 


OJ990914 03 


.9C23 


.C5.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2616 








End 


2918 


GI 


none 








Score 


201 


Exons 


2616. .2918, 


2617 


. .2880 








Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23.C5 


Gene No. 


54238 








Strand 




Start 


610 








End 


5186 


Name 


OJ990914 03 


.9C23 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2631 








End 


3026 - ■ 


GI 


none 








Score 


126 


Exons 


2631.. 2990, 


2632 


. .2874, 


2849. 


.2983, 2913. .2987, 2994. .3026 




2994. .3026 












Seq. No. 


26171 








Seq. ID 


OJ990914_03. 9C23.C5 


Gene No. 


54238 








Strand 




Start 


610 








End 


5186 


Name 


OJ990914 03 


. 9C23 


.C5..o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2967 








End 


3453 


GI 


none 








Score 


208 


Exons 


2967. .3449, 


3009 


. .3449, 


3010. 


.3453 




Seq. No. 


26171 








Seq. ID 


OJ990914_03.9C23.C5 


Gene No. 


54238 








Strand 




Start " 


610 * 








End 


5186 


Name 


OJ990914 ,03 


. 9C23 


.C5.o5. 


tm 


Method 


"TBLASTX : Mai ze 


Start 


3148 








End . 


3440 


GI 


none 








Score . 


152 


Exons 


3148. .3339, 


3150 


. .3440, 


3367. 


.3438 




Seq. No. 


26171 








Seq. ID 


OJ990914J33. 9C23.C5 


Gene No. 


54238 








Strand 




Start 


610 








End 


5186 


Name 


OJ990914 03 


. 9C23 


.C5.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


3624 








End 


3978 


GI 


none 








Score 


79 


Exons 


3624. .3977, 


3660 


. .3794, 


3883. 


.3978 




Seq. No. 


26171 


- 






Seq. ID 


OJ990914_03.9C23.C5 


Gene No. 


54238 








Strand 




Start 


610 








End 


5186 


Name 


OJ990914 03 


. 9C23 


.C5.o6. 


tm . 


Method 


TBLASTX: Maize 


Start 


3711 








End 


4031 


GI 


none 








Score 


209 


Exons 


3711. .4031 












Seq. No. 


26171 








Seq. ID 


OJ990914_03. 9C23.C5 


Gene No. 


54238 








Strand 




Start 


610 








End 


5186 


Name 


OJ990914 03 


.9C23 


.C5.o8. 


tm 


Method 


TBLASTX : Mai ze 


Start 


4377 








End 


4673 


GI 


none 








Score 


110 


Exons 


4377. .46.73, 


. 4486 


. .4 656 








Seq. No. 


26171 








Seq. ID 


OJ990914_03. 9C23.C5 


Gene No. 


54238 








Strand 




Start 


610 








End 


5186 



26164 



Name 


OJ990914 03.9C23.C5.o7.tw 


Method 


TBLASTX: Wheat 


Start 


4554 


End 


4917 


GI 


none 


Score 


79 


Exons 


4554.. 4913, 4555.. 4788, 4813 


. .4917 




Seq. No. 


26172 


Seq. ID 


- 

OJ990914 03.9C23 


Gene No. 


54239 


Strand 


+ 


Of arf 


477 


End 


6413 


Name 


OJ990914 03.9C23.C8.ol.gs 


Method 


GENSCAN 


Start 


477 


End 


6413 


GI 


none 


Score 


.66 


Exons 


477. .533, 890. .942, 1537. .1999, 3019.. 


3066, 3538.. 3609, 




5148.. 5328, 5419.. 5465, 5670 


. .5693, 6219. .6413 


Seq. No. 


26172 * 


Seq. ID 


OJ990914JD3. 9C23 


bene ino . 


54240 


Strand 


+ 


Start 


11701 


End 


12192 


Name 


OJ990914 03.9C23.C8.o3.gs 


Method 


GENSCAN 


Start 


11701 


End 


12192 


GI 


none 


Score 


.72 


Exons 


11701. .11739, ,11750. .12016, 


12052. .12192 


Seq. No. 


26172 


Seq. ID 


OJ990914_03.9C23 


Gene No. 


54241 


Strand 


+ 


Start 


13095 


End 


15558 


Name 


OJ990914 03.9.C23.C8.ol.np ' 


Method 


-AAT/NAP ; ' 


Start 


12704 


End 


15558 


GI 


1351904 


Score 


1169 


Exons 


12704. .12801, 13056. .13115, 


13574. .13644, 14065 .. 14439, 




14657. .14745, 15247. .15558 






GI Descrip. 


B I FUNCT I ONAL AS PARTOKINASE/HOMOSERINE 


DEHYDROGENASE 1, 



CHLOROPLAST PRECURSOR (AK-HD 1) (AK-HSDH 1) [INCLUDES: 

AS P ARTOK I N AS E ; HOMOSERINE DEHYDROGENASE ] gi 1500851 (L33912) 

aspartate kinase-homoserine dehydrogenase [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26172 
54241 
13095 

OJ990914JD3 . 9C23 . C8 . o4 . gs 

13095 

none 



Seq. ID OJ990914_03.9C23.C8 

Strand + 

End 15558 

Method GENSCAN 

End 15550 

Score .74 



13095. .13189, 13577. .13641, 14065 14439, 14 657 1474 5, 
15247. .15550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26172 
54242 
7417 

OJ990914_03 . 9C23 . C8 . o2 . gs 

7417 

none 



Seq. ID OJ990914_03. 9C23.C8 
Strand 

End 10065 

Method GENSCAN 

End 10065 

Score .7 



7417. .7571, 8644. .8830, 8984. .9147, 9403. .9487, 9958. .10065 



Seq. No. 26172 

Gene No. 54243 

Start 13575 

Name OJ990914_03 . 9C23 . C8 . ol . tm 

Start 13575 



Seq. ID OJ990914_03;9C23.C8 
Strand 

End 15616 

Method TBLASTX : Mai ze 

End 15566 



26165 



GI 

Exons 



none Score 69 

13575. .13649, 13576 .. 13656, 14063 14431, 14085 . . 14 4 4 1 , 

14093. .14437, 14 100 .. 14438, 14644 .. 14745, 14 654 .. 14 74 3, 

14655. .14744, 15242 .. 15370, 1524 4 .. 1554 9, 1524 4 1554 9, 
15246.. 15566 



Seq. No. 26172 
Gene No. . 54243 
Start 13575 

Name OJ990914_03 . 9C23 . C8 . ol . ts 

Start 14100 
GI none 
Exons 14100. . 14438, 

14644. .14745, 

15249. .15359, 

15548. .15616 



14102. .14437, 
14654. .14728, 
15259. .15369, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14106. .14441, 
14655. .14744, 



OJ990914 03.9C23.C8 



15616 

TBLASTX: Soybean 
15616 
440 

14272. .14442, 
15244. .15360, 



15354. .1547 6, 15373. .15477, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26173 
54244 
686 

OJ990914_03.9C23.C9.ol.np 
686 

1351904 



Seq. ID 
Strand . 
End 

Method 
End 
Score 

686. .740, 1051. .1256, 1535. .1622, 1696. .1809, 2799, 
2984. .3178, 4078. .4160, 4802. .4888 

BI FUNCTIONAL ASPARTOKINASE/HOMOSERINE DEHYDROGENASE 1, 
CHLOROPLAST PRECURSOR (AK-HD 1)' (AK-HSDH 1) [INCLUDES: 
AS PART OK IN AS E ; HOMOSERINE DEHYDROGENASE ] gi 1500851 (L33912) 
aspartate kinase-homoserine dehydrogenase [Zea mays] 



OJ990914JD3. 9C23.C9 
+ 

4888 
.AAT/NAP 
4888 
1225 

.2897, 



Seq. No. 26173 

Gene No. 54244 

Start 686 

Name OJ990914_03 . 9C23 . C9 . ol . gs 

Start 1159 

GI none 

Exons 1159. .1256, 1535. .1622, 1687. 
4078. .4173 



OJ990914_03. 9C23.C9 
+ 

4888 
GENS CAN 
4173 
.85 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1809, 2799. .2897, 2984. .3178, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26173 Seq. ID OJ990914JD3 . 9C23 . C9 

54244 Strand + 

686 End 4888 

OJ990914_03 . 9C23 . C9 . ol . gp Method AAT/GAP 

2798 End 3180 

13483_1.R1084 Score 480 

2798.. 2897, 2984.. 3180 

, 1351904/sp|P4 9079|AKHl_MAIZE 3.0e-39 B I FUNCTIONAL 
AS PARTOKINASE /HOMOSERINE DEHYDROGENASE 1, CHLOROPLAST PRECURSOR 
(AK-HD 1) (AK-HSDH 1) [INCLUDES: AS PARTOK I NAS E ; HOMOSERINE 
DEHYDROGENASE ] >gi_500851 (L33912) aspartate kinase-homoserine 
dehydrogenase [Zea mays] ' 



26173 
54245 
4802 

OJ990914 
686 



03.9C23.C9.ol.tm 



Seq. ID OJ990914__03.9C23.C9 

Strand' + 

End 4888 

Method TBLASTX : Mai ze 

End 4886 



26166 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 88 

686. .739, 687. .740, 1041. .1151, 1049. .1153, 1050. .1151, 



1051. .1152, 1141. 

1535.. 1633, 1536. 

2793. .2888, 2796. 

2983.. 3180, 2983. 



.1257, 1143. 

,1631, 1692. 

.2897, 2798. 

.3177, 4075. 



.1256, 1144. .1257, 1532. .1624, 

.1811, 1693. .1812, 1693. .1812, 

.2899, 2798.-2893, 2981. .3178, 

.4158, 4075. .4158, 4077. .4166, 



4803.. 4886, 4803 v .-4883 

26173 
54245 
4802 

OJ990914_03 .9C23.C9.o2. ts 
687 
none 

687. .740, 1041. .1169, 1050. .1178, 1051. .1194, 1051. .1200, 
1182. .1256, 1183. .1257, 1535. .1624, 1535. .1618, 1536. .1631, 
1692. .1742, 1693. .1797, 1695. .1796, 1849. .1896 



Seq. ID OJ990914_03.9C23.C9 

Strand + 

End 4888 

Method TBLASTX : Soybean 

End 1896 

Score 84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26173 
54245 
4802 

0 J9 90 91 4_03 .9C23.C9.ol. tc 

1087 

none 

1087. .1185, 
1633, 



1535 
2792 



1089. 
1536. 
.2902, 2796. 



.1184, 1180. 
.1631, 1692. 
.2894, 2980. 



26173 
54245 ' 
4802 

OJ990914_03 .9C23.C9.ol. ts 

2852 

none 

2852. .2902, 2853. .2897, 2981. 
4075. .4158, 4803. .4883 

26173 
54245 
4802 

OJ990914_03 . 9C23 . C9 . ol . tw 

2852 

none 

2852.. 2896, 2853.. 2897, 2854. 
2981. .3181, 4075. .4167, 4075. 
4803. .4862 



Seq. ID OJ990914_03.9C23.C9 

Strand + 

End 4888 

Method TBLASTX: Cress 

End 3040 

Score 141 

.1323, 1207. .1257, 1534. .1632, 
.1796, 1693. .1812, 2792.. 2887, 
.3039, 2984. .3040 

Seq. ID OJ990914_03.9C23.C9 

Strand + 

End 4888 

Method TBLASTX : Soybean 

End 4883 

Score 63 
.3178, 2983.. 3186, 2983.. 3177, 



Seq. ID OJ990914_03.9C23.C9 

Strand + 

End 4888 

Method TBLASTX : Wheat 

End 4862 

Score 66 

.2901, 2855.-2899, 2980.. 3180, 
.4161, 4080.. 4175, 4803.. 4862, 



Seq. No. 26173 Seq. ID OJ990914_03 . 9C23 . C9 

Gene No. 54245 Strand + 

Start 4802 End 4888 

Name OJ990914_03. 9C23 . C9 . o3 . gp Method AAT/GAP 

Start 4802 End 4888 

GI 13483_1.R1084 Score 174 

Exons 4802.. 4888 

GI Descrip. ' 1351'904/sp I P49079 | AKH1_MAIZE 3 . Oe-39 * BIFUNCTIONAL 

AS PARTOKINASE/ HOMOS ERINE DEHYDROGENASE 1, CHLOROPLAST PRECURSOR 
(AK-HD 1} (AK-HSDH 1) [INCLUDES: AS PARTOKINASE ; HOMOSERINE 



26167 



DEHYDROGENASE ] >gi_500851 (L33912) aspartate kinase-homoserine 
dehydrogenase [Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

.Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26174 Seq. ID 

5424 6 . Strand 
1 End 
OJ990914_03. 9C23.C10.ol.np Method 
1 End 
1351904 Score 
1..25, 142. .367, 638.-783, 938. .1073, 
2715. .2956 

BI FUNCTIONAL AS PARTOKINASE/HOMOSERINE DEHYDROGENASE 1, 
CHLOROPLAST PRECURSOR (AK-HD 1) (AK-HSDH 1) [INCLUDES: 
AS PART OK I N AS E ; HOMOSERINE DEHYDROGENASE ] gi 1500851 (L33912] 
aspartate kinase-homoserine dehydrogenase [Zea mays] 



OJ990914_03.9C23.C10 
+ 

6609 
AAT/NAP 
2956 
1269 

2133. .2216, 2285 



2377, 



OJ990914_03.9C23.C10 
+ 

6609 
AAT/GAP 
696 
523 



26174 Seq. ID 

54246 Strand 
1 End 
OJ990914_03.9C23.C10.ol.gp Method 
142 End 
13483_1.R1084 Score 
142.. 367, 638.. 696 

, 1351904/sp|P49079|AKHl_MAIZE 3..0e-39 B I FUNCTIONAL 
AS P ARTOK I N AS E / HOMO SERINE DEHYDROGENASE 1, CHLOROPLAST PRECURSOR 
(AK-HD 1) (AK-HSDH 1) [INCLUDES: AS PART OK IN AS E ; HOMOSERINE " ' 
DEHYDROGENASE ] >gi_500851 (L33912) aspartate kinase-homoserine 
dehydrogenase [Zea mays] 1 



Seq. ID OJ990914_03.9C23.C10 



26174 
54246 
1 

OJ990914_03.9C23.C10.ol.gs 
142 
none 

142. .367, 638. .783, 938. .1073, 2285 24 05, '2715 . .2893, 
6340. .6609 



Strand 
End 

Method 

End 

Score 



+ 

6609 
GENSCAN 
6609 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26174 
54246 
1 

OJ990914_03.9C23.C10.o3.gp 



2136 
2310826 
2136. .2216, 



OJ990914_03.9C23.C10 
+ 

6609 
AAT/GAP 
2946 
682 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2946 

1351904/sp| P49079|AKH1_MAIZE 3.0e-39 B I FUNCTIONAL 

AS PARTOKINASE/HOMOSERINE DEHYDROGENASE 1, CHLOROPLAST PRECURSOR 
(AK-HD 1) (AK-HSDH 1) [INCLUDES: AS PARTOKINASE ; HOMOSERINE 
DEHYDROGENASE ] >gi_500851 (L33912) aspartate kinase-homoserine 
dehydrogenase [Zea mays] 



2285. .2377, 2715. 



26174 Seq. ID 

54247 . Strand 
6759 End 

OJ990914_03 . 9C23 . C10 . o4 . gp Method 
6759 End 
none Score 



OJ990914_03 . 9C23 .'CIO 
+ 

10986 
AAT/GAP 
7711 
924 



26168 






Exons 


6759. .6840, 


7268. .7711 








Seq. No. 


26174 




Seq. ID 


OJ990914_03. 9C23.C10 




Gene No. 


54247 




Strand 


+ 




Start 


6759 




End 


10986 




Name 


OJ990914 03 


. 9C23.C10.o2.gs 


Method 


GEN SCAN 




Start 


7342 




End 


10986 




GI 


none 




Score 


1 




Exons 


7342. .109.86 










Seq. No. 


26174 




Seq. ID 


OJ990914_03 . 9C23 . C10 




Gene No. 


54247 




Strand 


+ 




Start 


6759 




End 


10986 




Name 


OJ990914 03 


.9C23.C10.o2.np 


Method 


AAT/NAP 




Start 


7346 




End 


10983 




GI 


3953479 




Score 


2988 




Exons 


7346. .7733, 


7887. .10983 








GI Descrip. 


(AC002328) 


F2202.24 [Arabidopsis thaliana] 




Seq. No. 


26174 




Seq. ID 


OJ990914_03. 9C23.C10 




Gene No . 


54248 




Strand 






Start 


10776 




End 


11347 




Name 


OJ990914 03 


.9C23.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


138 




End 


2965 . 




GI 


none 




Score 


372 




Exons 


138. .242, 143. .379, 143. .364, 


625. .783 


, 626. .781, 646. .783, 


; i J 




906. .1073, 


934. .1074, 936. .1082, 953.. 


1075, 1018. .1092, 


eft 




2130. .2216, 


2130.. 2213, 2132. 


.2215, 2279. .2398, 2284. .2328, 


ry 




2300. .2404, 


2709.. 2756, 2713. 


.2787, 2756. .2905, 2757. .2873, 


: 's 




2779. .2904, 


2813.. 2905, 2905. 


.2958, 2906.. 2965 


US 

St 


Seq. No. 


26174 




Seq. ID 


OJ990914_03. 9C23.C10 




Gene No. 


54248 




Strand 




\ LP 


Start 


10776 




End 


11347 




Name 


OJ990914 03 


.9C23.C10.o2.ts 


Method 


TBLASTX : Soybean 


□ 


Start 


142 




End 


2965 




GI 


none 




Score 


278 


j J 


Exons 


142. .363, 143. .3.79, 188. .367, 


625. .783 


, 626. .781, 630. .791, 






936. .1082, 


938... 1096, 953.. 1075, 1024. 


.1092, 2130.. 2216, 


a 




2132. .2212, 


2279.. 2398, 2297. 


.2404,- 2714. .2740, 2715. .2756, 


! itaF 




2752. .2856, 


2756.. 2965, 2770. 


.2958 






Seq. No. 


26174 




Seq. ID 


OJ990914_03. 9C23.C10 




Gene No. 


54248 




Strand 






Start 


10776 . 




End 


11347 - 




Name 


OJ990914 03 


.9C23.C10.o3.tc 


Method 


TBLASTX: Cress 




Start 


936 




End 


2962 




GI 


none 




Score 


206 




Exons 


936. .1082, 


956.. 1075, 2130.. 2216, 2132 


..2212, 2279. .2398, 






2281. .2322, 


2714. .2746, 2715. 


.2756, 2747. .2833, 2776.-2832, 






2824. .2955, 


2825. .2962 








Seq. No. 


26174 




Seq. ID 


OJ990914_03.9C23.C10' 




Gene No. 


54248 




Strand 






Start 


10776 




End 


11347 




Name 


OJ990914 03 


.9C23.C10.o4.tw 


Method 


TBLASTX: Wheat 




Start 


2845 




End. 


2959 



26169 



GI 


none 










Score 


182 






Exons 


2845. . 


2958, 


2846. 


.2959, 


2846. 


.2959 










Seq. No. 


26174 










Seq. 


ID OJ990914 


03.9C23.C10 


Gene No. * 


54248 










Strand 








Start 


10776 










End 


11347 






Name 


OJ990914 03 


.9C23. 


C10.o2 


. tc 


Method TBLASTX: 


Cress 




Start 


7741 










End 


10908 






GI 


none 










Score 


. 52 








Exons 


7741. . 


7797, 


7921. 


.8007, 


8158. 


.8211., 


8164 . . 


8211, 


8255. 


.8272, 




8277. . 


8366, 


8278. 


.8373, 


8278. 


.8373, 


8287. . 


8403, 


8338. 


.8394, 




8392. . 


8514, 


8395. 


.8532, 


8395. 


.8529, 


8398. . 


8532, 


8398. 


.8517, 




8398. . 


8514, 


8398. 


.8541, 


8413. 


.8514, 


8416. . 


8517, 


8596. 


.8673, 




8596. . 


8673, 


8660. 


.8701, 


8674. 


.8895, 


8725. . 


8832, 


8725. 


.8823, 




8725. . 


8898, 


8725. 


.8895, 


8725. 


.8901, 


8728. . 


8895, 


8728. 


.8913, 




8734. . 


8895, 


8755. 


.8823, 


8773. 


.8901, 


8872. . 


8937, 


8911. 


.9045, 




8911. . 


9186, 


8917. 


.9195, 


8917. 


.9186, 


8917. . 


9063, 


8917. 


.9213, 




8920. . 


9213, 


8923. 


.9126, 


8923. 


.9183, 


8923. . 


9186, 


8929. 


.9195, 




8992.. 


9186, 


9004. 


.9213, 


9067. 


.9195, 


-9360. . 


9668, 


9363. 


.9536, 




9373. . 


9678, 


9376. 


.9474, 


9376. 


.9678, 


9376. . 


9531, 


9376. 


.9531, 




9406. . 


9624, 


9409. 


.9753, 


9412. 


.9684, 


9412. . 


9678, 


9423. 


.9542, 




9423. . 


9539, 


9424. 


.9606, 


9424. 


.9690, 


9424. . 


9678, 


9424. 


.9678, 




9424 . . 


9678, 


9424. 


.9678, 


9516. 


.9677, 


9565. . 


9678, 


9588. 


.9677, 




9630. . 


9752, 


9631. 


.9771, 


10555 


..10692, 10572. .10691, 10759.. 10908 



Seq. No. 26174 , 

Gene No. 54248 
Start 10776 

Name OJ990914_03 . 9C23 . C10 . o3 . tw 

Start 7939 
GI none 

Exons 7939.. 8007, 8398.. 8514, 8413. 

8911.. 9114, 8923.. 9048, 8995. 
9709. .9759 



Seq. ID- OJ990914_03.9C23.C10 
Strand 

End 11347 
Method TBLASTX : Wheat 
End 9759 
Score 58 

.8532, 8668. .8895, 8776. .8895, 
.9198, 9421. .9612, 9424. .9729, 



□ Seq. No. 

Gene No. 
■2 Start 
'"Z Name 
Start 
GI 

uf Exons 



26174 
54248 
10776 

OJ990914_03.9C23.C10.o3.tm 

8170 

none 

8170.. 8211, 8170.. 8214, 8215. 
8290.. 8514,. 8398..8S32, 8404. 
8599. .8673, 8674. .8832, 8728. 
8956.. 9195, 9076.. 9216, 9097. 
9424. .9678, 9424. .9618, 9445. 
9565. .9678 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 03.9C23.C10 



11347 

TBLASTX: Maize 
9819 
58 

8286, 8227.. 8280, 8287.. 8394, 

8514, 8413. .8598, 8599. .8895, 

9114, 8920. .9246, 8923. .9276, 

9195, .9270. .9341, 9361. .9534, 

9678, 9496.. 9819, 9496.. 9678, 



Seq. No. 26174 
Gene No. 54248 
Start 10776 

Name OJ990914_03 . 9C23 . C10 . o3 . ts 

Start 8278 
Gi none 

Exons 8278.. 8394, 8278.. 8415, 8284. 

8404. .8514, 8413. .8514, 8725. 
8728..889S, 8752.. 8823, 8776. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990914 03.9C23.C10 



11347 

TBLASTX : Soybean 
9741 
64 

8400, 8395. .8514, 8398. .8517, 
8895, 8725. .8904, 8725. .8901, 
8895, 8911. .9045, 8911. .9195, 



26170 



8911.. 9276, 8917, 

8925.. 9059, 9058. 

9409.. 9699, 9412. 

9424. .9684, 9424. 

9496.. 9681, 9582. 



,9276, 8920.. 9240, 8920.. 9201, 8923.. 9183, 

9213, 9351. .9605, 9376. .9531, 9403. .9678, 

,9684, 9412. .9678, 9423. .9542, 9424. .9741, 

,9678, 9429..954S, 9438. .9533, 9478. .9678, 

,9680, 9594. .9680, 9630. .9704 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26174 
54248 
10776 

OJ990914_03.9C23.C10.ol.ts 

10009 

none 



Seq. ID OJ990914_03.9C23.C10 
Strand 

End 11347 

Method TBLASTX : Soybean 

End 10919 

Score 1056 



10009. .10782, 10014. .10103, 10019 .. 10339, 10164 .. 10772, 
10798. .10917, 10804. .10905, 10818. .10919 



Seq. No. 26174 Seq. ID- 
Gene No. 54248 Strand 
Start 10776 End 
Name OJ990914_03 . 9C23 . C10 . o4 . tjj. Method 
Start 10039 ; " End 
GI none Score 
Exons 10039. .10182, 10055.. 10180 



OJ990914_03.9C23.C10 
11347 

.TBLASTX: Maize 

10182 

197 





Seq. No. 


26174 






Seq.' ID 


OJ990914_03.9C23 


.C10 




Gene No. 


54248 






Strand 






•a k? 
) a \ 


Start 


10776 






End 


11347 




'It 


Name 


OJ990914 03.9C23.C10. 


o2.tw 


Method 


TBLASTX: Wheat 






Start 


10063 






" End 


10344 




i y 


GI 


none 






Score 


219 






Exons 


10063. 


.10344 










Ul 


Seq. No. 


26174 






Seq. ID 


OJ990914_03.9C23 


.C10 




Gene No. 


54248 






Strand 






ru 


Start 


10776 






End 


11347 






Name 


OJ990914 03.9C23fC10. 


ol. tc 


Method 


TBLASTX: Cress 






Start 


10066 






End 


10523 




! i * 


GI 


none. 






Score . 


607 




:s =s 


Exons 


10066. 


.10521, 10087.. 


10521, 


10167. .10523, 10362.. 10523 






Seq. No. 


26174 






Seq. ID 


OJ990914JD3.9C23 


.C10 


n 

■a ir 


Gene No. 


54248 






Strand 








Start 


10776 






End 


11347 




! !! t:r 


Name 


OJ990914 03.9C23.C10. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


10182 






End 


10914 






GI 


none 






Score 


116 






Exons 


10182. 


.10322, 10187.. 


10492, 


10188. .10715, 10189. .10716, 








10707. 


.10778, 10708.. 


10782, 


10797. .10898, 10798 .. 10914 , 








10813. 


.10914 












Seq. No. 


26174 






Seq. ID 


OJ990914_03.9C23 


.C10 




Gene No. 


54248 






Strand 








Start 


10776 






End 


11347 






Name 


OJ990914 03.9C23.C10. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


10350 






End 


10689 . 






GI 


none 






Score 


200 






Exons 


10350. 


.10532, 10363.. 


10569, 


10566. .10685, 10567. .10689 





26171 



Seq. No. 


26174 


Seq. ID 


ATQQAOI A AO Ar>0 "3 /"*• 1 A 

OJyyU914 03.9C23.C10 


Gene No. 


C A O A O 

54248 


Strand 




Start 


10776 


End 


11347 


Name 


OJ990914_03 .;9C23 . CIO . o5 . gp 


Method 


AAT/GAP 


Start 


1 U / / 6 li, . ■ 


End 


11347 


GI 


a n o a t i-» 1 * no A 

49934 1.R1U84 


Score 


1100 


Exons 


10776. . 11347 






GI Descrip. 


3953479 2.0e-ll (AC002328) 


F2202.24 [Arabidopsis thaliana] ' 


Seq. No. 


26175 


Seq. ID 


OJ990914 03.9C23.C11 


Gene No. 


54249 


Strand 


+ 


Start 


6098 


End 


6244 


Name 


OJ990914 03.9c23.c11.02.gs 


Method 


GENSCAN 


Start 


6098 


End 


6244 


GI 


none 


Score 


.84 


Exons 


rn no o a a 

6098 . . 6244 






Seq. Nq,<£j*!v 


- "^i /" I T C • 

.^,12 6,175. . % ■ - . - . . - , 


- Seq.. ID 


OJ990914_03.9C23.CL1 . 


Gene No .J r \ 


- -^^250 


,. Strand.- : 


+ " ' " *-r ■ • v- : / : 


Start 


'8032- 


r Encf ' * * 


21395 


Name 


OJ990914 03 . 9C23 . Cll . o3 . gs 


Method 


GENSCAN 


Start 


8032 


End 


21395 


GI 


none 


Score 


.52 


Exons 


o nno o a a vi o c a o Q C C £ AO I £ 

8032.. 80,94, 8502.. 8666, 9816 


..9963, 10224. .10390, 10777.. 109 




i a a a c i i ado i i a t >i i i i c /i 

10995 ... 11030, 11074 11154 , 


11406. .11551, 11956. .12064, 




15198. .15356, 15448; .15531, 


15575. .15764, 16140. .16195, 




17843 .. 18084 , 18163 18273, 


20427. .20628, 21070.. 21395 


Seq. No. 


26175 


Seq. ID 


OJ990914_03.9C23.C11 


Gene No. 


54250 


Strand 


+ 


Start 


8032 


End 


21395 


Name 


a mnnm a a*3 npoo /"■< i i — i 

OJ990914 03 . 9C23 . Cll . ol . gp 


Method 


AAT/GAP 


Start 


17984 


End 


18474 


GI 


2311818 


Score 


479 


Exons 


17984 18084 , 18163 .. 18273, 


18351. .18474 


Seq. No. 


26175 


Seq. ID 


OJ990914_03.9C23.C11 


Gene No 


C A A C A 

54250 


Strand 


+ 


otart 


'8032 


End 


21395 


Name 


OJ990914 03.9C23.Cll.o3.gp 


Method 


AAT/GAP 


Start 


19347 


End 


19583 


GI 


57406 2.R1084 


Score 


368 


Exons 


19347. .19583 






GI Descrip. 


'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence' 






Seq. No. 


26175 


Seq. ID 


OJ990914_03.9C23.C11 


Gene No. 


54251 


Strand 




Start 


2784 


End 


3212 


Name 


OJ990914 03.9C23.Cll.ol.np 


Method 


AAT/NAP 


u Lai L 


2784 


End 


3212 


GI 


6006381 


Score 


377 


Exons 


2784. .3212 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


26175 


Seq. ID 


OJ990914_03. 9C23.C11 



26172 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54252 
14686 

OJ990914_03.9C23.Cll.ol.tm 

10249 

none 

10249. .10371, 10250. .10399, 
10491. .10529, 10493. .10681, 



Strand 
End 

Method 

End 

Score 
10403. .10495, 
10587. .10721 



18470 

TBLASTX: Maize 
10721 
132 

10425. .10493, 



26175 Seq. ID 

.54252 ■-. Strand 

14686 End 18470 

OJ990914_03 . 9C23 . Cll . o2 . np Method AAT/NAP 
14686 End 18470 

5295955 Score 730 

14686. .15258, 15298 .. 15373, 154 53 .. 15757 , 15801, 
16603. .16717, 17260.. 17352, 180.05.. 18222, 18251, 
18337. .18470 

.(AB026295) Similar to Epstein-Barr virus 
tza. sativa] " 



OJ990914 03.9C23.C11 



.15923, 
.18306, 



(EBV) .genome. (V01555) 



26176 Seq. ID 

54253 Strand 

358 End 

OJ990914_03 . 9C23 . C12 . ol . tm Method 

355 End 

none Score 



OJ990914_03.9C23.C12 
1497 

TBLASTX: Maize 

14 97 

344 



355. .738, 355. .717, 356. .736, 1076. .1282, 1091. 
1351.. 1497, 1355.. 1468 



,1255, 



26176 Seq. ID 

54253 Strand 

358 End 
OJ990914_03.9C23.C12.ol.gs' Method 

358 End 

none v Score 

358.. 764, 1078.. 1282, 1354.. 1467 



OJ990914_03.9C23.C12 

1497 
GEN SCAN 
1467 . 
.88 



26177 * Seq. ID OJ990914_03.9C23.C13 

54254 Strand + 

769 End 864 

OJ990914_03 . 9C23 . C13 . ol . gp Method AAT/GAP 

769 End 864 

LIB3477-003-P1-K1-E9 Score 143 

769.. 864 

! 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 26177 Seq. ID 

Gene No. 54255 Strand 

Start 619 End 

Name OJ990914_03 . 9C23 . C13 . ol . gs Method 

Start 619 End 

GI none Score 

Exons 619.. 708 



OJ990914_03.9C23.C13 
708 

GENSCAN 

708 

.69 



Seq. No. 



26178 



Seq. ID OJ990914_03.9C23.C15 



26173 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54256 Strand + 

6078 End 10252 

OJ990914_03. 9C23.C15.ol.np Method AAT/NAP 

6078 End 10252 

5042463 Score 365 

6078. .6106, 7705. .7892, 8574. .8731, 8778. .8860, 10195. .10252 

(AC007789) unknown protein [Oryza sativa] 



Seq. No. 


26178 


Seq. ID 


OJ990914 


_03. 


9C23 


-C15 


Gene No. 


54257 


Strand 










Start 


9764 


End 


10030 








Name 


OJ990914 03.9C23.C15.o2.gs 


Method 


GENSCAN 








Start 


9764 


End 


10030 








GI 


none 


Score 


.59 








Exons 


9764. .9789, 9991. .10030 












Seq. No. 


26179 


Seq. ID 


OJ990914 


_03. 


9C23 


.C16 


Gene No. 


54258, 


St-r-and 


+ 








Start !"•-.' 


.1 :' ,- ' ' .. y : . , . 


Encf 


1881 








Name 


Oj99091'4 03.9C23:C16.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1881 








GI 


5852182 


Score 


156 








Exons 


1..35, 552.. 756, 1859.. 1881 












GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 










Seq. No. 


26179 " " 


Seq. ID 


OJ990914_ 


_03. 


9C23 


.C16 


Gene No. 


54258 


Strand 


+ 








Start 


1 


End 


1881 








Name 


OJ990914 03.9C23.C16.ol.gs 


Method 


GENSCAN 








Start 


96 


End 


601 








GI 


none 


Score 


.68 








Exons 


96. .125, 552. .601 












Seq. No. 


26179 


Seq. ID 


. OJ990914_ 


_03. 


9C23 


.C16 


Gene No. 


54259 


Strand, 










Start 


2538 


End 


2647 








Name 


OJ990914 03. 9C23.C16.o2.gs 


Method 


GENSCAN 








Start 


2538 


End 


2647 








GI 


none 


Score 


.59 








Exons 


2538. .2647 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26180 
54260 
6668 

OJ990914_03. 9C23.C17.o2.gs 

6668 

none 



Seq. ID OJ990914 03.9C23.C17 



Strand 
End 

Method 

End 

Score 



+ 

9943 
GENSCAN 
9943 
.82 



6668. .6723, 8462. .8536, 9434. .9641, 9647.. 9943 



26180 
54261 
11842 

OJ990914JD3. 9C23.C17.ol.np 
11842 
4914429 

11842. .11883, 12802. .13094, 13253 .. 13352, 13622.. 13640 
(AL050351) SEC14-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914_ 
+ 

13640 
AAT/NAP 
13640 
352 



03. 9C23.C17 



26174 




Seq. No. 


26180 


Seq. ID 


OJ990914_03.9C23.C17 


Gene No. 


54261 


Strand 


+ 


Start 


11842 


End 


13640 


Name 


OJ990914 03.9C23.C17.o4.gs 


Method 


GENSCAN 


Start 


12796 


End 


13352 


GI 


none 


Score 


.82 


Exons 


12796. . 13094, 13253. . 13352 






Seq. No. 


26180 


Seq. ID 


OJ990914_03.9C23.C17" 


Gene No. 


54262 


Strand 




Start 


10537 


End 


12219 


Name 


OJ990914 03.9C23.C17.o3.gs 


Method 


GENSCAN 


Start 


10537 


End 


12219 


GI 


none 


Score 


.87 


Exons 


10537. .10913, 10915. .10983, 


12156. .12219 


Seq. No. 


26180 


Seq. ID 


.OJ990914_03.9C23.C17 


G§pe No . 


54263 ' -* 


..Strand 




'ftart • 


12775 " 


End 


12941 


Name 


OJ990914 03. 9C23.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


12775 


End 


12941 


GI 


none 


Score 


172 


Exons . 


12775. .12885, 12775. .12882, 


12779. .12901, 12881-.,. 12931, 




12885.. 12941 






Seq. No. 


26181 


Seq. ID 


OJ990804_04.9C23.C1 


Gene No. 


54264 


Strand 




Start 


328 


End 


387 


Name 


OJ990804 04.9C23.Cl.ol.gs 


Method 


GENSCAN 


Start 


328 


End 


387 


GI 


none 


Score 


.76 


Exons 


328. .387 






Seq. No. 


26182 


Seq. ID 


OJ990804_04.9C23.C2 


Gene No. 


54265 


Strand 


+ 


Start- 


333 


End 


440 


Name 


OJ990804 04.9C23.C2.ol.gp 


Method 


AAT/GAP 


Start 


333 


End 


440 


GI 


LIB3477-003-P1-K1-E9 


Score 


123 


Exons 


333. .440 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


26183 


Seq. ID 


OJ990804_04.9C23.C3 


Gene No. 


54266 


Strand 


+ 


Start 


468 


End 


632 


Name 


OJ990804 04 . 9C23 . C3 . ol . gs 


Method 


GENSCAN 


Start 


468 


End 


632 




none 


Score 


.59 


Exons 


468. .632 






Seq. No. 


26184 . 


Seq. ID 


OJ990804_04.9C23.C4 


Gene No. 


54267 


Strand 


+ 


Start 


3983 


End 


8079 


Name . 


OJ990804 04.9C23.C4.o2.gs 


Method 


GENSCAN 



26175 




Start 


3983 


End 


7941 


GI 


none 


Score 


.82 


Exons 


3983.. 4152, 5008.. 5434, 5447. 


.5800, 6304. .6858, 7134. .7358 




7710. .7941 






Seq. No. 


26184 


Seq. ID 


OJ990804_04.9C23.C4 


Gene No. 


54267 


Strand 


+ 


J Lai L. 


«J Zf O -J 


End 


8079 


Name 


OJ990804 04.9C23.C4.o2.np 


Method 


AAT/NAP 


Start 


5930 


End 


8079 


GI 


4680199 


Score 


571 


Exons 


5930.. 6263, 6322.. 6955, 7377. 


.7937, 8016.. 8079 


GI Descrip. 


(AF114171) hypothetical prote 


in [Sorghum bicolor] 


Seq. No. 


26184 


Seq. ID 


OJ990804_04.9C23.C4 




54268 


Strand 




Start 


400 


End 


3360 


Name 


OJ990804 04.9C23.C4.ol.gs 


Method 


GENSCAN 


Start. 


40.9 s - ; . . 


End 


336.0 


GI 


none 


Score 


.58 


Exons 


400. .544, 627. .703, 2094. .2542, 2912.. 


3043, 3333.. 3360 


Seq. No. 


26184 


Seq. ID 


OJ990804_04.9C23.C4 


Gene No. 


54268 


Strand 




Start 


400 


End 


3360 


INCtlllC. 


OJ990804 04J9C23.C4.ol.np' 


Method 


AAT/NAP 


Start 


403 


End 


2519 


GI 


4335768 


Score 


237 


Exons 


403. .626, 2118. .2519 






GI Descrip. 


(AC006284) putative Golgi-associated membrane trafficking 




protein [Arabidopsis thaliana 


] 




Seq. No. 


26184 


Seq. ID 


OJ990804_04.9C23.C4 




54269 


Strand 




Start 


7512 


End. 


8078 


Name 


OJ990804 04.9C23.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7512 


End 


7943 


GI 


none 


Score 


281 


Exons 


7512.. 7898, 7578.. 7943 






Seq. No. 


26184 


Seq. ID 


OJ990804_04. 9C23.C4 


Gene No. 


54269 


Strand 




O L Ct i. U 


7512 


End 


8078 


Name 


OJ990804 04.9C23.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


7650 


End 


8078 


GI 


none 


Score 


237 


Exons 


7650.. 7901, 7682.. 7735, 7785. 


.7880, 7789. .7932, 7796. .7900 




8006.. 8071, 8016.. 8078 






Seq. No. 


26184 


Seq. ID 


OJ990804_04.9C23.C4 


Gene No. 


54269 


Strand 




Start 


7512 


End 


8078 


Name 


OJ990804 04.9C23.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


7679 


End 


8078 


GI 


none 


Score 


206 


Exons 


7679.-7735, 7683.. 7889, 7805. 


.7891, 8016. .8078 



26176 



Seq. No. 26185 Seq. ID OJ990804_04 . 9C23 . C5 

Gene No. 54270 Strand + 

Start 611 End 701 

Name OJ990804JD4 . 9C23 .C5 .ol .gp Method AAT/GAP 

Start 611 End 701 

GI 5867_1.R1084 Score 148 

Exons 611. .701 

GI Descrip. 1 4 64 986/sp I P35132 | UBC9_ARATH 5.0e-58 
ENZYME E2-17 KD . 9 (UBIQUITIN-PROTEIN 
CARRIER PROTEIN 9) (UBCAT4B) >gi_421857 
ubiquitin — protein ligase (EC 6.3.2.19) 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN - 

pir S32674 

UBC9 - Arabidopsis 



Seq. No. 


26186 


Seq. ID 


OJ990804_04.9C23 


.C7 


Gene No. 


54271 


Strand 


+ 




Start 


1 


End 


568 




Name 


OJ990804 04.9C23.C7.ol.np 


Method 


AAT/NAP • 




Start 


#1 - ' 


End 


568 ' ■ ' 




GI 


'5051768 


Score 


241 




Exons 


1. .29, * 285. .461, 545. .568 








GI Descrip. 


(AL078637) endo-1, 4-beta-glucanase like protein [Arabidopsis 




thaliana] 








! S i ;■ 

; n Seq. No. 


26186 


Seq.' ID 


OJ990804 04.9C23 


• C7 


Gene No. 


54271 


Strand 


+ 




Start 


1 


End 


568 




i ^ Name 


OJ990804 04.9C23.C7.ol.ts 


Method 


TBLASTX: Soybean 




□ Start 


276 


End 


464 




Up gi 


none 


Score 


274 




. == Exons 


276. .449, 287. .454, 288.-464 








iy Seq. No. 


26186 


Seq. ID 


OJ990804_04.9C23 


.C7 


;i Gene No. 


54271 


Strand 


+ 




p Start 


1 


End 


568 




J Name 


OJ990804 04.9C23.C7.ol.tm 


Method 


TBLASTX: Maize 




il Start 


278 


End - 


568 




r Z GI 


none 


Score 


278 




Exons 


278.-454, 288. .464, 314. .466, 


542. .568 






l!3 Seq. No. 


26186 


Seq. ID 


OJ990804_04.9C23 


.C7 


Gene No. 


54271 


Strand 


+ 




Start 


1 


End 


568 




Name 


OJ990804 04.9C23.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


278 


End 


464 




GI 


none 


Score 


181 




Exons 


278.-454, 288. .464 








Seq. No. 


26186 


Seq. ID 


OJ990804_04 . 9C23 


.C7 


Gene No. 


54271 


Strand 


+ 




Start 


1 


End 


568 




Name 


OJ990804 04.9C23.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


.265 


End 


568 




GI 


n'one. 


Score 


260 




Exons 


285.-464, 287. .454, 300. .461, 


542. .568 







26177 




Seq. No. 


26187 




Seq. ID 


OJ990804 


_04 


9C23 


.C8 


Li6ne jno . 


3 *1 £ f £ 




on ai H-i 


_i- 








Start 


1023 




End 


2121 








Name 


OJ990804 04 


.9C23.C8.ol.gs 


Method 


GENSCAN 








Start 


1023 




End 


2121 








GI 


none 




Score 


.52 








Exons 


1023. .1294, 


I486.. 1563, 1984. 


.2121 










Seq. No. 


26187 




Seq. ID,- 


.OJ990804 


_04 


9C23 


.C8 


Gene No. 


54.273 




Strand 










Q+- a r-+- 
O Ldl L 


ul J J 




End 


6346 








Name 


OJ990804 04 


.9C23.C8.ol.np 


Method 


AAT/NAP 








Start 


6135 




End 


6346 








GI 


6539570 




Score 


87 








Exons 


6135. .6346 














GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


26187 




Seq. ID 


OJ990804 


_04 


9C23 


.C8 


Gene No. 


54*27.4 . 




Strand 


- 








Start 


6481 




End 


6556 








Name 


OJ990804 04 


.9C23.C8.o2.np 


Method 


AAT/NAP 








Start 


6481 




End 


'6556 








GI 


6630699 




Score 


88 








Exons 


6481. .6556 














GI Descrip. 


(AP000969) 


hypothetical protein [Oryza 


sativa] 









gi : i6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


26188 


Seq. ID 


OJ990804 


_04 


9C23 


.C9 


Gene No. 


54275 


Strand 


+ 








Start 


4624 


End 


7880 








Name 


OJ990804 04.9C23.C9.ol.np 


Method 


AAT/NAP 








Start 


4624 


End 


7877 








GI 


6907089 


Score 


4548 








Exons 


4624.. 5885, 5981.. 7877 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


, 26188 


Seq. ID 


OJ990804 


_04 


9C23 


.C9 


Gene No. 


54275 


Strand 


+ 








Start 


4624 


End 


7880 








Name 


OJ990804 04.9C23.C9.o2.gs 


Method 


GENSCAN 








Start 


4624 


End 


7880 








GI 


none 


Score 


1 








Exons 


4624.. 5885, 5981.. 7880 












Seq. No. 


26188 


Seq. ID 


OJ990804 


_04 


9C23 


.C9 


Gene No. 


54276 


- Strand 










Start 


7888 


End 


8348 








Name 


OJ990804 04.9C23.C9.ol.gp 


Method 


AAT/GAP 








Start 


7888 


End 


8348 








GI 


2428323 


Score 


793 








Exons 


7888. .8348 












GI Descrip. 


5803242/dbj | AP000399. 1 1 AP000399 O.Oe+OC 


Oryza sativa genomic 




DNA, chromosome 6, clone; 


P0535G04 










Seq. No. 


26188 


Seq. ID 


OJ990804 


_04 


9C23 


.C9 


Gene No. 


54277 


Strand 











26178 




Start 


8508 


End 


9688 




Name 


OJ990804 04.9C23.C9.o3.gs 


Method 


GENSCAN 




Start 


8508 


End 


9640 




GI 


none 


Score 


.92 




Exons 


8508. .9640 








Seq. No. 


26188 


Seq. ID 


OJ990804JD4.9C23. 


C9 


Gene No. 


54277 


Strand 






Start 


8508 


End 


9688 




Name 


OJ990804 04.9C23.C9.o2.np 


Method 


AAT/NAP 




DL.gLI.T- 


8511 


End 


9688 




GI 


6498441 


Score 


1770 




Exons 


8511. .8792, 8886.-9688 








GI Descrip. 


(AP000815) EST C72786 (E2258) 


corresponds to a region of 


the 




predicted gene .;' Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


26188 


Seq. ID 


OJ990804_04 . 9C23. 


C9 


Gene No .. 


54277 . , 


Strand ■ 






Start 


ooUo 


End 


9688 * 




Name 




Method 


TBLASTX: Wheat 




Start 


8520 


End 


9122 




GI 


none 


Score 


82 




Exons 


o5^0..oo4o, oD^4..od4d / o /Ub 


..9122, 8812. .8982, 8838. .9122 


Seq. No. 


26188 


Seq. ID 


OJ990804_04.9C23. 


C9 


Gene No . 


54277 


Strand 






Start 


8508 


End 


9688 




Name 


OJ990804 04.9C23.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9123 


End 


9504 




GI 


none 


Score 


169 




Exons 


9123.. 9503, 9154.. 9402, 9162 


. .9503, 9448. .9504 




Seq.. No. 


26188 


Seq. ID 


* OJ990804_04.9C23. 


C9 


Gene No . 


54277 


Strand 






Start 


8508 


End 


9688 




Name 


OJ990804 04.9C23.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


9318 


End 


9641 




GI 


none 


Score 


184 




Exons 


9318.. 9641, 9331.. 9570 








Seq. No. 


26189 


Seq. ID 


OJ990804_04.9C23. 


C10 


Gene No. 


54278 


Strand 






Start 


1 


End 


5246 




Name 


OJ990804 04.9C23.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4431 






6498441 


Score 


5033 




Exons 


1..559, 731. .1027, 1220. .1646, 1821.. 


1955, 2138. .2511, 






2575. .3038, 3369.. 4431 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


26189 ■ 


Seq. ID 


OJ990804_04.9C23. 


C10 


Gene No. 


54278 J 


Strand 






Start 


1 


End 


5246 




Name 


OJ990804 04.9C23.C10.ol.gs 


• Method 


GENSCAN 





26179 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



# 



116 
none 

116.. 1955, 2138.. 2448 



End 
Score 



2448 
.95 



26189 
54278 
1 

OJ990804_04.9C23.C10.o2.ts 
188 

5666795 

188.. 370, 425.. 562, 638.. 736 

4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. ID OJ990804_04.9C23.C10 
Strand 

End 5246 

Method TBLASTX : Soybean 

End .736 

Score . 68 



26189 
54278 
1 

OJ990804_04 . 9C23 . C10 . o4 . tw 

425 

none 



Seq. ID OJ990804_04.9C23.C10 

Strand - - 

End 524 6 

Method TBLASTX : Wheat 

End 987 

Score 88 



425. .574, 426. .563, 428 . . 565, .609 . . 794 , 635. .844, 635.-859, 
967. .987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI : . 
Exons ' • 

Seq. No. 
Gene No. 



26189 
54278 
1 

OJ990804JD4 . 9C23 . C10 . o2 . np 

1236 

5042454 



Seq. ID OJ990804_04.9C23.C10 
Strand 

End 5246 

Method AAT/NAP 

End 5246 

Score 2230 



1236. .1387, 2624. .2906, 3131. .3318, 3543. .4953, 5010. .5246 
(AC007789) putative polyprotein [Oryza sativa] 



26189 
54278 
1 

OJ990804_04 . 9C23 . C10 . ol . ts 

1484 

none 

1484. .1855, 1695. .1838 

26189 
54278 
1 

OJ990804JD4 . 9C23 . C10 . o2 . tw 

1514 

none 

1514. .1933, 1521. .1934 . 

26189 
54278 
1 

OJ990804_04 . 9C23 . C10 . ol . tm 

1607. 

none 

1607.. 1990, 1626. .1991 

26189 
54278 



Seq. ID OJ990804_04.9C23.C10 
Strand 

End 5246 

Method TBLASTX : Soybean 

End 1855 

Score 74 



Seq. ID OJ990804__04.9C23.C10 
Strand 

End 5246 

Method TBLASTX : Wheat 

End 1934 

Score 303 



Seq. ID OJ990804_04.9C23.C10 
Strand 

End 5246 

Method TBLASTX : Maize 

End 1991 

Score 223 



Seq. ID 
Strand 



OJ990804 04.9C23.C10 



26180 



Start 


1 


Name 


OJ990804 04 


Start 


2018 


GI 


none 


Exons 


2018. .2047, 


Seq. No. 


26189 


bene no . 


c/i97p 
04^/0 


Start 


1 


Name 


OJ990804 04 


Start 


2045 


GI 


none 


Exons 


2045. .2173, 


Seq. No. 


26189 


bene ino . 


OhZ. 1 O 


Start 


1 


Name 


OJ990804 04 


Start 


2098 . 


GI 


■^•nbne 


Exons 


2098. .2232, 


Seq. No. 


26189 


Gene No . 


to 


Start 


1 


Name 


OJ990804 04 


Start 


2512 


GI 


none 


Exons 


2512. .3684, 


Seq. No. 


26189 


Gene No . 


Oh Z / o 


Start 


1 


Name 


OJ990804 04 


Start 


2695 


GI 


none 


Exons 


2695.. 3153, 


Seq. No. 


26189 


Gene No . 


Oh £. 1 o 


Start 


1 


Name 


OJ990804 04 


Start 


3890 


GI 


none 


Exons 


3890. .4147, 


Seq. No. 


26189 


Gene No . 


DHZ to 


Start 


1 


Name 


OJ990804 04 


Start 


3992 


GI 


none 


Exons 


3992. .4240, 


Seq. No. 


26190 


Gene No. 


54279 


Start 


1213 



9C23.C10.o2.tm 



2044. .2373, 2045. 



End 

Method 
End 
Score 
.2338 



5246 

TBLASTX: Maize 

2373 

174 



.9C23.C10.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID OJ990804_04. 9C23.C10 
Strand 

End.' 524 6- 

' Method TBLASTX : Wheat 

End 2504 

Score 228 
2047. .2502, 2047. .2502, 2048. .2503, 2061. .2504 

Seq. ID OJ990804_04.9C23.C10 
Strand 

End 5246 

. 9C23 . C10 . o3 . ts Method TBLASTX : Soybean 

- End 24 63 

Score 116 

2239. .2463 

.9C23.C10.o2.gs 
3761.. 4545, 4569. 

.9C23.C10.o3.tw 
2699.-2959, 3017. 

.9C23.C10.o5.tw 
3924.. 4163, 4130. 

,9C23.C10.o3.tm 
3993. ,4277 



OJ990804_04. 9C23.C10 

5246 
GEN SCAN 
5114 
.45 

4953, 5010.. 5114 

OJ990804 04.9C23.C10 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 
.3154 

Seq. I'D 
Strand 
End 

Method 
End 

Score ' 



5246 

TBLASTX: Wheat 

3154 

172 



OJ990804_04 . 9C23.C10 
5246 

TBLASTX: Wheat 
4282 
95 

4228, 4131.. 4223, 4235.. 4282 
OJ990804 04.9C23.C10 



Seq. ID 
Strand 
End 

Method 

End 

Score 



5246 

TBLASTX: Maize 

4277 

107 



Seq. ID 
Strand 
End ' 



OJ990804_04.9C23.C11 
4065 



26181 




Name 


OJ990804 04.9C23.Cll.ol.gs 


Method 


GEN SCAN 


Start 


1213 


End 


4065 


GI 


none 


Score 


.81 ^ 


Exons 


1213. .1236, 1339. .1476, 1713 


..1795, 1838. .2033, 2099. .2190, 




2906. .3074, 3804.. 3992, 4018 


. .4065 




Seq. No. 


26190 


Seq. ID 


OJ990804_04.9C23.C11 


Gene No. 


54279 


Strand 




b tart 


1213 


End 


4065 


Name 


OJ990804 04.9C23.Cll.ol.np 


Method 


AAT/NAP 


Start 


1335 


End 


1875 


GI 


3402756 


Score 


40 


Exons 


1335. .1451, 1838. .1875 ' 






GI Descrip. 


(AL031187) receptor kinase-like protein [Arabidopsis thaliana 


Seq. No. 


26191 


Seq. ID 


OJ990804_04 . 9C23.C12 


Gene No . 


54280 


Strand 


.+ 


Start 


107 


End 


240 


Name 


OJ990804 04.9C23.C12.ol.gs . 


Method . 


GENSCAN 


Start 


107 " 


End 


'240 


GI 


none 


Score 


.46 


Exons 


107. .240 






Seq. No. 


26191 


Seq. ID 


OJ990804_04.9C23.C12 


Gene No. 


, 54281 


Strand 




Start 


652 


End 


3880 


Name 


OJ990804 04.9C23.C12.o2.gs 


Method 


GENSCAN 


Start 


652 


End 


3804 


GI 


none 


Score 


.84 


Exons 


652. .713, 806. .965, 1207. .1283, 1906.. 


2006, 2053. .2164, 




2255. .2521, 2639. .2718, 2870 


..3055, 3170.. 3346, 3434.. 3804 


Seq. No. 


26191 


Seq. ID 


OJ990804_04.9C23.C12 


Gene No. 


54281 


Strand 




Start 


652 


End 


3880 


Name 


OJ990804 04.9C23.C12.ol.np 


Method 


AAT/NAP 


Start 


658 ' 


End 


3880 


GI 


4 678 924 ' 


Score 


455 


Exons 


658. .725, 2291. .2582, 2870.. 


3055, 3170 


. .3456* 3590. .3735, 




3854.. 3880 






GI Descrip. 


(AL049711) putative protein 


[Arabidopsis , thaliana] 


Seq. No. 


26191 


Seq. ID 


OJ990804_04.9C23.C12 


Gene No. 


54281 


Strand 




Start 


652 


End 


3880 


Name 


OJ990804 04.9C23.C12.ol.gp 


Method 


AAT/GAP 


Start 


1007 


End 


1618 


GI 


none 


Score 


920 


Exons 


1007. .1406, 1513. .1618 






Seq. No. 


26191 


Seq. ID 


OJ990804_04 . 9C23 . C12 


Gene No . 


54281 


Strand 




Start 


652 


End 


3880 


Name 


OJ990804 04. 9C23 . C12 . o2 . gp 


Method 


AAT/GAP 


Start 


2028 


End 


2713 


GI 


none 


Score 


1106 


Exons 


2028.. 2521, 2639.. 2713 








26182 





Seq. No. 


26191 




Seq. ID 


OJ990804_04.9C23.C12 








Strand 




Start 


652 




End 


3880 


Name 


OJ990804 04.9C23.C12.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2867 




End 


3279 


GI 


none 




Score 


305 


Exons 


2867. .3061, 2869. .3057, 


3170 


..3277, 3170. .3277, 3172. .3279, 




3172. .3279 








Qon Mo 
OC\J. IN (J . 


£. D X Zf X 




Seq. ID 


OJ990804_04.9C23.C12 


Gene No. 


54281 




Strand 




Start 


652 




End 


3880 


Name 


OJ990804 04. 9C23.C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2869 




End 


3294 


GI 


none 




Score 


176 


Exons 


2869. .3.057, 2876.. 3061, 


3170 


..3277, 3172. .3294 


Seq. No. ■ . 


26191 




Seq. ID 


OJ990804_04.9C23-.C12 


f^OTlO Mo 






Strand 




Start 


652 




End 


3880 


Name 


OJ990804 04.9C23.C12.ol. 


ts " 


Method 


TBLASTX : Soybean 


Start 


2873 




End 


3775 




none 




Score 


243 


Exons 


2873. .3061, 2875. .3057, 


2963 


..3061, 3170.. 3256, 3172.. 3255, 




3628. .3717, 3638. .3718, 


3718 


. .3774, 3719. .3775 


Seq. No. 


26192 




Seq. ID 


OJ990804_04.9C23.C13 




54282 




Strand 




Start 


1 




End 


400 


Name 


OJ990804 04.9C23.C13.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


339 


GI 


4678924 




Score 


227 


Exons 


1. .339 








GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26192 




Seq. ID 


OJ990804_04.9C23.C13 


Gene No. 


54282 




Strand 




Start 


1 




End 


400 


Name 


OJ990804 04. 9C23.C13.ol. 


gp 


Method 


AAT/GAP 


Start 


32 




End 


400 


GI 


71600 1.R1084 




Score 


690 


Exons 


32. .400 








GI Descrip. 


1 4678924 /emb | CAB41315. 1 | 


1.0e-21 (AL049711) putative protein 




[Arabidopsis thaliana] 








O C \^ • IN Vj . 


26192 




Seq. ID 


OJ990804_04.9C23.C13 


Gene No. 


54282 




Strand 




Start 


1 




End 


400 


Name 


OJ990804 04.9C23.C13.ol. 


gs 


Method 


GENSCAN 


Start 


43 




End 


339 


GI 


none 




Score 


.87 


Exons 


43.. 339 








Seq. No. 


26192 




Seq. ID 


OJ990804_04.9C23.C13 


Gene No. 


54282 




Strand 




Start 


1 




End 


400 



26183 



Name 

Start 

GI 

Exons 



OJ990804_04 . 9C23 . C13 . ol . tc Method 

158 - End 

none Score 
158.. 343, 160.. 342 



TBLASTX: Cress 

343 

140 



Seq. No. 26192 Seq. ID 

Gene No. 54282 Strand 

Start 1 End 

Name OJ990804_04 . 9C23 . C13 . ol . ts Method -J 

Start . 158 End 

GI none Score 

Exons 158.. 352, 160.. 339 



OJ990804_04 . 9C23 .C13 
400 

TBLASTX : Soybean 

352 

160 



Seq. No. 26192 Seq. ID 

Gene No. 54282 Strand 

Start 1 End 

Name OJ990804_04 . 9C23 . C13 . ol . tm Method 

Start 160 End 

GI . none , . ' Score 

Exons 160. .354, -161. .352 



OJ990804_04.9C23.C13 
400 

TBLASTX: Maize 

354 

266 



Seq. No. 26193 

Gene No. 54283 

Start 1 

Name OJ990804_04 . 9C23 . C15 . ol . np 

Start 1 

GI 6006801 

Exons 1..191, 946. .1045, 1743. .1948, 2200. .2292, 2446. .2502, 

2612. .2740, 3919. .4266 

GI Descrip. (AF156783) apyrase [Arabidopsis thaliana] 



Seq. ID OJ990804_04.9C23.C15 
Strand 
End 

Method 
End 
Score 



5868 
AAT/NAP 
4266 
922 



Seq. No. 26193 . Seq. ID 

Gene No. 54283 Strand 

Start 1 End 

Name OJ990804_04 . 9C23 . C15 . ol . tm Method 

Start 3 End 

GI none Score 
Exons 



OJ990804_04.9C23.C15 
5868 

TBLASTX: Maize 

4165 

84 



3. .92, 6. .89, 86. .199, 90. .224, 949. .1074, 950. .1075, 
1721. .1948, 1721. .1948, 1743. .1949, 1747. .1956, 1848. .1961, 
2197.. 2292, 2198.. 2266, 2198.. 2293, 2443.. 2502, 2444.. 2503, 
2600.. 2743, 2619.. 2753, 3914.. 4036, 3916.. 4029, 4130.. 4165 



Seq. No. 26193 Seq. ID 

Gene No. 54283 Strand 

Start 1 End 

Name OJ990804_04 . 9C23 . C15 . o2 . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 227, 9.. 203 



OJ990804_04.9C23.C15 
5868 

TBLASTX : Soybean 

227 

124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26193 
54283 
1 

OJ990804_04.9C23.C15.ol.gs 

158 

none 



Seq. ID OJ990804_04.9C23.C15 
Strand 

End 58 68 

Method GENSCAN 

End 5868 

Score .79 



158. .264, 951. .1045, 1743. .1948, 2446. .2522, 2638. .2740, 



26184 



3919. .4654, 4852. .4914, 5173 .. 5360, ^5566 5703, 5785. .5868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26193 
54283 
1 

OJ990804J34 . 9C23 . C15 . ol . ts 
982 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990804 04.9C23.C15 



5868 

T BLAST X : Soybean 
4029 
108 

982. .1050, 1721. .1948, .1727. .1942,. 1728. .1949, 1740. .1952, 
18i6..1950, 2197. .2292, 2440. .2502, 2444. .2503, 2600. .2734, 
2619.. 27.35, 3925.. 4029, 3926.. 4027 



Seq. No. 


26194 Seq. ID 


OJ990804 


_04. 


9C23. 


C16 


Gene No. 


54284 Strand 










Start 


1 End 


2259 








Name 


OJ990804 04.9C23.C16.ol.np Method 


AAT/NAP 








Start 


1 End 


2259 








GI 


1621268 Score 


407 








Exons 


- 1..35, 97.. 482,. 604. ..785, 2203.. 2259 . 










GI Descrip." 


(Z81012) unknown [Ricinus communis] 










Seq. No. 


26194 Seq. ID 


OJ990804 


_04. 


9C23. 


C16 


Gene No. 


54284 Strand 










Start 


1 End 


2259 








Name 


OJ990804 04;9C23.'d6.ol.tm Method 


TBLASTX: 


Maize 




Start . 


2 End 


820 v 








GI 


none Score 


127 . 








Exons 


2. .49, 166. .327, 173. .328, 325. .405, 352. .480, 


356. 


.481, 






417. .485, 617. .781, 618. .764, 749. .820 










Seq. No. 


26194 Seq. ID 


OJ990804 


_04. 


9C23. 


C16 


Gene No. 


54284 Strand 










Start 


1 End 


2259 








Name 


OJ990804 04.9C23.C16.ol.gs Method 


GENSCAN 








Start 


92 • - End 


851 








GI 


none Score 


.51 








Exons 


92.. 482, 604.. 724, 777.. 851 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26194 
54284 
1 

OJ990804_04.9C23.C16.ol.tc 

157 

none 



Seq. ID OJ990804_04.9C23.C16 
Strand 

End 2259 

Method TBLASTX : Cress 

End- 781 

Score 118 



157. .327, 167. .325, 355. .480, 356. .478, 581. .781, 618. .755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26194 
54284 
1 

OJ990804_04.9C23.C16.ol.ts 

157 

none 



Seq. ID OJ990804_04.9C23.C16 
Strand 

End 2259 

Method TBLASTX : Soybean 

End 758 

Score 122 



157. .327, 167. .325, 355. .480, 356. .478, 581. .757, 618. .758 



Seq. No. 
Gene No. 
Start 



26195 
54285 
277 



Seq. ID OJ990804_04.9C23.C17 
Strand + 
End 445 



26185 




Name 


OJ990804 04. 


9C23.C17.ol 


.gs 


Method 


GEN SCAN 




Start 


277 






End 


445 




GI 


none 






Score 


.57 




Exons 


277. .445 












Seq. No. 


26195 






Seq. ID 


OJ990804_04.9C23 


.C17 


UcUc 1NU . 








Of- ranr ] 
oil ail CI 






Start 


1367 






End 


1543 




Name 


OJ990804 04. 


9C23.C17.o2 


.gs 


Method 


GENSCAN 




Start 


1367 






End 


1543 




GI 


none 






Score 


.75 




Exons 


1367. .1543 












Seq. No. 


26196 






Seq. ID 


OJ990804_04.9C23 


.C18 




54287 






Strand 


i 




Start 


270 






End 


2902 




Name 


OJ990804 04. 


9C23.C18.ol 


. gs 


Method 


GENSCAN 




Start 


270 - 






End 


2902 




GI . '' 


none 






Score 


■ .68 




Exons •■' 


270.. 402, 568.. 666, 1918.. 2048, 2461.. 


2573, 2809.. 2902 




Seq. No. 


26197 






Seq. ID 


OJ990804_04.9C23 


.C19 




54288 






Strand 






Start 


75 






End 


4897 




Name 


OJ990804 04. 


9C23.C19.ol 


• LS 


Method 


T BLAST X : Soybean 




Start 


69 






End 


344 




GI 


none. 






Score 


108 




Exons 


69.. 272, 82. 


.264, 285.. 


344 








Seq. No. 


26197 






Seq. ID 


OJ990804_04 .9C23 


.C19 


Gene No. 


54288 






Strand 






C f- ■*>•+■ 
OLaiL 


75 






End 


4897 




Name 


OJ990804 04. 


9C23.C19.ol 


.gs 


Method 


GENSCAN 




Start 


75 






End 


4897 




GI 


none 






■ Score 


.76 




Exons 


75. .402, 489 


..623, 890. 


.964, 


1230. .1301, 1564. .1638, 1732. .1893, 




2140. .2214, 


2477. .2603, 


2881. 


.3036, 4798. .4897 




Seq. No. 


26197 






Seq. ID 


OJ990804_04.9C23 


.C19 


IJCllc LNQ . 


54288 






Strand 






Start 


75 






End 


4897 




Name 


OJ990804 04. 


9C23.C19.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


491 






End 


1127 




GI 


none 






Score 


47 




Exons 


491. .619, 708. .785, 713 


. .784, 


871. . 975 


, 904. .963, 1059. 


.1127 


Seq. No. 


26197 






Seq. ID 


OJ990804_04.9C23 


.C19 


Gene No. 


54288 






Strand 






C4- -j y*. 


75 






End 


4897 




Name 


OJ990804 04. 


9C23.C19.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1251 






End 


2213 




GI 


none 






Score 


46 




Exons 


1251. .1301, 


1408. .1479, 


1746. 


.1910, 1767. . 1904, . 1989. .2057, 




2160. .2213 












Seq. No. 


26197 






Seq. ID 


OJ990804_04.9C23 


.C19 


Gene No. 


54288 






Strand 







26186 




Start 


75 


End 


4897 


Name 


OJ990804 04.9C23.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


2315 


End 


2623 


GI 


none 


Score 


74 


Exons 


2315.. 2389, 2318.. 2389, 2322 


..2396, 2471. .2623, 2476. .2622 


Seq. No. 


26198 






(jene ino . 


OfiZO 


Strand 


+ 


Start 


106 




£. _) D 


Name 


OJ990804 04.9C23.C20.ol.gs 


Method 


GENSCAN 


Start 


106 


End 


236 


GI 


none 


O O W i_ 


. Z> X 


Exons 


106. .236 






Seq. No. 


26199 




O.TQQOft 0 4 04 QP? ^ 1 


bene lno . 






X 


Start 


1240 


End 




Name 


OJ990804 04.9C23.C21.ol.gs 


Method 


GENSCAN 


Start 


1240 


End 


1348 


GI " 


none 


Score 


ft Q 


Exons 


1240. .1348 






Seq. No. 


26199 


oeq . l u 


P>TQQOP04 04 Qr9^ P91 


bene lno . 


D ft Z y ± 


of- r A nH 




Start ' 


3130 


£jnQ 


"3 4 ^4 
j ft j fl 


Name 


OJ990804 04. 9C23.C21.o2.gs ' 


LYlfer LXIOU 


oCj IN o^rilN 


Start 


3130 


End 


3434 ' 


GI 


none 


Score 


.66 


Exons 


3130.. 3239, 3265.. 3289, 3354 


. . O fl O ft 




Seq. No. 


26200 


Can T n 


nTQQOP04 04 QP9 ^ P99 


Gene No. 


54292 


■j LI dllU 






^4 A 
j fl ft 


Hii in 


^4 4 4 


Name 


OJ990804 04.9C23.C22.ol.gs 


l v Jc LI1UCJ. 




Start 


544 


End 


JJ / o 


GI 


none 


Score 




Exons 


544. .755, 1005. .1085, 1186.. 


1446, 1648 


. . 1727, 1845. .2024, 




2129. .2308, 2394. .3376 






Seq. No. 


26200 


Seq. ID 


OJ990804_04 . 9C23 .C22 


Gene No. 


54292 


Strand 




Start 


544 


End 


3444 


Name 


OJ990804 04 . 9C23 . C22 . ol . np 


Method 


AAT/NAP 


Start 


580 


End 


3376 


GI 


4678924 


Score 


776 


Exons 


580. .814, 977. .1064, 1218. .1429, 1760. 


2024, 2129.. 2429, 




2576.. 2726, 2826.. 2990, 3159 


. .3376 




GI Descrip. 


(AL049711) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26200 


Seq. ID 


OJ990804_04 . 9C23.C22 


Gene No. 


54292 


Strand 




Start 


544 


. End 


3444 


Name 


OJ990804 04.9C23.C22.ol.ts 


Method 


TBLASTX : Soybean 


Start 


763 


• End 


2902 


GI 


none 


Score 


53 


Exons 


763. .813, 1638. .1718, 1670.. 


1720, 1836 


.2030, 1836.. 1877, 




1844.. 2026, 1932.. 2030, 2129 


..2215, 2131. .2214, 2606. .2686, 



26187 






2613. .2672, 


2696. 


.2746, 


2855. 


.2902 






Seq. No. 


26200 








Seq. ID 


OJ990804_04.9C23 


C22 


Gene No. 


54292 








Strand 






Start 


544 








End 


3444 




Name 


OJ990804 04. 


9C23. 


C22.ol 


tc 


Method 


TBLASTX : Cress 




Start 


1793 








End 


2253 




GI 


none 








Score 


188 




Exons 


1793. .2026, 


1818. 


.2030, 


2129. 


.2236, 2131. .2253 




Seq. No. 


26200 








Seq. ID 


OJ990804_04.9C23 


C22 


Gene No. 


54292 








Strand 






Start 


544 








End 


3444 




Name 


OJ990804 04. 


9C23. 


C22.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1834 








End 


2238 




GI 


none 








Score 


313 




Exons 


1834. .1944, 


1838. 


.2026, 


1839. 


.2030, 18i 


33. .2041, 2129. .2236, 




2129. .2236, 


2131. 


.2238, 


2131. 


.2238 






Seq. No. 


26200. 








Seq. ID 


OJ990804_04.9C23 


C22 


Gene No. 


54292 








Strand 






Start 


544 








End 


3444 




Name - 


OJ990804 04. 


9C23. 


C22.ol 


• gp 


Method 


AAT/GAP 




Start 


3065 








End 


3444 




GI 


71600 1.R1084 






Score ' 


537 




Exons 


3065. .3444 














GI Descrip. 


1 4678924/emb | CAB41315 . 1 


l.Oe 


-21 (AL049711) putative proteii 




[Arabidopsis 


thaliana] ' 










Seq. No. 


26200 








Seq. ID 


OJ990804_04.9C23 


.C22 


Gene No. 


54292 








Strand 






Start 


544 








End 


3444 




Name 


OJ990804 04. 


9C23. 


C22.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3185 








End 


3380 




GI 


none 








Score 


133 




Exons 


3185. .3379, 


3189. 


.3380 










Seq. No. 


26200 








Seq. ID 


OJ?90804_04.9C23 


.C22 


Gene No. 


54292 








Strand 






Start 


544 








End 


3444 




Name 


OJ990804 04. 


9C23. 


C22.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3185 








End 


3401 




GI 


none 








Score 


275 




Exons 


3185. .3388, 


3189. 


.3392, 


3216. 


.3401 






Seq. No. 


26200 








Seq. ID 


OJ990804_04.9C23 


.C22 


Gene No. 


54292 








Strand 






Start 


544 








End 


3444 




Name 


OJ990804 04. 


9C23. 


C22.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


3188 








End 


3392 




GI 


none 








Score 


168 




Exons 


3188. .3376, 


3189. 


.3392 










Seq. No. 


26201 








Seq. ID 


OJ990804JD4.9C23 


C23 


Gene No. 


54293 








Strand 


+ 




Start 


623 








End 


1081 




Name 


OJ990804 04. 


9C23. 


C23.ol 


gp 


Method 


AAT/GAP 





26188 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



623 End 1081 

54367_1.R1084 Score 830 

623.. 1081 

'2065531 5.0e-38 (U78526) endo-1, 4-beta-glucanase [Lycopersicon 
esculentum] ' " 



26201 
54294 
833 

OJ990804_04.9C23.C23.ol.tm 

766 

none 



Seq. ID OJ990804_04.9C23.C23 
Strand 

End 1081 

Method TBLASTX : Maize 

End' 1070 

Score 4 4 



766.. 801, 767. .802, 829. .1041, 829. .1041, 887. .1069, 897. .1070 



26201 
54294 
833 

OJ990804_04.9C23.C23.ol.tc 

831 

none 



Seq. ID OJ990804_04.9C23.C23 
Strand 

End 1081 

Method TBLASTX : Cress 

End ' 1081 

Score ' 181 



831. .902, 901. .1074, 921. .1079, 977. .1081 



26201 
54294 
833 

OJ990804_04 . 9C23 . C23 . ol . np 
833 End 
5689613 Score 
833. .1081 

(AJ242807) cellulase [Brassica napus] 



Seq. ID OJ990804_04.9C23.C23 
Strand 

End 1081 

Method' AAT/NAP 



1081 
334 



26201 
54294 
833 

OJ990804_04. 9C23 . C23 . ol . gs 

925 

none 

925.. 1042 

26202 
54295 
3946 

OJ990804_04.9C23.C24.o2.gs 

3946 

none 

3946. .4179, 4371. .4508 

26202 
54296 
1 

OJ990804_04.9C23.C24.ol.np 
1 

2065531 



Seq. ID OJ990804_04.9C23.C23 
Strand 

End 1081 

Method GENSCAN 

End 1042 

Score .74. 



Seq. ID OJ990804_04.?C23.C24 

Strand + 

End 4508 

Method GENSCAN 

End 4508 

Score .61 



Seq. ID OJ990804_04.9C23.C24 
Strand 

End 2569 

Method AAT/NAP 

End 2563 

Score 1442 



1..24, 783. .1252, 134 6 .. 1653, , 2188 .. 2563 

(U78526) endo-1, 4-beta-glucanase [Lycopersicon esculentum] 



Seq. No. 



26202 



Seq. ID OJ990804_04.9C23.C24 



26189 




bene wo. 


54296 




OCX dllU. 




Start 


1 




End 


2569 


Name 


OJ990804 04.9C23.C24.ol. 


gs 


Method 


GENS CAN 


Start 


791 




End 


2569 


GI 


none 




Score 


.81 


Exons 


791. .1252, 1346. .1653, 2188.. 


2569 




Seq. No. 






Seq. ID 


OJ990804_04.9C23.C24 


Gene No. 


%J H £. J \J 




Strand 


- 


Start 


\ 




End 


2569. 


Name 


n.iQQDftoa 04 Qr9^ c?A ol 

uu y y \J ij \J u i • Zs l~ j • *± • ui ■ 


rrn 




AAT /GAP 


Start 


957 




End 


1395 


GI 


4968582 




Score 


642 


Exons 


957 1252 1346 1395 








GI Descrip. 


^065^^1 5 Oe-38 (U78526) 


endo 


-1, 4-beta 


-glucanase [Lycopersicon 












Seq. No'. 


26202 




Seq. ID 


OJ990804_04.9C23.C24 


bene ino. 


R49Q7 

J *3 Z, J / 




OU1 0.1 l<wl 




Start 


9 All 




End 


2781 " 


Name 


riTQQ0ft04 04 QCO^ CO A n9 


tm 


Method 


TBLASTX: Maize 


Start 


7 ft 1 




End 


947 


GI 


none 




Score 


143 


Exons 


781. .945, 785.-946, 789. 


.947 






Seq. No. 






Seq. ID 


OJ990804_04.9C23-.C24 - 


Gene No. 


R49Q7 




Strand 




Start 


9471 




End 


2781 


Name 


n.TQQ0804 04 QP97 P94 nl 


tc 


Method 


TBLASTX: Cress 


o tar u 


7 ft R 
/Oj 




End 


2581 


GI 


none 




Score 


84 


Exons 


785. .1144, 791. .865, 795 


..1142, 890. .1147, 898. .1149, 




1148.. 1255, 1194.. 1256, 


1343. 


.1570, 1344.. 1565, 1584.. 1652, 




1592.. 1654, 2189.. 2236, 


2271. 


.2399, 2336.. 2413, 2396.. 2467, 




2424.. 2468, 2525.. 2581, 


2526. 


.2570 




Seq. No. 


. 26202 




Seq. ID 


OJ990804_04.9C23.C24 


Gene No. 


54297 




Strand 




Q+- a rf 


2471 




End 


2781 • ' ' 


Name 


OJ990804 04.9C23.C24.ol. 


ts - 


Method 


TBLASTX: Soybean 


Start 


785 




End 


1654 


GI 


none 




Score 


395 


Exons 


785. .1228, 789. .1217, 791. .1228, 895.. 


1251, 1343. .1570, 




1364.. 1564, 1365.. 1565, 


1586. 


.1642, 15 


86.. 1654, 1593.. 1652 


Seq. No. 


26202 




Seq. ID 


OJ990804_04 . 9C23 . C24 


bene no . 


54297 




Strand 




Start 


2471 




End 


2781 


Name 


OJ990804 04 .9C23.C24.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


806 




End 


1039 


GI 


none . 




Score 


41 


Exons 


806. .886, 806. .844, 829. 


.1035, 839. .1039, 840. .1016, 917. .1033 


Seq. No. 


26202 




Seq. ID 


OJ990804_04.9C23.C24 


Gene No. 


54297 




Strand 




Start 


2471 




End 


2781 


Name 


OJ990804 04.9C23.C24.ol. 


tm 


Method 


TBLASTX: Maize 



26190 






JO o 






End 


2563 


GI 


none 






Score 


112 


Exons 


953. .1096, 


954. .1094, 954. .1127, 1129. 


.1254, 1130. .1255, 




1136. .1255, 


1343. 


.1645,' 1343. 


.1654, 1353. .1652, 2189. .2236, 




2192. .2227, 


2271. 


.2405,. 2336. 


.2404, 2361.. 2468, 2387.. 2467, 




2525. .2563, 


2528. 


.2563 






Seq. No. 


26202 






Seq. ID 


OJ990804_04.9C23.C24 


Gene No. 


54297 ■ 






Strand 




otalL 


9 All 
£ ft / J. 






End 


.2781 


Name 


OJ990804 04 


.9C23. 


C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1400 






End 


2453 


GI 


none 






Score 


154 


Exons 


1400. .1474, 


1454. 


.1651, 1475. 


.1654, 1479. .1652, 2189. .2236, 




2190. .2399, 




9 A C\l 9 A1 A 


.2452, 2415. .2453 


Seq. No. 


26202 






Seq. ID 


OJ990804_04.9C23.C24 


(aene ino . 








Strand 




Start 


2471 






End 


2781 


Name 


OJ990804 04 


. 9C2 3 . 


C24,.o2.ts . 


Method 


TBLASTX : Soybean . 


Start- 


2172 






End 


2576 


GI 


none 






Score 


129 


Exons 


2172. .2468,. 


2189. 


.2236, 2336. 


.2464, 2525.-2575, 2526.. 2576 


Seq. No. 


26202 






Seq. ID 


OJ990804_04.9C23.C24 


Gene No. 


54297 






Strand 




Start 


2471 






End 


2781 


Name 


OJ990804 04 


.9C23. 


C24 .o2. gp 


Method 


AAT/GAP 


Start 


2471 






End 


2781 


GI 


58870 1.R1084 




Score 


559 


Exons 


2471. .2781 










GI Descrip. 


'2065531 5. 


Oe-38 


(U78526) endo-1, 4-beta-glucanase [Lycopersicon 



esculentum] ' 



Seq. No. 


26203 


Seq. ID 


OJ990804_04.9C23.C25 


Gene No. 


54298 


Strand 




Start 


14 


End 


469 


Name 


OJ990804 04.9C23.C25.ol.gs 


Method 


GENSCAN 


Start 


14 . 


End 


469 


GI 


none 


Score 


.54 


Exons 


14. .126, 376. .469 






Seq. No. 


26204 


Seq. ID 


OJ990804_04.9C23.C26 


Gene No. 


54299 


Strand 


+ 


Start 


399 


End 


1127 


Name 


OJ990804 04.9C23.C26.ol.np 


Method 


AAT/NAP 


Start 


399 


End 


1127 


GI 


2160180 


Score 


99 


Exons 


399. .446, 527. .705, 1044. .1127 




GI Descrip. 


(AC000132) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


26204 


Seq. ID 


OJ990804_04 . 9C23 .C26 


Gene No. . 


54300 


Strand 




Start 


206 


End 


634 


Name 


OJ990804 04.9C23.C26.ol.gs 


Method 


GENSCAN 


Start 


206 


End 


634 


GI 


none 


Score 


.79 




26191 








Exons 


206. .634 










Seq. No. 


26205 


Seq. ID 


OJ990804_04 


9C23. 


C28 


Gene No. 


54301 


Strand 


+ 






Start 


539 


End 


1203 






Name 


OJ990804 '04.9C23.C28.ol.gs 


Method 


GENS CAN 






Start 


539 


End 


1126 






GI 


none 


Score 


.52 






Exons 


539. .1126 










Seq. No. 


26205 


Seq. ID 


OJ990804_04 


9C23. 


C28 


Gene No. 


54301 


Strand 


+ 






Start 


539 


End 


1203 






Name 


OJ990804 04.9C23.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


752 


End 


1203 






GI 


none 


Score 


156 






Exons 


752. .880, 755. .880, 760. .882 


, 834. .884 


, 892. .1116, 


899. . 


1117, 




966. .1118, 1114. .1203, 1134. 


.1202, 1150. .1203 






Seq. No. 


26206 . 


Seq. ID 


OJ990804_04 


9C23. 


C33 


Gene No'. 


54302 


Strand 








Start 


1 


End 


1013 






Name 


OJ990804 -04.9C23.C33.bl.np 


Method 


AAT/NAP 






Start 


1 


End 


1013 






GI 


6911877 


Score 


117 






Exons 


■ 1. .357, 994. .1013 .. . 










GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


26206 


Seq. ID 


OJ990804_04 


9C23. 


C33 


Gene No. 


54302 


Strand 








Start 


1 


End 


1013 






Name 


OJ990804 04. 9C23 . C33 . ol . gs 


Method 


GENS CAN 






Start 


102 


End 


395 






GI 


none 


Score 


.45 






Exons 


102.. 395 










Seq. No. 


26207 


Seq. ID 


OJ990.804_04 


. 9C23. 


C35 


Gene No. 


54303 


Strand 


+ 






Start 


298 


End 


408 






Name 


OJ990804 04.9C23.C35.ol.gs 


Method 


GENSCAN 






Start 


298 


End 


408 






GI 


none 


Score 


.62 






Exons 


298. .408 










Seq. No. 


26208 


Seq. ID 


OJ990804_04 


. 9C23. 


C38 


Gene No. 


54304 


Strand 


+ 






Start 


146 


End 


285 






Name 


OJ990804 04.9C23.C38.ol.gs 


Method 


GENSCAN 






Start 


146 


End 


285 






GI 


none 


Score 


.91 






Exons 


146. .285 










Seq. No. 


26208 


Seq. ID 


OJ990804_04 


9C23. 


C38 


Gene No. 


54305 


Strand 


+ 






Start 


1779 


End 


6572 






Name 


OJ990804 04.9C23.C38.o2.np 


Method 


AAT/NAP 






Start 


1779 


End 


5920 







26192 



GI 

Exons 

GI Descrip. 



{ 

3367537 Score 60 

1779.. 1811, 3188.. 3352, 5878.. 5920 

(AC004392) Contains similarity to ANK repeat region of Fowlpox 
virus BamHI-orf7 protein homolog C18F10.7 gi | 485107 . from 
Caenorhabditis elegans cosmid gb|U00049. This gene is continued 
from unannotated gene on BAC F19K23 gb|AC000375. [Arabid. . . 



Seq. No. 


26208 








Seq. ID 


OJ990804_04 . 


9C23.C38 


Gene No. 


54305/ 








Strand 


+ 




Start 


1779 - : " 








End 


6572 




Name 


OJ990804 04 


.9C23 


.C38.o3 


.gs 


Method 


GENSCAN 




btart 


3189 








End 


3781 




GI 


none 








Score 


.96 




Exons 


3189. .3393, 


3399 


. .3781 










Seq. No. 


26208 








Seq. ID 


OJ990804_04. 


9C23.C38 


Gene No. 


54305 








Strand 


+ 




Start 


1779 








End 


6572 




Name 


OJ990804 04 


.9C23 


.C38.pl 


• gp 


Method 


AAT/GAP 




Start 


5005 








• End 


6485 




GI 


30269 1.R1084 






Score 


604 




Exons 


5005. .5182, 


6321 


. .6485 










GI Descrip. 


'4115377 3. 


Oe-91 


(AC005967) 


unknown protein [Arabidopsis 




thaliana] ' 














Seq. No. 


26208 








Seq. ID 


OJ990804_04. 


9C23.C38 


Gene No. 


54305 








Strand 


+ 




Start 


1779 








End 


6572 




Name 


OJ990804 04 


.9C23 


.C38.o4 


.gs 


Method 


GENSCAN 




Start 


5048 








End 


6485 




GI 


none 








Score 


.74 




Exons 


5048. .5182, 


6321 


. .6485 










Seq. No. 


26208 








Seq. ID 


OJ990804_04. 


9C23.C38 


Gene No. 


54305 








Strand 


+ 




Start 


1779 








End 


6572 




Name 


OJ990804 04 


.9C23 


.C38.o3 


.np 


Method 


AAT/NAP 




Start 


5075 








End 


6572 






4115377 








Score 


235 




Exons 


5075. .5211, 


6282 


. .6572 










GI Descrip. 


(AC005967) 


putative multispanning membrane protein 


[Arabidopsis 




thaliana] 














Seq. No. 


26208 








Seq. ID 


OJ990804_04 . 


9C23.C38 


Gene No. 


54306 








Strand 






Start 


1556 








End 


3086 




Name 


OJ990804 04 


.9C23 


.C38.ol 


.np 


Method 


AAT/NAP 




Start 


1556 








End 


3086 




GI 


4584521 








Score 


104 




Exons 


1556. .1757, 


2567 


. .2834, 


3034 


..3086 






GI Descrip. 


(AL049607) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26208 








Seq. ID 


OJ990804_04. 


9C23.C38 


Gene No. 


54307 








Strand 






Start 


6311 








End 


6497 




Name 


OJ990804 04 


.9C23 


.C38.ol 


.tm 


Method 


TBLASTX :Maize 


Start 


6311 








End 


6497 





26193 



GI 


none 






Score 


205 






Exons 


6311. .6484, 


6313. .6483, 


6318. 


.6497, 6318. .6485, 


6320. .6496 


Seq. No. 


26208 






c orT t n 
oeq ■ iu 


n.TQQnfi oa 


OA QP9^ 


p^ft 


Gene No . 








OLlalia 








Start 


6311 






iii no. 


£>A Q7 
D ft y / 






Name 


OJ990804 04 


.9C23.C38.ol. 


ts 


IXlcLiluCi 


TRT nQTY • 
1 D IxttO 1 A . 


ouyucau 




Start 


6315 






f_il 1(J. 








GI 


none 






Score 


9 41 
£. fl J. 






Exons 


6315. .6485/ 


6335. .6493 












Seq. No. 


26208 










OA QP9^ 




Gene No . 


04 jU / 






Q. +■ vnnH 
OL r allCl 








Start 


6311 






TT-nH 
HiliU. 


fid Q7 

O ft .7 / 






Name 


OJ990804 04 


.9C23.C38.ol. 


tc 




1 DLtr\0 1 A . 


Cress 




Start 


6318 






TTnH 
HjIIU. 


D ft .7 J 






GI 


none 






Score 


9^ 
^ j 3 






Exons 


6318. .6473, 


6323. .6493, 


6324. 


£>A R 9 








Seq. No. 


26209 






Seq. ID 


OJ?,90804 


_04.9C23. 


C43 


Gene No. 


54308 






Strand 


+ *' ■ 






OLaLl 


i 

X 






End 


590 






Name 


OJ990804 04 


.9C23.C43.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


584 






GI 


2160180 






Score 


343 






Exons 


1..23, 106. 


.229, 351.. 584 










GI Descrip. 


(AC000132) 


No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


26209 






Seq. ID 


OJ990804 


_04.9C23. 


C43 


bene no. 


54308 






Strand 


+ 






Start 


1 






End 


590 






Name 


OJ990804 04 


.9C23.C43.ol. 


gs 


Method 


GENSCAN 






Start 


103 






End 


590 






GI 


none 






Score 


.9 






Exons 


103.. 229, 351.. 590 












Seq. No. 


26209 






Seq. ID 


OJ990804 


_04.9C23. 


C43 


Gene No . 


54309 






Strand 


+ 






Start 


2590 






End 


2927 






Name 


OJ990804 04 


.9C23.C43.ol. 


gp 


Method 


AAT/GAP 






Start 


2590 






End 


2927 






GI 


none 






Score 


656 






Exons 


2590. .2927 














Seq. No. 


26209 






Seq. ID 


OJ990804 


_04.9C23. 


C43 


Gene No. 


54310 






Strand 


+ 






Start 


10052 






End 


10634 






Name 


OJ990804 04 


.9C23.C43.o5. 


gs 


Method 


GENSCAN 






Start 


10052 






End 


10634 






GI 


none 






Score 


.96 






Exons 


10052. .10152, 10565.. 10634 










Seq. No. 


26209 






Seq. ID 


OJ990804 


_04.9C23. 


C43 


Gene No. 


54311 






Strand 


+ 






Start 


11881 






End 


12571 






Name 


OJ990804 04 


.9C23.C43.o6. 


gs 


Method 


GENSCAN 






Start 


11881 






End 


12571 







26194 



GI 


none 




Score 


.43 


Exons 


11881. .12184, 12342.. 


12438, 


12514. .12571 


Seq. No. 


26209 




Seq. ID 


OJ990804 


Gene No. 


54312 




Strand 




Start 


921 




End 


1217 


Name 


OJ990804 04.9C23.C43. 


o2 .gs 


Method 


GENSCAN 


Start 


921 




End 


1217 


GI 


none 




Score 


.94 


Exons 


921. .1082, 1176. .1217 









Seq. No. 


26209 




Seq. ID 


OJ990804_04 . 9C23.C4 3 


Gene No. 


54313 




Strand 


— 


Start 


1290 




End 


12192 


Name 


OJ990804 04.9C23.C43.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


351 




End 


584 


GI 


none 




Score 


374 


Exons 


351.. 584, 351.. 560, 356. 


.583 






Seq. No. 


-26209 




Seq. ID 


OJ990804_04.9C23.C43. ' 


Gene No. 


"54313 




Strand 




Start 


1290 




End 


12192 


Name 


OJ990804 04.9C23.C43.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


386 




End 


578 


GI 


none 




Score 


235 


Exons 


386. .559, .387. .578 








Seq. No. . 


26209 




Seq. ID 


OJ990804_04.9C23.C43 


Gene No. 


54313 




Strand 




Start 


1290 




End 


12192 


Name 


OJ990804 04.9C23.C43.o2. 


np 


Method 


AAT/NAP 


Start 


1290 




End 


12192 


GI 


4038043 




Score 


794 


Exons 


1290. .1382, 1456. .1556, 


2967. 


.3114, 3202.. 3982, 7280.. 7676, 




7761.. 7842, 12091.. 12192 








GI Descrip. 


(AC005936) putative C2H2 


-type 


zinc finger protein [Arabidopsis 



thaliana] 



Seq. No. 26209 Seq. ID 

Gene No. 54313 Strand 

Start 1290 End 

Name OJ990804_04 . 9C23 . C43 . o3 . gs Method 

Start 2884 End 

GI none Score 

Exons 2884.. 3909 



OJ990804_04 . 9C23. C43 

12192 
GENSCAN 
3909 
.88 



Seq. No. 26209 
Gene No. 54313 
Start 1290 

Name OJ990804_04 . 9C23 . C43 . ol . tm 

Start 2962 
GI none 

Exons 2962.. 3084, 3277.. 3339, 3278 

3926.. 3988, 7279.. 7431, 7283.. 7414, 
7501.. 7677, 7502.. 7651, 7759.. 7791 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3340, 



OJ990804 04.9C23.C43 



12192 

TBLASTX: Maize 
7791 
68 

3913.. 3984, 3922. 
7424. .7510, 7426, 



,3984, 
,7509, 



Seq. No. 



26209 



Seq. ID OJ990804_04.9C23.C43 



26195 




Gene No . 










oLiana 




Start 


1290 








End 


12192 


Name 


OJ990804 04 


.9C23. 


C43.o2. 


gp 


Method 


AAT/GAP 


Start 


3058 








End 


3440 


GI 


none 








Score 


750 


Exons 


3058. .3440 












Seq. No. 


26209 








Seq. ID 


OJ990804_04.9C23.C4 3 


Gene No. 


54313 








Strand 




btart 










End 


12192 


Name 


OJ990804 04 


.9C23. 


C43.01. 


tc 


Method 


TBLASTX: Cress 


Start 


3922 








End 


7791 


GI 


none 








Score 


113 


Exons 


3922..3984, 


7279. 


.7386, 


7280 


..7369, 7384. .7608, 7403. .7558, 




7568. .7603, 


7594. 


.7677, 


7595 


..7651, 7759. .7791 


Seq. No. 


26209 








Ofirr T D 

l)C^ • -L LJ 


0,1990804 04 9f?^ C4^ 


Gene No . 










Cf- y-o nH 




Start 


1290 








End 


12192 


Name 


OJ990804 04 


.9C23. 


C43.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7300 








End 


7635 


GI 


none 








Score 


58 


Exons 


7300. .7635, 


7301. 


.7363, 


7403 


. .7633 




Seq. No. 


26210 








Seq. ID 


OJ990804_04.9C23.C46 


Gene No . 


K A "3 1 A 








Strand 


+ 


Start 


384 








End 


434 


Name 


OJ990804 04 


.9C23. 


C46.ol. 


gs 


Method 


GENSCAN 


Start 


384 








End 


434 


GI 


none 








Score 


.47 


Exons 


384. .434 












Seq. No. 


26210 








Seq. ID 


OJ990804_04.9C23.C46 


Gene No. 


54315 








Strand 




Start 


1. 








End 


186 


Name 


OJ990804 04 


.9C23. 


C46.ol. 


gp 


■ Method 


AAT/GAP 


Start 


1 








End 


186 


GI 


4799 1.R1084 






Score 


352 


■Exons 


1. .186 












GI Descrip. 


'4115377 1. 


Oe-33 


(AC005967) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54316 








Strand 


+ 


Start 


3310 








End 


6688 


Name 


OJ990804 04 


.9C23. 


C47.ol. 


gp 


Method 


AAT/GAP 


o cart. 


3245 








End 


5614 


GI 


30269 1.R1084 






Score 


1556 


Exons 


3245. .3426, 


4406. 


.4570, 


4 662 


..4771, 4856. .4961, 5036. .5148, 




5255. .5408, 


5531. 


.5614 








GI Descrip. 


'4115377 3. 


0e-91 


(AC005967) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23'-.C47 


Gene No. 


54316 








Strand 


+ 


Start 


3310 








End 


6688 


Name 


OJ990804 04 


.9C23. 


C47.o2. 


gs 


Method ' 


GENSCAN 



26196 



Start 


3310 


End 


6688 


GI 


none 


Score 


.95 


Exons 


3310.. 3426, 4406.. 4570, 4662. 


.4771, 4856. .4961, 5036. .5148, 




5255. .5408, 5531. .6688 






Seq. No. 


26211 


Seq. ID 


OJ990804_04 . 9C23 .C47 


Gene No. 


54316 


Strand 


+ 


Start 


3310 


End 


6688 


Name 


OJ990804 04.9C23.C47.o3.np 


Method 


AAT/NAP 


Start 


3318 


End 


6685 


GI 


4115377 


Score 


2427 


Exons 


3318.. 3456, 4368.. 4570, 4662. 


.4771, 4856. .4961, 5036. .5148, 




5255.. 5408, 5531.. 6685 






GI Descrip. 


(AC005967) putative multispanning membrane protein [Arabidops 




thaliana] 






Seq. No. 


26211 


Seq. ID 


OJ990804_04 . 9C23.C47 


Gene No. 


54316 


Strand 


+ 


Start 


3310 


End ' 


6688 


Name 


OJ990804 04.9C23.C47.o2.gp 


• Method 


AAT/GAP 


Start 


5626 


End 


6213 


GI 


16061 1.R1084 


Score 


1087 


Exons 


5626. .6213 






GI Descrip. 


M115377 3.0e-80 (AC005967) unknown protein [Arabidopsis 




thaliana] ? 






Seq. No. 


26211 


Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54317 


Strand 




Start 


1 


End 


1694 


Name 


OJ990804 04.9C23.C47.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1694 


GI 


6539570 


Score 


252 


Exons 


1..34, 1262. .1332, 1492. .1694 






GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


26211 


Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54318 


Strand 




Start 


1821 


End ' 


1899 


Name 


OJ990804 04.9C23.C47.o2.np 


Method 


AAT/NAP 


Start 


1821 


End 


1899 


GI 


6630699 


Score 


68 


Exons 


1821. .1899 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi | 6721536 | db j | BAA8 9566.il (AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


26211 ■ 


Seq. ID 


OJ990804_04 . 9C23. C47 


Gene No. 


54319 


Strand 




Start 


6450 


End 


6899 


Name 


OJ990804 04.9C23.C47.o2.ts 


Method 


TBLASTX : Soybean 


Start 


4390 


End 


4916 


GI 


none 


Score 


125 


Exons 


4390.. 4566, 4400.. 4570, 4400. 


.4570, 4404. .4574, 4420. .4584, 




4662.. 4772, 4857.. 4916 






Seq. No. 


26211 


Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 


Strand 





26197 




Start 


6450 








End 


6899 


Name 


OJ990804 04 


.9C23. 


C47.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4396 








End 


6697 


GI 


none 








Score 


196 


Exons 


4396. .4566, 


4398. 


.4565, 


4403. 


.4582, 4403. .4570, 4405. .4584, 




4678. .4779, 


4679. 


.4795, 


4680. 


.4772, 4852. .4959, 4857. .4961, 




5035. .5148, 


5036. 


.5158, 


5039. 


.5158, 5043. .5159, 5248. .5328, 




5249. .5416, 


5253. 


.5408, 


5261. 


.5413, 5524.. 5772, 5524.. 6690, 




5531. .6346, 


5803. 


.6690, 


6419. 


.6697 




Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 








Strand 




Start 


6450 








End 


6899 


Name 


OJ990804 04 


. 9C23 . 


C47 . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


4403 








End 


5399 


GI 


none 








Score 


72 


Exons 


4403. .4567, 


4404 . 


.4565, 


4408. 


.4584, 4409. .4567, 4662. .4772, 




4853. .4897, 


4857. 


.4901, 


4911. 


.4961, 4911. .4955, 5035. .5148, 




5036. .5158, 


5253. 


.5288, 


5288. 


.5398, 5295.. 5399 


Seq.' No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 








Strand 




Start 


6450 








End 


6899 


Name 


OJ990804 04 


. 9C23 . 


C47 . ol 


ts 


Method 


TBLASTX: Soybean 


Start 


4917 








End 


6688 


GI 


none 








Score 


54 


Exons 


4917. .4961, 


5035. 


.5148, 


5036. 


.5158, 5238. .5408, 5249. .5416, 




525'2. .5398, 


5253. 


.5408, 


5341. 


.5409, 5521. .6687, 5529.. 5600, 




5530. .5763, 


5531. 


.6346, 


5803. 


.6687, 6419. .6688 


Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 








Strand 




Start 


6450 








End 


6899 


Name 


OJ990804 04 


.9C23. 


C47.o4 


tc 


Method 


TBLASTX: Cress 


Start 


5525 








End 


5704 


GI 


none 








Score 


285 


Exons 


5525. .5698, 


5531. 


.5704 








Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 








Strand 




Start 


6450 








End 


6899 


Name 


OJ990804 04 


.9C23. 


C47.o3 


tc 


Method 


TBLASTX: Cress 


Start 


5738 








End 


6061 


GI 


none 








Score 


473 


Exons 


5738. .6061, 


5740. 


.6060 








Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 








Strand 




Start 


6450 








End 


6899 


Name 


OJ990804 04 


.9C23. 


C47.ol. 


tw 


Method • 


TBLASTX: Wheat 


Start 


5762' 








End 


6099 


GI 


none 








Score 


193 


Exons 


5762. .5980, 


.5770. 


.5979, 


5984. 


.6094, 6004.. 6099 


Seq. No. 


26211 








Seq. ID 


OJ990804_04.9C23.C47 


Gene No. 


54319 








Strand 




Start 


6450 








End 


6899 



26198 



Name 

Start 

GI 

Exons 



OJ990804_04.9C23.C47.ol.tc ■ Method TBLASTX : Cress 
6062 'End 6703 

none Score 94 

6062. .6340, 6063. .6641, 6069. .6299, 6070. .6684, 6071. .6346, 
6407. .6685, 6419. .6703 



Seq. No. 26211 

Gene No. 54319 

Start 6450 

Name OJ990804_04 . 9C23 . C47 . o3 . gp 

Start 6450 

GI 4799_1.R1084 

Exons 6450.. 6899 

GI Descrip. '4115377 1.0e-33 (AC005967) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804_04 . 9C23 .C47 

6899 ' . '■ 

AAT/GAP 

6899 

880 



unknown protein [Arabidopsis 



Seq. No. 


26212 




Seq. ID 


OJ990804_04.9C23.C48 


Gene No. 


54320 




Strand 


+ 


Start 


109 




End 


890 


Name 


OJ990804 04.9C23.C48.ol 


.gs 


Method 


GENSCAN 


Start 


109 




End 


890 


GI 


none 




Score 


.64 


Exons 


109. .333, 415. .517, 842 


. .890 






Seq. No. 


26212 




Seq. ID 


OJ990804_04.9C23.C48 


Gene No. 


54321 




Strand 


+ 


Start 


2632 




End 


4093 


Name 


OJ990804 04.9C23.C48.o2 


.gs 


Method 


GENSCAN 


Start 


2632 




End * 


4093 


GI 


none 




Score 


.55 


Exons 


2632. .2685, 2990. .3277, 


3375. 


.3509, 3626.-3727, 4010.. 4093 


Seq. No. 


26212 




Seq. ID 


OJ990804_04.9C23.C48 


Gene No. 


54322 




Strand 


+ 


Start 


12332 




End 


12433 


Name 


OJ990804 04.9C23.C48.o3 


.np 


Method 


AAT/NAP 


Start 


12332 




End 


12433 


GI 


.6721561 




Score 


88 


Exons 


12332.. 12433 








GI Descrip. 


(AP001073) EST AU082058 


(C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




gi | 6815086 | dbj | BAA90372 


.11 (AP001081) 


EST AU082058 (C12976) 



corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 26212 Seq. ID OJ990804_04.9C23.C48 

Gene No. 54323 Strand + 

Start . 14773 End 14985 

Name OJ990804_04 . 9C23 . C48 . ol . gp Method AAT/GAP 

Start 14734 End 14892 

GI 30269_1.R1084 Score 261 

Exons 14734. .14892 

GI Descrip. '4115377 3.0e-91 (AC005967) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 
Gene No. 



26212 
54323 



Seq. ID OJ990804_04.9C23.C48 
Strand + 



26199 




Start 


14773 


End 


14985 






Name 


OJ990804 04.9C23.C48.o4..gs 


Method 


GENSCAN 






Start 


14773 


End 


14985 






GI 


none 


Score 


.46 






Exons 


14773. .14985 










Seq. No. 


26212 


Seq. ID 


OJ990804 


_04.9C23. 


C4 8 


Gene No. 


54324 


Strand 








Start - 


2388 


End 


15030 






Name 


OJ990804 04.9C23.C48'.ol.np 


Method 








Start 


2388 


End 


14963 






GI 


6815109 


Score 


552 






Exons 


2388. .2702, 10414 .. 11222, 11248 .. 11343, 


11411. . 


11511, 






14755. .14963 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26212 


Seq. ID 


OJ990804 


_04.9C23. 


C4 8 


Gene No. 


54324 


Strand 








Start 


2388 


End 


15030 






Name 


OJ990804 04.9C23.C48.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


6729 


End 


6953 






GI 


none 


Score 


93 






Exons 


6729.. 6803, 6828.. 6953, 6829. 


.6936 








Seq. No. 


26212 


Seq. ID 


OJ990804 


_04.9C23. 


C48 


Gene No. 


54324 ' 


Strand 








Start 


2388 


End 


15030 






Name . 


OJ990804 04.9C23.C48.o2.np 


Method 


AAT/NAP 






Start 


12210 


End 


15030 






GI 


4680183 


Score 


135 






Exons 


12210. .12299, 14901.. 15030 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 




Seq. No. 


26213 


Seq. ID 


OJ990804 


_04.9C23. 


C4 9 


Gene No. 


54325 


Strand 


+ 






Start 


1 


End 


70 






Name 


OJ990804 04.9C23.C49.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


70 






GI 


4115377 


Score 


91 






Exons' 


1. .70 










GI Descrip. 


(AC005967) putative multispanning membrane protein [Arabidopsis 




thaliana] 










Seq. No. 


26213 


Seq. ID 


OJ990804 


_04.9C23. 


C49 


Gene No. 


54326 


Strand 


+ 






Start 


399 


End 


2498 






Name 


OJ990804 04.9C23.C49.ol.gs 


Method 


GENSCAN 






Start 


399 


End 


2403 






GI 


none 


Score 


.76 






Exons 


399. .439, 513. .638, 663. .797, 


914. .1078, 1207.. 


1316, 1826.. 1979 




2109. .2403 










Seq. No. 


26213 


Seq. ID 


OJ990804 


_04.9C23. 


C49 


Gene No. 


54326 


Strand 


+ 






Start 


399 


End 


2498 






Name 


OJ990804 04.9C23.C49.o2.np 


Method 


AAT/NAP. 






Start 


914 


End 


2498 







26200 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4115377 Score 914 

914. .1078, 1207. .1316, 1397. .1502, 1626. .1738, 1826. .1979, 
2109.. 2498 

(AC005967) putative multispanning membrane protein [Arabidopsis 
thaliana] 



26213 
54327 
1 

OJ990804_04 . 9C23 . C4 9 . ol . gp 
1 

4799_1.R1084 
1. .284 

•4115377 1.0e-33 (AC005967) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990804_04.9C23.C49 
Strand 

End 24 98 ' 

Method. AAT/GAP 

End 284 

Score 532 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26213 
54327 
1 

OJ990804JD4 . 9C23 . C4 9 . ol . ts 
1 

none 



Seq. ID OJ990804_04.9C23.C49 
Strand 

End 2498 
Method TBLASTX : Soybean 
End 2493 
Score 113 

1..72, 2. .73, 1629. .1736, 1640. .1738, 1823. .1975, 1824. .1979, 
2106.. 2405, 2106.. 2402, 2123.. 2407, 2359.. 2493 



26213 
54327 
1 

OJ990804_04 . 9C23 . C4 9 . ol . tc 

836 

none 



Seq. ID OJ990804_04 . 9C23.C49 
Strand 

End 2498 

Method TBLASTX : Cress 

End 1973 

Score 170 



836. .1075, 911. .1075, 913. .1083, 1207. .1317, 1401. .1442, 
1458. .1502, 1629. .1736, 1632. .1733, 1637. .1738, 1640. .1768, 
1823. .1852, 1824. .1856, 1866. .1973 



26213 
54327 
1 

OJ990804_04 . 9C23 . C4 9 . o2 . ts 

911 

none 



Seq. ID OJ990804_04.9C23.C49 
Strand 

End 2498 

Method TBLASTX : Soybean 

End 1502 

Score 148 



911. .1075, 913. .1095, 1207. .1317, 1401. .1502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



26213 
54327 
1 

OJ990804_04 . 9C23 . C4 9 . ol . tm 

916 

none 



Seq. ID OJ990804_04.9C23.C49 
Strand 

End 2498 

Method TBLASTX : Mai ze 

End 2498 

Score 167 



916. .1095, 917. .1075, 1205. .1318, 1206. .1316, 1207. .1317, 
1393. .1425, 1401. .1460, 1452. .1502, 1454. .1501, 1635. .1736, 
1640. .1762, 1823. .1990, 1824. .1979, 1827. .1991, 2106. .2405, 
2108. .2413, 2120. .2407, 2382. .2498, 2383. .2493 



26213 
54327 
1 



Seq. ID OJ990804_04.9C23.C49 
Strand 

End 2498 



26201 




Name 


OJ990804 04 


.9C23.C4 9.o2.tc 


Method 


TBLASTX: Cress 




Start 


2106 




End 


2324 




GI 


none 




Score 


256 




Exons 


2106. .2324, 


2106. .2324 








Seq. No. 


26214 




Seq. ID 


OJ990804_04. 9C23. 


C50 


Gene No. 


54328 




Strand 


+ 




Start 


1- 




End 


623 




Name 




.9C23.C50.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


620 




GI 


4115377 




Score 


687 




Exons 


1. .620 










GI Descrip. 


(AC005967) 


putative multispanning membrane protein [Arabidoj 




thaliana] 










Seq. No. 


26214 




Seq. ID 


OJ990804 04.9C23. 


C50 


Gene No . 


j4jz o 




Strand 


+ 




Start 


1 




End 


623 




Name 


OJ990804 04 


.9C23.C50.ol.tc 


Method 


TBLASTX: Cress 




Start 


5 




End 


a c\ c 




GI 


none 




Score 


612 




Exons 


5. .280, 6.. 


605, 24.. 401, 329. 


.604 






Seq. No. 


26214 




Seq. ID 


OJ990804_04.9C23. 


C50 


Gene No . 






Strand 


+ 




Start- 


1 




End' 


623 




Name 


OJ990804 04 


.9C23.C50.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5 




End 


oUo 




GI 


none 




Score 


610 




Exons 


5. .280, .6. . 


605, 21.. 404, 308. 


.604 






Seq. No. 


26214 




Seq. ID 


OJ990804_04.9C23. 


C50 


Gene No . 


C A "3 O Q 




Strand 


+ 




Start 


1 




End 


623 




Name 


OJ990804 04 


.9C23.C50.ol.tm 


Method 


TBLASTX: Maize 




Start 


6 




End 


605 




GI 


none 




Score 


628 




Exons 


6. .605, 8.. 


280, 33.. 401, 329. 


.604, 471 


. .605 




Seq. No. 


26214 




Seq. ID 


OJ990804_04.9C23. 


C50 


Gene No . . 


C/| TOO 




Strand 


+ 




Start 


1 




End 


623 




'Name 


OJ990804 04 


. 9C23.C50.ol.gs 


Method 


GENSCAN 




Start 


39 




End 


623 




GI 


none 




Score 


.85 




Exons 


39. .623 










Seq. No. 


26215 




Seq. ID 


OJ990804_04. 9C23. 


C52 


Gene No. 


54329 




Strand 


+ 




Start 


1130 




End 


1834 




Name 


OJ990804 04 


. 9C23.C52.ol.gp 


Method 


AAT/GAP 




Start 


1066 




End 


1487 




GI.- 


LIB3434-033 


-P1-K1-C5 


Score 


816 




Exons 


1066. .1487 










GI Descrip. 


'5102759/emb IAJ131096.il PAB131096 l.Oe- 


-14 Picea abies 





microsatellite RNA, clone PAAG2 1 



26202' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26215 Seq. ID 

54329 Strand 

1130. End 
^OJ990804_04 . 9C23 . C52 . ol . np Method 

1124 . End 

2558^63 . Score 
1124*. .1831 

(AC002354) hypothetical protein [Arabidopsis thaliana] 



OJ990804_04.9C23.C52 
+ 

1834 
AAT/NAP 
1831 
173 



26215 Seq. ID 

54329 • ~ Strand 

1130 End 
OJ990804_04 . 9C23 . C52 . o2 . gs Method 

1130 End 

none Score 
1130. .1834 



OJ990804_04.9C23.C52 
+ 

1834 
GEN SCAN 
1834 
.97 



Seq. No. 26215 Seq. ID 

Gene No. 54330 Strand 

Start 4766 End ' 

Name OJ990804_04 . 9C23 . C52 . o4 . gs Method 

Start 4766 End 

GI none Score 

Exons 4766.-5482 



OJ990804_04 . 9C23.C52 
+ 

5482 ' 

GENSCAN 

5482 

.89 



Seq-. No. 26215 Seq. ID ' OJ990804 

Gene No. 54331 Strand + 

Start 6742 End 7470 

Name OJ990804_04 . 9C23 . C52 . o5 . gs Method GENSCAN 

Start 6742 End 7470 

GI none Score .59 

Exons 6742.. 7470 



04.9C23.C52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



26215 
54332 
1909 

OJ990804JD4 . 9C23 . C52 . ol . tm 
3 

none 



OJ990804 04.9C23.C52 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3. .77, 76. .159, 83. .160, 1343. .1510, 1345. .1506, 1347. .1541, 
1348. .1545, 1540. .1782, 1556. .1783, 1559. .1678, 1609. .1782, 
4982. .5143, 4983. .5138, 5023. .5196, 5140. .5304, 5198. .5311, 
5298. .5429, 5342. .5431, 5353 .. 5430, 6973 .. 7 185, 6974. .7174, 
7014. .7175, 7189. .7419, 7203. .7298 



7419 

TBLASTX: Maize 

7419 

65 



26215 
54332 
1909 

OJ990804_04 . 9C23 . C52 . o2 . tm 

1154 

none 



Seq. ID OJ990804_04.9C23.C52 
Strand 

End 7419 

Method TBLASTX : Mai ze 

End 6952 

Score 124 



1154. .1321, 1177. .1314, 4715. .4771, 4718. .4771, 4765. .4962, 
4766. .4978, 4826. .4978, 6691... 6789, 6738 .. 6932 , 6738 .. 6935,. 
6742. .6942, 6899.. 6952 



26215 
54332 



Seq. ID OJ990804_04.9C23.C52 
Strand 



26203 



Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1909 End 7419 

OJ990804_04 . 9C23 .C52 .o2 .gp Method AAT/GAP 

1909 End 2346 . 

2800806 Score 290 

1909.. 2078, 231'6.. 2346 

5102759/emb|AJ131096.1|PAB131096 1 . Oe-14* Picea abies 
microsatellite RNA, clone PAAG2 



26215 Seq. ID 

54332 Strand 
1909 End 
OJ990804_04 . 9C23 . C52 . o3 . gp Method 
1933 End 
2800806 Score 
1933. .2078, 2316. .2452 
5102759/emb|AJ131096.1|PAB131096 1 
microsatellite RNA, clone PAAG2 



OJ990804_0'4.9C23.C52 

7419 
AAT/GAP 
2452 
440 



0e-14 Picea abies 



26215 Seq,,, ID 

54332 Strand 
1909 ' End 
OJ990804_04 . 9C23 .C52 .o3 .gs Method 
2220 End 
none Score 
2220.. 2289, 2316. .2431 

26216 Seq. ID 

54333 Strand 
910 End 
OJ990804_04 . 9C23 . C58 . ol . gp Method 
423 End 
4715993 Score 
423. .636 



OJ990804_04.9C23.C52 

7419 
GEN SCAN 
2431 
.51 



OJ990804_04.9C23.C58 

1946 
AAT/GAP 
636 
411 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



26216 
54333 
910 

OJ990804_04 . 9C23 . C58 .ol . tm 

546 

none 



OJ990804 04.9C23.C58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

546. .599, 549. .596, 627. .818, 640. .819, 64 1 . . 811, 919 . . 1065, 
920. .1063, 921. .1064, 1715. .1816, 1719. .1820, 17J.9..1817, 
1914. .1943, 1918. .1944, 1921. .1944 



1946 

TBLASTX: Maize 
1944 , 
66 



26216 
54333 
910 

OJ990804_04.9C23.C58.ol.tc 
638 
none 

638. .748, 640. .819, 641. .814, 658. .819, 919. .1065, 920. 
1715. .1765, 1742. .1816, 1922. .1945 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990804 04. 9C23.C58 



1946 

TBLASTX: Cress 

1945 

197 



1063, 



26216 
54333 
910 

OJ990804_04 . 9C23 . C58 . ol . np 



Seq. ID OJ990804_04.9C23.C58 
Strand 

End 1946 

Method AAT/NAP 



26204 




Start 


643 




End 


1946 


GI 


3080425 




Score 


540 


Exons 


643. .816, 922. .1062, 1721. .1816, .1922. 


.1946 


GI Descrip. 


(AL022604) putative. protein [Arabidopsis thaliana] 


Seq. No. 


26216 




Seq. ID 


OJ990804_04.9C23.C58 


Gene No. 


54333 




Strand 




Start 


910 




End 


1946 


Name 


OJ990804 04.9C23.C58.ol. 


ts 


Method 


TBLASTX : Soybean ' * 


Start 


685 




End 


1946 


GI 


none 




Score 


137 


Exons 


685. .819, 686.. 814, 919. 


.1065, 920. .1063, 1598. .1672, 




1715. .1816, 1719. .1817, 


1914.' 


.1946 




Seq. No. 


26216 




Seq. ID 


OJ990804_04 . 9C23.C58 


Gene No. 


54333 




Strand 




Start 


910 




End 


1946 


Name 


OJ990804 04.9C23.C58.ol. 


gs 


Method 


GENSCAN 


Start 


910 




End 


1816 


GI 


none 




Score 


.78 


Exons 


910. .1062, 1721. .1816 








Seq. No. 


26216 




Seq. ID 


OJ990804_04 . 9C23.C58 


Gene No. 


54333 




Strand 




Start . 


910 




End 


1946 


Name 


OJ990804 04.9C23.C58.o3. 


gp 


Method 


AAT/GAP 


Start 


931 




End' 


1946 


GI 


13608 1.R1084 




Score 


448 


Exons 


931. .1062, 1721. .1816, 1922.. 


1946 




GI Descrip. 


, 3080425/emb|CAA18744 .1 | 


6.0e 


-85 (AL022604) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


26217 




Seq. ID 


OJ990804_04 . 9C23. C59 


Gene No. 


54334 




Strand 


+ 


Start 


4317 




End 


5108 


Name 


OJ990804 04.9C23.C59.o2. 


gs 


Method 


GENSCAN 


Start 


4317 




End 


5026 


GI 


. none 




Score 


.67 


Exons \ 


4317. : . 4-398/ 4439. .4522, 


4608. 


.4.669, 4674 ..4806>^ 4915. .5026 


Seq. No. 


26217 




Seq. ID 


.OJ990804_04 . 9C23.C59 


Gene No. 


54334 




Strand 


+ 


Start 


4317 




End 


5108 


Name 


OJ990804 04.9C23.C59.o2. 


np 


Method 


AAT/NAP 


Start 


4317 




End 


5108 


GI 


6573710 




Score 


235 


Exons 


4317. .4364, 4439. .4522, 


4674. 


.4829, 4879. .4980, 5025. .5108 


GI Descrip. 


(AC009978) T23E18.19 [Arabidopsis thaliana] 


Seq. No. 


26217 




Seq. ID 


OJ990804_04 . 9C23.C59 


Gene No. 


54335 




Strand 




Start 


1 




End 


1048 


Name 


OJ990804 04.9C23.C59.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End . 


482 


GI 


13608 1.R1084 




Score 


392 


Exons 


1..178, 415. .482 








GI Descrip. 


, 3080425/emb ICAA1874 4 .1| 


6.0e 


-85 (AL022604) putative protein 



26205 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



[Arabidopsis thaliana] 1 

26217 
54335 
1 

OJ990804_04 . 9C23 .C59. ol .np 
1 

3080425 



Seq. ID OJ990804_04.9C23.C59 
Strand 

End 1048 

.Method AAT/NAP 

End 1036 

Score 674 



1..178, 415. .513, 602. .823, 863. .1036 

(AL022 604) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990804_04.9C23.C59 
Strand 

1048 

TBLASTX : Soybean 
137 
139 



End 

Method 

End 

Score 



Seq. ID OJ990804_04.9C23.C59 
Strand 

1048 

TBLASTX: Cress 
131 
127 



End 

Method 

End 

Score 



26217 
54335 
1 

OJ990804_04 . 9C23 .C59 . o2 . ts 
2 

none 

2. .136, 3. .137 

26217 
54335 
1 

OJ990804_04. 9C23 . C59 . o3 . tc 
2 

none 

2.. 130, 3.. 131 

26217 
54335 
1 

OJ990804_04 . 9C23.C59 .ol . gs 
415 
none 

415. .513, 602. .828, 916. .1048 

26217 
54335 
1 

OJ990804_04 . 9C23 ,.C59 . ol . ts 
421 
none 

421. .513, 422. .514, 593. .751, 594. .770, 602. .781 



Seq. ID OJ990804_04.9C23.C59 
Strand 

1048 
GENSCAN 
1048 
.6 



End 

Method 

End 

Score 



Seq. ID OJ990804_04.9C23.C59 
Strand 

1048 

TBLASTX: Soybean 
781 
127 



End 
" Method 
End 
Score 



26217 
54335 
1 

OJ990804_04.9C23.C59.ol.tc 

487 

none 

487. .513, 594. .797, 602. .823 

26217 
54335 
1 

OJ990804_04. 9C23 . C59 . ol . tm 

569 

none 



Seq. ID OJ?90804_04.9C23.C59 
Strand 

End 104 8 

Method TBLASTX : Cress 

End 823 

Score 209 



Seq. ID OJ990804_04.9C23.C59 
Strand 

End 1048 

Method TBLASTX: Maize 

End 828 

Score 292 



26206 



Exons 


569. .826, 579. .824, 593. 


.826, 


745. .828 




Seq. No. 


26217 




Seq. ID 


OJ990804_04.9C23.C59 


Gene No. 


54336 




Strand 




Of 3 -*-+- 


4 Jl J 




End 


5030 


Name 


OJ990804 04.9C23.C59.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4313 




End 


5025 


GI 


none 




Score 


68 


^Exons • 


4313. .4366, 4313. .4366,. 


4317. 


.4388, 4436. .4534, 4438.-4497, 




4673. .4807, 4674. .4811, 


4890. 


.5024, 4918. .5025, 4928. .5023 


Seq. No. 


26217 




Seq. ID 


OJ990804_04.9C23.C59 


Liene no. 


jjD 




Strand 




Start 


4313 




End 


5030 


Name 


OJ990804 04.9C23.C59.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4436 




End 


5024 


GI 


none 




Score 


119 


Exons 


4436. .4534, 4668. .4811, 


4674 . 


.4811, 48 


90. .4964, 4968. .5024 


Seq. No. 


26217 




Seq. ID 


OJ990804_04V\9C23.C59 


bene jno . 


34 J jo 




Strand 




Start 


4313 




End 


5030 


Name 


OJ990804 04.9C23.C59.o2. 


tc 


Method 


' TBLASTX: Cress 


Start 


4454 




End 


5030 


GI 


none 




Score 


69 


Exons 


4454. .4525, 4683. .4811, 


4706. 


.4813, 4914. .5027, 4926. .5030 


Seq. No. 


26218 




Seq. ID 


OJ990804_04.9C23.C60 


Gene No. 


54337 




Strand 


+ 


Start 


209 




End 


3265 


in dine 


OJ990804 04.9C23.C60.ol. 


np 


Method 


AAT/NAP 


Start 


209 




End 


2015 


GI 


6554492 




Score 


490 


Exons 


209. .265, 446. .573,. 682. 


.758, 


1191. .1272, 1355. .1400, 




1490. .1560, 1638. .1711, 


1796. 


.1854, 1977. .2015 


GI Descrip. 


(AC012394) putative WD-repeat 


protein 


[Arabidopsis thaliana] 


Seq. No. 


26218 




Seq. ID 


OJ990804_04 . 9C23 . C60 


Gene No. ■ 


54337 




Strand 


+ - : 


Of ar f 


209 




End 


3265 


Name 


OJ990804 04.9C23.C60.ol. 


gs 


Method 


GENSCAN 


Start 


682 




End 


3265 


GI 


none 




Score 


.77 


Exons 


682. .751, 1490. .1560, 1638. .1711, 1977 


..2069, 2118. .2208, 




2340.. 2425, 3096.. 3265 








Seq. No. 


26218 




Seq. ID 


OJ990804_04 . 9C23 . C60 


Gene No. 


54337 




Strand 


+ 


Start 


209 




End 


3265 


Name 


OJ990804 04.9C23.C60.ol. 


gp 


Method 


AAT/GAP 


Start 


1214 




End 


2265 


GI 


LIB3432-008-P1-K1-D11 




Score 


746 


Exons 


1214. .1272, 1490. .1560, 


1638. 


.1711, 1796. .1854, 1977. .2038, 




2142.. 2265 








GI Descrip. 


M539347/emb|CAB37 4 95.1 1 


2.0e 


-45 (AL035539) putative growth 



regulator protein [Arabidopsis thaliana] 1 



26207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26218 
54338 
3690 

OJ990804_04 . 9C23 .C60 ,o2 .np 

3509 

6554491 

3509. .3730, 4544. .4611, 



5703. .5884, 6597. .6699, 



4782. 
6794. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4858, 5080 
.7125, 7212 



OJ990804_04 . 9C23.C60 
+ 



7704 
AAT/NAP 
7701 
1462 

5168, 
7478, 



5265. .5448, 
7515. .7701 



(AC012394) putative auxin-independent growth promoter 
[Arabidopsis thaliana] 



26218 
54338 
3690 

OJ990804_04 . 9C23 . C60 . o2 . gs 
3690 
none 

3690.. 3875, 3961.. 4029, 5080. 
6597.. 6699, 6794.. 7125, 7212. 

26218 
54338 
3690 

OJ990804_04.9C23.C60.o3.gp 
5727 
426588 

.5727. .5884, 6597. .6699, 6794. .6912 ; :- . 

4539347/emb | CAB37495.il 2.0e-45 (AL035539) putative growth 
regulator protein [Arabidopsis thaliana] 



Seq. ID OJ990804_04.9C23.C60 

Strand + 

End 7704 

Method GENSCAN 

End 7704 

Score .74 

.5168, 5265.-5448, 5703. .5884, 
.7704 

Seq. ID OJ990804_04.9C23.C60 

Strand + 

End 7704 

Method AAT/GAP 

End 6912 

Score 705 . ■ 



Seq. No. 


26218 




Seq. ID 


OJ990804 


Gene No. 


54339 




Strand 


+ 


Start 


10256 




End 


10648 


Name 


OJ990804 04.9C23.C60 


. o3 . np 


Method 


AAT/NAP 


Start 


10256 




End 


10648 


GI 


2160179 




Score 


113 


Exons 


10256. .10419, 10630. 


.10648 






GI Descrip. 


(AC000132) No definition- line 


found [Arabidopsi 


Seq. No. 


26218 




Seq. ID 


OJ990804 


Gene No. 


54340 




Strand 




Start 


2325 




End 


2627 


Name 


OJ990804 04.9C23.C60 


. o2 . gp 


Method 


AAT/GAP 


Start 


2325 




End 


2627 


GI 


569061 




Score 


572 


Exons 


2325.-2627 








Seq. No. 


26218 




Seq. ID 


OJ990804 


Gene No. 


54341 




Strand 




Start 


8900 




End 


9196 


Name 


OJ990804 04.9C23.C60 


o3 .gs 


Method 


GENSCAN 


Start 


8900 




End 


9196 


GI 


none 




Score 


.75 


Exons 


8900. .9196 








Seq. No. 


26218 




Seq. ID 


OJ990804 


Gene No. 


54342 




Strand 





26208 



Start 
Name 
Start 
GI 

Exons 



9855 End 

OJ990804_04 . 9C23 . C60 . o4 . tm Method 

160 End 

none Score 



10396 

TBLASTX: Maize 

601 

192 



160. .267, 161. .268, 443. .520, 445. .534, 445. .534, 520. .570, 
521. .601 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26218 
54342 
9855 

OJ990804_04 . 9C23 . C60 . o2 . tm 
690 
none 

690. .746, 691. .741, 692. .763, 1185. .1235, 1186. .1272, 
1187. .1273, 1353. .1400, 1356. .1391, 1478. .1546, 1480. 
1483.. -1533, 1490.. 1546 



Seq. ID OJ990804_04.9C23.C60 
Strand 

10396 

TBLASTX: Maize 
1560 
77 



End 

Method 

End 

Score 



,1560, 



26218 
54342 
9855. 

OJ990804_04 . 9C23 . C60 . o3 . tc 

1244 

none 

1244. .1273, 1359. .1391, 1490. 
1959. .2018 



OJ990804_04.9C23.C60 
10396 

TBLASTX : Cress 

2018 

41 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.1528, 1636. .1713, 1789. .1857, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'26218 
54342 
9855 

OJ990804_04 . 9C23 . C60 . ol . ts 
4548 



OJ990804 04.9C2-3.C60 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
4548. .4607, 4784. .4861, 4789. .4917, 5079. .5168, 5080. .5166, 
5259. .5312, 5263. .5358, 5356. .5448, 5373 .. 54 47 , .5699 5752, 
5706. .5765, 5754. .5888, 5761. .5871, 6570. .6629, 6594. .6695, 
6595.. '6699, 6595.. 6702, 6796.. 7125, 6800.. 7126, 7011.. 7187, 
7201. .7410, 7210. .7491 



10396 

TBLASTX : Soybean 

7491 

72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26218 ' 

54342 

9855 

OJ990804_04 . 9C23 . C60 . o3 . tm 

5329 

none 

5329. .5451, 5329. .5448, 5349. 
5704.. 5802, 5707.. 5802 

26218 
54342 
9855 

OJ990804JD4 .9C23.C60.o2.tc 

6595 

none 

6595.. 6681, 6800.. 7093, 6802. 

26218 
54342 



Seq. ID OJ990804_04.9C23.C60 
Strand 

End 10396 

Method TBLASTX : Mai ze 

End 5802 

Score 204 

.5453, 5699. .5800, 5703. .5801, 



Seq. ID OJ990804_04.9C23.C60 
Strand 

10396 

TBLASTX: Cress 
7093 
89 



End 

Method 
End 
Score 
.7086 



Seq. ID OJ990804_04.9C23.C60 
Strand 



26209 



Start 
Name 
Start 
GI 

Exons 



9855 End 

OJ990804_04 . 9C23 . C60 . ol . tm Method 

6811 End 

none Score 



10396 

TBLASTX: Maize 

7359 

531 



6811. .7128, 6812. .7141, 7170. .-7352, 7173..7340-, 7186. .7347, 
7187.. 7348, 7.192.. 7359 



Seq. No. 


26218 


Seq. ID 


OJ990804_04. 9C23 


.C60 


Gene No. 


• 54342 


Strand 






Start 


9855 


End 


10396 




Name 


OJ990804 04. 


9C23 . C60 . ol . tc Method 


TBLASTX: Cress 




Start 


7100 


End 


7494 




GI 


none 


Score 


42 




Exons 


7100. .7126, 


7200. .7340, 7210. .7494, 7210. .7428 




Seq. No. 


26218 


Seq. ID. 


OJ990804_04.9C23 


.C60 


Gene No. 


54342 


Strand 






Start 


9855 


End 


10396 




Name 


OJ990804 04. 


9C23 . C60 . o4 . gs Method 


GENSCAN 




Start 


9855 


End 


10396 




GI 


none 


Score 


.45 




Exons 


9855. .10083, 


10134. .10209, 10330.. 10396 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 



26219 Seq. ID 

54343 Strand 

1 End 

OJ990804_04 . 9C23 . C61 . ol . np Method 

1 End 

2160180 Score 



OJ990804_04.9C23.C61 
+ 

2813, 
AAT/NAP 
2807 
1550 



1..35, 161. .530, 620. .805, 877. .1041, 1205. .1311, 1439. .1529, 
1662. .1807, 1851. .2038, 2092. .2247, 2330..2453, 2574. .2807 
(AC000132) No definition line found [Arabidopsis thaliana] 



26219 
54343 
1 

OJ990804_04.9C23.C61.ol.gs 

326. • 
none 



Seq. ID OJ990804_04.9C23.C61 

Strand + 

End 2813 

Method GENSCAN 

End 2813 

Score .83 



326. .530, 620. .790, 886. .1041, 1205. .1311, 1439. 
1867. .2036, 2131. .2247, 2327. .2453, 2574. .2813 



,1529, 



26219 Seq. ID 

54344 ■ Strand 
5251 End 
OJ990804_04 . 9C23 . C61 . o2 . ts Method 
1 End 
none Score 



OJ990804_04.9C23.C61 
5582 

TBLASTX : Soybean 

748 

51 



1..36, 3. .53, 158. .253, 159. .257, 162. .284, 381. .527, 381. .494, 
610. .657, 617. .652, 658. .744, 659. .748, 659. .748 



26219 
54344 
5251 

OJ990804_04.9C23.C61.ol.tm 

1764 

none 



Seq. ID OJ990804_04.9C23.C61 
Strand 

End 5582 

Method TBLASTX : Maize 

End 2435 

Score 58 



26210 




Exons 


1764. .1805, 


1766 


..1804, 1873. 


.2046, 1875. .2027, 1875. .2078, 




1876. .2031, 


2128 


..2247, 2129. 


.2248, 2130. .2249, 2323.-2424, 




2325. .2435, 


2331 


. .2426 






Seq. No. 


26219 






Seq. ID 


OJ990804_04 . 9C23.C61 


Gene No. 


54344 






Strand 




Start 


5251 






End 


5582 


Name 


OJ990804 04 


.9C23 


.C61.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1903 






End 


2669 


GI ... r . ' 


none 






Score 


214 


Exons 


1903. .2037, 


1903 


..2037, 1905. 


.2039, 2128. .2229, 2129. .2248, 




2325. .2456, 


2571 


..2669, 2576. 


O C f c 

. 2665 




Seq. No. 


26219 






Seq. ID 


OJ990804_04.9C23.C61 


Gene No. 


54344 






Strand 


- 


Start 


5251 






End 


5582 


Name 


OJ990804 04 


.9C23 


.C61.o2.tm 


Method. 


TBLASTX: Maize 


Start 


2574 






End 


2807 


GI 


none 






Score 


374 


Exons 


2574. .2807, 


2574 


..2798, 2579,. 


.2806 




Seq. No. 


26219 






Seq. ID 


OJ990804_04.9C23.C61 


Gene No. 


54344 






Strand 


_ 


Start 


5251 






End 


5582 


Name 


OJ990804 04 


.9C23 


.C61.6l.tc 


Method 


TBLASTX: Cress 


Start 


2609 






End 


' 2801 


GI 


none 






Score 


235 


Exons 


2609. .2782, 


2610 


. .2801 






Seq. No. 


26219 






Seq. ID 


OJ990804_04.9C23.C61 


Gene No. 


54344 






Strand 


- 


Start 


5251 






End 


5582 


Name 


OJ990804 04 


.9C23 


. C61 . o3 . gs 


Method 


GEN SCAN 


Start 


5251 






End 


5582 


GI 


none 






Score 


.87 


Exons 


5251. .5423, 


5542 


. .5582 






Seq. No. 


26220 






Seq. ID 


OJ991015_10.0118.C1 


Gene No. 


54345 






Strand 


• + . 


Start 


754 






■End 


966 


Name 


OJ991015 10 


.0118 


. Cl.ol.gs 


Method 


GEN SCAN 


Start 


754 






End 


966 


GI 


none 






Score 


.61 


Exons 


754. .966 










Seq. No. 


26221 






Seq. ID 


OJ991015_10.0118.C2 


Gene No. 


54346 






Strand 


+ 


Start 


708 






End 


5550 


Name 


OJ991015 10 


.0118 


.C2.ol.np 


Method 


AAT/NAP 


Start 


708 






End 


3496 


GI 


5104687 






Score 


40 


Exons 


708.. 760, 3126..: 


3268, 3389.. 3496 




GI Descrip. 


(AP000060) 


229aa 


long hypothetical protein [Aeropyrum pernix 


Seq. No. 


26221 






Seq. ID 


OJ991015_10.0118.C2 


Gene No. 


54346 






Strand 


+ 


Start 


708 






End 


5550 



26211 



Name OJ991015_10 . 0118 .C2 . o2 . np Method AAT/NAP 

Start 2777 End 5550 

GI 4567250 Score 106 

Exons 2777.. 2876, 4574.. 4720, 5275.. 5363, 5530.. 5550 

GI Descrip. (AC007070) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


26221 


Seq. ID 


OJ991015J.0.0118 


.C2 


Gene No. 


54346 


Strand 






Start 


708 


End 


5550 




Name 


/^NTommc i r\ Alio o — i 

OJ991015 10 . Ullo . CZ . Ol . gp 


Method 


AA1 /bAr 




Start 


3267 


End 


5370 




GI 


none 


Score 


963 




Exons 


3267.. 3495, 4527.. 4720, 5275.. 


5370 






Seq. No. 


26221 


Seq. ID 


OJ99.1015_10.0118 


.C2 


Gene No. 


54346 


Strand 


+ 




Start 


708 


End 


5550 




Name 


OJ991015 10.0118.C2.ol.gs 


Method 


' GEN SCAN 






3366 


End 


4720 




GI 


none 


Score 


.55 




Exons 


3366. .3495, 4527. .4720 








Seq. No. 


26222 


Seq. ID 


OJ991015_10.0118 


.C3 


Gene No. 


54347 


Strand 


+ 




Start 


1 


End 


2626 




Name 


OJ9910I5 10.0118.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2626 




GI 


6714320 


Score 


461 




Exons 


1..129, 858. .1138, 1300. .1650, 


2561. .2626 




GI Descrip. 


(AC016972) hypothetical protein .[Arabidopsis thaliana] 




Seq. No. 


26222 


Seq. ID 


OJ991015_10.0118 


.C3 


Gene No. 


54347 


Strand 


+ 




Start 


1 


End 


2626 




Name 


OJ991015 10.0118.C3.ol.gs 


Method 


GENSCAN 




Start 


71 


End 


2619 




GI 


none 


Score 


.47 




Exons 


.71... 129, 835. .1138, 1300. .1401, 1450. 


.1614, -2228. .2317, 






2479. .2619 








Seq. No. 


26222 


Seq. ID 


OJ991015_10.0118 


.C3 


Gene No. 


54348 


Strand 


+ 




Start 


2926 


End 


8405 




Name 


OJ991015 10.0118.C3.o2.np 


Method 


AAT/NAP 




Start 


2926 


End 


8405 




GI 


5042463 


Score 


95 




Exons 


2926. .3156, 4762. .4963, 5624.. 


5679, 6919. .7047, 7604. .7675 




8330. .8405 








GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


26222 


Seq. ID 


OJ991015_10.0118 


.C3 


Gene No. 


54349 


Strand 


+ 




Start 


10416 


End 


10516 




Name 


OJ991015 10.0118.C3.ol.gp 


Method 


• AAT/GAP 




Start 


10416 


End 


10516 




GI 


none 


Score 


182 




Exons 


10416.. 10516 









26212 




oeq . ino * 


96999 






Seq. ID 


OJ991015_10.0118.C3 


Gene No. 


54350 






Strand 




Start 


3001 






End 


4969 


Name 


OJ991015 10.0118 


.C3.o2. 


gs 


Method 


GENSCAN 


Start - 


3001 






End 


4969 


GI 


none 






Score 


.52 


Exons 


3001.. 3055, 3121 


. .3261, 


. 3914 


. .4007,. 4906. .4969 


Seq. No. 


26222 






Seq. ID 


' OJ991015_10.0118.C3 


Gene No. 


54351 






Strand 




Of 3 r-+- 








End 


9716 


Name 


OJ991015 10.0118 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


68 






End 


1665 


GI 


none 






Score 


70 


Exons 


68. .130, 72. .131 


, 246.. 


290, 


358. .450, 


364. .435, 830. .1138, 




832.. 1137, 1291. 


.1662, 


1299. 


.1664, 1300. .1518, 1496. .1663, 




1588. .1665 










S^q ; 1NO . 








Seq. ID. 


OJ991015_10.0118.C3 


Gene No. 


54351 






Strand 




Start 


5684 






End 


9716 


Name 


OJ991015- 10.0118 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


938,., - y ' . . _ 






End 


1646 


GI 








Score-, ' 


64 . . • • 


Exons 


^^^i ; p5i;y:i.p3i. 


.1141,.. 


1297. 


.1509, .'157-8. .164 6'' ^ " " 


oeq. ino . 


Z DZZ Z 






Seq. ID 


OJ991015_10.0118.C3 


Gene No. 


54351 






Strand 




Start 


5684 






End 


9716 


Name 


OJ991015 10.0118 


.C3.o3. 


gs 


Method 


GENSCAN 


Start 


5684 






End 


9716 


GI 


none 






Score 


.43 


Exons 


5684.. 5813, 6951 


. .7027, 


7059 


..7208, 9630.. 9716 


o e q • in o . 


9 £99 ^ 
Z OZ Z O 






Seq. ID 


OJ991015_10.0118.C4 


Gene No. 


54352 






Strand 


+ 


Start 


647 






End ■ 


2864 


Name 


OJ991015 10.0118 


.C4.ol. 


gs 


Method 


GENSCAN 


Start 


647 






End 


2864 


GI 


none 






Score 


.8 


Exons 


647. .885, 1599.. 


1670, 1826.. 


1893, 2000 


..2150, 2751. .2864 


Seq. No. . 


26223 






Seq. ID 


OJ991015_10.0118.C4 


Gene No. 


54353 






Strand 


+ 


Start 


3349 






End 


3750 


Name 


OJ991015 10.0118 


.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


3349 






End 


3750 


GI 


uC-osrocyp034g09al 




Score 


760 


Exons 


3349. .3750 











GI Descrip. '1518113 6.0e-13 (U66193) SLL2 [Brassica napus] 1 



Seq. No. 26223 . .. Seq. ID OJ991015_10 . 0118 . C4 

Gene No. 54354 Strand . + 

Start 4599 ■ End 4699 

.Name OJ991015_10 . 0118 . C4 . o3 . gp Method AAT/GAP 

Start 4599 End 4699 



26213 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3432-034-P2-K1-F1 
4599. .4699 

•4760710/dbj IBAA77395.il 
[Brassica rapa] 1 

26223 
54355 
9899 

OJ991015_10.0118.C4 .o4.gs 

9899 

none 



Score 



154 



3.0e-31 (AB012867) SLL2-S9-protein 



Seq. ID OJ991015_10.0118.C4 

Strand + 

End 14279 

Method GENS CAN 

End 13927 

Score .75 



9899.. 9907, 10695 10858 , 10887 10915, 10983 .. 11063, 
11310. .11791, 12422. .12637, 12720 13088 , 13429 .. 13656, 
13766.. 13927 



Seq. No. 
Gene No. 
Stapt 
Name 

Start *.> 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26223 
54355 
9899 

.OJ991015_10.0118.C4.o3.np 

11018 vr- . 

6685541 

11018. .11063, 11310, 



OJ991015_10.0118.C4 
+ 



Seq. ID 
Strand 

End 14279 
Method AAT/NAP 
End 14279 
Score 2075 
12422. .12637, 12720 .. 13118 , 
14245. .14279 

EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 10 (EIF-3 
■ THETA) . (EUKARY.OTiC TRANSLATION INITIATION.. FACTOR .3 LARGE 
SUBUNIT) • gi] 5106764 |.gb'| AAD39834 . 1| AF073329_1 (AF073329) 
eukaryotic translation initiation factor 3 large 'subunit [Zea 
mays] 



11791, 

13429. .13656, 13766 13934 , 



26223 Seq. ID 

54355 Strand 

9899 End 

OJ991015_10.0118.C4 .o4 ,gp Method 

11418 End 

94015_1.R1084 Score 
11418. .11791, 11848. .11910 

, 5106764/gb|AAD39834.1|AF073329_l 2.0e-32 (AF073329) eukaryotic 

translation initiation factor 3 large subunit [Zea mays] ' 



OJ991015_10.0118.C4 
+ 

14279 
AAT/GAP 
11910 
680 



26223 Seq. ID 

54355 Strand 

9899 End 

OJ991015_10 . 0118 . C4 . o5 . gp Method 

12520 End 

2427680 Score 
12520. .12637, 12720.. 12913 

5106764/gb|AAD39834.1|AF073329_l 6.0e-50 (AF073329) eukaryotic 

translation initiation factor 3 large subunit [Zea mays] 



OJ991015_10.0118.C4 
+ 

14279 
AAT/GAP 
12913 
588 



26223 Seq. ID 

54355 Strand 

9899 End 

OJ991015_10.0118.C4.o6.gp Method 

13515 End 

LIB3474-002-P1-K1-G3 Score 
13515. .13656, 13766.. 13930 

»5106764/gb|AAD39834.1|AF073329_l 2.0e-42 (AF073329) eukaryotic 



OJ991015_10.0118.C4 
+ 

14279 
AAT/GAP 
13930 
566 



26214 




translation initiation factor 3 large subunit [Zea mays] 1 



beq. NO. 










Seq. ID 


OJ991015 


i n' m i ft ca 


Gene No. 


54356 








Strand 






Start 


3535 








End 


6489 




Name 


OJ991015 10 


.0118. 


C4.o2. 


gs 


Method 


GENSCAN 




Start 


3535 








End 


6489 




GI 


none 








Score 


.97 




Exons 


3535. .3732, 


4018. 


.4069, 


4257. 


.4360, 4601. .4697, 


5277. .5-411, 




5841. .5969, 


6176. 


. 6489 










Seq. No. 


26223 








Seq. ID 


OJ991015 


_10.0118.C4 


uene wo . 


54356 








Strand 






Start 


3535 








End 


6489 




Name 


OJ991015 10 


.0118. 


C4.ol. 


np 


Method 


AAT/NAP 




Start 


3607 








End 


6489 




GI 


1669601 








Score 


534 




Exons 


3607. .3732, 


4018. 


.4069, 


4257. 


.4360, 4601. .4697, 


5277. .5412, 




5839. .5969, 


6233. 


.6489 










GI Descrip. 


(D88747) AR401 [Arabidopsis thaliana] 






Seq. No. 


26223 








Seq. ID 


OJ991015 


_10.0118.C4 


bene ino . 


54356 








Strand 






Start 


3535 








End 


6489 




Name 


OJ991015 10 


.0118. 


C4.o2. 


gp 


Methpd 


AAT/GAP 




Start-. ; 


4208 








End r .'*" 


4701" ' 




GI 


LIB3432-034 


-P2-K1 


-Fl 




Score 


353 




Exons 


4208. .4360, 


4601. 


.4701 










GI Descrip. 


•4760710/dbj IBAA77395.il 3.0e 


-31 (AB012867) SLL2-S9-protein 




[Brassica rapa] 1 












O j-i « NT /-v 

beq. no. 


26223 








Seq. ID 


OJ991015 


_10.0118.C4 


Gene No. 


54357 








Strand 






Start 


8034 








End 


8645 




Name 


.OJ991015 10 


.0118. 


C4.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


1623 








End 


2338 




GI 


none 








Score 


87 




Exons 


1623. .1670, 


1625. 


.1663, 


1823. 


.1894, 1825.. 1893, 


1995. .2162, 




1997. .2059, 


2273. 


.2338 










beq. no. 


26223 








Seq. ID 


OJ991015 


_10.0118.C4 


Gene No. 


54357 








Strand 






Start 


8034 








End- 


8645 




Name 


OJ991015 10 


.0118. 


C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2263 








End 


2736 




GI 


none 








Score 


142 




Exons 


2263. .2355, 


2265. 


.2354, 


2445. 


.2549, 2466. .2549, 


2467. .2556, 




2678. .2698, 


2716. 


.2736 










Seq. No. 


26223 








Seq. ID 


OJ991015 


_10.0118.C4 


Gene No. 


54357 








Strand 






Start 


8034 








End 


8645 




Name 


OJ991015 10 


.0118. 


C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3508 








End 


6499 




GI 


none 








Score 


141 




Exons 


3508. .3651, 


3513. 


.3650, 


3521. 


.3652, 3646.. 3732, 


3647. .3733, 




3649. .3741, 


3978. 


.4070, 


4006. 


.4071, 4007. .4072, 


4256. .4345, 



26215 





4257. . 


,4367, 4258.. 4359, 4583 


..4696, 451 


34. .4697, 


4585. .4698, 




4598. . 


,4702, 5256.. 5411, 5267 


..5410, 5269.. 5412, 


5838. .5903, 




5840. . 


,5929, 5840.. 5902, 5890 


..5970, 5906.. 5971, 


5908. .5973, 




5910. . 


.5972, 6289.. 6381, 6293 


..6382, 6430.. 6480, 


6431. .6499, 




6440. . 


,6490 








Seq. No. 


26223 




Seq. ID 


OJ991015_ 


10. 0118. C4 


Gene No. 


54357 




Strand 


- 




Start 


8034 




End 


8645 • 




Name 


OJ991015 10.0118.C4.o3.gs 


■ Method 


GENSCAN 




Start 


8034 




End 


8639 




GI 


none 




Score 


1 




Exons 


8034. . 


.8639 








Seq. No. 


26223 




Seq. ID 


OJ991015_ 


10. 0118. C4 


Gene No . 


54357 




Strand 


- 




Of 2 >~ ■»- 

bear i, 


8034 




End 


8645 




Name 


OJ991015 10.0118.C4 .o2.np 


Method 


AAT/NAP 




Start 


8055 




End 


8546 




GI 


2464858 


Score 


101 




Exons 


8055. . 


,8149, 8197. .8546 








GI Descrip. 


(Z99707) putative protein [Arabidopsis 


thaliana] 




Seq. No. 


26223 




Seq. ID 


OJ991015_ 


10. 0118. C4 


Gene ^No . 


54357 




■Strand 






Start" 


.8034 




End ' ' 


'8645 




Name 


OJ991015 10.0118.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


8478 




End 


8645 




GI 


none 




Score 


101 




Exons 


' 8478. . 


8600, 8479. .8568, 8572 


. .8637, 8572. .8640, 


8577. .8645 


Seq. No. 


26223 




Seq. ID 


OJ991015_ 


10. 0118. C4 


Gene No. 


54358 




Strand 






Start 


10931 




End 


.13929 




Name 


OJ991015 10.0118.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


10931 




End 


13929 




GI 


none 




Score 


74 




Exons 


10931. 


.11056, 11018. .11062, 


11271. . 11582, 11291. 


.11797, 




11307. 


.11813, .11308. .11790, 


11318. . 11797, 12421. 


.12648, 




12422. 


.12637, 12424. .12639, 


12700. .12996, 12702. 


.13031, 




12702. 


.13031, 12999. .13100, 


13002. .13106, 13040. 


.13108, 




13182. 


.13208, 13418. .13657, 


13428. .13667, 13429. 


.13656, 




13754. 


.13921, 13765. .13920, 


13778. .13927, 13789. 


.13929 


Seq. No. 


26223 




Seq. ID 


OJ991015_ 


10. 0118. C4 


Gene No. 


54358 




Strand 






Start 


10931 




End 


13929 




Name 


OJ991015 10.0118.C4.o2.tc 


Method 


TBLASTX: Cress 


Start 


11018 




End 


11608 




GI 


none 




Score 


66 




Exons 


11018. 


.11062, 11290. .11571, 


11291. .115? 


34, 11312. 


.11608 



Seq/ No. 26223 ^ 

Gene No. 54358 ' ':;-> 

Start 10931 

Name OJ991015JL0 . 0118 .C4 . o2 . ts 

Start 11018 



Seq. ID OJ991015_10.0118.C4 
Strand 

End 13929 

Method TBLASTX : Soybean 

End 11710 



26216 




GI 


none 






Score 


61 






Exons 


11018. 


.11062, 11290 


. .11709, 


11291. .11710 






Seq. No. 


26223 






Seq. ID 


OJ991015 


_10.0118 


-C4 


Gene No. 


54358 






Strand 








Start 


10931 






End - 


13929 






Name 


OJ991015 10. 0118. C4 


.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


12436 






End 


13106 






GI ■ 


none 






Score 


339 






Exons 


12436. 


.12639, 12437 


. .12637, 


12439. .12651, 12643 


. .13044, 






12692. 


.13084, 12705 


. .13088, 


12712. .12900, 12717 


. .13106 




Seq. No. 


26223 






Seq. ID 


OJ991015 


_10.0118 


.C4 


Gene No. 


54358 






Strand 








Start 


10931 






End 


13929 






Name 


OJ991015 10. 0118. C4 


.ol. tc 


Method 


TBLASTX : 


Cress 




Start 


12464 






End 


12875 






GI 


none 






Score 


283 






Exons 


12464. 


.12637, 12465 


. .12638, 


12466. .12645, -1-2466 


. .12648, 






12702. 


.12872, 12704 


. .12874, 


12717. .12875 






Seq. No. 


26223 






Seq. ID 


OJ991015 


_10.0118 


.C4 


Gene No. 


54358 






Strand 








Start 


10931 






End 


13929 






Name 


OJ991015 10. 0118. C4 


.ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


12702- 






" End- 


13 b 3 4 






GI 


none 






Score 


461 






Exons 


12702. 


.13034, 12704 


. .12886, 


12717. .13031 






Seq. No. 


26223 






Seq. ID 


OJ991015 


_10.0118 


.C4 


Gene No. 


54358 






Strand 








Start 


10931 






End - 


13929 






Name 


OJ991015 10. 0118. C4 


. o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


13035 






End 


13860 






GI 


none 






Score 


89 






Exons 


13035. 


.13094, 13035 


. .13091, 


13049. .13105, 13072 


. .13110, 






13182. 


.13208, 13428 


. .13655, 


13429. .13656, 13430 


. .13663, 






13739. 


.13858, 13754 


. .13858, 


13762. .13860, 13765 


. .13860 




Seq. No. 


26223 






Seq. ID 


OJ991015 


JL0.0118 


-C4 


Gene No. 


54358 






Strand 








Start 


10931 






End 


13929 






Name 


OJ991015 10. 0118. C4 


.o3 . ts 


Method 


TBLASTX: 


Soybean 




Start 


13428 






End 


13924 






GI 


none 






Score 


79 






Exons 


13428. 


.13661, 13428 


. .13658, 


13429. .13668, 13582 


. .13668, 






13754. 


.13924, 13783 


. .13917 










Seq. No. 


. 26223 






Seq. ID 


OJ991015 


_10.0118 


.C4 


Gene No. 


54358 






Strand 








Start 


10931 






End 


13929 






Name 


OJ991015 10. 0118. C4 


.o3. tc 


Method 


TBLASTX: 


Cress 




Start 


13432 






End 


13929 






GI 


none • 






Score 


220 






Exons 


13432. 


.13 : 659, 13437 


. .13658, 


13460.'. 13669, 13754 


. .13927, 






13762. 


.13929, 13792 


. .13923 











26217 



Seq. No. 


26224 




Seq. ID 


OJ991015_10.0118.C5 


Gene No. 


54359 




Strand 


+ 


Start 


360 




End 


648 


Name 


AT001 ^1 c in niio c — i 

ojyyiuio iu . uiio . Co . oi 


.gp 


-Method 




Start 


360 




End 


646 


GI 


17993 1.R1084 




Score 


278 


Exons 


360. .383, 489. .646 








GI Descrip. 


, 5106764/gb|AAD39834.1 


IAF073329 1 6.0e 


-50 (AF073329) eukar; 




translation initiation 


factor 


3 large 


subunit [Zea mays] ' 


Seq. No. 


26224 




Seq. ID 


OJ991015_10.0118.C5 


Gene No. 


o4ooy 




btrana 


+ 


Start 


360 




End 


648 


Name 


OJ991015 10.0118.C5.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


412 




End 


648 


GI 


none 




Score 


229 


Exons 


412. .648, 413. .643 








Seq. No. 


26224 




Seq. ID 


OJ991015_10.0118.C5 


Gene No. 






Strand 


+ 


Start 


360 




End 


648 


Name 


OJ991015 10.0118.C5.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


424 




End 


648 


GI 


none 




Score 


307 


Exons 

</■'. ' ... 


424. .648, 425. .646 






■;.;> - 


Seq. No. 


26224 




Seq. ID 


OJ991015_10.0118.C5 


Gene No. 


54359 




Strand 


+ 


Start 


360 




End 


648 


Name 


OJ991015 10.0118.C5.ol 


. np 


Method 


AAT/NAP 


Start 


425 




End 


646 


GI 


6685541 




Score 


254 


Exons 


425. .646 








GI Descrip. 


EUKARYOTIC TRANSLATION 


INITIATION FACTOR 3 SUBUNIT 10 (EIF 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



THETA) (EUKARYOTIC TRANSLATION INITIATION FACTOR 3 LARGE 
SUBUNIT) gi|5106764 | gb | AAD39834 . 1 | AF073329_1 (AF073329) 
eukaryotic translation initiation factor 3 large subunit [Zea 
mays] 



26224 Seq. ID 

54359 Strand 

360 End 

OJ991015_10 . 0118 . C5 . ol . gs Method 

425 End 

none Score 
425. .646 



OJ991015_10.0118.C5 
+ 

648 

GENSCAN 

646 

.78 



Seq. No. 26225 Seq. ID OJ991015_10 . 0118 . C6 

Gene No. 54360 Strand + 

Start 1 End 2326 

Name OJ991015_10 . 0118 . C6 . ol . np Method AAT/NAP 

Start 1 End 2259 

GI 6685541 Score 915 

Exons 1. .37,- 272. ;475, 565.. 645, 1026;. 1229, 1756.. 2259 

GI Descrip. EUKARYOTIC TRANSLATION INITIATION FACTOR 3 SUBUNIT 10 (EIF- 
THETA) (EUKARYOTIC TRANSLATION INITIATION FACTOR 3 LARGE 
SUBUNIT) gi|5106764 | gb | AAD39834 . 1 | AF07332 9_1 (AF073329) 



26218 






eukaryotic translation initiation factor 3 large subunit [Zea 




mays] 






Seq. No. 


26225 


Seq. ID 


OJ991015_10.0118.C6 


Gene No. 


54360 


Strand 


+ 


Start 


1 


End 


2326 


Name 


OJ991015 10.0118.C6.ol.gp - 


Method 


AAT/GAP 


Start 


272 


End 


2261 


GI 


17993 I.RIO'84 


Score 


1800 


Exons 


272. .475, 565. .645, 1026. .1227, 1754.. 


2261 


GI Descrip. 


I 5106764/gb|AAD39834.I|AF073329 1 6.0e 


-50 (AF073329) eukaryotic 




translation initiation factor 


3 large 


subunit [Zea mays] 1 


Seq. No. 


26225 


Seq. ID 


OJ991015_10.0118.C6 


Gene No. 


54360 


Strand 


+ 


Start 


1 


End 


2326 


Name 


OJ991015 10.0118.C6.ol.gs 


Method 


GENSCAN 


Start 


272 


End 


2326 


GI 


none 


Score 


.62 


Exons 


272.. 475, 565.. 645, 1026.. 1197, 1754.. 


1999, 2043.. 2293, 




2315 . . 2326 






Seq. No. 


26225 


Seq. ID 


OJ991015_10 . 0118 .C6 


Gene No. 


54361 


Strand 


+ 


St ( art \ 


3336 


End 


4004 


Name 


' OJ991015 10.0118.C6.o2.gp . 


Method 


/AAT/GAP 


Start 


3336 


End 


4004 


GI 


none 


Score 


242 


Exons 


3336..3428, 3950.. 4004 






Seq. No. 


26225 


Seq. ID 


OJ991015_10.0118.C6 


Gene No. 


54362 


Strand 




Start 


3650 


End 


3781 


Name 


OJ991015 10.0118.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


271 


End 


1233 


GI . 


none 


Score 


289 


Exons 


271. .426, 272. .475, 306. .488, 


565.-645, 567. .644, 568. .645, 




1018.. 1227, 1023.. 1169, 1093.. 


1233 




Seq. No. 


26225 


Seq. ID 


OJ991015_10.0118.C6 


f sir* si Ma 

bene no . 


54362 


Strand 




Start 


3650 


End 


3781 


Name 


OJ991015 10.0118.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


271 


End 


478 


GI 


none 


Score 


253 


Exons 


271. .426, 272. .475, 321. .473, 


368. .478 




Seq. No. 


26225 


Seq. ID 


OJ991015_10.0118.C6 


Gene No. 


54362 


Strand 




btart 


3650 


End 


3781 


Name 


OJ991015 10.0118.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


272 


End 


1227 


GI 


none 


Score 


232 


Exons 


272. .472, 277. .423,. 368. .472, 


565. .645 


> 567. .632, 1023. .1166, 




1114. .1227, 






Seq. No. 


26225 


Seq. ID 


OJ991015_10.0118.C6 



26219 




Gene No. 


54362 


Strand 










Start 


3650 


End 


3781 








Name 


OJ991015 10.0118.C6.o2.gs 


Method 


GENSCAN 








Start 


3650 


End 


3781 








GI 


none 


Score 


1 








Exons 


3650.. 3781 












Seq. No. 


26226 


Seq. ID 


OJ991015 


_10. 


0118 


.C7 


Gene No. 


54363 


Strand 










Start 


1295 


End 


2717 








Name 


OJ991015 10.0118.C7.ol.gs 


Method 


GENSCAN 








Start 


1295 


End 


2717 








GI 


none 


Score 


.57 








Exons 


1295. .1356, 1699. .1778, 2458. 


.2540, 2700.. 2717 








Seq. No. 


26227 


Seq. ID 


OJ991015 


_10. 


0118 


.C8 


Gene No. 


C A O H A 

54364 


Strand 


+ 








Start 


2112 


End 


3092 








Name 


OJ991015 10.0118.C8.o2.gs 


Method 


GENSCAN 








Start 


2112 


End 


.2790" 








GI 


none 


Score 


.54 








Exons 


2112.. 2166, 2717.. 2790 












Seq. No. 


26227 


Seq. ID 


OJ991015 


_10. 


0118 


.C8 


Gene No. 


54364 


Strand 


+ .- " 








Start 


2112 ' 


End' 


3092 








Name 


OJ991015 10.0118.C8.ol.gp 


Method 


AAT/GAP 








Start 


2584 


End 


3092 








GI 


38782 1.R1084 


Score 


766 








Exons 


2584.. 3092 












GI Descrip. 


1 6069643/dbj IAP000616.1 IAP000616 0.0e+00. Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 










Seq. No. 


26227 


Seq. ID 


OJ991015 


_10. 


0118 


.C8 


Gene No. 


54365 


Strand 










otart 


1 


End 


1096 








Name 


OJ991015 10.0118.C8.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1096 








GI 


6907086 


Score 


862 








Exons 


1..73, 117. .277, 338. .1096 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


26227 


Seq. ID 


OJ991015 


_10. 


0118 


.C8 


Gene No. 


54365 


Strand 










Start 


1 


End 


1096 








Name 


OJ991015 10.0118.C8.ol.gs 


Method 


GENSCAN 








Start 


337 


End 


854 








GI 


none 


Score 


.91 








Exons 


337. .481, 520. .854 












Seq. No. 


26227 


Seq. ID 


OJ991015 




0118 


.C8 


Gene No. 


54366 


Strand 










Start 


1803 


End 


5345 








Name 


OJ991015 10.0118.C8.o2.np 


Method 


AAT/NAP' 








Start . 


1803 


End 


5345 








GI 


4680186 


Score 


210 








Exons 


1803.. 2221, 2779.. 2853, 5274. 


.5345 











26220 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 26227 Seq. ID 

Gene No. 54366 Strand 

Start 1803 End 

Name OJ99i015_10 . 0118 .C8 .o3.gs Method 

Start 4512 End 

GI none . Score 

Exons 4512.^4587, 4978.. 5048 



OJ991015_10.0118.C8 

5345 
GENS CAN 
5048 
.63 



Seq. No. 


26228 


Seq. ID 


OJ991015 


Gene No. 


54367 


Strand 


+ 


Start 


9268 


End 


11664 


Name 


OJ991015 10.0118.C9.o2.gp 


Method 


AAT/GAP 


Start 


9268 


End 


9779 


GI 


uC-osflM202052c07bl 


Score 


999 


Exons 


9268. .9779 






GI Descrip. 


'4234848 1.0e-12 (AF082131) 


gag-pol polyprotein 


Seq'. No. 


26228 


Seq. ID 


OJ991015 


Gene No. 


54367 


Strand 


+ 


Start 


9268 


End 


11664 


Name 


OJ991015 10.0118.C9.o2.np 


Method 


AAT/NAP 


Start 


9378 . . 


End 


11664 


GI 


4234852 . . 'X 


Score 


910 .. . 


Exons 


9378 . . 9554 / ■ ' 9588 /. 11664 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 



Seq. No. 


26228 


Seq. ID 


OJ991015 


10. 


0118. C9 


Gene No. 


54367 


Strand 


,+ 






Start 


9268 


End 


11664 






Name 


OJ991015 10.0118.C9.o3.gp 


Method 


AAT/GAP 






Start 


10011 


End 


10578 






GI 


uC-osflcyp006al0bl 


Score 


816 






Exons 


10011. .10222, 10330. .10578 










GI Descrip. 


'4234846 7.0e-13 (AF082130) 


gag-pol polyprotein 


[Zea mays] 


Seq. No. 


26228 


Seq. ID 


OJ991015_ 


10. 


0118. C9 


Gene No. 


54368' ' 


Strand 








Start 


3422 


End 


4557 






Name 


OJ991015 10-0118. C9.ol.np 


Method 


AAT/NAP 






Start 


3422 


End 


4557 






GI 


6815095 


Score 


656 






Exons 


3422. .3814, 3854. .4043, 4461 


. .4557 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26228 


Seq. ID 


OJ991015_ 


10. 


0118. C9 


Gene No. 


54369 


Strand 








Start 


6194 


End 


7165 






Name 


OJ991015 10.0118.C9.o2.gs 


Method 


GENS CAN 






Start 


6194 


End 


7165 






GI 


none 


. Score 


.87 






Exons 


6194.. 6665, 6697.. 6908, 7010 


. .7165 








Seq. No. 


26228 


Seq. ID 


OJ991015_ 


10. 


0118. C9 


Gene No. 


54370 ' 


Strand 








Start 


10831 


End 


11160 







26221 




Name 


OJ991015 10.0118.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


9471 


End ' 


10467 




GI 


none 


Score 


475 




Exons 


9471. .10049, .9593. .10039, 9795. .10073, 


10327. .10467 




Seq. No. 


o c o o o 


beq. ID 


OJ991015_10.0118 


.C9 


Gene No. 


C A O *7 A 
D4 J /U 


otrana 






Start 


1 AQ11 


17 T-i A 


11160 




Name- 


ojyyiuio iu . uiio . cy . o4 . gs 


Metnoa 


GENSCAN 




"Start 




End. 


11160 




GI 


none 


Score 


.59 




Exons 


10831; .10858, 11101.. 11160 








Seq. No. 




Seq. ID 


OJ991015JL0.0118 


.C9 


Gene No. 


34 6 f 1 


Strand 






Start 


1 T O A A 

11J4 4 


End 


11664 




Name 


ujyyiuio iu.uiio.Ly.oi. ts 


Method 


TBLASTX : Soybean 




Start 


I 1 A A 

II j4 4 


End 


11664 




GI 


none 


Score 


92 




Exons 


11344. .11436,' 11345. .11452, 


11479. .11664, 11483. .11662, 






llODO . . llOO 3 








Seq. No. 


1 (2 O O O 

26228 


Seq. ID 


OJ991015_10.0118 


.C9 


Gene No. 


54 371 . ^ 


Strand 






Start 


1134 4 


, End 


11664 




Name ' v 


, OJ991015 10 . 0118 . C9 . o2 . tm 


Method ' 


TBLASTX: Maize 




Start 


11345 


End 


11644' 




GI 


none 


Score 


238 




Exons 


11345 .. 11644 , 11431. .11643 








Seq. No. 


26228 


Seq. ID 


OJ991015_10.0118 


.C9 


Gene No. 


54 j /I 


Strand 






Start 


11 J4 4 


End 


11664 




Name ■ 


ojyyiuio iu . uiio . cy . oi . tc 


Method 


TBLASTX: Cress 




Start 


11423 


End 


11662 




GI 


none 


Score 


224 




Exons 


114^0 .. llbbZ, 114ZD..11DD1 








Seq. No. 




Seq. ID 


OJ991015_10.0118 


.C9 


Gene No . 


04 o / 1 


Strand 






Start 


11 J 4 4 


End 


11664 




Name 


OTQQ1A1R 1 n A1 1 Q PQ «1 4-tt 

ujyyiuio iu . uiio . uy . oi . lw 


Method 


TBLASTX: Wheat 




Start 


i 1 a a a 
114D4 


End 


11662 




GI 


none 


Score 


215 




Exons 


11464. .11661, 11465. .11662, 


11465. .11662 




Seq. No. 


26229 


Seq. ID 


OJ991015_10.0118 


.CI 


Gene No. 


54372 


Strand 


+ 




Start 


1 


End 


1160 




Name 


OJ991015 10.0118.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1160 




GI 


4234852 


Score 


1293 




Exons 


1. .1160 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


26229 


Seq. ID 


OJ991015_10.0118 


.CI 


Gene No. 


54372 


Strand 


+ 





26222 




O Ua.IT t 


1 








End 


1160 




Name 


OJ991015 


10. 0118. C10 


.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


18 








End 


554 




GI 


none 








Score 


50 




Exons 


18- .65, • 61. .144, 151 


..369, 179. .415, 187. .369, 348. .554, 






356. .550 














Seq. No. 


26229 








Seq. ID 


OJ991015_10.0118. 


C10 


bene lnu . 


54372 








Strand 


+ 




Start 


1 








End 


1160 




Name 


OJ991015_ 


10. 0118. C10 


.ol 


. gs 


Method 


GENSCAN 




Start 


x y *s 








End 


662 




GI 


none 








Score 


.49 




Exons 


194. .280, 


355. .662 












Seq. No. 


26229 








Seq. ID 


OJ991015_10.0118. 


C10 


VjcIIc INvj • 


54372 








Strand 


+ 




Start 


1 








End 


1160 




Name 


OJ991015_ 


10. 0118. C10 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


jDU 










64 4 




GI 


none 








Score 


233 




Exons 


360. .644, 


494. .634 












Seq. No. 


26229 








Seq. ID 


OJ99.1015_10.0118. 


C10 


s: s ijene jno . 


54372. 








Strand 


+ 




3 Start 


1 








End 


1160 




fz Name 


OJ991015_ 


10. 0118. C10 


.ol 


.ts 


Method 


TBLASTX : Soybean 




!! Start 












x x yj \j 






none 








Score 


78 




3 Exons 


540. .692, 


740. .886, 


915 


. .1106 








y 

3 Seq. No. 


26229 








Seq. ID 


OJ991015_10.0118. 


C10 


. - Carta W(*"\ 

i s oene ino • 


54372 








Strand 


+ 




y Start - 


1 








End 


1160 




• Name'.-. 


.OJ991015 


10. 0118. C10 


.o2 


.tm 


Method 


TBLASTX: Maize. 






opo ■ ^ ■ ■ 










1121 




4 ' GI 


none 








Score 


57 . : " 




j. Exons 


668. .721, 


694-. .714, 


703 


. .870, 


704. .895 


, 930.. 1121 




. Seq>. No. 


.= 26229 








Seq. ID 


- OJ991015_10.0118. 


C10 


OCjlC ViKJ • 


•''54372 • 








Strand 


+ . 




3 Start 


' 1 








End' 


1160 




Name 


OJ991015_ 


10. 0118. C10 


.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 












1109 




GI 


none 








Score 


138 




Exons 


713. .886, 


745. .885, 


894 


. .1109 








Seq. No. 


26230 








Seq. ID 


OJ991015_10.0118. 


Cll 


bene ino • 


54373 








Strand 


+ 




Start 


118 








End 


232 




Name 


OJ991015 


10.0118.C11 


.ol 


. gs 


Method 


GENSCAN 




Start 


118 








End 


232 




GI 


none 








Score 


.92 




Exons 


118. .232 














Seq. No. 


26230 








Seq. ID 


OJ991015_10.0118. 


Cll 


Gene No. 


54374 








Strand 


+ 





26223 




Start 


2078 


End 


2502 








Name 


OJ991015 10.0118.Cll.o2.gs 


Method 


GEN SCAN 








Start 


2078 


End 


2502 








GI 


none 


Score 


.94 








Exons 


2078.. 2209, 2329.. 2502 












Seq. No. 


26230 


Seq. ID 


OJ991015_ 


10 


.0118 


.Cll 


Gene No. 


54375 


Strand 


+ 








Start 


11363 


End 


12840 








Name 


OJ991015 10.0118.Cll.ol.np 


Method 


AAT/NAP 








Start 


11135 


End 


12840 








GI 


6907086 


Score 


1187 








Exons 


11135. .11903, 11965. .12151, 


12378. .12840 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


26230 


Seq. ID 


OJ991015_ 




.0118 


.Cll 


Gene No. 


54375 


Strand 


+ 








Start 


11363 


End 


12840 








Name 


OJ991015_10.0118.Cll.o5.gs 


Method 


GEN SCAN 








Start 


11363 


End 


11884 








GI 


none 


Score, 


.91 








Exons 


11363. . 11884 












Seq. No. 


26230 


Seq. ID 


pJ991015_ 


10 


.0118 


.Cll 


Gene No. 


54376 


Strand 


+ 








Start 


25166 


End 


25587 








Name 


OJ991015 10.0118.Cll.ol.gp 


Method 


AAT/GAP 








Start 


25166 


End 


25587 








GI 


none 


Score 


824 








Exons 


25166. .25587 












Seq. No. 


26230 


Seq. ID 


OJ991015_ 


10 


.0118 


.Cll 


Gene No. 


54377 


Strand 


+ 








Start 


27887 


End 


30100 








Name . 


OJ991015'10.0118.Cll.o8.gs 


Method 


GENSCAN 








.Start- 


.278.87 y 


* ..End ■ 


.29502 








GI 


none ■'"..* 


Score " T ' 


\92 








Exons 


27887. .28102, 28916. .29026, 


29356.. 29502 • 








Seq. No. . 


26230 


Seq. ID 


OJ991015_ 


10 


.0118 


.Cll 


Gene No. 


-54377 


Strand 


+ 








Start 


27887 


End 


30100 








Name 


OJ991015 10.0118.Cll.o3.np 


Method 


AAT/NAP 








Start 


28871 


End 


30100 








GI 


4038352 


Score 


135 








Exons 


28871. .29026, 29356. . 29559, 


30070. .30100 








GI Descrip. 


(AF098951) breast cancer resistance protein [Homo 


sapiens] 


Seq. No. 


26230 


Seq. ID 


OJ991015_ 


10 


.0118 


.Cll 


Gene No. 


54378 


Strand 










Start 


2910 


End 


4013 








Name 


OJ991015 10.0118.Cll.o3.gs 


Method 


GENSCAN 








Start 


2910 


End 


4013 








GI 


none 


Score 


.91 








Exons 


2910..3644, 3735. .4013 












Seq. No. 


26230 


Seq. ID 


OJ991015_ 


10 


.0118 


.Cll 



26224 



Gene No. 


54379 




Strand 




Start 


15918 




End 


17299 


Name 


OJ991015 10.0118.C11 


,o6.gs 


Method 


GEN SCAN 


Start 


15918 




End 


17299 


GI 


none 




Score 


.69 


Exons 


15918. .16655, 16961. 


.17299 






Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


Gene No. 


54380 




Strand 




Start 


. 18264 




End 


25582 


Name 


OJ991015 10.0118.C11 


. o7 ,gs 


Method 


GEN SCAN 


Start 


18264 




End 


25582 


GI 


none 




Score 


.75 


Exons 


18264. .18956, 19449. 


19631, 


20578. .20613, 20976 .. 2107 6, 




21769. .21848, 22050. 


22318, 


23388. .23506, 25081.. 25582 


Seq. No. 


26230 




Seq. ID 


OJ991015JL0.0118 


Gene No. 


54380 




Strand 




Start 


18264 




End 


25582 . 


Name 


OJ991015_10.0118.C11 


o2 . tm : 


Method 


' TBLASTX: Maize 


Start 


21535 




End 


22007 


GI 


none 




Score 


119 


Exons 


21535. .21678, 21540. 


21665, 


21553. .21690, 21670 .. 21705, 




21704. .21763, 21736. 


21765, 


21737. .21769, 21793 .. 21816, 




21836. .21904, 21840. 


21905, 


21840. .21938, 21911 .. .22006, 




21912. .220"07,' .21915. 


22007 






Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


Gene No. 


54380 




Strand 




Start 


18264 




End 


25582 


Name 


OJ991015 10.0118.C11 


o2 .np 


Method 


AAT/NAP 


Start 


21920 




End 


25582 


GI 


6714316 




Score 


1101 


Exons 


21920. .22428, 22508. 


22623, 


22705. .22780, 25081.. 25582 


GI Descrip. 


(AC016972) unknown protein 


[Arabidopsis thaliana] 


Seq'. No. 


26230 




Seq. iD 


OJ991015_10.0118 


Gene No. 


54380 




Strand 




Start 


18264 




End 


25582 


Name 


OJ991015 10.0118.C11 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


21923 




End 


25429 ■ - 


GI 


none 




Score 


64 


Exons 


21923. .22216, 21993. 


22082, 


25286. .254 


29 


Seq. No. 


26230 




Seq. ID 


OJ993.015_10.0118 


Gene No. 


54380 




Strand 




Start 


18264 




End 


25582 


Name 


OJ991015 10.0118.C11 


ol.tc 


Method 


TBLASTX: Cress 


Start 


21980 




End 


22342 


GI 


none 




Score 


99 


Exons 


21980. .22162, 21981. 


22163, 


22160. .22285, 22169 .. 22285 , 




22286. .22342 








Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


Gene No. 


54380 




Strand 




Start 


18264 




End 


25582 


Name 


OJ991015 10.0118.C11 


ol . tm 


Method 


TBLASTX: Maize 



26225 




Start 


22009 




End 


22617 




GI 


none 




Score 


432 




Exons 


22009. .22431, 22010. 


.22432, 


22010. .22432, 22011 .. 22433, 






22490. .22615, 22506. 


.22616, 


22507.. 22617 




Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 <£H 


Gene No. 


54380 




Strand 






Start 


18264 




End 


25582 




Name 


OJ991015_10.0118.C11 


.ol.ts 


Method 


TBLASTX : Soybean 




o tar c 


091 on 




End 


25247 




GI 


none 




Score 


36 




Exons 


22180. .22206, 22220. 


.22285, 


22269. .22433, 22289.-22432, 






22290. .22433, 22291. 


.22434, 


22506. .22622, 22507 .. 22 617 , 






22684. .22770, 22704. 


.22781, 


22704. .22781, 25070 .. 2524 6, 






25089. .25247 










Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


.Cll 


Gene No. 


54380 




Strand 






o tar u 






End 


25582 




Name 


OJ991015 10.0118.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


22286 




End 


22781 




GI 


none 




Score 


132 




Exons 


22286. .22429, 22287. 


.22430, 


22287. .22430, 22506 .. 22619, 






22701. .22781, 22701. 

- 


.22781 








Seq. No. 


26230 




' Seq'. ID 


OJ991015_10.0118 


.Cll 


Gene No. 






Strand 






Start 


18264 




End 


25582 




Name 


OJ991015 10.0118.C11 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


22343 




End . 


22742 




GI 


none 




Score 


71 




Exons 


22343.-22432, 22344. 


.22433, 


22506. .22622, 22707.. 22742 




Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


.Cll 


Gene No. 






Strand 






Start 


28580 




.End 


28960 . 




JSfame • - 


OJ991015 10/0118. Cll 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


28580 




End 


28960 




GI 


none 




Score 


147 




Exons 


28580. .28792, 28594. 


.28647, 


28693. .28818, 28874. .28960 




Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


.Cll 


bene mo . 






Strand 






Start 


29355 




End 


29499 




Name 


OJ991015 10. 0118. Cll 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


29355 




End 


29499 




GI 


none 




Score 


202 




Exons 


29355.-29489, 29356. 


.29481, 


29356.-29499, 29364.. 29483 




Seq. No. 


26230 




Seq. ID 


OJ991015_10.0118 


.Cll 


Gene No. 


54382 




Strand 






Start 


29355 




End 


29499 




Name 


OJ991015 10. 0118. Cll 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


29355 




End 


29489 




GI 


none - 




Score 


190 




Exons 


29355. .29489, 29356. 


.29481 









26226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start . 
,GX : . Vi ; 
* Exons ' . 7 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



26231 
54383 
1 

OJ991015_10.0118.C12.ol.np 
1 

4262239 



Seq. ID OJ991015_10.0118.C12 

Strand + 

End 4584 

Method AAT/NAP 

End 4196 

Score 1232 



1..51, 444. .720, 1296. .1427, 1604. .1824, 1963. .2175, 2276. .2360, 
2669. .2825, 4157. .4196 

(AC006200) putative ABC transporter [Arabidopsis thaliana] 



26231 
54383 
1 

OJ991015_10.0118 .C12.ol.gs 

161 

none 



Seq. ID OJ991015_10.0118.C12 

Strand ' + 

End 4584 

Method GENSCAN 

End 2854 

Score .83 



161. .216, 444. .720, 1296. .1427, 1604. .1824, 1963. .2175, 
2276. .2360, 2669. .2854 



26231 
54383 
1 

OJ991015_10.0118.C12.o2.np 
3117 

4262237- - . ' , 

3117,; : . : .3151> 4227. . 4584 . " ' ' 
(ACOO'6200) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991015_10.0118.C12 
Strand + 
End 4584 
Method AAT/NAP 
End 4584 
Score;..-. , ,199 ' . . 



26231 
54383 
1 

OJ991015_10.0118.C12.ol.gp 
4060 
none 

4060. .4457 

26231 
■54384 
6772 

OJ991015_10.0118.C12.o3.gs 
6772 
none 

6772.. 6826, 9952.. 10374, 11054.. 11229 



Seq. ID OJ991015_10.0118 .C12 

Strand + 

End 4584 

Method AAT/GAP " 

End 4457 

Score 759 



Seq. ID OJ991015_10.0118.C12 

Strand' + 

End 11229 

Method GENSCAN . 

End 11229 

Score .54 



26231 
54384 
6772 

OJ991015_10.0118.C12.o3.np 

9415 

4262237 



Seq. ID OJ991015_10.0118.C12 

Strand + 

End 11229 

Method AAT/NAP 

End 10467 

Score 207 



9415. .9483, 9799. .9879, 10150. .10467 

(AC006200) unknown protein [Arabidopsis thaliana] 



26231 

-54385 " - 

4068 

OJ991015 10.0118.C12.ol.tm 



Seq. ID OJ991015_10.0118.C12 

Strand ' - 

End 10341 

Method TBLASTX : Mai ze 



26227 



Start 


1 








End 


1719 


GI 


none 








Score 


82 


Exons 


1. .51, .2. .52 


, 427 


. .720, 


429. . 


725, 1293 


..1430, 1295. .1429, 




12-95. .1432, 


1296. 


.1451, 


1598. 


.1717, 1601. .1717, 1603. .1719, . 




1645. .1719 












Seq. No. 


26231 








Seq. ID 


OJ991015_10.0118.C12 


Gene No. 


54385 








Strand 




Start , 


4068 








End 


10341 


Name 


OJ991015 10. 


0118. 


C12.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


556 








End 


2142 


GI 


none 








Score 


100 


Exons 


556.. 720, 661.. 723, 1295 


..1429, 1295.. 


1429, 1296. .1451, 




1598. .1825, 


1601. 


.1813, 


1645. 


.1869, 1897. .2139, 1960. .2142, 




1961. .2140 












Seq. No. 


26231 








Seq. ID 


OJ991015_10.0118.C12 


Gene No. 


54385 








Strand 




Start 


4068 








End 


10341 


Name 


OJ991015_10. 


0118. 


C12.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1960 








End 


2360 


GI 


none 








Score 


344 


Exons 


1960. .2175, 


1961. 


.2176, 


2276. 


.2323, 2277.. 2339, 2328.. 2360 


Seq. • No. 


,26231 . 








Seq; ID 


-ojyyiuio iu.uijlo.ciz , 


Gene No'. 


54385 








Strand 




Start 


4068 








End 


10341 


Name 


OJ991015_10. 


0118. 


C12.o2. 


gs 


UC L. 1 1U <wl 


\J Ej IN O V^rtLN 


Start 


4068 








End 


4602 


GI 


none 








Score 


.46 


Exons 


4068. .4346, 


4393. 


.4602 








Seq. No. 


26231 








Seq. ID 


OJ991015_10.0118.C12 


Gene No. 


54385 








Strand 




Start 


4068 








End 


10341 


Name 


OJ991015_10. 


0118. 


C12.o2. 


tin 


Method 


TBLASTX: Maize 


Start ■ 


4266 








End 


10341 


GI 


none 








Score 


205 


Exons 


4266. .4466, 


4273. 


.4467, 


10033 


. .10077, 


10162. .10212, 10270. .10341 


Seq. No. 


•26232 








Seq.' ID 


OJ991015_10.0118.C16 


Gene No. 


54386 








Strand 




Start . 


124 








End 


258 


Name 


OJ991015 10. 


0118.C16.ol. 


gs 


Method 


GENSCAN 


Start 


124 








End 


258 


GI 


none 








Score 


.61 


Exons 


124. .258 












Seq. No. 


26233 








Seq. ID 


OJ991015_10.0118.C17 


Gene No. 


• 54387 








Strand 




Start 


63 








End 


173 


Name 


OJ991015 10. 


0118. 


C17.ol. 


gs 


Method 


GENSCAN 


Start 


63 








End 


173 


GI 


none 








Score 


.48 


Exons 


63.. 86, 111: 


.173 










Seq. No. 


26234 








Seq. ID 


OJ991215_15.0127.C4 



26228 




Gene No. 


C A *3 Q Q 


b trana 




Start 


126 


End 


272 


Name 


OJ991215 15.0127.C4.ol.gs 


Method 


GENS CAN 


Start 


126 


End 


272 


GI 


none 


Score 


.7 


Exons 


126. .272 






Seq. No. 


26235 


Seq. ID 


OJ991215_15.0127.C5 


Gene No . 


o4 oo y 


ox rand 




Start 


291 


End 


726 


Name 


OJ991215 15,0127. C5.ol.gs 


Method 


GEN SCAN 


Start 


.291 


End 


726 


GI 


none 


Score 


.47 


Exons 


291. .563, 596. .652, 663. .726 






Seq. No. 


26236 


- 

Seq. ID 


OJ991215_15.0127.C7 


Gene No . 


C A O QA 
04 J? U 


otrana 




Start 


574 


End 


669 


Name 


OJ991215 15.0127.C7.ol.gs 


Method 


"GENS CAN 


Start 


574 


End ' 


669 


GI 


none 


Score 


.66 


Exons 


574. .669 






Seq. No. 


26237 


Seq. ID 


OJ991215_15.0127.C9 


bene no . 


C A "3 Q 1 


Strand . 




Start 


79" " " 


End 


891 ; ■" 


Name 


OJ991215 15.0127.C9.ol.gs 


Method 


GENSCAN 


Start 


79 


End 


891 


GI 


none 


Score 


.47 


Exons 


79.-229, 825. .891 






Seq. No. 


26238 


Seq. ID 


OJ991215_15. 0127. CIO 


Gene No. 


54392 


Strand 


+ 




i 


kna 


i 7n 

1 1 U 


Name 


OJ991215 15.0127.C10.ol.np 


Method 


AAT/NAP 


Start 


1 ' 


End 


170 


GI 


5903070 


Score 


177 • 


Exons 


1.;, 170 






GI' Descrip. 


(AC008017) Putative threonine 


synthase 

- 


[Arabidopsis thaliana] 


Seq. No. 


26238 


Seq. ID 


OJ991215_15. 0127. CIO 


bene jno. 


04 jy J 


Strand 


+ 


Start 


75 


End 


365 


Name 


OJ991215 15.0127.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


365 


GI 


none 


Score 


120 


Exons 


1..165, 2. .166, 3. .173, 285.. 


356, 285. 


.365 


Seq. No. 


26238 


Seq. ID 


OJ991215_15. 0127. CIO 


Gene No . 


o4 jyo 


btrana 


+ 


Start 


75 


End 


365 


Name 


OJ991215 15.0127.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


164 


GI 


none 


Score 


196 


Exons 


2. .142, 3.. 155, 6.. 164 






Seq. No. 


26238 


Seq. ID 


OJ991215_15. 0127. CIO 



26229 




Gene No. 


54393 


Strand 


+ 


Start 


75 


End 


365 


Name 


OJ991215 15.0127.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2 


End 


164 


GI 


none 


Score 


218 


Exons 


2. .145, 3. .164 






Seq. No. 


26238 


Seq. ID 


OJ991215 15. 0127. C10 


Gene No. 


54393 


Strand 


+ 


Start 


75 


End 


365 


Name 


OJ991215 15.0127.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


173 


GI 


none 


Score 


96 


Exons 


2. .58, 3. .59, 60. .173, 87.. 


170, 89. .172 


Seq. No. 


26238 


Seq. ID 


OJ991215_15. 0127. C10 


Gene No. 


54393 


Strand 


+ 


Start 


75 


End 


365 


Name 


OJ991215 15.0127 .CIO. ol.gs 


Method 


GENSCAN 


Start 


75 * ■ " 


End 


275 . 


GI 


none 


Score 


.89 


Exons 


75. .159, 250. .275 






Seq. No. 


26239 


Seq. ID 


^OJ991215_15. 0127. Cll 


Gene No,. 


,54394 - - 


' Strand 


+ 


Start - "" 


534 ■ * 


End 


1733 


Name 


OJ991215_15. 0127. Cll. o2.np- 


Method 


AAT/NAP 


Start 


534 


End 


1733 


GI 


128191 


Score 


345 


Exons 


534. .1021, 1660. .1733 






GI Descrip. 


NITRATE REDUCTASE [NAD (P) H] 


gi| 66210 IpirMRDBHNP nitrate 




reductase (NAD(P)H) (EC 1.6 


.6.2) - barley gi 1 19065 | emb | CAA4 




(X60173) nitrate reductase 


(NAD(P)H) 


[Hordeum vulgare] 


Seq. No. 


26239 


Seq. ID 


OJ991215_15. 0127. Cll 


Gene No. 


54395 


Strand 




Start 


.1 


■ End 


• 1559 - ' • 


Name 


"OJ991215 15.0127.Cll.ol.np 


Method 


AAT/NAP ■ 


Start 


1 


End 


566 


GI 


295825 


Score 


127 


Exons, 


1..22, 409. .566 






GI Descrip. 


(X15819) nitrate reductase 


apoenzyme 


[Oryza sativa] 


Seq. No. 


26239 


Seq. ID 


OJ991215_15. 0127. Cll 


Gene No. 


54395 


Strand 




Start 


1 


End 


1559 


Name 


OJ991215 15. 0127. Cll. ol.gs 


Method 


GENSCAN 


Start 


197 


End 


1559 


GI 


none 


Score 


.69 


Exons 


197. .264, 507. .761, 811. .924, 1556. .1559 


Seq. No. 


26239 


Seq. ID 


OJ991215_15. 0127. Cll 


Gene No. 


54395 


Strand 




Start 


1 


End 


1559 


Name 


OJ991215 15.0127.Cll.ol.tc 


Method - 


TBLASTX: Cress 


Start 


413 


End 


978 


GI 


none 


Score 


92 



26230 




Exons 


413. .481, 


481. .561, 483 


. .560, 


799.-978, 


806. . 976 




Seq. No. 


26239 






Seq. ID 


OJ991215__15.0127 


.Cll 


Gene No. 


54395 






Strand 






Start 


1 






End 


looy 




Name 


' OJ991215 


15.0127.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


413 






End 


979 




GI 


none 






Score 


53 




Exons 


413. .481, 


417. .'482, 445 


. .558, 


469. .495, 


481.. 561, 483.. 


560, 




719. .766, 


797.. 970, 799 


. .969, 


812. .979 






Seq. No. 


26240 






Seq. ID 


OJ991215_15.0127 


.C12 


Gene No. 








b trana 






Start 


482 






End 


584 




Name 


OJ991215 


15.0127.C12.ol 


. gs 


Method 


GEN SCAN 




Start 


482 






End 


584 




GI 


none 






Score 


.79 




Exons 


482. .584 












Seq. No. 


26241 ■. 






Seq. ID 


OJ991215JL5.0127 


.C13 


Gene No. 


54397 






Strand 


+ 




Start 


496 






End 


1435 




Name 


OJ991215 


15.0127.C13.ol 


.gs 


Method 


GEN SCAN 




Start 


496 






End 


1435 




GI ■'; ' 


none 






Score. . 


.75 :,:,,[ ... ; .* , 




Exons 


496. .864, 


942.. 1229; 1235.. 1435 






Seq. No. 


26241 






Seq. ID 


OJ991215_15.0127 


.C13 


Gene No. 


54397 






Strand 


+ 




Start 


496 






End 


1435 




Name 


OJ991215 


15.0127.C13.ol 


.np 


Method 


AAT/NAP 




Start 


539 






End 


1307 




GI 


2190992 






Score 


569 




Exons 


539. .864, 


942.. 1307 










GI Descrip. 


(AF004358) glutathione 


S-transferase TSI-1 [Aegilops tauschii] 


Seq. No'. 


26241 






Seq. ID 


OJ991215_15.0127 


.C13 , . 


Gene No. 


54397 






Strand 


+ 




Start 


496 






End 


1435 




Name 


OJ991215 


15.0127.C13.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


549 






End 


1311 




GI 


none 






Score 


46 




Exons 


549. .584, 


583. .624, 591 


. .686, 


607. .801, 


612. .794, 685.. 


801, 




771. .803, 


798. .860, 799 


. .861, 


799. .861, 


801. .863, 953.. 


1309, 




954. .1310, 1002. .1310, 


1237. . 


1311 






Seq. No. 


26241 






Seq. ID 


OJ991215_15.0127 


-C13 


Gene No. 


54397 






Strand 


+ 




Start 


496 






End 


1435 




Name 


OJ991215 


15.0127.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


597 






End 


1145 




GI 


none 






Score 


72 




Exons 


597. .668, 


607.. 801, 621 


. .794, 


781. .861, 


793. .861, 953.. 


1075, 




954. .1145 


, 1017. .1130 










Seq. No. 


26241 






Seq. ID 


OJ991215_15.0127 


.C13 


Gene No. 


54397 






Strand 


+ 





26231 




Start 


496 




End 


1435 


Name 


OJ991215 15.0127.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


607 




End 


861 


GI 


none 




Score 


192 


Exons 


. 607. .789, 685. .780, 792 


. .860, 


793. .861 




Seq. No. 


26241 




Seq. ID 


OJ991215_15. 0127.C13 


Gene No . 


Oft o y / 




Of ranH 


x 

T 


Start 


496 




End 


1435 


Name 


OJ991215 15.0127.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


607 




End 


1316 


GI 


none 




Score 


198 


Exons 


607. .777, 687. .776, 784 


. .861, 


984. .131 


6, 1026. .1298, 1115. .130 


Seq. No. 


26241 




Seq. ID 


OJ991215_15.0127.C13 


ijene no . 






otrana 


4. 

T 


Start 


496 




End 


1435 


Name 


OJ991215 15.0127.C13.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


984 




End 


1268 


GI 


none 




Score 


188 


Exons 


984. .1268 








Seq. No. 


26242 


- 


Seq. ID 


OJ991215_15.0127.C14 


Gene No. 


54398 




Strand 


+ 








End 


548 


Name 


OJ991215 15.0127. C14.ol 


.np 


Method 


■ AAT/NAP 


Start 


1 




End 


536 


GI 


2190992 




Score 


321 . 


Exons 


1..61, 178. .536 








GI Descrip. 


(AF004 358 ) glutathione 


S-transf erase TSI-1 [Aegilops tauschii] 


Seq. No. 


26242 




Seq. ID 


OJ991215_15.0127.C14 


Gene No . 






Strand 


+ 


Start 


1 




End 


548 


Name 


OJ991215 15.0127.C14.ol 


.gs 


Method 


GENSCAN 


Start 


195 




End 


548 


GI 


• none 




Score' 


.75 


Exons 


195. .548 








Seq. No. 


26242 




Seq. ID 


OJ991215_15.0127.C14 


Gene No . 


54399 




Strand 




Start 


1097 




End 


1201 


Name 


OJ991215 15.0127.C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


573 


GI 


none 




Score 


63 


Exons 


1..48, 168. .296, 252. .539, 352. .375, 375. .539, 472. .573 


Seq. No. 


26242 




Seq. ID 


OJ991215_15.0127.C14 


Gene No. 


54399 




Strand 




Start 


1097 




End 


1201 


Name 


OJ991215 15.0127.C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


192 




End 


479 


GI 


none 




Score 


93. 


Exons 


192. .299, 203. .304, 240 


. .479, 


375... 479 




Seq. No. 


26242 




Seq. ID 


OJ991215_15.0127.C14 


Gene No. 


54399 




Strand 





26232 



Start 


1097 


End 


1201 






Name 


OJ991215 15.0127.C14.o2.gs 


Method 


GEN SCAN 






Start 


1097 


End 


1201 






GI 


none - . 


Score 


.87 






Exons 


1097. .1201 \ . 










Seq. No. 


26243 


Seq. ID 


OJ991215_15. 


0127 


-C16 


Gene No . 




btrana 


_i_ 

T 






Start 


585 


End 


7.16 






Name 


OJ991215 15.0127.C16.ol.gs 


Method 


GEN SCAN 






Start 


585 


End 


716 






GI 


none 


Score 


.5 






Exons 


585. .716 










Seq. No. 


26243 


Seq. ID 


OJ991215_15. 


0127 


.C16 


Gene No . 


O H 4 U 1 


Strand 








Start 


1 


End 


339 






Name 


OJ991215 15.0127.C16.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


339 






GI 


none 


Score 


658 






Exons 


1..339 










Seq. No. 


26244 


Seq. ID 


OJ991215_15. 


0127 


.C17 


Gene No . 




o trana 








Start 


50- 


"End 


284 






Name 


OJ991215 15.0127.Ci7.ol.gs 


' Method 


GENSCAN 






Start 


50 


End 


284 






GI 


none 


Score 


.58 






Exons 


50. .284 










Seq. No. 


26245 


Seq. ID 


OJ991215_15. 


0127 


.C20 


Gene No. 


54403 


Strand 


+ 






Q+- rs r-4- 


1 


End 


628 






Name 


OJ991215 15-0127. C20.ol-np 


Method 


AAT/NAP 






Start 


1 


End 


628 






GI - 


3894387 


Score 


395 






Exons 


1..628 










GI Descrip.,- 


r ,<AF053995) Hcr2-0B [Lycopersicon esculentum] 






Seq. No. 


26245 


Seq. ID 


OJ991215_15. 


0127 


.C20 


Gene No. 


54403 


Strand 


+ 






Start 


1 


End* 


628 






Name 


OJ991215 15.0127. C20..ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


625 






GI 


none 


Score 


85 






Exons 


2. .115, 2. .187, 5. .187, 5.. 


187, 5. .187, 


5. .187, 5.. 


184, 


5. .193, 




5. .187, 5. .184, 5..61, 68.. 


187, 119. .205, 164. .403, 


203 


. .253, 



203. .622, 203. .622, 203. .622, 206. .583, 206. .574, 215. .622, 
221. .625, 224. .622, 224. .619, 323.-625, 356. .622, 359. .622, 
379.-489, 439. .621, 439. .552, 442. .549 



Seq. No. 26245 Seq. ID 

Gene No. 54403 Strand 

Start 1 End 

Name OJ991215_15 .0127 . C20 . ol . ts Method 

Start 2 End 

GI none Score 



OJ991215_15.0127.C20 
+ 

628 

TBLASTX : Soybean 

622 

105 



26233 



Exons 



2. .187, 5. .187, 5. .193, 5. .187, 5. .190, 5. .184, 5. .193, 68. .187, 
203. .574, 203. .622, 203. .622, 215. .622, 224. .622, 350. .622, 
373. .489, 439. .621, 439. .549, 454. .552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26245 
54403 
1 

OJ991215_15.0127.C20.ol.tm 
2 

none 



Seq. ID OJ991215_15.0127.C20 

Strand + 

End 628 

Method TBLASTX : Mai ze 

End 625 

Score 106 '■ 



2. .193, 2. .187, 5. .187, 5. .187, 5. .187, 11. .169, 20. .193, 
68. .190, 94. .186, 203. .622, 203. .619, 206. .451, 215. .622, 
221. .625, 224. .601, 229. .342, 278. .622, 382. .489, 439.-552 



26245 
54403 
1 

OJ991215_15.0127.C20.ol.tw 
2 

'none 



Seq. ID OJ991215_15.0127.C20 

Strand + 

End 628 

Method TBLASTX : Wheat 

End 625 

Score 114 



2. .187, 2. .100, 5. .184, 356. .625 



Seq. No. 26245 Seq. ID 

Gene No. 54403 Strand 

Start : 1 - . ■ '"find 
Name ' OJ991215_15 . 0127 .C20 . ol .gs Method 

Start 131 End 

GI none • Score 

Exons 131.. 539 



OJ991215_15.0127.C20 
+ 

628 

GENSCAN 

539 

.59 



Seq. No. 26246 

Gene No. 54404 

Start 1891 

Name OJ991215_15 . 0127 . C22 . ol . gp 

Start 1891 

GI uC-osflM20208 9gl0bl 

Exons 18 91.. 22 95. 

GI Descrip. ' 4584536/emb | CAB40766. 1 | 3.0e-13 
protein [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215_ 
+ 

2385 
AAT/GAP 
2295 
779 



15.0127.C22 



(AL04 9608) cytochrome p4 50 like 



Seq. No. 


26246 




Seq. ID 


OJ991215 


Gene No. 


54404 




Strand 


+ 


Start 


1891 




End 


2385 


Name 


OJ991215 15 


.0127.C22.ol.gs 


Method 


GENSCAN 


Start 


1898 




End 


2283 


GI 


none 




Score 


.81 


Exons 


1898. .2283 








Seq. No. 


26246 




Seq. ID 


OJ991215 


Gene No. 


54404 




Strand 


+ 


Start 


1891 




End 


2385 


Name 


OJ991215 15 


.0127.C22.ol.np 


Method 


AAT/NAP 


Start 


1946 




End 


2385 


GI 


5915840 




Score 


334 


Exons 


1946. .2385 








GI Descrip. 


CYTOCHROME 


P450 71D11 gi 12367431 (AF000403) put 




P450 [Lotus 


japonicus] 







15.0127.C22 



putative cytochrome 



26234 




Seq. No. 


26246 








Seq. ID 


OJ991215_15.0127 


.C22 


Gene No. 


54404 








Strand 


+ 




Start 


1891 . 








End 


2385 




Name 


OJ991215 15 


.0127 


.022. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2002 ''• 








End 


2383 




GI 


none 








Score 


76 




Exons 


2002. .2091, 


2015 


. .2053, 


2053. 


.2382, 2054.. 2383, 2246.. 2383 


Seq. No. 


2624.6 








Seq. ID 


OJ991215_15.0127 


.C22 


Gene No. 


54404 








Strand 


+ 




Start 


1891 








bna 






Name 


OJ991215 15 


.0127 


.C22.ol 


.ts 


Method 


i B.LAb i a : boyoean 




Start 


2002 








bna 






GI 


none 








Score 


-31 O 




Exons 


2002. .2196, 


2015 


. .2383, 


2245. 








Seq. No. 


26246 








Seq. ID 


r\TQQ1 01 C 1 C niO'7 

ojyyi^io lo.uiz/ 


poo 


Gene No. 


54404 




- 




Strand 


+ 




Start 


1891 








End . 


2385 




Name 


OJ991215 15 


.0127 


.C22.ol 


-tc 


Method 


TBLASTX: Cress 




Start 


2024 








End 


2371 




GI 


none 








Score 


265 




Exons 


2024. .2371 














Seq. No. 


26247 • 








Seq. ID 


OJ99121-5_15.0127 


"POT 


Gene No. 


54405 








Strand 


+ 




Start 


1 








End 


788 




Name 


OJ991215 15 


.0127 


.C23.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


773 




GI 


5915839 








Score 


544 




Exons 


1..68, 150. 


.773. 












GI Descrip. 


CYTOCHROME 


P450 


71D10 gi|2739000|gb|AAB94588| (AF022459 


) 




CYP71D10p [Glycine max] 










Seq. No. 


26247 








Seq. ID 


OJ99'1215_15.0127 


.C23 


Gene No. 


54405 








Strand 


+ 




Start 


1 








End 


788 




Name 


OJ991215 15 


.0127 


.C23.ol 


. gs 


Method 


GENSCAN 




Start 


159 








End 


788 




GI 


none 








Score 


.87 




Exons 


159. .788 














Seq. No. 


26247 








Seq. ID 


OJ991215_15.0127 


.C23 


Gene No. 


54406 








Strand 


+ 




Start 


1347 








End 


2996 




Name 


OJ991215 15 


.0127 


.C23.o2 


. gs 


Method 


GENSCAN 




Start 


1347 








End 


2996 




GI 


none 








Score 


.94 




Exons 


1347. .2279, 


2373 


. .2996 










Seq. No. 


26247 








Seq. ID 


OJ991215_15.0127 


.C23 


Gene No. 


54406 








Strand 


+ 




Start 


1347 








End 


2996 




Name 


OJ991215 15 


.0127 


.C23.o2 


.np 


Method 


AAT/NAP 




Start 


1374 








End 


2981 




GI 


5915835 








Score 


994 





26235 



Exons 1374.. 2279, 2373.. 2981 

GI Descrip. CYTOCHROME P450 71D6 gi 11762142 (U48434) putative cytochrome 
P450 [Solarium chacoense] . 



Seq. No. 


26247 


Seq. ID 


OJ991215_15.0127.C23 


Gene No. 


54407 


Strand 


+ 


Start 


3604 


End 


9075 


Name 


OJ991215 15.0127.C23.o3.gs 


Method 


GENSCAN 


Start 


3604 


End 


5266 


GI 


none ' ' 


, Score 


.94 


Exons 


3604.. 4521, 4613.. 5266 






Seq. No. 


26247 


Seq. ID 


OJ991215_15.0127.C23 


Gene No. 


54407 


Strand 


+ 


Start 


3604 


End 


9075 


Name 


OJ991215 15.0127.C23.o3.np 


Method 


AAT/NAP 


Start 


3616 


End 


5242 


GI 


166949 


Score 


926 


Exons 


3616. .4521, 4613. .5242 






GI Descrip. 


(M32885) cytochrome P-450LXXIA1 (cyp71Al) [Persea americana; 


Seq. No. 


26247 


Seq. ID 


OJ991215_15.0127.C23 


Gene No. 


54407 


Strand 


+ 


Start 


3604 


End 


9075 


Name 


OJ991215 15.0127.C23.o4.np 


Method 


AAT/NAP . • 


Start ' 


5087 . 


. End 


9075 


GI 


2911044 


Score 


238 


Exons 


5087.. 5165, 6284.. 6556, 8292 


..8336, 854 


18. .8620, 9028. .9075 


GI Descrip. 


(AL021961) putative protein 


[Arabidopsis thaliana] 



Seq. No. 


26247 




Seq. ID 


OJ991215_15.0127.C23 


Gene No. 


54407 




Strand 


+ 


Start 


3604 




End 


9075 


Name 


OJ991215 15.0127.C23.o2. 


gp 


Method 


AAT/GAP 


Start 


6100 




End 


8 914 


GI 


23689 1.R1084 




Score 


973 


Exons 


6100.. 6152, 6285.. 6556, 


8292. 


.8336, 8548. .8620, 8813. .8914 


GI Descrip. 


, 2911044/emb|CAA17554 | 2 


.Oe-30 (AL021961) putative protein 




[Arabidopsis thaliana] 1 








Seq. No. 


26247 




Seq. ID 


OJ991215_15.0127.C23 


Gene No. 


54407 




Strand 


+ 


Start 


3604 




End 


9075 


Name 


OJ991215 15.0127.C23.o4. 


gs 


Method 


GENSCAN 


Start 


6145 - 




End 


8910 - 


GI 


none 




Score 


.71 


Exons 


6145.. 6556, 8292.. 8336, 


8548. 


.8620, 8813. .8910 


Seq. No. 


26247 




Seq. ID 


OJ991215_15.0127.C23 


Gene No. 


54408 




Strand 




Start 


2927 




End 


8915 


Name 


OJ991215 15.0127.C23.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


5095 


GI 


none 




Score 


103 


Exons 


1..63, 2. .82, 3. .74, 155 


. .229 


, 156.. 275 


>, 225. .275, 273. .350, 




281. .454," 390. .455, 411. 


.455, 


501. .626, 


512. .613, 585. .626, 




2072.. 2131, 2073.. 2153, 


2199. 


.2279, 2235.-2273, 2372. .2836, 



26236 



2373. .2561, 2375. .2830, 2601. .2834, 4362. .4391, 4438. .4521, 

4450. .4515, 4612. .4716, 4613. .4732, 4613. .4732, 4742. .4813, 

4742. .4816, 4879. .4971, 4880. .4957, 4963. .5091, 4964. .5095, 
5051. .5095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26247 . 

54408 

2927 

OJ991215_15. 
3 

none 

3. .71, 144., 
1479. .1517, 
1890. .2153, 
2601. .2966, 
4438. .4518, 
4963. .5085, 



0127.C23.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_15.0127.C23 
8915 

TBLASTX : Soybean 

5188 

47 



266, 282. .350, 390. .455, 501. .752, 506. .613, 
1500. .1673, 1559. .1651, 1710. .1847, 1724. .1807, 
2199. .2276, 2373. .2561, 2375.. 2587, 2594.. 2968, 
3703. .3723, 3778. .4071, 4162.. 4389, 4437.. 4517, 
4613. .4771, 4615. .4713, 4882. .4944, 4886.-4966, 
4967. .5188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26247 ( Seq. ID 

54408 ' Strand 

2927 End 

OJ991215_15.0127.C23.o2.tw Method 

3 End 

none Score 



OJ991215_15.0127.C23 
8915 

TBLASTX: Wheat 

4939 

52 



3. .74, 143.. 229, 156 .. 272,; .276 455, 2199.. 2279, 2372.. 2680, 
2373.. 2681, 4438'. . 4515, 4612.. 4716, 4613.. 4729, 4745.. 4813, 
4757. .4810, 4880. .4939, 4885. .4938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26247 Seq. ID 

54408 Strand 

2927 - End 

OJ991215_15.0127.C23.ol.tc Method 

156 End 

none Score 



OJ991215_15.0127.C23 
8915 

TBLASTX: Cress 

5188 

89 



156. .263, 276. .350, 501. .761, 512. .613, 2373. .2561, 2384. .2476, 
2546. .2929, 2619. .2969, 4613. .4729, 4751. .4813, 4859. .4957, 
4963. .5082, 4970. .5188 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 



26247 
54408 
2927 

OJ991215_15.0127.C23.ol.tw 
501 

none 'A 



Seq. ID OJ991215_15.0127.C23 



Strand 
End 

Method 

End 

Score 



8915 

TBLASTX: Wheat 

5201 

292 



501. .776, 506. .775, 2703. .2984, 2706. .2978, 2747. .2989, 
4969. .5148, 4970. .5188, 5057. .5200, 5073.. 5201 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26247 Seq. ID 

54408 Strand 

2927 . End 

OJ991215JL5 . 0127 . C23 . o2 . tm Method 

1478 End 

none Score 



OJ991215_15. 0127.C23 
8915 

TBLASTX: Maize 

4089 

280 



1478. .1693, 1479. .1700, 1500. .1748, 1703. .1843, 1704. . 1844,. 
3642.. 3770, 3682.. 3723, 3737. .3817, 3762.. 4058, 3778 4068',;. 
3904. .4089 



26237 




Seq. No. 


26247 






Seq. ID, 


OJ991215_15.0127.C23 


Gene No . 


c A A f\Q 
DH 4UO 






OLlauU 




Start 


2927 






End 


8915 


Name 


OJ991215 15.0127. 


C23.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1509 






End 


4071 


GI 


none 






Score 


156 


Exons 


1509. .1691, 1719. 


.1832, 


3778 


. .4071 




Seq. No. 


26247 






Seq. ID 


OJ991215_15.0127.C23 


Gene No . ■ 


54408 






Strand 




Start 


2927 






End 


8915 


Name 


HTQQ1 "51 ^ 1 t; fi1 0*7 


POO A o 


. LIU 


Method 


TBLASTX: Maize 


Start 


1914 






End 


8915 


GI 


- none 






Score 


37 


Exons 


1914. .2009, 6220. 


.6243, 


6295 


..6519, 6318. .6518, 8291. .8347, 




8521. .8622, 8543. 


.8623, 


8544 


..8633, 8797. .8913, 8804. .8914, 




8810. .8908, 8811. 


.8915 








Seq. No. 


26247 






Seq. ID 


OJ991215_15.0127.C23 


Gene No .. 


Dh *± Uo 






Strand 




Start 


2927 






■' End 


8915 


Name 


OJ991215 15.0127. 


C23.ol 


■ gp 


Method 


AAt/GAP 


Start 


2927 






End 


3143 


GI 


569091 






Score 


411 


Exons 


2927. .3143 










Seq. No. 


26248 






Seq. ID 


OJ991215_15.0127.C24 


Gene No. 


C A A A Q 






Strand 


+ 


Start 


63 






End 


644 


Name 


OJ991215 15.0127. 


C24.ol 


-gs 


Method 


GENSCAN 


Start 


63 






End 


644 


GI 


none 






Score 


.94 


Exons 


63. .72, 439. .644 










Seq. No. 


26248 * 






Seq. ID 


OJ991215_15.0127.C24 


Gene No. 


54410 






Strand 




Start 


■1 






End 


841 


Name 


OJ991215 15.0127. 


C24.ol 


. gp 


Method 


AAT/GAP 


Start 


1 






End 


841 


GI 


23689 1.R1084 






Score 


781 


Exons 


1..24, 373. .841 










GI Descrip. 


! 2911044/emb|CAA17554 | 


2.0e- 


30 (AL021961) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


26248 






Seq. ID 


OJ991215_15.0127.C24 


Gene No . 


54410 






Strand 




Start 


1 






End 


841 


Name 


OJ991215 15.0127. 


C24.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


436 






End 


561 


GI 


none 






Score 


180 


Exons 


436. .561, 439. .55 


8, 441 


. .560 






Seq". No. 


26249 






Seq. ID 


OJ991215_15.0127.C25 


Gene No. 


54411 ' 






Strand 




Start 


1 






End 


574 


Name 


OJ991215 15.0127. 


C25.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


182 



•26238 



GI 5103807 Score 174 

Exons 1..182 

GI Descrip. . (AC007591) Contains similarity to gb|AF014403 type-2 

phosphatidic acid phosphatase alpha-2 (PAP2_a2) from Homo 
sapiens. ESTs gb|T88254 and gb|AA394650 come from this gene. 
[Arabidopsis thaliana]* 



Seq. No. 26249 Seq. ID 

Gene No. 54 411 Strand 

Start 1 End 

Name OJ991215_15 . 0127 . C25 . ol . gp Method 

Start 1 End 

GI 2310357 Score 

Exons 1. .270, 468. .574 



OJ991215_15.0127.C25 
574 

AAT/GAP 

574 

696 



Seq. No. 26250 Seq. ID 

Gene No. 54412 Strand 

Start 101 End 

Name OJ991215__15 . 0127 . C27 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101.. 152 



OJ991215_15.0127.C27 
+ 

152 

GENSCAN 

152 

.7 



Seq. No. 26251 .Seq. ID 

Gene No. ■ 54413 Strand 

Start 1 End 

Name OJ991215JL5 . 0127 . C28 . ol . gp Method 

Start 1 End 

GI 3760500 Score 

Exons 1 . . 175 



OJ991215_15.0127.C28 
+ 

175 

AAT/GAP 
.175 
327 



Seq. No. 


26252 


Seq. ID 


OJ991215 


_15.0127. 


C29 


Gene No. 


54414 


Strand 








Start 


1 


End 


657 






Name 


OJ991215 


1 5 . 0 12 7 . C2 9 . ol . np Method 


AAT/NAP 






Start 


1 


End 


657 






GI 


1684913 


Score 


200 






Exons 


1. .102, 


142. .363, 452.. 657 








GI Descrip. 


(U77888) 


receptor-like protein kinase 


[Ipomoea 


nil] 




Seq. No. 


26252 


Seq. ID 


OJ991215 


_15.0127. 


C29 


Gene No. 


54414 


Strand 








Start 


1 


End 


657 






Name 


OJ991215 


15.0127.C29.ol.tm Method 


TBLASTX: 


Maize 




Start 


29 


End 


578 






GI 


none 


Score 


58 






Exons 


29. .118, 


30. .128, 173. .364, 174. .365, 


191. .373, 


453. .527 


t 




454. .522 


, 512. .577, 528..S78 









Seq. No. 26252 Seq. ID 

Gene No. 54 414 . Strand 

Start 1 End 

Name OJ991215_15 . 0127 . C29 . ol . gs Method 

Start 145 End 

GI none Score 

Exons 145.. 376 



OJ991215_15.0127.C29 
657 

GENSCAN 

376 

.75 



26239 



Seq. No. 


26252 






Seq. ID 


OJ991215_15.0127.C29 


Gene No . 


54414 






Of- ranr ] 
Oil cultl 




Start 


1 






End 


657 


Name 


OJ991215 15 


.0127.C29.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


" 182 






End 


655 


GI 


none 






Score 


64 


Exons 


182.. 385, 234.. 365, 500 


. .655, 


522. .653 




Seq. No. 


26253 






Seq. ID 


OJ991215_15.0127.C35 


bene no . 


54415 






on aiiu 


+ 


Start 


535 






End 


1311 


Name 


OJ991215 15 


.0127.C35.ol 


.gs 


Method 


GEN SCAN 


Start 


535 






End 


1311 


GI 


none 






Score 


.71 


Exons 


535.-589, 1178.. 1311 








Seq. No. 


Zozj j 






Seq. ID 


OJ991215_15.0127.C35 


Gene No. 


c A A 1 £ 






Strand 




Start 


1 n *5 Q 






End 


1496 


Name * 


OJ991215 15 


.0127,C35.ol 


• LIU 


Method 


TBLASTX: Maize 


Start 


1019 






End 


1300 


GI 


none 






Score 


62 


Exons 


1019. .1051, 


1056. .1103, 


1058. 


.1102, 1086. .1178, 1089. .1184, 




1090. .1188, 


1091. .1201, 


1093. 


.1188, 1181. .1213, 1188. .1211, 




1188. .1220,* 


1211... 1300, 


1213. 


.1299 




Seq. No. 


26253 






Seq. ID 


OJ991215_15.0127.C35 


Gene No. 


54416 






Strand 




Start 


1038 






End 


1496 


Name 


OJ991215 15 


.0127.C35.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1037 






End 


1308 


GI 


none 






Score 


81 


Exons 


1037. .1111, 


1038. .1091, 


1039. 


.1092, 1135. .1185, 1136. .1207, 




1169. .1207, 


1180. .1209, 


1210. 


.1296, 1213. .1308, 1214. .1300 


Seq. No. 


26253 






Seq. ID 


OJ991215_15.0127.C35 


Gene No. 


54416 






Strand 




Start " 


1038 . . 






End 


1496 


Name 


OJ991215 15 


.0127.C35.ol 


.gp 


Method 


AAT/GAP 


Start 


1038 






End 


1496 




60137 1.R1084 




Score 


483 


Exons 


1038. .1301, 


1464. .1496 








GI Descrip. 


'1143511/emb |CAA87385| 


6.0e-87 (Z47076 


) Ser/Thr protein 




phosphatase 


- homologous 


to PPX 


[Malus domestical 




>gi_1586034 


prf 2202340A Ser/Thr protein phosphatase [Malu; 




domes tica] 1 










Seq. No. 


26253 






Seq. ID 


OJ991215_15.0127.C35 


Gene No. 


54416 






Strand 




C+- -j y~f- 

O tal L 


1038 






End 


1496 


Name 


OJ991215 15 


.0127.C35.ol 


.np 


Method 


AAT/NAP 


Start 


1219 






End 


1328 


GI 


5734785 






Score 


108 


Exons 


1219. .1328 










GI Descrip. 


(AC007980) ] 


phosphoprotein phosphatase 


[Arabidopsis thaliana; 


Seq. No. 


26254 






Seq. ID 


OJ991215_15.0127.C36 



26240 




Gene No . 


Oft H i / 






o czrana 








Start 


399 






End 


507 






Name 


OJ991215 15.0127.C36 


.ol. 


gs 


Method 


GEN SCAN 






Start 


399 






End 


507 






GI 


none 






Score 


.53 






Exons 


399. .507 














Seq. No. 


26255 






Seq. ID 


OJ991215 


_15. 


0127. C38 


Gene No . 
















Start 


52 






End 


1031 






Name 


OJ991215 15.0127.C38 


.ol. 


gs 


Method 


GEN SCAN 






Start 


52 






End 


1031 






GI 


none 






Score 


.69 






Exons 


52. .723, 900. .1031 














Seq. No. 


26256 






Seq. ID 


OJ991215 


_15. 


0127. C39 


Gene No. 


54419 






Strand 








Start 


1 






End 


510 






Name 


OJ991215 15.0127.C39 


.ol . 


np 


Method 


AAT/NAP-' 






Start 


1 






End 


422 






GI ' 


5103806 






Score 


224 






Exons 


1.-70, 160. .422 














GI Descrip. 


(AC007591) EST gb|F14271 


comes from this gene. 


[Arabidopsis 




thaliana] 














Seq. No. 


■ 

26256 






Seq. ID 


OJ991215 


_15. 


0127. C39 


Gene No . 


54419 






Strand 


- 






Start 


1 






End 


510 






Name 


OJ991215 15.0127.C39 


.ol. 


gs 


Method 


GEN SCAN 






Start 


160 






End 


510 






GI 


none 






Score 


.56 






Exons 


160. .510 














Seq. No. 


26257 






Seq. ID 


OJ991215 


_15. 


0127. C41 


Gene No . 


54420 






Strand 








Start 


263 






End 


453 






Name 


OJ991215 15.0127.C41 


.ol. 


gs 


Method 


GEN SCAN 






Start ' * 


263 






End 


453 






GI 


none 






Score 


.97 






Exons 


263. .453 














Seq. No. 


26258 






Seq. ID 


OJ991215 


_15. 


0127. C43 


Gene No . 


54421 






Strand 


+ 






Start 


492 






End 


583 






Name 


OJ991215 15.0127.C43 


. ol . 


gs 


Method 


GENSCAN 






Start 


492 






End 


583 






GI 


none 






Score 


.6 






Exons 


492. .583 














Seq. No. 


26259 






Seq. ID 


OJ991215 


_15. 


0127. C44 


Gene No. 


54422 






Strand 


+ 






Start 


8 






End 


775 






Name 


OJ991215 15.0127.C44 


. ol . 


gs 


Method 


GENSCAN 






Start 


8 






End 


775 






GI 


none 






Score 


.76 






Exons 


8. .564, 588. .775 















26241 




Seq. No. 


26259 


Seq. ID 


OJ991215JL5.0127 


.C44 


<jene no . 




otiana 






Start 


690 


End 


850 




Name 


OJ991215 15.0127.C44.ol.ts 


Method 


TBLASTX: Soybean 




Start 


143 


End 


397 




GI 


none 


Score 


197 




Exons 


143. .397, 157. .396 








Seq. No. 


26259 


Seq. ID 


OJ991215_15.0127 


.C44 


Gene No. 


54423 


Strand 


+ 




Start 


690 


End 


850 




Name 


OJ991215 15.0127.C44.ol.gp 


Method 


AAT/GAP 




Start 


690 


End 


850 




GI 


12340 1.R1084 


Score 


277 




Exons 


690. .850 








GI Descrip. 


1 418548/ sp| P32698 | YJBQ ECOLI 


7.0e-16 


HYPOTHETICAL 15.7 


KD 



PROTEIN IN APHA-UVRA INTERGENIC REGION (0138) >gi_396391 
(U00006) No definition line found [Escherichia coli] >gi_17904 91 
(AE000479) orf, hypothetical protein [Escherichia coli] 1 



Seq. No. . 


26260 


Seq. ID 


OJ991215 


Gene No. 


54424 


Strand 


+ 


Start 


1377 


End 


1574 


Name 


OJ991215 15.0127.C45.ol.gs 


Method 


GENSCAN 


Start 


1377 


End 


1574 


GI 


none 


Score 


.63 


Exons 


1377. .1574 







Seq. No. 


26260 








Seq. ID 


OJ991215_15 


.0127. C45 


Gene No. 


54425 








Strand 


+ 




Start 


3148 








End 


8799 




Name 


OJ991215 15 


.0127. 


C45.o2 


gs 


Method 


GENSCAN 




Start 


3148 








End 


8799 




GI 


none 








Score 


.75 




Exons 


3148. .3424, 


3937. 


.4266, 


5269. 


.5411, 5644. .5847, 6753. .6850, 




8288. .8344, 


8370. 


.8799 










Seq. No. 


26260 








Seq. ID 


OJ991215_15 


.0127.C45 


Gene No. 


54425 








Strand 


+ 




Start 


3148 








End 


8799 




Name 


OJ991215 15 


.0127. 


C45.o2 


np 


Method 


AAT/NAP 




Start 


4015 








End 


6863 




GI 


4662632 








Score 


611 




Exons 


4015. .4310, 


5137. 


.5411, 


5644. 


.5847, 6753. .6863 




GI Descrip. 


(AC007267) 


unknown protein [Arabidops 


is thaliana] 




Seq: No. 


26260 








Seq. ID 


OJ991215_15 


.0127. C45 


Gene No. 


54425 








Strand 


+ 




Start 


3148 








End 


8799 




Name 


OJ991215 15 


.0127. 


C45.o2 


gp 


Method 


AAT/GAP 




Start 


4017 








End 


5236 




GI 


none 








Score 


599 




Exons 


4017. .4266, 


5154. 


.5236 










Seq. No. 


26260 








Seq. ID 


OJ991215_15 


.0127. C45 


Gene No. 


54425 








Strand 


+ 




Start 


3148 








End 


8799 





26242 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215_15.0127.C45.o3.gp Method AAT/GAP 
5604 End 7015 

11312_1.R1084 Score 773 

5604.. 5847, 6753.. 7015 

, 4662632/gb|AAD2690'4.1|AC007267_4- 3.0e-18 (AC007267) unknown 
protein [Arabidopsis thaliana] ' 



26260 Seq. ID 

54426 Strand 

432 End 

OJ9912 15_15 . 0127 . C45 . o3 . tm Method 

427 End 

none Score 



OJ991215_15.0127.C45 
3293 

TBLASTX: Maize 

3195 

87 

1756, 1856. .1912, 



427. .519, 441. .518, 1707. .1766, 1709. 
1856. .1912, 1857. .1919, 2116. .2142, 2116. .2151, 2124. .2153, 
2223.. 2330, 2237.. 2332, 2239. .2343, 2240.. 2329, 2952.. 3032, 
2953. .3033, 2971. .3033, 3105. .3194, 3109. .3195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26260 Seq. ID 

54426 Strand 

432 End 

OJ991215_15 . 0127 . C45 . ol . np Method 

432 End 

64 60422 Score 



OJ991215_15.0127.C45 

3293 
AAT/NAP 
3187 
226 



432.. 518, 1714. .1756, 18.57.. 1922, 2217.. 2345, 3062.. 3187 
. (AE002088) conserved hypothetical protein [Deinococcus 
radiodurans] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26260 Seq. ID 

54426 Strand 

432 End 
OJ9912 15_15 . 0127 . C45 . o2 . tw Method 

981 ' End 

none Score 

981. .1349, 1001. .1345 

26260 

54 426 * Strand 

432 End 
OJ991215_15.0127.C45.o2.tm Method 

123-8 End 

none Score 



OJ991215_15.0127.C45 
3293 

TBLASTX: Wheat 

1349 

277 



Seq. ID OJ991215_15.0127.C45 



3293 

TBLASTX: Maize 

1529 

271 



1238. .1348, 1239. .1529, 1239. .1412, 1370. .1507 



26260 
54426 
432 

OJ991215_15.0127.C45.ol.gp 
1816 
2311606 

1816. .1911, 2117. .2150, 2239. 
4 1854 8 /sp | P32698 I Y JBQ ECOLI 7 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 15.0127.C45 



3293 
AAT/GAP 
3293 
690 

2333, 2970.. 3030, 3108.. 3293 
0e-16 HYPOTHETICAL 15.7 KD PROTEIN 
IN APHA-UVRA INTERGENIC REGION (0138) >gi_396391 (U00006) No 
definition line found [Escherichia coli] >gi_1790491 (AE000479) 
orf, hypothetical protein [Escherichia coli] 



Seq. No. 



26260 



Seq. ID OJ991215_15.0127.C45 



26243 




Gene No. 


54427 








Strand 




Start 


4207 








End 


6855 


Name 


OJ991215 15 


. Ul^ / 


. C4 D . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4207 








.End 


6851 


GI 


none 








Score 


107 


Exons 


4207. .4275, 


514 6 


. .5259, 


5151. 


.5411, 5151. .5411, 5332. .5412, 




5641. .5796, 


5643 


. .5795, 


5804. 


.5848, 5805. .5849, 6720. .6821, 




6750. .6851, 


6751 


. .6840 








Seq. No.~ ; 


26260 








Seq. ID 


OJ991215_15. 0127.C45 


Gene No. 


54427 








Strand 




Start 


4207 








End 


6855 


Name 


OJ991215 15 


.0127 


.C45.ol 


.ts 


Method 


- TBLASTX: Soybean 


Start 


5141 








End 


5420 


GI 


none 








Score 


64 


Exons 


5141. .5410, 


5146 


. .5259, 


5151. 


.5411, 5151. .5420 


Seq. No. 


26260 








Seq. ID 


OJ991215_15.0127.C45 


Gene No. 


C A A O 1 

544^ / 








Strand 




Start 


4207 








End 


6855 . 


Name 


OJ991215 15 


.0127 


.C45.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5151 








End 


5366 


GI ■ 


none 








Score 


202 


Exons 


5151. .5321, 


5153 


. .5293, 


5319. 


.5366 




Seq. No. 


26260 








Seq.' ID 


OJ991215_15 . 0127 .C45 


Gene No. 


54427 








Strand 




Start 


4207 








End 


6855 


Name 


OJ991215 15 


.0127 


.C45.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5355 








End 


6855 


GI 


none 








Score 


88 


Exons 


5355. .5411, 


5355 


. .5396, 


5357. 


.5407, 5640. .5864, 5641. .5847, 




6720. .6821, 


6751 


. .6855, 


6752. 


. 6820 




Seq. No. 


26260 








Seq. ID 


OJ991215_15.0127.C45 


Gene No. 


54427 








Strand 




Start 


4207 








End 


6855 


Name 


OJ991215 15 


;0127 


.C45.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5637 








End 


6821 


GI 


none 








Score 


121 


Exons 


5637. .5801, 


5641 


. .5847, 


5641. 


.5808, 5643.. 5843, 6701.. 6820, 




6708. .6821 












Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


C A A O Q 








Strand 


+ 


Start 


914 








End 


4057 


Name 


OJ991215 15 


.0127 


.C46.ol 


.gs 


Method 


GENSCAN 


Start 


914 








End 


4027 


GI 


none 








Score 


.78 


Exons 


914. .1029, 


2894. 


.2965, 


3086. . 


4027 




Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54428 








Strand 


+ 


Start 


. 914 








End 


4057 


Name 


OJ991215 15 


.0127 


.C46.ol 


.gp 


Method 


AAT/GAP 


Start 


3069 








End 


3648 


GI 


57759 1.R1084 






Score 


1108 



26244 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3069.. 3648 

'1777660/gb|U42519|CIU42519 2.0e-43 Chrysobalanus icaco 18S 
ribosomal RNA gene, partial sequence 1 



26261 Seq. ID 

54428 Strand 
914 End 
OJ991215_15.0127.C4 6.ol.np Method 
3137 End 
2129648 Score 
3137. .'3994 

MYB-related protein 33, 3K - Arabidopsis thaliana 
gi|1263095|emb|CAA90809| (Z54136) MYB-related protein 
[Arabidopsis thaliana] 



OJ991215_15.0127.C46 
+ 

4057 
AAT/NAP 
3994 . 
466 



26261 
54428 
914 

OJ991215_15.0127.C46.o2.gp 

3760 

5003977 

3760. .4057 

1777660/gb|U42519|CIU42519 ; 
ribosomal RNA gene, partial 



Seq. ID OJ991215_15.0127.C46 

Strand + 

End 4057 

Method AAT/GAP 

End 4057 

Score 550 

. 0e-43 Chrysobalanus icaco 18S 
sequence 



26261 ■ Seq. ID 

54429 Strand 
5543 End 
OJ991215_15.0127.C46.o3.gp Method 
5543 End 
56295_1.R1084 Score 
5543. .6019 

, 3913181/sp|O22380|CADH_LOLPR 6.0e-37 C I NNAMYL -ALCOHOL 
DEHYDROGENASE (CAD) >gi_2388662 (AF010290) cinnamyl alcohol 
dehydrogenase [Lolium perenne] ' 



OJ991215_15.0127.C46 
+ 

6019 
AAT/GAP 
6019 
922 



Seq. No.. 


26261 




Seq. ID 


OJ991215_15.0127 .C4 6 


Gene No. 


54430 




Strand 




Start 


. 5700 




End 


84'64" 


Name 


OJ991215 15.0127 


.C4 6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


899 




End 


3448 


GI 


none 




Score 


78 


Exons 


899. .973, 3152.. 


3238, 3251.. 


3448, 3256 


. .3435 


Seq. No. 


26261 




Seq. ID 


OJ991215_15.0127.C4 6 


Gene No. 


54430 




Strand 




Start 


5700 




End 


8464 


Name 


OJ991215 15.0127 


.C4 6.ol.tm 


Method 


TBLASTX: Maize 


Start 


3125 




End 


3763 


GI 


none 




Score 


522 


Exons 


3125.. 3469, 3148 


..3471, 3467 


..3550, 3472.. 3540, 3586. .3645, 




3587.. 3646, 3733 


..3762, 3734 


. .3763 




Seq. No. 


26261 




Seq. ID 


OJ991215_15.0127 .C4 6 


Gene No. 


54430 




Strand 




Start 


5700 




End 


8464 


Name 


OJ991215 15.0127 


.C46.o2.ts 


Method 


TBLASTX : Soybean 



26245 




Start 


3137 








End 


3606 


GI 


none 








Score 


481 


Exons 


3137. .3463, 


3148. 


.3459, 


3508. 


.3537, 3509.. 3547, 3586.. 3606 


Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


544 JU 








Strand 




Start 


570.0 








End 


84 64 


Name 


OJ991215 15. 


0127. 


C46.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3143 








End 


3616 


GI 


none 








Score 


468 


Exons 


3143. .3454, 


3145. 


.3447, 


3514. 


.3537, 3521.. 3616 


Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15. 


0127. 


C46.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3877 








End 


4038 


GI 


none 








Score 


214 


Exons 


3877. .4038, 


3878. 


.4033 








Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15. 


0127. 


C46.o2. 


np 


Method 


AAT/NAP 


Start 


5694 








End 


84 64 


GI 


3913182 








Score 


1494 


Exons 


5694. .6360, 


7403. 


.7630, 


8260. 


.8464 




GI Descrip. 


CINNAMYL- ALCOHOL 


DEHYDROGENASE ( CAD ) 


(BROWN-MIDRIB 1 PROTEIN) 




gi 12239258 | emb | CAA74070 | 


(Y13733) cinnamyl alcohol dehydrogen 




[Zea mays] 












Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15. 


0127. 


C46.o3. 


gs 


Method 


GENSCAN 


Start 


5700 








End 


8373 


GI 


none 








Score 


.98 


Exons 


5700. .6360, 


7403. 


.7630, 


8260. 


.8373 




Seq. No. 


26261 " 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15. 


0127. 


C46.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5727 








End 


8393 


GI 


none 








Score 


128 


Exons 


5727. .6200, 


5731. 


.5967, 


6096. 


.6290, 6261. .6362, 6262. .6360, 




7388. .7540, 


7393. 


.7539, 


8254. 


.8376, 82S9..8393 


Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15. 


0127. 


C46.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5727 








End 


6201 


GI 


none 








Score 


139 


Exons 


5727. .6059, 


5731. 


.5967, 


6060. 


.6149, 6141. .6200,. 6145. .6201 


Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 



26246 



Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15 


.0127 


.C46.o2 


. tm . 


Method 


TBLASTX: Maize 


Start 


5727 








End 


6050 


GI 


none 








Score 


.;211 


Exons 


5727. .6050, 


5731 


.15955, 


5838. 


.5963 




Seq. No. 


26261 








Seq. -ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15 


.0127 


.C46.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5733 








End 


6362 


GI 


none 








Score 


65 


Exons 


5733. .6200, 


5856 


. .5915, 


6096. 


.6311, 6252.. 6362 


Seq. No. 


26261 








Seq. ID 


OJ991215_15.0127.C46 


Gene No. 


54430 








Strand 




Start 


5700 








End 


8464 


Name 


OJ991215 15 


.0127 


.C46.o3 


. tm 


Method 


TBLASTX : Maize 


Start 


6051 








End 


8376- 


GI 


none 








Score 


80 


Exons 


6051. .6200, 


6094 


. .6201, 


6105. 


.6359, 6252.. 6362, 6253.. 6381, 




7388. .7537, 


7393 


. .7584, 


7588. 


.7644, 8253.. 8375, 8254. .8376, 




8259. .8375 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26261 
54430 
5700 

OJ991215_15.0127.C4 6.o4.gp 
6072 

13921 1.R1084 



Seq. ID OJ991215_15.0127.C46 
Strand 

End 8464 

Method AAT/GAP 

End 8376 

Score 1169 



6072. .6360, 7403. .7 630, 8260. .8376 

'3913182/sp| 024562 |CADH_MAIZE 1.0e-65 C I NNAMYL- ALCOHOL 
DEHYDROGENASE (CAD) (BROWN-MIDRIB 1 PROTEIN) 
>gi_2239258_emb_CAA74070_ (Y13733) cinnamyl alcohol 
dehydrogenase [Zea mays] 1 



26261 
54430 
5700 

OJ991215_15.0127.C4 6.o3.tc 

6297 

none 



Seq. ID OJ991215_15.0127.C46 
Strand 

End 8 4 64 

Method TBLASTX: Cress 

End 8376 

Score 140 



6297. .6362, 7370. .7522, 7393. .7539, 8254. .8376, 8254. .8355, 
8259. .8375 



Seq. No. 26262 
Gene No. 54431 
Start 1 

Name^ OJ991215_15. 0127 .C47 .ol.np 

Start 1 
GI 6630699 
Exons 1. .50, 821. . 907 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536 | dbj |BAA89566;1| (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ991215_15.0127.C47 

Strand + 

End 907 

Method AAT/NAP 

End 907 

Score 88 



26247 



Seq. No. 26262 Seq. ID 

Gene No. 54431 Strand 

Start 1 End 

Name OJ991215_15 . 0127 . C4 7 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57 . .176 



OJ991215_15.0127.C47 
+ 

907 

GENS CAN 

176 

1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26262 Seq. ID OJ991215_15 . 0127 . C47 

54432 ■ Strand 

1 End 194 

OJ991215_15 . 0127 . C47 . ol . gp Method AAT/GAP 

1 End 194 

13921_1.R1084 Score 352 

1. .194 

' 3913182 /sp | 024562 | CADH_MAIZE 1.0e-65 C I NNAMYL -ALCOHOL 
DEHYDROGENASE (CAD) (BROWN-MIDRIB 1 PROTEIN) 
>gi_2239258_emb_CAA74070_ (Y13733) cinnamyl alcohol 
dehydrogenase [Zea mays] 1 



26262 Seq. ID 

54433 Strand 

754 End 
OJ991215_15.0127.C47.o2.gs Method 

754 End 

none Score 

754. .901, 1082. .1155, 2109. .2234, 3477 
4093. .4153 



OJ991215_15.0127.C47 

4153 
GENSCAN 
4153 
.65 

..3551, 3832.. 3956, * 



Seq. No. 26262 Seq. ID OJ991215_15 . 0127 . C4 7 

Gene No. 54433 Strand 

Start 754 End 4153 

Name OJ991215_15 . 0127 . C47 . o2 . np Method AAT/NAP 

Start 1045 End 1228 

GI 5922620 Score 102 r: 

Exons 1045.. 1228 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] . 
gi I 6016853 | dbj | BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


26262 








Seq. ID 


OJ991215_15.0127.C47 


Gene No. 


54434 








Strand 




Start 


5230 








End 


5635 


Name 


OJ991215 15. 


0127 


.C47.o3 


. gs 


Method 


GENSCAN 


Start 


5230 






End 


5598 


GI 


none 








Score 


.71 


Exons 


5230. .5598 












Seq. No. 


26262 








Seq. ID 


OJ991215_15.0127.C47 


Gene No. 


54434 








Strand 




Start 


5230 








End 


5635 


Name 


OJ991215 15. 


0127 


.C47.ol 


•tm 


■Method 


TBLASTX: Maize 


Start 


5312 .. 








"End 


5635 


GI 


none 








Score 


71 


Exons 


5312. .5389, 


5342 


. .5461, 


5344. 


.5412, 5432.. 5635, 5432.. 5461, 



26248 



5467. .5631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26263 
54435 
46 

OJ991215_15.0127.C48.ol.np 
46 

4467110 



Seq. ID OJ991215_15.0127.C48 
Strand 

End 2903 

Method AAT/NAP 

End 2903 

Score 1443 



46. .144, 437. -.594,. 729. .961, 1411. .1697, 2457. .2903 
(AL035538) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26263. 
54435 
46 

OJ991215_15.0127.C48.ol.gs 

422 

none 



Seq. ID OJ991215_15.0127.C48 
Strand 

End 2903 

Method GEN SCAN 

End 2885 

Score .67 



422. .594, 729. .961, 1411. .1697, 2457. .2885 



26263 
54436 
5329 

OJ991215_15.0127.C48.o2.gs 

5329 

none 



Seq. ID- OJ991215_15.0127.C48 
Strand 

End 8183 

Method GEN SCAN 

End 8183 

Score .4 



5.329.. 5412, 5499. .5564, 6027. .6161, 6179.. 6269, 7575.. 7916, 
8065. .8183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26263 
54436 
5329 

OJ991215_15.0127.C48.o2.np 

5329 

4753648 



Seq. ID OJ991215_15.0127.C48 
Strand 

End 8183 

Method AAT/NAP . 

End 6669 . 

Score 368 



5329. .5412, 5499. .5564, 6027. .6092, 6179. .6234, 6406. .6478, 
6604.. .6669 



GI Descrip. 


(AL04 9751) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26263 


Seq. ID 


OJ991215_15.0127.C48 


Gene No. 


54437 


Strand 




Start 


8929 


End 


13343 


Name 


OJ991215 15.0127.C48.o4.tc 


Method 


TBLASTX: Cress 


Start 


43 


End 


894 


GI 


none 


Score 


111 


Exons 


43. .150, 47. .148, 494. .595, 


527. .586, 


528. .596, 730. .891, 




730. .894 






Seq. No. 


26263 


Seq. ID 


OJ991215_15.0127.C48 


Gene No. 


54437 


Strand 




Start 


8929 


End 


13343 


Name 


OJ991215 15.0127.C48.ol.ts 


Method 


TBLASTX : Soybean 


Start 


452 


End 


955 


GI 


none 


Score 


116 


Exons 


452. .595, . 461. .589, 462. .596 


, 726. .953, 730. .954, 730. .954, 




731. .955 






Seq. No. 


26263 


Seq. ID 


OJ991215_15.0127.C48 



26249 



Gene No. 54437 Strand 

Start 8929 End 

Name . OJ991215_15 . 0127 .C48 . o4 . ts Method 

Start 1449 End 

GI none Score 

Exons 1449.. 1670, 1450.. 1668 



13343 

TBLASTX : Soybean 

1670 

111 



Seq. No. 26263 

Gene No. 54437 

Start 8929 

Name OJ991215_15 . 0127 .C48 . ol . tc 

Start - 1479 

GI none 

Exons 1479.. 1553, I486.. 1530, 1551, 
1614. .1700, 1615. .1698, 2457. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1586, 1555 
.2699, 2458 



OJ991215 15.0127.C48 



13343 

TBLASTX: Cress 
2699 
54 

1581, 1587.. 1613, 
2691 



Seq. No. 26263 

Gene No. 54437 

Start 8929 

Name OJ991215_15, 0127 .C48 . o4 

Start 1567 

GI none 

Exons 1567.. 1698, 1569.. 1700, 
2457.. 2609, 2560.. 2610 

Seq. No. 26263 
Gene No. 54437 
Start 8929 

Name OJ991215_15 . 0127 . C48 . o3 

Start 8929 
GI none 

Exons 8929.. 9260, 10273.. 1075 

11524. .11571, 11671. .12 
13091. .13190 



Seq. ID OJ991215_15.0127.C48 
Strand 

End 13343 

.tm .Method TBLASTX: Maize 

End 2610 

Score 198 
1577. .1708, 2443. .2610, 2449. .2505, 



' Seq. ID OJ991215_15.0127.C48 
Strand 

End 13343 
.gs Method GENSCAN 

End 13190 

Score .82 
9, 10882. .11021, 11138. .11425, 
172, 12283. .12392, 1268 6 .. 12982, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



26263 Seq. ID 

54437 Strand 

8 929.. End 

OJ991215_15.0127.C48.o3.np Method 

8965 End 

4455192 Score 



OJ991215_15.0127.C48 

13343 
AAT/NAP 
12277 
1007 



8965.-9256, 10269 .. 10759, 10882 .. 11021 , 11138 .. 114 62 , 
11675.. 12277 

(AL035440) putative protein [Arabidopsis thaliana] 



26263 Seq. ID 

54437 Strand 

8929 End 

OJ991215_15 . 0127 . C48 . o4 . np Method 

8965 End 

4455192 Score 



OJ991215_15.0127.C48 

13343 
AAT/NAP 
13343 
1258 



8965.. 9256, 10269 .. 10759, 10882 .. 11021 , 11138 .. 11462, 
11675. .12172, 12283. .12406, 12703 .. 13006, 13214. .13343 
(AL035440) putative protein [Arabidopsis thaliana] 



26263 
54437 



Seq. ID 
Strand 



OJ991215 15.0127.C48 



26250 



Start 


8929 






End 


13343 




Name 


OJ991215 15.0127.C48 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9185 






End 


10660 




GI 


none 






Score 


77 




Exons 


9185. . 


9259, 9208.. 9258, 10269 .. 10625, 


10271. .10660 




Seq. No. 


26263 






Seq. ID 


OJ991215_15.0127 


.C48 


Gene No. 


54437 






Strand 








8929 






' End 


13343^ 




Name 


■ OJ991215 15.0127.C48 




Method 


TBLASTX: Soybean 




Start 


10277 






End 


. . 114 62 




GI 


none 






Score 


107 




Exons 


10277. 


.10660, 10673. 


.10741, 


10918. .11031, 11142. .11213, 






■ 11214. 


.11462, 11245. 


. 11394 








Seq. No. 


26263 






Seq. ID 


OJ991215_15.0127 


.C48 


Gene No. 


54437 






Strand 








8929 






End 


13343 




Name 


OJ991215 15.0127.C48 


. Oj . tm 


Method • 


• TBLASTX: Maize 




Start 


10700 






End 


.11298 




GI 


none 






Score 


61 




Exons 


10700. 


.10762, 10701. 


. J.U i DO , 


10882. .11016, 10883. .10996, 






11131. 


.11298, 11139. 


1 1 9Q7 


11140. .11298 




Seq. No. 


26263 






Seq. ID 


OJ991215_15.0127 


.C48 


Gene No . 


54437 






Strand 






Start 


8929 






End 


13343 




Name 


OJ991215 15.0127.C48 


^ Q J- — 

. Oj . uC 


Method 


TBLASTX: Cress 




Start 


11155 






End 


11436 




GI 


none 






Score 


210 




Exons 


11155; 


.11436, 11155. 


.11304, 


11157. .11420, 11362. .11421 




Seq. No. 


26263 






Seq. ID 


OJ991215_15.0127 


.C48 


Gene No. 


54437 






Strand 






Start 


8929 






End 


13343 




Name 


OJ991215 15.0127.C48 


• \J ± ■ L W 


Method 


TBLASTX: Wheat 




Start 


' 11226 






End 


12977 




GI 


none 






Score 


200 




Exons 


11226. 


.11417, 11230. 


.11418, 


11245. .11427, 11247. .11444, 






11264. 


.11431, 11524. 


1 1 SfiS 


11525. .11563, 11533. .11589, 






11672. 


.11719, 11676. 


11790 


12783. .12878, 12900. .12977 




Seq. No. 


26263 






Seq. ID 


OJ991215_15.0127 


.C48 


ucllc INO . 


54437 






Strand 






Start 


8929 






End 


13343 




Name 


OJ991215 15.0127.C48 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


11672 






End 


12041 




GI 


none 






Score 


58 




Exons 


11672. 


.11722, 11682. 


.11723, 


11738. .12031, 11748. .12041 




Seq. No. 


26263 






Seq. ID 


OJ991215_15.0127 


.C48 


Gene No. 


54437 






Strand 






Start 


8929 






End 


13343 




Name 


OJ991215 15.0127.C48 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


11678 






End 


12106 




GI 


none 






Score 


219 




Exons 


11678. 


.12031, 11679. 


.12038, 


11814. .12038, 12038. .12106 





26251 



Seq. No. 26263 

Gene No. 54437 

Start 8929 

Name OJ991215JL5 . 0127 . C48 . o2 . tc 

Start 11777 

GI none 

Exons 11777. .12022, 11777 .. 12154 , 
12718.. 12999 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_15.0127.C48 
13343 

TBLASTX: Cress 

13004 

132 



11796. . 12092, 12702. .13004, 



Seq. No. 26263 

Gene No. 54437 

Start 8929 

Name OJ991215_15 .0127 . C4 8 . o2 . gp 

Start 12295 

GI 43012_1.R1084 

Exons 12295. .12392, 12686 .. 12982, 

GI Descrip. ' 4455192/emb | CAB36515 . 1 | 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_15.0127.C48 

13343 
AAT/GAP 
13274 
965 



13091. .13274 
3.0e-32 (AL035440) putative protein 



Seq. No. 


26263 


Seq. ID 


OJ991215_15.0127.C48 


Gene No. 


54437 


Strand 




Start 


8929 


End 


13343 


Name . 


OJ991215 15.0127.C48.o5.ts 


Method 


TBLASTX : Soybean 


Start 


12762 


End 


13004 


GI 


none 


Score 


112 


Exons 


12762. .13004, 12766.. 12987 






Seq. No. 


26263 


Seq. ID 


OJ991215_15.0127.C48 


Gene No. 


54437 


Strand 




Start 


8929 


End 


13343 


Name 


OJ991215 15.0127.C48.o5.tm 


Method 


TBLASTX: Maize 


Start 


12777 


End 


13163 


GI 


none 


Score 


71 


Exons 


12777. .13004, 12925 ... 12987 , 


13086.. 13163 


Seq. No. 


26264 


Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 


Strand 


+ 


Start 


3213 


End . 


5031 


Name 


OJ991215 15.0127.C52.ol.np 


Method 


AAT/NAP 


Start 


3213 . 


End 


5025 


GI 


5915839 


Score 


983 


Exons 


3213. .4169,. 4417. .5025 






GI Descrip. 


CYTOCHROME -P450 . 71D10 . gi | 2739000 | gb IAAB94588 | (AF022459). 




CYP71D10p [Glycine max] 






Seq. No. 


26264 


Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 


Strand 


+ 


Start 


3213 


End 


5031 


Name 


OJ991215 15.0127.C52.o2.tm 


Method 


TBLASTX: Maize 


Start 


3353 


End 


3965 


GI 


none 


Score 


51 


Exons 


3353.. 3385, 3354.. 3392, 3453 


..3674, 3479. .3571, 3614. .3691, 




3756. .3965, 3777.. 3956 






Seq. No. 


26264 


Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 


Strand 


+ 



26252 




Start 


3213 








End 


5031 


Name 


OJ991215 15 


.0127 


.C52.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


3354 








End 


5016 


GI 


none 








Score 


77 


Exons 


3354.-3467, 


3453 


. .3671, 


3774. 


.4037, 4098. .4166, 4408. .4605, 




4428. .4619, 


4638 


. .4976, 


4645. 


.5016, 4663.. 5007 


Seq. No. 


26264 








oeq. id 


nTQQ1 91 R 1 R 0197 PR9 


Gene No. 


54438 








o Liana 


_l 

T 


Start 


3213 










^ n ^1 
OU jl 


Name 


OJ991215 .15. 


.0127 


.C52.o2 


.tc 


Method 


T"DT J\QTY • Trace 


Start 


3360 








End 


3671 


GI ■ 


none 








Score 


47 


Exons 


3360. .3389, 


3453 


. .3671 








Seq. No. 


26264 








Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 








.Strand 


+ 


Start 


3213 








End 


5031 


Name 


OJ991215 15, 


.0127 


.C52.ol 


.gp 


Method 


AAT/GAP 


btart 


3972 - 








End 


4850 


GI 


12793 1.R1084 






Score 


1149 


Exons 


3972. .4169, 


4417 


. .4850 








GI Descrip. 


'5915837/sp|081974 |C7D8 


SOYBN 


1.0e-49 


CYTOCHROME P4 50 71D8 " 




CP7) >gi_3334667 


_emr_CAA71517 


(Y10493) putative cytochrome 




[Glycine max] 1 










Seq. No. 


26264 








Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 








Strand 


+ 


Start 


3213 








End 


5031 


Name 


OJ991215 15, 


.0127 


.C52.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4098 








End 


4722 


GI 


none 








Score 


72 


Exons 


4098. .4163, 


4103 


. .4165, 


4416. 


.4721, 4417.. 4722 


Seq. No. 


26264 








Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 








Strand 


+ 


Start 


3213 








End 


5031 


Name 


OJ991215 15, 


.0127 


.C52.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4393 








End 


5004 


GI 


none 








Score 


100 


Exons 


4393.-4545, 


4416 


. .4538, 


4549. 


.4602, 4560. .4973, 4595. .4819, 




4645. .5004 












Seq. -No. 


26264 








Seq. ID 


OJ991215_15.0127.C52 


Gene No. 


54438 








Strand 


+ 


Start 


3213 








End 


5031 


Name 


OJ991215 15, 


.0127 


.C52.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4408 








End 


5010 


GI 


none 








Score 


171 


Exons 


4408. .4605, 


4428 


. .4526, 


4554. 


.4853, 4570. .4959, 4645. .5010 


Seq. No. 


26264 








Seq. ID 


OJ991215_15.0127 .C52 


Gene No. 


54438 








Strand 


+ 


Start 


3213 








End 


5031 


Name 


OJ991215 15. 


.0127 


.C52.61 


.tw 


Method 


TBLASTX: Wheat 


Start 


4752 








End 


5031 


GI 


none 








Score 


378 



26253 




Exons 


4752. .4979, 4753. .5031, 4753 


. .5022 






Seq. No. 


26265 


Seq. ID 


OJ991215_ 


_15.0127.C53 


Gene No. 


54439 


Strand 


+ 




Start 


501 


End 


1 JUU1 




Name 


OJ991215 15.0127.C53.ol.np 


Method 


AAT/NAP 




Start 


501 


End 


7890 




GI 


5524157 


Score 


958 




Exons 


501.. 1301, 6813.. 6902, 7276. 


.7890 






GI Descrip. 


(AF124816) cytochrome p.450 isoform PM17 


"[Mentha 


x piperita] 


Seq. No. 


26265 


Seq. ID 


OJ991215_ 


_15.0127.C53 


Gene No. 


54439 


Strand 


+ 




Start 


501 


End 


13001 




Name 


OJ991215 15.0127.C53.o2.gs 


Method 


GENSCAN 




Start 


' 5979 


. End 


13001 




GI 


none 


Score 


.55 




Exons 


5979. .6902, 7276. .7571, 7587 


..7789, 8187. .8265, 


10076. .10675, 




10797 r. 10864, 11577 .. 11619, 


12028. .12393, 12557 


. .13001 



beq. no. 


26265 




Seq. ID 


OJ9912'15_ 


JL5.0127 


.C53 


Gene No. 


54440 




Strand 


+ 






Start 


16872 




End 


18678 






Name 


OJ991215 15.0127.C53 


.o4 . gs 


Method 


GENSCAN 






Start 


16872 




End 


18678 






GI 


none 




Score- 


.82 






Exons 


16872. .17795, 17829. 


.17865, 


18008. .18678 






Seq. No. 


26265 




Seq. ID 


OJ991215_ 


JL5.0127 


.C53 


Gene No . 


54440 




Strand 


+ 






Start 


16872 




End 


18678 






Name 


OJ991215 15.0127.C53 


. o3.np 


Method 


AAT/NAP 






Start 


16887 




End 


18666 






Gl|fc- ; 


5915835 




Score 


922 






Exons 


16887. .17795, 18058. 


.18666 










GI Descrip. 


CYTOCHROME P450 71D6 


gi 11762142 (U48434) putative cytochrome 




P450 [Solanum chacoense] 










Seq. No. 


26265 




Seq. ID 


OJ991215_ 


JL5.0127 


.C53 


Gene No. 


54441 




Strand 








Start 


11211 




End 


13182 






Name 


OJ991215 15.0127.C53 


. o2 . np 


Method 


AAT/NAP 






Start. 


11211 




End 


13182 






GI - 


4680184 




. Score 


848 






Exons 


11211. .11994, 12106. 


.12692, 


12736. .13182 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


26265 




Seq. ID 


OJ991215_ 


JL5.0127 


.C53 


Gene No. 


54442 




Strand 








Start 


13814 




End 


16161 






Name 


OJ991215 15.0127.C53 


. o3.gs 


Method 


GENSCAN 






Start 


13814 




End 


16161 






GI 


none 




Score 


.54 






Exons 


13814. .13903, 14110. 


.14200, 


14499. .14609, 15126 


. .15323, 






16142. .16161 












Seq. No. 


26265 




Seq. ID 


OJ991215 


_15.0127 


.C53 



26254 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



54443 • Strand 
19188 End 
OJ991215_15.0127.C53.ol.ts Method 
531 End 
none Score 



22431 

TBLASTX: Soybean 

19268 

91 



531. .668, 711. .983, 891. .1205, 2030. .2137, 2034..2249, 
2037. .2177, 2168. .2266, 2191. .2250, 2266. .2649, 2277. .2477, 
6081. .6152, 6195. .6410, 6495. .6767, 6804. .6851, 7273.-7464, 
7275. .7382, 7452. .7883, 7469. . 7852, . 7510 .. 7884 , 17088 17381 , 
17346. .17630, 1804 9 .. 18666, 18055 .. 18 162, 18072 .. 18 665, 
18232. .18666, 19132 .. 19182, 19197.. 19268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26265 
54443 
19188 

OJ991215_15.0127.C53.o2.tm 

594 

none 



Seq. ID OJ991215_15.0127.C53 
Strand 

End 22431 

Method TBLASTX : Mai ze 

End 17561 

Score 86 



S94..653, 599.. 646, 710.. 949, 711.. 983, 822.. -968., 1020.. 1211, 
1023.. 1202, 1088.. 1243, 6074.. 6130, 6075.. 613$, 6194.. 6298, 
6195.. 6299, 6345.. 6407, 6504.. 669*5, 6567-. .6686, 1697 1 17027 , 
17087. .17161, 17088. .17192, 17238 .. 17375, 17243 .. 17326, 
17396. .17554, 17397. .17561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26265 . Seq. ID 

54443 Strand 

19188 End 

OJ991215_15.0127.C53.o2.tc Method 

597 End 

none Score 



OJ991215_15. 0.127. C53 
22431 

TBLASTX: Cress 

17372 

67 



597. .650, 710. .817, 711. .974, 5988. .6134, 6194. .6301, 
6195. .6410, 16980. .17033, 17088 .. 17372 , 17108. .17260 



Seq. No. 26265 

Gene No. 54443 

Start 19188 

Name OJ991215_15 . 0127 . C53 . ol . tw 

Start 1323 

GI none 

Exons 1323.. 1409, 1343.. 1408, 1344, 



Seq. ID OJ991215_15.0127.C53 
Strand 

End 22431 

Method TBLASTX : Wheat 

End 18363 

Score 62 



.1415, 2036. .2266, 2037. 



2059.. 2250, 2265.. 2348, 2266.. 2349, 6810.. 6896, 6813. 



.2177, 
,6902, 



7275. .7397, 7276. .7581, 7438. .7569, 7455. .7580, 17706 .. 177 95, 
17706. .17789, 18057 .. 18362, 18058. .18363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26265 
54443 
19188 

OJ991215_15.0127.C53.ol.tm 
2030 



OJ991215 15.0127.C53 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2158, 2037. .2165, 2213. .2272, 2266. .2628, 2278 
2474, 2532. .2594, 7276. .7398, 7312. .7362, 7320 



none 
2030. 
2289. 
7450. 

18190. .18645, 18226. .18645, 19194.. 19268 



22431 

TBLASTX: Maize 
19268 
83 



,2436, 
,7376, 



,7710, 7452. .7856, 7504. .7863, 1804 9 18180, 18057 .. 18158 , 



Seq. No. 
Gene No. 



26265 
54443 



Seq. ID OJ991215_15.0127.C53 
Strand 



26255 




Start 


19188 


End 


22431 


Name 


OJ991215 15.0127.C53.ol.tc 


Method 


TBLASTX: Cress 


Start 


2037 


End 


18657 


GI 


none 


Score 


100 


Exons 


2037.. 2183, 2037.. 2249, 2048 


..2266, 2266.. 2634, 2298.-2477, 




2332.. 2547, 7276.. 7464, 7281 


..7382, 7455.. 7715, 7498.. 7806, 




7504. .7875, 1804 6 18657 , 18069. .18494 


Seq. No. 


26265 


Seq. ID 


OJ991215_15.0127.C53 


Gene No. 


54443 


Strand 




Start 


.19188 


End 


22431 


Name 


OJ991215 15.0127.C53.o2.tw 


Method 


TBLASTX : Wheat 


Start 


2382 


End 


19268 


GI 


none 


Score 


323 


Exons 


2382.. 2600, 2383.-2652, 2392 


..2634, 2606.. 2650, 7599.. 7901, 




7612. .7902, 7633. .7902, 18381 .. 18 659, 


18394. .18663, 




18394. .18663, 19194. .19268 






Seq. No. 


26265 


Seq. ID 


OJ991215_15.0127.C53 


Gene No. 


54443 


Strand 




Of a >-4- 

b tart 


lyioo 


End 


22431 


Name 


OJ991215 15.0127.C53.o4.np 


Method 


AAT/NAP 


Start 


19188 


End 


22431 


GI 


220578 


Score 


132 


Exons 


19188. .19252, 20947 .. 21055, 


21927.. 22431 


GI Descrip. 


(D00570) open reading frame 


(251 AA) 


[Mus musculus] 


Seq. No. 


26265 


Seq. ID 


OJ991215_15.0127.C53 


Gene No. 


54443 


Strand 




Start 


19188 


End 


22431 


Name 


OJ991215 15.0127.C53.o5.gs 


Method 


GENSCAN 


Start 


20171 ... 


End 


21021 


GI 


none 


Score 


.63 


Exons 


20171. .20261, 20863.. 21021 






Seq. No. 


26266 


Seq.. ID 


OJ991215_15.0127.C54 


Gene No. 


54444 


Strand 


+ 


Start 


789 


End 


2575 


Name 


OJ991215 15.0127.C54.ol.gs 


Method 


GENSCAN 


Start 


789 


End 


2575 


GI 


none 


Score 


,98 


Exons 


789. .1706, 1955. .2575 






Seq. No. 


26266 


Seq. ID 


OJ991215_15.0127.C54 


Gene No. 


54444 


Strand 


+ 


Start 


789 


End 


2575 


Name 


OJ991215 15.0127.C54.ol.np 


Method 


AAT/NAP 


Start 


804 


End 


. 2563 


GI 


5915836 


Score 


891 


Exons 


804.. 1706, 1955.. 2563 






GI Descrip. 


CYTOCHROME P450 71D7 gi 11762144 (U48435) putative cytochrome 




P450 [Solanum chacoense] 






Seq. No. 


26266 


Seq. ID 


OJ99121-5_15.0127.C54 


Gene 'No. 


54445 


Strand 


+ 


Start 


5416 


End 


8598 


Name 


OJ991215 15.0127.C54.o2.np 


Method 


AAT/NAP 



26256 



Start 


5404 


End 


7208 


GI 


6739506 


Score 


995 


Exons 


5404.. 5478, 5515.. 6369, 6606.. 7208 




GI Descrip. 


(AF122821) cytochrome P450 


[Capsicum annuum] 


Seq. No. 


26266 


Seq. ID 


0J991215_15. 0127.1 


Gene No. 


54445 


Strand 


+ 


Start 


5416 


End 


8598 


Name 


OJ991215 15.0127.C54.o3.gs 


Method 


GENSCAN 


Start . - 


.5416 


End 


8598 - ' 


GI 


none 


Score 


.75 


Exons. 


5416.. 6369, 6606.. 6766, '6833.. 7214, 8581.. 8598 


Seq. No. 


26266 


Seq. ID 


OJ991215_15. 0127.1 


Gene No. 


54446 


Strand 


+ 


Start 


9708 


End 


11716 


Name 


OJ991215 15.0127.C54 .o4.gs 


Method 


GENSCAN 


Start 


9708 


End 


11716 


GI 


none 


Score 


.63 


Exons 


9708.. 10178, 11040. .11313, 


11391. .11716 - 


Seq. No. 


26266 


Seq. ID 


OJ991215_15. 0127.1 


Gene No. 


54446 


Strand 


+ 


Start 


9708 


End 


11 /lb 


Name 


OJ991215 15.0127.C54.o3,np 


Method 


7\ 71 m / Vf TV T"> 

AAT/NAP 


Start 


11031 


End 


11650 


GI 


4063733 


Score 


485 


Exons 


11031. .11650 






GI Descrip. 


(AC006259) putative P450 [Arabidopsis 


thaliana] ■ 


Seq. No. 


26266 


Seq. ID 


OJ991215_15. 0127.1 


Gene No. 


54447 


Strand 


+ 


Start 


12629 


End 


13084 


Name 


OJ991215 15.0127.C54.ol.gp 


Method 


AAT/GAP 


Start 


12629 


End 


13084 


GI 


uC-osflcyp088a08al 


Score 


893 


Exons 


12629. .13084 






GI Descrip. 


'3047095 4.0e-37 (AF058826) 


similar to 


eukaryotic protei: 




domains (Pfam: pkinase.hmm, 


score: 72. 


39) [Arabidopsis 




thaliana] 1 






Seq. No. 


26266 


Seq. ID 


OJ991215_15. 0127.' 


Gene No. 


■ 54448 • 


Strand 




Start 


3047 


End 


.3334 


Name 


OJ991215 15.0127.C54.o2.gs 


Method 


GENSCAN 


Start 


3047 


End 


3334 


GI 


none 


Score 


.9 


Exons 


3047. .3334 






Seq. No. 


26266 


Seq. ID 


OJ991215_15. 0127.1 


Gene No. 


54449 


Strand 




Start 


12801 


End 


14689 


Name 


OJ991215 15.0127.C54.o5.tm 


Method 


TBLASTX: Maize 


Start 


888 


End 


10112 


GI 


none 


Score 


61 


Exons 


888.-944, 1038. .1112, 1158. 


.1295, 1163 


..1246, 1316. .1474 




1317. .1481, 5527. .5595, 5547. .5597, 5643.-5837, 5644. .57 



C54 



26257 



5794. .5856, 5965. .6186, 5967. .6122, 9807. .9866, 9933. .10043, 
10077. .10112 



Seq. No. 26266 Seq. ID 

Gene No. 54449 Strand 

Start 12801 End 

Name OJ991215_15 .0127 . C54 . o2 . tc Method 

Start 891 End 

GI none - -Score 

Exons 891.. 956, 1038.. 1295, 5533.. 5589, 5644 
9930. .10028 



OJ991215_15.0127.C54 

14 689 v 
TBLASTX: Cress 
10028 
71 

..5856, 9813. .9869, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26266 
54449 
12801 

OJ991215_15.0127.C54.o2.ts 

1044 

none 



Seq. ID OJ991215_15.0127.C54 
Strand 

End 14689 

Method TBLASTX : Soybean 

End 11647 

Score 211 



1044. .1301, 1266. .1502, 1946. .2563, 1951. .2514, 1952. .2563, 
5530. .5637, 5644. .5859, 5968. .6156, 6280/. 6324, 6602. .7045, 
6603.. 7187, 6606.. 7199, 9810.. 9884, 9930.. 10028, 10077 .. 10115, 
11051. .11341, 11061. .11339, 11338 .. 1164 6, 11339. .11647 



Seq. No. 26266 

Gene No. 54449 

Start 12801 

Name OJ991215_15 . 0127 . C54 . ol . tw 

Start 1617 

GI none 
Exons 



Seq. ID OJ991215_15.0127.C54 



Strand 
End 

Method 

End 

Score 



14689 

TBLASTX: Wheat 

11341 

118 



1617. .1706, 1617. .1700, 1954. .2259, 1955. .2260, 6280. .6369, 
6282.. 6365, 6605.. 6913, 6606.. 6914, 6606.. 6914, 11041 .. 11334 , 
11054. .11341, 11056. .11295, 11061. .11339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26266 
54449 
12801 - 

OJ991215_15.0127.C54.ol.tc 

1946 

none 



Seq. ID OJ991215_15.0127.C54 
Strand 

End 14689 

Method TBLASTX : Cress 

End 11638 

Score 502 



1946. .2554, 1955. .2464, 1966. .2508, 6606. .7199, 6606. 
6611.. 7045, 6744.. 7142, 11054 .. 1134 1 , 11061 11339, 
11338. .11475, 11339. .11638, 11339.. 11581 



,6707, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26266 
54449 
12801 

OJ991215_15.0127.C54.ol.tm 

1946 

none 



Seq. ID OJ991215_15.0127.C54 
Strand 

End 14689 

Method TBLASTX : Maize 

End 11653 

Score 88 



1946. .2077, 1993. .2061, 2087. .2542, 2089. .2508, 2126. .2542, 
6606. .6713, 6617. .6721, 6726. .7205, 6749. .7045, 7086. .7199, 
11051. .11161, 11064. .11171, 11172. .11339, 11183 .. 11341, 
11338. .11643, 11339. .11653 



Seq. No. 
Gene No. 
Start 



26266 
54449 
12801 



Seq. ID OJ991215_15.0127.C54 
Strand 

End 14689 



26258 



# • 



Name 


OJ991215 15.0127.C54 


.o2. tw 


Method 


TBLASTX: Wheat 


Start 


2278 




End 


11644 


GI 


none 




Score 


369 


Exons 


2278.. 2517, 2291.. 2560, 2291 


..2560, 6942. .7199,. 6942. .7193, 




11362. .11640, 11375. 


. 11644, 


11519. .11644 


Seq. No. 


26266 




Seq. ID 


OJ991215_15.0127.C54 


Gene No. 


54449 




Strand 




Start 


12801 




End 


14689 


Name 


OJ991215 15.0127.C54 


.o4 .np 


Method 


AAT/NAP 


Start 


12783 




End 


14689 


GI 


2864624 




Score 


797 


Exons 


12783 14689 








GI Descrip. 


(AL021811) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


26266 




Seq. ID 


OJ991215_15.0127.C54 


(Z&r\& No 


54449 




Strand 




Start 


12801 




End 


14689 


Name 


OJ991215 15.0127.C54 


,o5.gs 


Method 


GENSCAN 


Start 


12801 




. End 


14603 


GI 


none 




Score 


.99 


Exons 


12801. .14603 








Seq. No. 


26266 




Seq. ID 


OJ991215_15.0127.C54 




54449 




Strand 




Start 


12801 




End 


14689 . 


Name 


OJ991215 15.0127.C54 


.o2. tm 


Method 


TBLASTX: Maize 


Start 


13159 




End 


13481 


GI 


none 




Score 


217 


Exons 


1 11 1 1479 1 11 61 


. 13481, 


13163. .13480, 13164. .13481 


Seq. No. 


26266 




Seq. ID 


OJ991215_15 . 0127 . C54 


Gene No. 


54449 




Strand 




Start 


12801 




End 


14689 


Name 


OJ991215 15.0127.C54 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


13164 




End 


14339 


GI 


none 




Score 


38 


Exons 


13164. .13310, 13341. 


.13835, 


13859. .13912, 13899. .14 339, 




13951 14205 








Seq. No. 


26266 




Seq. ID 


OJ991215_15.0127.C54 


Gene No. 


54449 




Strand 




Start 


12801 




End 


14689 


Name 


OJ991215 15.0127.C54 


.o4 .tm 


Method 


TBLASTX: Maize 


Start 


13488 




End 


13746 


GI 


none 




Score 


151 


Exons 


13488. .13745, 13494. 


.13736, 


13508. .13744, 13525 .. 1374 6, 




13612. .13746 








Seq. No. 


26266 




Seq. ID 


OJ991215_15.0127.C54 


Gene No. 


54449 




Strand 




Start 


12801 




End 


14689 


Name 


OJ991215 15.0127.C54 


. o2 . gp 


Method 


AAT/GAP 


Start 


13843 




End 


14402 


GI 


28825 1.R1084 




Score 


1088 


Exons 


13843. .14402 








GI Descrip. 


, 2864624/emb|CAA16971 | 2.0e- 


24 (AL021811) putative protein 



26259 



[Arabidopsis thaliana] 1 



Seq. No. . 26266 

Gene No. 54449 

Start 12801 ■ 

Name OJ991215JL5 . 0127 . C54 . o3 . tm 

Start 14178 

GI none 

Exons 14178 
14395 



OJ991215 15.0127.C54 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14570, 14179. .14292, 14180 .. 14323, 14387 .. 14 500, 
14502, 14529. .14678, 14535.. 14675 



14689- 

TBLASTX : Maize 

14678 

60 



Seq. No. 26267 Seq. ID 

Gene No. 54450 Strand 

Start 587 End 

Name OJ991215_15 . 0127 .C55 . ol . gs Method 

Start 587 End 

GI none Score 

Exons 587.. 67 6 



OJ991215_15.0127.C55 
676 

GENS CAN 

676 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26268 Seq. ID OJ991215_15 . 0127 .C56 

Strand + ' 
End 6880 
Method GENS CAN 
End 6880 
Score .43 . 

1918.. 1981, 2270.. 2536, 2542.^2643, 2837.. 3135, 3183.. 3516, 
3596. .3791, 3954. .4059, 4132. .4687, 4734. .4909, 4920. .4969, 
5034. .5183, 5200. .5274, 5511. .5988, 6025. .6149, 6327. .6486, 
6533. .6880 



54451 
1918 

OJ991215_15.0127.C56.o2.gs 

1918 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26268 Seq. ID 

54451 Strand 
1918 End 
OJ991215_15.0127.C56.ol.np Method 
2381 End 
5295971 Score 
2381. .6858 

(AB026295) EST D24315 (R1718 ) corresponds to a' region of the 
predicted gene.; Similar to Tobacco ■ DNA for retroviral-like 

transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ991215_15 . 0127 . C56 
+ 

6880 
AAT/NAP 
6858 
5364 



26268 Seq. ID 

54452 Strand 

8633 End 

OJ991215_15.0127.C56,o3.np Method • 

8633 End 

5734709 Score 
8633.. 8930 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



OJ991215_15.0127.C56 
+ 

8930 
AAT/NAP 
8930 
67 



26268 Seq. ID 

54453 Strand 

221 - End 
OJ991215_15.0127.C56.ol.gp Method 
221 End 
62580 1.R1084 Score 



OJ991215_15.0127.C56 

11754 
AAT/GAP 
903 
1214 



26260 




Exons 221.. 903 

GI Descrip. 1 5091508/dbj | BAA78743 . 1 | 1.0e-16 (AB023482) ESTs 

C22458 (C62866) ,022459,(062866) correspond to a region of the 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete sequence . (AC002292) [Oryza sativa] ' 



Seq. No. . 


26268 




Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 




Strand 




Start 


221 




End 


11754 


Name 


OJ991215 15.0127 ..C56.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


481 




End 


8125 


GI 


none 




Score 


48 


Exons 


481. .528, 485.-529, 487. 


.528, 


618. .755 


, 621. .851, 622. .870, 




622. .870, 863. .1105, 865 


. . 1155 


, 953. .1141, 1265. .1531, 




1266. .1532, 7960. .8109, 


7965. . 


8054, 8036.. 8107, 8093.. 8125 


Seq. No. 


26268 




Seq. ID 


OJ991215JL5. 0127. C56 


Gene No. 


54453 




Strand 




Start 


221 




End 


11754 


Name 


OJ991215 15.0127.C56.ol. 


gs 


Method 


GENSCAN 


Start 


507 




End 


1537 


GI 


none 




Score 


.63 


Exons 


507. .1156, 1266. .1537 








Seq. No. 


26268 




Seq. ID 


OJ991215 15.0127.C56 


Gene No. 


54453 




Strarid 




Start 


221 




End 


11754 


Name 


OJ991215 15.0127.C56.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


649 




End 


8073 


GI 


none 




Score 


110 


Exons 


649. .822, 832. .1155, 962 


..1138, 1265.. 


1318, 1337.. 1528, 




7960. .8073 








Seq. No. 


26268 




Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 




Strand 




Start 


221 




End 


11754 


Name 


OJ991215 15.0127.C56.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


673 




End 


8073 


GI 


none , * 




Score 


90 


Exons 


673.. 1155, 962.. 1117, 1265.. 1528, 7960 


..8073 


Seq. No. 


26268 




Seq. ID 


OJ991215__15. 0127. 056 


Gene No. 


54453 




Strand 




Start 


221 




End 


11754 


Name 


OJ991215 15.0127.C56.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


886 




End 


1170 


GI 


none 




Score 


100 


Exons 


886. .1170, 974. .1138 








Seq. No.* 


26268 




Seq. ID 


0J991215_15. 0127. 056 


Gene No. 


54453 




Strand 




Start 


221 




End 


11754 


Name 


OJ991215 15.0127.C56.o2. 


gp 


Method 


AAT/GAP 


Start 


1069 




End 


8081 


GI 


70315 1.R1084 




Score 


891 


Exons 


1069.. 1156, 1266.. 1528, 


7963. . 


8081 




GI Descrip. 


•5091508/dbj IBAA78743.il 


2.0e- 


-55 (AB023482) ESTs 



26261 



C22458 (C62866) , C22459 (C62866) correspond to a region of the 
predicted gene.; Similar to genomic sequence of Arabidopsis 
thaliana BAC F8A5, complete- sequence . (AC002292 ) [Oryza sativa] 1 



Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215_15. 


0127 


.C56.o7 


. tm 


Method 


TBLASTX: Maize 


Start . 


2758 








End 


3011 


GI 


none 








Score 


126 


Exons 


2758. .2883, 


2766 


. .2882, 


2767. 


.2883, 2877.. 2972, 2887.. 3009, 




2887. .3009, 


2889 


. . 3011, 


2936. 


.3010 




Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215_15 . 


0127 


,C56.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3221 








End 


3887 


GI 


none 








Score 


326 


Exons 


3221. .3469, 


3222 


. . 3440, 


3233. 


.3469, 3376.. 3486, 3439.. 3564, 




3457 . . 3516, 


3538 


. . 3636, 


3547. 


.3666, 3548.. 3652, 3641.. 3886, 




3643. .3885, 


3677 


. .3886, 


3678. 


.3887 




Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. •, 


. - 54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15. 


0127 


-C56.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3832 








End 


4188 


GI 


none 








Score 


46 


Exons 


3832. .3885, 


3846 


. .3884, 


3892. 


.4113, 3919. .4119, 4111. .4188,. 




4120. .4188 












Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215_15 . 


0127 


,C56.o8 


. tm 


Method 


TBLASTX: Maize 


Start 


3918 








End 


4120 


GI 


none 








Score 


228 


Exons 


3918. .4118, 


3919 


. .4119, 


3922. 


.4119, 3968.. 4120 


Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215_15 . 


0127 


,C56.o5 


. ts 


Method 


TBLASTX: Soybean 


Start 


4117 








End 


4407 


GI 


none 








Score 


200 


Exons 


4117. .4407, 


4222 


. .4302 








Seq, No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15. 


0127 


.C56.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4261 








End 


4763 


GI 


none 








Score 


111 


Exons 


4261. .4407, 


4456 


. .4686, 


4686. 


.4763 




Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 



26262 




Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15 


.0127 


.C56.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4456 








End 


4841 


GlJ 


none 








Score 


354 


Exons 


4456. .4686, 


4485 


. .4685, 


4487. 


.4696, 4685. .4840, 4686. .4841 


Seq. No. 


26268 








Seq. ID 


OJ991215__15.0127.C56 


Gene No. 


C A A C O 








Strand 




Start 


221 








End 


.11754 


Name 


OJ991215 15 


.0127 


.C56.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


4462 








End 


4925 


GI 


none 








Score 


222 


Exons 


4462. .4686, 


4530 


. .4682, 


4686. 


.4754, 4779. .4925 


Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


ZZ 1 








End 


11754 


Name 


OJ991215 15 


.0127 


.C56.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5289 








End 


5781 


GI 


5509260 








Score 


167 


Exons 


5289. .5519, 


5363 


. .5542, 


5563. 


.5781, 5598.. 5759 


GI Descrip. 


- 












Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








"Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15 


.0127 


.C56.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


5328 








End 


5631 


GI 


none 








Score 


218 


Exons 


5328. .5519, 


5330 


. .5497, 


5563. 


.5631 




Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No . 


5445o 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15 


.0127 


.C56.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


5456 








End 


6006 


GI 


none 








Score 


55 . 


Exons 


5456. .5515, 


5457 


. .5519, 


5563. 


.5796, 5613. .5792," 5914. .6006- 


Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


C A A C. O 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15 


.0127 


.C56.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5833 








End 


6224 


GI 


none 








Score 


91 


Exons 


5833. .6222, 


5835 


. .5891, 


5877. 


.6224, 5884. .6222 


Seq. No. 


26268 








Seq. ID 


OJ991215_15.0127.C56 


Gene No. 


54453 








Strand 




Start 


221 








End 


11754 


Name 


OJ991215 15 


.0127 


.C56.o2 


.np 


Method 


AAT/NAP 


Start 


6054 








End 


10540 


GI 


3056593 








Score 


64 


Exons 


6054. .6176, 


7424 


. .7505, 


7958. 


.8075, 10516. .10.540 - 


GI Descrip. 


(AC004255) 


T1F9. 


14 [Arabidops 


is thaliana] 



26263 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26268 
54453 
221 

OJ991215_15.0127.C56.o4.ts 

6160 

none 



Seq. ID OJ991215_15.0127.C56 
Strand 

End 11754 . 

Method TBLASTX : Soybean 

End 6742 

Score 118 



6160.. 6321, 6361. .6510, 6375. .6512, 6545. .6742, 6610. .6696 



26268- 

54453 

221 

OJ991215_15.0127.C56.o5.tm 

6435 

none 



Seq. ID OJ991215_15.0127.C56 
Strand 

End 11754 

Method TBLASTX: Maize 

End. 6824 

Score 93 



6435.. 6512, 6436.. 6510, 6466. .6504, 6509.. 6742, 6510.. 6548, 
6545. .6742, 6742. .6822, 6743. .6823, 6744. .6824 



26268 
54453 
221 

OJ991215_15.0127.C56.o3.gs 

7542 

none 



Seq. ID OJ991215_15.0127.C56 
Strand 

End 11754 

Method GEN SCAN 

End 11754 

Score .74 



7542. .7619, 7963. .8122, 9290. .9521, 11739. .11754 



26269 
54454 
1 

OJ991215_15.0127.C57.ol.gp 
1 

none 
1. .150 



Seq. ID. ' OJ991215_15.0127.C57 

Strand + 

End 635 

Method AAT/GAP 

End *150 

Score 274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26269 
54454 
1 

OJ991215_15.0127.C57.ol.tm 
1 

none 



Seq. ID OJ991215_15.0127.C57 
Strand + 

635 

TBLASTX: Maize 
610 
87 



End 

Method 
End 
Score 

1..66, 2. .55, 86. .163, 102. .164, 102. .164, 103. .174, 106. .168, 
219. .344, 263. .292, 264. .344, 265. .345, 423. .587, 425.. 610, 
426. .590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26269 • 
•54454 
1 

OJ991215_15.0127.C57.ol.np 
1 

2464872 
1..164, 263..343, 425. .614 

(299707) hypothetical protein [Arabidopsis thaliana] 



Seq. ID ' OJ991215_15.0127.C57 
Strand + 
End 635 
Method AAT/NAP 
End 614 
Score 116 



26269 
54454 
. 1 

OJ991215_15.0127.C57.ol.gs 
121 



Seq. ID OJ991215_15.0127.C57 

Strand + 

End -635 

Method GENSCAN 

End 635 



26264 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
121. .164, 263. .343, 448. .635 



. 68 



26270 Seq. ID OJ991215_15 . 0127 . C58 

54455 Strand + - 

1 End 410 

OJ991215_15 . 0127 . C58 . ol . gp Method AAT/GAP 

1 End 410 

5771042 Score 697 

1..410 

5103807/gb|AAD39637.1 |AC007591_2 2.0e-37 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] 



Seq. No. 


26270 


Seq. ID 


OJ991215_15. 


.0127 


.C58 


Gene No. 


54456 


Strand 








O LcLX L. 


1 94 


FnH 


JO / 






Name 


OJ991215 15.0127.C58.ol.gs 


Method 


GENSCAN 






Start 


194 


End . 


387 






GI 


none 


Score 


.6 






Exons 


194. .387 










Seq. No. 


26271 


Seq. ID 


OJ991215_16, 


.0125 


.CI 


Gene No. 


54457 


Strand 








O Lai L 


J. 


FnH 

Hi 1 1 Li 


1333 






Name 


OJ991215 16.0125.Cl.ol.gp 


Method 


AAT/GAP 






Start 


- 1 


End 


766 






GI 


none 


Score 


1226 






Exons 


1..355, 464. .766 










Seq. No. 


26271 


Seq. ID 


OJ991215_16, 


.0125 


.CI 


Gene No. 


54457 


Strand 








O Lai C 


1 


FnH 

£-i i 1H. 


1333 






Name 


OJ991215 16.0125.Cl.ol.gs 


Method 


GENSCAN 






Start 


319 


End 


1333 






GI 


none 


Score 


. 43 






Exons 


319. .355, 464. .1333 










Seq. No. 


26271 


Seq. ID 


OJ991215_16. 


,0125 


.CI 


Gene No. 


54457 


Strand 








Start 


1 


End 


1333 






Name 


OJ991215 16.0125.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


812 


End 


1243 






GI 


none 


Score 


114 






Exons 


812. .994, 1109. .1243 










Seq. No. 


26272 


Seq. ID 


OJ991215_16. 


.0125 


.C2 


Gene No. 


54458 


Strand 








Start 


638 


End 


727 






Name 


OJ991215 16.0125.C2.bl.gp 


Method 


AAT/GAP 






Start . 


638 


End 


727 






GI 


none 


Score 


163 






Exons 


638.-727 










Seq. No. 


26272 


Seq. ID 


OJ991215_16. 


0125 


.C2 


Gene No. 


54459 


Strand 









26265 




Start 


1102 


End 


1380 




Name 


OJ991215 16. 


0125 . C2 . o2 . tm Method 


TBLASTX: Maize 




Start 


1102 


End 


1380 




GI 


none 


Score 


59 




Exons 


1102. .1188, 


1198. .1380, 1268. .1375 


- 




Seq. No. 


26272 


Seq. ID 


OJ991215_16.0125 


.C2 


Gene No. 


C A A C C\ 


Strand 






Start 


1461 


. End 


1992; 




Name 


OJ991215 16. 


"0125-C2.ol.tw Method 


TBLASTX: Wheat 




Start 


1461 


End 


1809 




GI 


none 


Score 


70 




Exons 


1461. .1691, 


1518. .1715, 1711. .1809, 1750. .1806 




Seq. No. 


"26272 


Seq. ID 


OJ991215_16.0125 


.C2 


Gene No. 


54460 


Strand 






Start 


1461 


End 


1992 




Name 


OJ991215 16. 


0125.C2.ol.tm Method 


TBLASTX: Maize 




Start 


1536 


End 


1992 




GI. 


none 


Score 


82 




Exons 


1536. .1622, 


1635.. 1703,' 1729.. 1896, 1897.. 1992 




Seq. No. 


26273 


Seq. ID 




.C6 


Gene No. 


C A A C 1 

544d1 


Strand 


+ 




Start 


12 


End 


U 




Name 


OJ991215 16. 


0125.C6.ol.gs Method 






Start 


12 


End 






GI . 


none 


Score 


.99 




Exons 


12. .380 








Seq. No. 


26273 


Seq. ID 


OJ991215_16.0125 


.C6 


Gene No. 


C A A C O 


Strand 






Start 


3531 


End 


3971 




Name 


OJ991215 16. 


0125 . C6 . o2 . gs- Method 


GENSCAN 




Start 


3531 


End 


3971 




GI 


none 


Score 


.56 




Exons 


3531. .3644, 


3706. .3971 






Seq. No. 


26274 


Seq. ID 


OJ991215_16.0125 


.C7 


Gene No . 


54463 


Strand 


+ 




Start 


222 


End 


2535 




Name 


OJ991215 16. 


0125. C7. ol.gs Method 


GENSCAN 




Start 


222 


End 


1842 




GI 


none 


Score 


.72 




Exons 


222. .371, 649. .808, 1202. .1842 






Seq. No. 


26274 


Seq. ID 


OJ991215_16.0125 


.C7 


Gene No. 


54463 


Strand 


+ 




Start 


222 


End 


2535 




Name 


OJ991215 16. 


0125.C7.ol.np Method 


AAT/NAP 




Start 


222 


End 


2535 




GI 


6016874 


Score 


1687 




Exons 


222. .300, 384. .808, 1202. .1381, 1499.. 


1855, 2305.. 2535 




GI Descrip. 


(AP000570) ESTs C1914 3 (E10020) , D2507 6 


R3116) correspond 


to 



region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



26266 




Seq. No. 


26274 




Seq. ID 


OJ991215_16.0125.C7 


Gene-^tJo . 


D 4 4 Dj 




btrana 




Start 


222 




End 


2535 


Name 


OJ991215 16.0125.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


637 - 




End 


864 


GI 


none 




Score 


232 


Exons 


637. .864, 645. .863 








Seq. No. 


26274 




Seq. ID 


OJ991215_16.0125.C7 


Gene No . 


R A A 
0 4 4 Dj 






_i_ 

X 


Start 


222 




End 


2535 


Name 


OJ991215 16.0125.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1069 




End 


1553 


GI 


none 




Score 


240 


Exons 


1069. .1350, 1080. .1421, 


1464 . 


.1553 




Seq. No. 


26274 




Seq. ID 


OJ991215_16.0125.C7 


bene ino. 


0 ft 4 0 0 




OLIanu 




Start 


222 




End 


2535 


Name 


OJ991215 16.0125.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1555 




End 


1776 


GI 


none 




Score 


213 


Exons 


1555.. 1776, 1566.. 1691 








Seq. No. 


26275 




Seq. ID 


OJ991215_16.0125.C8 


Gene No . 


C A A C A 




Strand 


+ 


Start 


168 




End 


678 


Name 


OJ991215 16.0125.C8.ol. 


gs 


Method 


GENSCAN 


Start 


168 




End 


678 


GI 


none 




Score 


.76 


Exons 


168. .240, 551. .678 








Seq. No. 


26275 




Seq. ID 


OJ991215_16.0125.C8 


Gene No. 


54465 




Strand 


+ 


Start 


599 




End 


898 


Name 


OJ991215 16.0125.C8.ol. 


np 


Method 


AAT/NAP 


Oldl L 


599 




End 


ft Qft 


GI 


5922628 




Score 


118 


Exons 


599.-729, 854. .898 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016861 |dbj IBAA85204 


.11- (AP000570) 


hypothetical protein 




[Qryza sativa] 








Seq. No. 


26275 




Seq. ID 


OJ991215_16.0125.C8 


Gene No. 


54466 




Strand 




Start 


1639 




End 


7798 


Name 


OJ991215 16.0125.C8.o2. 


gs 


Method 


GENSCAN 


Start 


1639 




End 


7798 


GI 


none 




Score 


.89 , 


Exons 


1639. .1968, 2010. .2141, 


3316. 


.3573, 3658.. 3822, 4301.. 4477 




5326. .5490, 5741. .5849, 


5971. 


.6007, 6360.. 6453, 7034.. 7122 




7201. .7798 








Seq. No. 


26275 




Seq. ID 


OJ991215_16.0125.C8 


Gene No. 


54466 




Strand 




Start 


1639 




End 


7798 


Name 


OJ991215 16.0125.C8.ol. 


gp 


Method 


AAT/GAP 



26267 




Start 


3208 


End 


4369 


GI 


none 


Score 


838 


Exons 


3208. .3573, 4301. .4369 . 






Seq. No. 


26275 


Seq. ID 


OJ991215_16.0125.C8 


Gene No. 


54466, 


Strand 




otart 




End 


7798 


Name 


OJ991215 16.0125.C8.o2.np 


Method 


AAT/NAP 


Start 


4121 


End 


7513 


GI 


2982463 


Score 


213 


Exons 


4121.. 4158, 6012.. 6085, 6322 


..6453, 7034. .7122, 7201. .7513 


GI Descrip. 


(AL022223) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


26275 


Seq. ID 


OJ991215_16.0125.C8 


Gene No. 


54466 


Strand 




Start 


1639 


End 


7798 


Name 


OJ991215 16.0125.C8.o2.gp 


Method 


AAT/GAP 


Start 


4376 


End 


6024 


GI 


LIB3431-021-P1-K1-G2 


Score 


744 


Exons 


4376.-4477, 5326. .5490, 5591 


..5632, 5741. .5849, 5971. .6024 


GI Descrip. 


'6015437/dbj | AB008112 . 1 | AB008112 6.0e- 


1U HOItlO Sapiens irrjAl mKINA, 




complete cds 1 






Seq. No. 


26275 


Seq. ID 


OJ991215_16.0125.C8 


Gene No. 


54467 


Strand 


- 


Start 


9852 


End 


10910 


Name 


OJ991215 16.0125.C8.o3.gs 


Method 


GENSCAN 


Start 


9852 


End 


10910 


GI 


none 


Score 


.74 . 


Exons 


9852.. 9949, 10190.. 10910 






Seq. No. 


26276 


Seq. ID 


OJ991215_16.0125.C9 


Gene No. 


54468 


Strand 


+ 


Start 


1 


End 


148 


Name 


OJ991215 16.0125.C9.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


148* 


GI 


3763456 


Score 


253 . 


Exons 


1..148 






Seq. No. 


,26276 


Seq. ID 


OJ991215_16.0125.C9 


Gene No . 


54469 


Strand 


+ 


Start 


137 


End 


209 


Name 


OJ991215 16.0125. C9.ol.gs 


Method 


GENSCAN 


Start 


137 


End 


209 


GI 


none 


Score 


.53 


Exons 


137. .209 






Seq. No. 


26277 


Seq- ID 


OJ991215_16. 0125. C10 


Gene No. 


54470 


Strand 




Start 


1 


End 


1040 


Name 


OJ991215 16.0125. ClO-ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1040 


GI 


6006869 


Score 


473 


Exons 


1..126, 189. .291, 394.-598, 


935. .1040 




GI Descrip. 


(AC009540) putative cationic 


amino acid transporter [Arabidopsis 



thaliana] 



26268 



Seq. No. 


26277 


Seq. ID 


OJ991215_16.0125 


.C10 


Gene No . 


54470 


Strand 






Start 


1 


End 


1040 




Name 


OJ991215 16.0125.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


293 




GI 


none 


Score 


70 




Exons 


1..72, 2. .55, 59. .100, 60. .107, 61,. 108, 207. .293, 208. 


.288 


Seq. No. 


26277 


Seq. ID 


OJ991215 16.0125 


.C10 


Gene No. 


54470 


Strand 






Start 


1 


End 


1040 




Name 


OJ991215 16.0125.C10.ol.gs 


Method 


GENSCAN 




Start 


207 


End 


869 




GI 


none 


Score 


. 9 




Exons 


207. .291, 394..639, 796. .869 








Seq. No. 


26277 


Seq. ID 


OJ991215 16.0125 


.C10 


Gene No. 


54470 


Strand 






Start 


1 


End . 


1040 




Name 


OJ991215 16.0125.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


261 


End 


597 




GI 


none 


Score 


43 




Exons 


261. .290, 262. .291, 393. .596, 


394. .597 






Seq. No. 


26277 


Seq. ID 


OJ991215JL6.0125 


.C10 


Gene No. 


54470 


Strand 






Start 


1 


End 


1040 




Name 


OJ991215 16.0125.C10.ol.gp 


Method 


AAT/GAP 




Start 


397 


End 


595 




GI 


26444 1.R1084 


Score 


375 




Exons 


397. .595 








GI Descrip. 


'6006869/gb|AAF00645.1|AC009540 22 2.0e-37 (AC009540) putat: 




cationic amino acid transporter [Arabidopsis thaliana] f 




Seq. No. 


26277 


Seq. ID 


OJ991215__16.0125 


.C10 


Gene No . 


54470 


Strand 






Start 


1 


End . 


1040 




Name - 


OJ991215 16.0125.C10.ol.-ts 


Method 


TBLASTX: Soybean . 




Start 


397 


End 


597 




GI 


none 


Score 


154 




Exons 


397. .597, 397. .591, 399. .596 








Seq. No. 


26278 


Seq. ID 


OJ991215_16.0125 


.Cll 


Gene No . 


54471 


Strand 


+ 




Start 


5118 


End 


6745 




Name 


OJ991215 16.0125.Cll.o2.gs 


Method ' 


GENSCAN 




Start 


5118 


End 


6745 




GI 


none 


Score 


.79 




Exons 


5118.. 5373, 5525.-5694, 6295. 


.6513, 6653. .6745 




Seq. No. 


26278 


Seq. ID 


OJ991215_16.0125 


.Cll 


Gene No. 


54472 


Strand 






Start 


1789 


End 


3071 




Name 


OJ991215 16.0125.Cll.ol.gs 


Method 


GENSCAN 




Start 


1789 


End 


3071 




GI 


none 


Score 


.66 




Exons 


1789. .1889, 1982. .2083, 2945. 


.3071 







26269 



Seq. No. 


26278 


Seq. ID 


OJ991215_16.0125 


.Cll 


UCllC ViKj . 


54473 


Strand 






Start 


3672 


End 


9030 




Name 


OJ991215 16.0125.Cll.ol.np 


Method 


AAT/NAP 




Start 


3672 


End 


9030 




GI 


2429362 


Score 


158 




Exons 


3672. .3881, 5167. .5421, 8873.. 


.9030 






GI Descrip. 


(AF020261) proline rich protein [Santalum album] 




Seq. No. 


26279 


Seq. ID 


OJ991215_16.0125 


.C12 


UdllC 1NU • 


54474 


Strand 


+ 




Start 


275 


End 


4053 




Name 


OJ991215 16.0125.C12.ol.np 


Method 


AAT/NAP 




Start 


275 


End 


4053 




GI 


. 5042454 


Score 


3316 




Exons 


275. .419, 752. .862, 919. .2628, 


. 3265.. 4053 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


26279 


Seq. ID 


OJ991215_16.0125 


.C12 


bene lno . 


54474 


Strand 


+ 




Start 


275 


End 


4053 




Name 


OJ991215 16.0125.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1431 


End 


1983 




GI 


none 


Score ■'• 


34 




Exons 


1431. .1466, 1591. .1638, 1645.. 


,1743, 1650. .1742, 1710. .1982, 




1726. .1983 








oeq. no. 


26279 


Seq. ID 


OJ991215_16.0125 


.C12 


Gene No. 


54474 


Strand 


+ 




Start 


275 


End 


4053 




Name 


OJ991215 16.0125.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1596 


End 


1872 




GI 


none 


Score 


194 




Exons 


1596.. 1871, 1633.. 1872 








Seq. No. 


26279 


Seq. ID 


OJ991215_16.0125 


.C12 


Gene No. 


54474 


Strand 


+ 




o tdit 


275 


End 


4053 




Name 


OJ991215 16.0125.C12.ol.gp 


Method 


AAT/GAP 




Start 


2769 


End 


3231 




GI 


2428323 


Score 


637 




Exons 


2769. .3231 








GI Descrip. 


5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 






C d /-» Ma 

oeq. in o • 


26279 


Seq. ID 


OJ991215_16.0125 


.C12 


Gene No. 


54474 


Strand 


+ 




Start 


275 


End 


4053 




Name 


OJ991215 16.0125.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3620 


End 


3916 




GI 


none 


Score 


263 




Exons 


3620.. 3916, 3637.. 3705, 3680.. 


3823, 3748. .3912 




Seq. No. 


26280 


Seq. ID 


OJ991215_16.0125 


.C13 


Gene No\ 


54475 


Strand 


+ 




Start 


618 


End 


10025 





26270 



Name 


atqqi 01 t; 1 c mot; r"\ 0 «i 


. gs 


Method 


GEN SCAN 




Start 


618 


End 


10025 




GI. 


none 




Score 


.72 




Exons 


618. .724, 781. .868, 978 


..1091, 2167.. 2502, 2571 


. .2689, 




4011. .4104, 4418. .4479, 


5128 


..5169, 5476. .5637, 


5743. .5922, 




6804. .6968, 7627. .7863, 


8728 


..8770, 9853.. 10025 




Seq. No. 


26280 




Seq. ID 


OJ991215 


_16.0125.C13 


Gene No. 


54475 




Strand 


+ 




b tare 


618 




End 


10025 " 




Name 


OJ991215 16.0125.C13.o2 


. np 


Method 


AAT/NAP 




Start 


2220 




End 


4604 




GI 


2982463 




Score 


213 




Exons 


2220. .2466, 2571. .2659, 


4011 


. .4104, 4418. .4479, 


4553. .4604 


GI Descrip. 


(AL022223) putative protein 


[Arabidopsis thaliana] 


Seq. No. 






Seq. ID 


n TQ Q1 91 t; 


1 c m 9 r pi ^ 


Gene No . 


C A A ^ C 

dh 4 / a 




Strand 






Start 


618 




End 


10025 




Name 


OJ991215 16.-0125.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


5762 




End 


6Q9 




GI 


none 




Score 


HAH 




Exons 


5762. .5922, 6108. .6274, 


6804 


. .6926 






Seq. No. 


26280 




Seq. ID 


C\ TQ Q1 91 ^ 




Gene No. 


54476 




Strand 






btart 


766 




End 


1310 




Name 


OJ991215 16.0125.C13.ol 


. np 


Method 


AAT/NAP 




Start 


766 




End 


1310 




GI 


6539585 




Score 


199 




Exons 


766.. 857, 1155. .1310 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26280 




Seq. ID 


OJ991215 


ic ni9^ pi ^ 


Gene No. 


54477 




Strand 






Start 


10155 




End 


10752 




Name 


OJ991215 16.0125.C13.o2 


. gs 


Method 


GENSCAN 




Start 


10155 




End 


10752 




GI 


none 




Score 


.64 




Exons 


10155. .10341, 10631. .10752 








Seq. No. 


26280 




Seq. ID 


OJ991215 


_16.0125.C13 


Gene No. 


54478 




Strand 






Of -ivf 

otart 


12189 




End 


19739 




Name 


OJ991215 16.0125.C13.ol 


.tm 


Method 


TBLASTX : i 


Maize 


Start 


2180 




End 


2652 




GI 


none 




Score 


53 




Exons 


2180. .2284, 2184. .2285, 


2328 


..2465, 2336.-2449, 


2572. .2652, 




2575. .2652 










Seq. No. 


26280 




Seq. ID 


OJ991215 


_16.0125.C13 


Gene No. 


54478 




Strand- 






Start 


12189 




End 


19739 




Name 


OJ991215 16.0125.C13.ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


2244 




End 


2653 




GI ' 


none 




Score 


50 




Exons 


2244. .2285, 2328. .2465, 


2345 


..2452, 2572.. 2652, 


2573. .2653 



26271 




Seq. No. 


26280 


Seq. ID 


OJ991215_16.0125.C13 


Gene No. 


54478 


Strand 




Start 


12189 


End 


19739 


Name 


OJ991215 16.0125.C13.o3.np 


Method 


AAT/NAP 


Start 


12189 


End 


19739 


GI 


2052096 


Score 


63 


Exons 


12189. .12475, 16658 .. 16741, 


19706. .19739 


GI Descrip. 


(X99452) extensin-like protein Dif54 [Lycopersicon esculentum] 


Seq. No. 


26280 


Seq. ID 


OJ991215_16.0125.C13 


Gene No. 


54478 


Strand 




Start 


121o 3 


End 


19739 


Name 


OJ991215 16 . 0125 . C13 . ol . ts 


Method 


TBLASTX : Soybean 


Start 


12484 


End 


17157 


GI 


none 


Score 


279 


Exons 


12484 12696, 124 91 .. 12775, 


12749. .12814, 16762 .. 16974 , 




16769 .. 17053, 17027 .. 17092, 


17035. .17157 


Seq. No. 


26281 


Seq. ID 


OJ991215_16.0125.C14 


Gene No. 


54479 


Strand 


+ 


Start 


869 


End 


2769 


Name 


OJ991215_16. 0125. CI 4 .ol - gs 


Method 


GENSCAN 


Start 


869 


End 


2769 


GI 


none 


Score . •■■ 


-7.5 - 


Exons 


869. .980, 1093.. 1296, 1398.. 


1548, 2534. 


.2604, 2684. .2769 


Seq. No. 


26281 


Seq. ID 


OJ991215_16.0125.C14 


Gene No. 


54479 


Strand 


+ 


Start 


869 


End 


2769 


Name 


OJ991215_16 . 0125 . CI 4 . ol . tm 


Method 


TBLASTX: Maize 


Start 


1134 


End 


2270 


GI 


none 


Score 


190 


Exons 


1134.. 1295, 1172.. 1294, 2213 


..2269, 2214.. 2270 


Seq. No. 


26282 


Seq. ID 


OJ991215_16.0125.C15 


Gene No. 


54480 


Strand 


+ 


Start 


381 


End 


996 


Name 


OJ991215 16.0125.C15.ol.gp 


Method 


AAT/GAP 


Start 


381 


End 


996 


GI 


none 


Score 


1053 


Exons 


381. .996 






Seq. No. 


26282 


Seq. ID 


OJ991215_16.0125.C15 


Gene No. 


54481 


Strand 




Start 


655 


End 


3587 


Name 


OJ991215 16.0125.C15.ol.tm 


Method 


TBLASTX : Maize 


Start 


630 


End 


3580 


GI 


none 


Score 


38 


Exons 


630. .665, 630. .680, 787. .948, 791. .949, 


792. .950, 1045. .1128, 




1046. .1123, 1053. ,1136, 1218 


..1262, 1218. .1265, 1219. .1362, 



1220. .1333, 1415. .1534, 1419. .1523, 1618. .1662, 1619. .1666, 

1628. .1666, 1652. .1852, 1677. .1853, 1704. .1853, 2011. .2193, 

2012. .2194, 2030. .2194, 2665. .2733, 2668. .2733, 2669. .2770, 

2669. .2734, 2817. .2996, 2818. .3015, 2819. .2995, 3086. .3184, 

3086.. 3178, 3087.. 3185, 3087.. 3188, 3266.. 3364, 3267.. 3386, 

3268.. 3390, 3269.. 3388, 3477.. 3557, 3479.. 3580, 3480.. 3566 



26272. 



Seq. No. 26282 

Gene No. 54481 
Start . 655 

Name OJ991215_16. 0125. CIS .ol.gs 

Start 655 

GI none 
Exons 



Seq. ID OJ991215_16.0125.C15 
Strand 

End 3587 

Method GENSCAN ' 

End 3321 

Score .82 



655.-668, 787. .949, 1046. .1121, 1425. .1530, 1618. .1852, 
2032. .2190, 2668.-2734, 2822. .2912, 2995. .3120, 3150. .3185, 
3225.. 3321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26282 
54481 
655 

OJ991215_16.0125.C15.ol.np 
804 

6006869 



Seq. ID OJ991215_16.0125.C15 
Strand 

End 3587 
Method AAT/NAP 
End " 3587 

Score 1026 



804. .949, 1046. .1121, 1220. .1332, 1425. .1639, 1741. .1852, 
2032.. 2190, 2668.^2734, 2822.. 2994, 3089.. 3185, 3267.. 3385, 
3476.. 3587 

(AC009540) putative cationic amino acid transporter [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26282 
54481 
655 - 

OJ991215_16.0125.C15.ol.ts 

820 

none 



Seq. ID OJ991215_1.6.0125.C15 
Strand 

End 3587 

Method TBLASTX : Soybean 

End 1262 

Score 95 



820. .942, 821. .943, 847. .951, 1001. .1123, 1045. .1128, 1218. .1262 



Seq. No. 26282 

Gene No. 54481 

Start 655 

Name OJ991215_16. 0125.C15.o2. tc 

Start 820 

GI none 
Exons 



Seq. ID OJ991215_16.0125.C15 
Strand 

End 3587 

Method TBLASTX: Cress 

End 2193 

Score 107 



820.. 9*2, 821.. 943, 1045.. 1128, 1218.. 1262, 1219..1305-, 
1751. .1852, 1755. .1853, 1755. .1853, 2011. .2193, 2027. .2191, 
2029. .2193 



Seq. No. 26282 

Gene No. 54481 

Start 655 

Name OJ991215_16 . 0125 . C15 . o2 . ts 

Start 2062 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991215_16.0125.C15 
Strand 

End 3587 

Method TBLASTX : Soybean 

End 2964 

Score 86 



2062. .2193, 2066. .2191, 2668. .2736, 2815. .2964, 2816. .2956 



Seq. ID OJ991215_16.0125.C15 
Strand 

End 3587 
Method AAT/GAP 
End 3302 
Score 1016 
2098.. 2190, 2668.-2734, 2822.. 3185, 3267.. 3302 

, 6006869/gb|AAF00645.1|AC009540_22 7.0e-58 (AC009540) putative 



26282 
54481 
655 

OJ991215_16.0125.C15.o2.gp 
2098 

LIB34 34-039-P1-K1-G10 



26273 



cationic amino acid transporter [Arabidopsis thaliana] ' 



Seq. No. 26282 

Gene No. • 54481 

Start • 655 

Name OJ991215_16 . 0125 . C15 . ol . tc 

Start 2857 
GI none 
Exons 



Seq. ID OJ991215_16.0125.C15 
Strand 

End 3587 

Method TBLASTX : Cress 

End 3562 

Score 163 



2857.. 3015, 28S8..2995, 2874. .2996, 3086 .. 3178 7 3087 .. 3182, 
3088. .3195, 3264. .3386, 3266. .33.64, 3279. .3386, 3479. .3562, 
3509. .3559 



Seq. No. 26283 

Gene No. 54482 

Start 435 

Name OJ991215_16. 0125 .C16.ol .gs 

Start 435 

GI none 

Exons 435.. 502, 798.. 915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26284 
54483 
850 

OJ991215_16.0125.C17.ol.gp 
850 

15322 1.R1084 



Seq. ID OJ991215_16.0125.C16 

Strand + 

End 915 

Method GENSCAN 

End 915 

Score .58 



Seq. ID OJ991215_16.0125.C17 
Strand 

5580 
AAT/GAP 
2518 
1716 



End- 
Method 
End 

_ Score 
850. .1402, 1911. .2114, 2212. .2374, 2494. .2518 

, 4512685/gb|AAD21739.1| 3.0e-27 (AC006931) hypothetical protein 
[Arabidopsis thaliana] >gi_4559325_gb_AAD22987 . 1_AC007087_6 
(AC007087) hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


26284 






Seq. ID 


OJ991215_16.0125.C17 


Gene No. 


54483 






Strand 




Start 


850 






End 


5580 


Name 


OJ991215 16 


.0125. 


C17 . ol . np 


Method 


AAT/NAP 


Start 


1272 






End 


5580 


GI 


6714305 






Score 


275 


Exons 


•1272.. .1402, 


1911. 


.2134, 2226. 


.2374, 2494. .2615, 3000. .3118, 




5549. .5580 










GI Descrip. 


(AC013354) 


F15H18 


.4 [Arabidopsis thaliana] 


Seq. No. 


26284 






Seq. ID 


OJ991215_16.0125.C17 


Gene No. 


54483 






Strand 




Start 


850 






End 


5580 


Name 


OJ991215 16 


.0125. 


C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


1907 






End 


2151 


GI 


none 






Score 


146 


Exons 


1907. .2143, 


1909. 


.2151 






Seq. No. 


26284 






Seq. ID 


OJ991215_16.0125.C17 


Gene No. 


54483 






Strand 




Start 


850 






End 


5580 


Name 


OJ991215 16 


.0125. 


C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1909 






End 


2368 


GI 


none 






Score 


78 " 


Exons 


1909. .2106, 


1909. 


.2112, 1922. 


.2107, 2261. .2368, 2262. .2357 



26274 




Seq. No. 


26284 








Seq. ID 


OJ991215_16.0125.C17 


Gene No. 


54483 








Strand 




Start 


OCA 








End 


5580 


Name 


OJ991215 16 


.0125. 


C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1912 








End 


2617 - 


GI 


none 








Score 


200 


Exons 


1912. .2115, 


1928. 


.2113, 


2255 


..2374, 2259.. 2357, 2261.. 2374, 




2491. .2544, 


2498. 


.2545, 


2542 


. .2616, 2543. .2617 


Seq. No.' 


26284 








Seq. ID 


OJ991215_16. 0125.C17 


Gene No. 


C A A O *3 








Strand 




Start 


850 








End 


5580 


Name 


OJ991215 16 


.0125. 


C17.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1921 








End 


2374 


GI 


none 








Score . 


156 


Exons 


1921. .2112, 


1925. 


.2113, 


1949 


..2113, 2249.-2374, 2250. .2357 


Seq. No. 


26284 








Seq. ID 


OJ991215_16.0125.C17 


Gene No. 


0 4 4 o J 








Strand 




Start 


. 850 








TTt-i/-1 

ijiia 


JJOU 


Name 


OJ991215 16 


.0125. 


C17.o2 


.gp 


Method 




Start 


2565 








hna 




GI 


5004974 








Score 


DO / 


Exons 


2565. .2615, 


3000. 


.3329 








Seq. No. 


26285 








Seq. ID 


OJ991215_16.0125.C18 


Gene No. 


C. A A O A 

34484 








Strand 


+ 


Start 


225 








CjilU 


A 

4 Oft 


Name 


OJ991215 16 


.0125. 


C18.ol 


.gs 


Method 


C TT NT C C 7\ M 


Start 


225 










A £A 
*i O ft 


GI 


none 








Score 


. Oft 


Exons 


225.-464 












Seq. No. 


26285 










OJ991215 16 0125 CI 8 


Gene No. 


C A A O C 


y 






Strand 


+ ~~ 


Start 


954 








End 


1302 


Name 


OJ991215 16 


.0125. 


C18.ol 


.gp 


Method 


AAT/GAP 


Start ' 


954 








End 


1302 


GI 


none 








Score 


563 


Exons 


954. .1302 












Seq. No.. 


26285 








Seq. ID 


OJ991215_16.0125.C18 


Gene No. 


C A A Q £ 








Strand 




Start 


1090 








End 


1457 


Name 


OJ991215 16 


.0125. 


C18.o2 


.gs 


Method 


GENS CAN 


Start 


1090 








End 


1457 


GI 


none 








Score 


.97 


Exons 


1090. .1457 












Seq. No. 


26286 








Seq. ID 


OJ991215_16.0125.C19 


Gene No. 


54487 








Strand 




Start 


75 








End 


458 


Name 


OJ991215 16 


.0125. 


C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


64 








End 


405 


GI 


none 








Score 


93 


Exons 


64. .162, 65 


. .166, 


267. .404, 


267. .404, 


271. .405 



26275 



Seq. No. 26286 

Gene No. 54487 

Start 75 

Name OJ991215_16 . 0125 . C19 . o.l . gs 

Start 75 

GI none 

Exons 75.. 165, 267.. 458 

Seq. No. 26286 

Gene No. 54488 

Start 406 

Name OJ991215_16 . 0125 .C19 . o2 . tm 

Start 406 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_16.0125.C19 
458 

GEN SCAN 

458 

.57 



Seq. ID OJ991215_16.0125.C19 
Strand 

End 1082 ■ 

Method TBLASTX : Mai ze 

End 1082 

Score 74 

406. .459, 408. .458, 911. .1063, 918. .1082, 921. .1079 



Seq. No. 26286 Seq. ID 

Gene No. 54488 Strand 

Start 406 End 

Name / OJ991215_16 . 0125 .C19. ol . ts Method 

Start 911 End 

GI none Score 

Exons 911.. 1063, 912.. 1082 



OJ991215_16.0125.C19 
1082 

TBLASTX: Soybean 

1082 

194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26287 . Seq. ID OJ991215_16 .-0125 . C20 

54489 Strand 

1 " End 4805 

OJ991215_16 . 0125 .C20 . ol . np Method AAT/NAP 

1 End 1977 

585155 Score 86 

1..26, 216. .370, 1121. .1270, 1537. .1634, 1859. .1977 

FOLYLPOLYGLUTAMATE SYNTHASE ( FOLYL POLY -GAMMA- GLUT AMATE 

SYNTHETASE) (FPGS) gi | 4214 96 | pir | | B4064 6 folC - Bacillus 

subtilis gi | 142936 (L04520) f olyl-polyglutamate synthetase 

[Bacillus subtilis] gi | 2635273 I emb | CAB14768 | (Z99118) 

folyl-polyglutamate synthetase [Bacillus subtilis] 



Seq. No. 26287 

Gene No. 54489 

Start 1 . 

Name OJ991215_16 . 0125 .C20 . ol . gs 

Start 1198 

GI none 
Exons 



Seq. ID OJ991215_16.0125.C20 



Strand 
End 

Method 
End " 
Score 



4805 
GEN SCAN 
4805 
.62 



1198.. 1270, 1537. .1634, 1859. .2366, 3310. .3451, 4793. .4805 



Seq. No. 26288 Seq. ID OJ991215_16 . 0125 . C21 

Gene No. 544 90 Strand 

Start 1 End 1409 

Name OJ991215_16 . 0125 .C21 . ol . gp Method AAT/GAP 

Start 1 End 1409 

GI 183_3.R1084 Score 1063 

Exons 1..160, 858. .945, 1043. .1409 

GI Descrip. f 1362086/pir | | S57636 0.0e+00 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransf erase (EC 2.1.1.14) - Madagascar periwinkle 
>gi_2129919_pir S65957 

5-methyltetrahydropteroyltriglutamate — homocysteine 



26276 



S-methyltransferase (EC 2.1.1.14) - Madagascar periwinkle 
>gi_886471_emb_CAA58474_ (X83499) methionine synthase 
[Catharanthus roseus] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26288 
54490 
1 

OJ991215_16.0125.C21.ol.np 
1 

1362086' 



Seq. ID OJ991215_16.0125.C21 
Strand 

End 14 09 

Method AAT/NAP 

End 1391 

Score 784 



1..160, 858. .945, 1043. .1391 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransferase (EC 2.1.1.14) - Madagascar periwinkle 
gi|2129919|pir| IS65957 

5-methyltetrahydropteroyltriglutamate — homocysteine 
S-methyltransferase (EC 2.1.1.14) - Madagascar periwinkle 
gi|886471|emb|CAA58474| (X83499) methionine synthase 
[Catharanthus roseus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26288 
54490 
1 

OJ991215_16.0125.C21.ol.tc 
14 

none 



Seq. ID OJ991215_16.0125.C21 
Strand 

End 1409 

Method TBLASTX : Cress 

End 1395 

Score 119 



14. .160, 26. .160, 855. .944, 859. .945, 860. .946, 1040. .1369, 
1044. .1370, 1045. .1368, 1354. .1395 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26288 
54490 
1 

OJ991215_16.0125.C21.ol.tm 
14 

none 



Seq. ID OJ991215_16.0125.C21 
Strand 

End 1409 

Method TBLASTX : Maize 

End 1396 

Score 169 



14. .160, 29. .160, 34. .162, 97. .198, 855. .944, 856. .945, 
860. .946, 883. .945, 1040. .1369, 1041. .1364, 1044. .1370, 
1045. .1368, 1350. .1394, 1351. .1395, 1351. .1395, 1355. .1396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26288 
54490 
1 

OJ991215_16.0125.C21.ol.ts 
32 

none 



Seq. ID OJ991215_16.0125.C21 
Strand 

End 14 09 

Method TBLASTX : Soybean 

End 1397 

Score 98 



32. .160, 45. .119, 852. .932, 855. .944, 856. .945, 1040. .1369, 
1045. .1368, 1350. .1397 



Seq. No. 26288 

Gene No. 544 90 

Start 1 

Name OJ991215_16 . 0125 . C21 . ol . gs 

Start 33 

GI none 

Exons 33.. 160, 858.. 945, 1043.. 1362 



Seq. ID OJ991215_16.0125.C21 
Strand 

End 1409 

Method GENSCAN 

End 1362 

Score .99 



Seq. No. 
Gene No. 



26288 
54490 



Seq. ID OJ991215_16.0125.C21 
Strand 



26277 



Start 
Name 
Start 
GI 

Exons 



OJ991215_16-0125.C21.ol.tw 

1040 

none 

1040. .1369, 1041. .1118, 1044. 
1355. .1393 



End 

Method 

End 

Score 



1409 

TBLASTX: Wheat 

1393 

468 



,1370, 1045.. 1368, 1351. .1392, 



Seq. No. 


26289 








Seq. ID 


OJ991215_ 


_16. 


0125. 


C22 


Gene No. 


54491 








Strand 


+ ■ 








Start 


36 








End 


483 








Name 


OJ991215 


16.0125.C22 


.ol 


.gs 


Method 


GENSCAN 








Start 


36 








End 


483 








GI 


none 








Score 


.96 








Exons 


36. .133, 


312. .483 
















Seq. No. 


26290 








Seq. ID 


OJ991215_ 


JL6. 


0125. 


C23 


Gene No. 


54492 








Strand 










Start 


565 








End 


1073 








Name 


OJ991215 


16.0125.C23 


.ol 


. gs 


Method 


GENSCAN 








Start 


565 








End 


1028 








GI 


none ' 








Score 


.63 








Exons 


565. .735, 


972. .1028 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26290 Seq. ID 

54492 " Strand 

565 End 1073 

OJ991215_16.0125.C23.ol.np Method AAT/NAP 

682 End ■ 1073 

5042454 Score 118 
682.. 735, 972.. 1073 

(AC007789) putative polyprotein [Oryza sativa] 



OJ991215 16.0125.C23 



26291 Seq. ID OJ991215_10 . 0125 . CI 

544 93 Strand 

571 End 999 

OJ991215_10.0125.Cl.ol.np ■ Method AAT/NAP 

571 End 999 

6539570 Score 172 

571. .637, 796..999 

(AP000836) hypothetical protein [Oryza sativa] 

26291 Seq. ID OJ991215_10 . 0125 . CI 

54494 Strand 

1126 End 1211 

OJ991215_10 - 0125 . CI . o2 - np Method AAT/NAP 

1126 End 1211 

6630699 Score 85 

1126. .1211 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. No. 26292 - Seq. ID 

Gene No. 544 95 Strand 

Start 248 End 

Name OJ9912 15_10 . 0125 -C2.ol.gs Method 

Start 248 End 



OJ991215_10.0125.C2 
491 

GENSCAN 
491 



26278 




GI 


none 








Score 


.45 




Exons 


248. .491 














Seq. No. 


26293 








Seq. ID 


OJ991215_10.0125 


-C3 


Gene No. 


54496 








Strand 


+ 




O Ldl L 










End 


4124 




Name 


OJ991215 10 


.0125 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1089 








End 


4124 




GI 


4680179 








Score 


612' 




Exons 


1089. .1948, 


2111 


. .2352, 


4102. 


.4124 ■ 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa' subsp. indica] 




Seq. No. 


26293 








Seq. ID 


OJ991215_10.0125 


.03 


Gene No . 


c; A A Q £ 

d h 4 y o 








Strand 


+ 




Start 


1089 








End 


4124 




Name 


OJ991215 10 


. Ul<lO 


. lo . Ol . 


gs 


Method 


GENSCAN 




Start 


1110 








End 


4007 




GI 


none 








Score 


.68 




Exons 


1110. .2429, 


2804 


. .2996, 


3148. 


.3270, 3974. .4007 




Seq. No. 


26293 








Octj. J. U 


n.TQQi 9^ z s in ni?s 


.C3 


bene jno. 


R A A Q 
D fl ft :? D 








jLI dllU 


_(_ 




Start 


1089 








JuIlU. 


A 1 9 A 




Name 


OJ991215 10 


A 1 O C 

. {JiZo 


. L J . Ol . 


tw 


\A /"■> 4- Vi j-J 

LYlc UXIOU 


1 id ±jt\0 1A . VVIltrdU 




Start 


' 1332 








rjiiu 






GI 


none 








Score 


*c o u 




Exons 


1332. .1691, 


1334 


. .1687 










Seq. No. 


26293 








Seq. ID 


OJ991215_10.0125 


.C3 


Gene No . 


c; A A Q £ 

o fi fi y D 








Strand 


+ 




Start 


1089 








End 


4124 




Name 


OJ991215 10 


n i o r 
. Ulzo 


. Lj . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1572 








End 


1871 




GI 


none 








Score 


224 




Exons 


1572. .1871, 


1586 


. .1675 










Seq. No. 


26293 








Seq. ID 


OJ991215_10.0125 


.C3 


Gene No . 


0*1 *± 








Strand 


■ + 




Start 


1089 








End 


4124 




Name 


OJ991215 10 


.0125 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1692 








End 


1928 




GI 


none 








Score 


173 




Exons 


1692. .1928, 


1692 


. .1769 










Seq. No. 


26293 








Seq. ID 


OJ991215_10.0125 


.C3 


Gene No. 


54496 








Strand 


+ 




Start 


1089 








End 


4124 




Name 


OJ991215 10 


.0125 


.C3.o3. 


np 


Method 


AAT/NAP 




Start 


2270 








End 


2402 




GI 


130582 








Score 


41 




Exons 


2270. .2402 














GI Descrip. 


RETROVIRUS- 


RELATED POL 


POLYPROTEIN FROM TRANSPOSON TNT 


1-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 26294 Seq. ID OJ991215_10 . 0125 . C4 



26279 




Gene No. 


54497 


Strand 


+ 


Start 


1 


End 


3251 


Name 


OJ991215 10.0125.C4.ol.np 


Method 


AAT/NAP 


O Lai L. 


1 


End 


3248 


GI 


6498441 


Score 


3809 


Exons 


1..815, 1008. .1304, 1476. .2873, 2967.. 


3248 


GI Descrip. 


(AP000815) EST C7278 6 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar -to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


26294 


Seq. ID 


OJ991215_10.0125.C4 


OCllG LNL> • 


54497 


Strand 


+ 


Start 


1 


End 


3251 


Name 


OJ991215 10.0125.C4.ol.gs 


Method 


GENSCAN 


Start 


360 


End 


3251 


GI 


none 


Score 


1 


Exons 


360. .3251 






Seq. No. 


26294 


Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54498 


Strand 


+ 


Start 


3410 


End 


3655 


Name 


OJ991215 10.0125. C4.ol.gp 


Method 


AAT/GAP 


Start 


3410 


End 


3655 


GI 


2428323 


Score 


406 


Exons 


3410. .3655 






GI Descrip. 


5803242/dbj | AP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


26294 


Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54499 


Strand 


+ 


otdit 


4174 


End 


6276 


Name 


0J991215 10.0125.C4.o2.gs 


Method 


GENSCAN 


Start 


4174 


End 


6276 


GI 


none 


Score 


.59 


Exons 


4174. .4190, 4614. .4998, 5008 


..5115, 5150. .5630, 5674.-5759, 




6172. .6276 






Seq. No. 


26294 


Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54499 


Strand 


+ 


Start 


4174 


End 


6276 


Name 


OJ991215 10.0125.C4.o2.np 


Method 


AAT/NAP 


^t* art 


4379 


End 


6273 


GI 


6907087 


Score . 


1113 


Exons 


4379.. 4761, 4970.. 5630, 6172 


..6273 




GI Descrip. 


(AP001129) ESTs *C72771 (E2215) , AU082313 (E2215) correspond to 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


26294 


Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54500 


Strand 


+ 


Start 


6739 


End 


7124 


Name 


OJ991215 10.0125.C4.o2.gp 


Method 


AAT/GAP 


Start 


6739 


End 


7124 


GI 


uC-osflcyp033a04bl 


Score 


641 


Exons 


6739.. 7124 







GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



26280 




Seq. No. 


26294 




Seq. ID 


OJ991215 


Gene No.. 


54501 




Strand 




Start 


6668 




End 


11375 


Name 


OJ991215 10. 0125.. C4 


. o3 . np 


Method 


AAT/NAP 


Start 


6668 




End 


8621 


GI 


4680186 




Score 


216 


Exons 


6668. .6872, 8491. .8621 






GI Descrip. 


(AF111709) unknown- 


[Oryza 


s.ativa subsp. 


indica] 


Seq. No. 


26294 




Seq. ID 


OJ991215 


Gene No. 


54501 




Strand 




Start 


6668 




End 


11375 


Name 


OJ991215 10. 0125. C4 


. o4 . gs 


Method 


GENSCAN 


Start 


8074 




End 


11375 


GI 


none 




Score 


.58 


Exons 


8074.. 10018, 10114. 


.11375 







Seq. ID OJ991215_10.0125.C4 



Seq. No. 26294 

Gene No. 54501 Strand 

Start 6668 . End Il375 

Name OJ991215_10 . 0125 .C4 .o4 . np Method AAT/NAP 

Start 8077 End 11375 

GI 5803259 Score- 4961 

Exons 8077.. 9747, 9790.. 10018, 10114.. 11375 

GI Descrip. (AP000399) hypothetical protein [Oryza sativa] 



Seq. No. 26294 Seq. ID 

Gene No. 54502 Strand 

Start 11912 End 

Name OJ991215_10 . 0125 . C4 . o2 . tm Method 

Start 333 End 

GI none Score 

Exons 333. .503, 338. .496, 522. .635, 566. .604 



OJ991215_10.0125.C4 
15988 

TBLASTX: Maize 

635 

164 



Seq. No. 


26294 




Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54502 




Strand 




Start 


11912 




End 


15988 


Name 


OJ991215 10 


.0125.C4 .o5. tw 


Method 


TBLASTX: Wheat 


Start 


351 




End 


1175 


GI 


none 




Score 


241 


Exons 


351. .605, 393. .596, 1107. .117 


5 




Seq. No. 


26294 




Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54502 




Strand 




Start 


11912 




End 


15988 


Name 


OJ991215 10 


0125.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1176 




End 


1610 


GI 


none 




Score 


233 


Exons 


1176. .1400, 


1191. .1400, 1241. 


.1426, 1461. .1610, 1472. .1609 


Seq. No. 


26294 




Seq. ID 


OJ991215_10.0125.C4 


Gene No. 


54502 




Strand 




Start 


11912 




End 


15988 


Name 


OJ991215 10 


0125.C4 .06. tw 


Method 


TBLASTX: Wheat 


Start 


1.613 




End 


1925 


GI 


none 




Score 


183 



26281 



Exons 1613.. 1711, 1665.. 1925 

Seq. No. 26294 

Gene No. 54502 

Start 11912 

Name OJ991215_10 . 0125 . C4 . ol . tm 

Start 2118 

GI none 

Exons 2118^.2441, 2147.. 2428 



Seq. ID OJ991215_10.0125.C4 
Strand 

End 15988 

, Method TBLASTX: Maize 

End 2441 

Score 364 



Seq. No. 

Gene . No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26294 Seq. ID 

54502 Strand 

11912 End 

OJ991215_10 . 0125 . C4 . ol . tw Method 

2255 End 

none Score 



OJ991215_10.0125.C4 
15988 

TBLASTX: Wheat 

2636 

368 



2255. .2311, 2256. .2636, 2256.-2597, 2357. .2605 



26294 
54502 
11912 

OJ991215_10.0125.C4.o3.tw 

2637 

none 



Seq. ID OJ991215_10.0125.C4 
Strand 

End 15988 

Method TBLASTX: Wheat 

End 3239 

Score 250 



2637.. 2927, 2637'. .3053, 2639. .2947, 3024.. 3083, 3113.. 3235, 
3114.. 3239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26294 Seq. ID 

54502 Strand 

11912 End 

OJ991215_10.0125.C4.o3.tm Method 

3108 End 

none Score 

3108.. 3263, 3113.. 3247 



OJ991215_10.0125.C4 
15988 

TBLASTX: Maize 

3263 

189 



26294 
54502 
11912 

OJ991215_10.0125.C4.o6.np 
11912 
4680204 

11912. .12128, 14102. .14546, 14621. .15988 
(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991215_10.0125.C4 
Strand 

15988 
AAT/NAP 
15988 
945 



End 

Method 

End' 

Score 



Seq. ID OJ991215_10.0125.C4 
Strand 

15988 
AAT/NAP 
14339 
130 



26294 
54502 
11912 

OJ991215_10.0125.C4.o7 .np 
12095 
728868 

12095. .12185, 14105.. 14339 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 

gi I 99824 | pir | | S16748 proline-rich protein - rape (fragment) 

gi I 22597 | emb | CAA42924 | (X60376) proline-rich protein [Brassica 

napus] 



End 

Method 

End 

Score 



Seq. No. 



26294 



Seq. ID OJ991215_10.0125.C4 



26282 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

gi 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



54502 Strand 

11912 End 

OJ991215_10 . 0125 . C4 . o5 . np Method 

12191 . End 

5922,623 Score 



15988 
AAT/NAP 
13084 
164 



12191. .12266, 12435. .12589, 13011.. 13084 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] ■* 



26294 . 

54502 

11912 

OJ991215_10.0125.C4 .o5.gs 

12497 

none 



Seq. ID OJ991215_10.0125.C4 



Strand 
End 

Method 

End 

Score 



15988 
GENSCAN 
15913 
.79 



12497. .12589, 13004 .. 13100 , 13162 .. 13335, 13447 .. 14132, 
14134. .14279, 14405 .. 1454 6, 14621 14740, 14786. .15913 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215 10. 0125. C4 



15988 
AAT/GAP 
14025 
870 



26294 
54502 
11912 

OJ991215_10.0125.C4 .o4.gp 
13547 

uC-osflcypl76fl0bl 
13547.. 14025 

' 1 604 17 57 /gb | AC011806 . 1 1 AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 

OJ991215 10. 0125. C4 



26294 Seq. ID 

54502 Strand 

11912 End 

OJ991215_10 . 0125 . C4 . o4 . tw Method 

15014 End ■ 

none ' - Score 

15014. .15181, 15144. .15311, 15176. .15412, 15263 .. 15412, 

15274. .15414, 15298.. 15414 



15988 

TBLASTX: Wheat 

15414 

83 



Seq. ID OJ991215_10.0125.C5 
Strand 

End 4069 

Method GENSCAN 

End ^ 3969 

Score .63 

592. .1096, 1178. .1276, 2356.-2748, 2778. .3132, 3312. .3446, 
3820.. 3969 



26295 
54503 
592 

OJ991215_10.0125.C5.ol.gs 

592 

none 



26295 Seq. ID 

54503 Strand 

592 End 

OJ991215_10.0125.C5.ol.gp Method 

1419 End 

342_1.R1084 Score 

1419. .1935, 2045. .2142, .2225. .2244, 



OJ991215_10.0125.C5 

4069 
AAT/GAP 
4069 
4220 

2280. .3762, 3786. .4069 



'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



26283 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



OJ991215 10. 0125. C5 



26295 
54503 
592 

OJ991215_10 . 0125 . C5 . o5 . gp 
1589 

342_1.R1084 

1589. .1935, 2045. .2142, 2225.-2244, 2280. .3762, 3786. .4069 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



4069 
AAT/GAP 
4069 
3928 



26295 
54503 
592 

OJ991215_10.0125.C5.o6.gp 
1590 

342 1.R1084 



OJ991215 10. 0125. C5 



Seq. ID 
Strand 

End 4069 
Method AAT/GAP 
End 4069 

_ Score 3926 

1590. .1935, 2045. .2142, 2225. .2244, 2280. .3762, 3786. .4069 
*4574406/gb|A^D24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



26295 
54503 
592 

OJ991215_10.0125.C5.o4 .gp 
1598 

342 1.R1084 



OJ991215 10. 0125. C5 



Seq. ID 
Strand 

End 4069 
Method AAT/GAP 
End 4069 

_ Score 3910 

1598. .1935, 2045. .2142, 2225. .2244, 2280. .3762, 3786. .4069 
, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26295 
54503 
592 

OJ991215__10.0125.C5.o7.gp 
1613 

342 1.R1084 



OJ991215 10. 0125. C5 



Seq. ID _ 
Strand 

End 4069 
Method AAT/GAP 
End 4069 

_ Score 3880 

1613. .1935, 2045. .2142, 2225. .2244, 2280. .3762, 3786. .4069 
'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 10. 0125. C5 



26295 
54503 
592 

OJ991215_10.0125.C5.ol.tw 
2427 
none 

2427.. 2519, 2508.. 2588, 2601 
2721. .2780, 2787. .2831, 2787 
2873.. 3301, 2889.. 3302, 3325.. 3486, 3326.. 3487, 3330 
3481. .3744, 3486. .3743 



4069 

TBLASTX: Wheat 
3744 
131 

2741, 2602.. 2742, 2689. 
2831, 2824.. 3258, 2842. 



,2784, 
,2886, 
,3488, 



26295 
54503 
592 

OJ991215_10.0125.C5.ol.np 
2910 



Seq. ID OJ991215_10.0125.C5 
Strand 

End . 4069 
Method AAT/NAP 
End 4069 



26284 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6742729 Score 
2910. .4069 

(AF121139) RIM2 protein [Oryza sativa] 



1749 



26295 
54503 
592 

OJ991215_10 . 0125 . C5 . ol . tc 

3008 

none 



Seq. ID OJ991215_10.0125.C5 
Strand 

End 4069 

Method TBLASTX : Cress 

End 3457 

Score 92 



3008. .3157, 3008. .3301, 3012. .3302, 3325. .3453, 3326. .3457, 
3329. .3457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26295 
54503 
592 

OJ991215_10-0125.C5.ol.tm 

3355 

none 

33S5..3486, 3486.. 3770 

26295 
54503 
592 

OJ991215_10.0125.C5.o2.tw 
3761 
none 



Seq. ID OJ991215_10.0125.C5 
Strand 

End 4069 

Method TBLASTX : Maize 

End 3770 

Score 170 



Seq. ID OJ991215_10.0125.C5 
Strand 

End 4069 

Method, TBLASTX: Wheat 

End 4069 

Score 85 

3761. .3853, 3765. .3854, 3765. .3857, 3767. .3859, 3887. .4069, 
3927. .4067 

26296 Seq. ID OJ991215_10 . 0125 . C6 

54504 Strand + 

1 End 1843 

OJ991215_10.0125.C6.ol.gp Method AAT/GAP 

1 End 1843 

342_1.R1084 Score 3346 

1. .1843 

'4574406/gb | AAD24042.il 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26296 
54505 
84 

OJ991215_10.0125.C6.ol.tw 
14 

none 

14. .916, 15. .917 



Seq. ID, -OJ991215_10.0125.C6 

Strand *' - 

End. 2000 

Method TBLASTX : Wheat 

End 917 

Score 720 



26296 
54505 
84 

OJ991215_10.0125.C6.ol.np 
84 

6742729 
84. .1843, 1948.. 2000 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991215_10.0125.C6 
Strand 

2000 



End 

Method AAT/NAP 

End 2000 

Score 2772 



26285 




Seq. No. 


26296 








Seq. ID 


OJ991215JL0.0125. 


C6 


Gene No . 


54505 








Strand 






Start 


84 








End 


2000 




Name 


OJ991215 10 


.0125 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


182 








End 


633 




"gi 


none 








Score 


175 




Exons 


182.. 619, 182. .625, 186 


. .629, 


192. . 629, 


451. . 633 




Seq. No. 


26296 








Seq. ID 


OJ991215_10.0125. 


C6 


Gene No. 


54505 








Strand 






Start 


84 








End 


2000 




Name 


OJ991215 10 


.0125 


,C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


560 








End 


874 




GI 


none 








Score 


68 




Exons 


560.. 790, 560.. 874, 588 


. .863 








Seq. No. 


ZbZyb 








Seq. ID 


OJ991215_10.0125. 


C6 


Gene No. 


54505 








Strand 






start 


84 








End 


zuuu 




Name 


OJ991215JL0 


.0125 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


y lo 








End 


1328 




GI 


none 








Score 


81 




Exons 


yio . . 1UU4 , 




1009, 920.. 1003, 1037.. 


1255, 1077.. 1259, 






1 O C C lOOT 

IZDO . . 1 JZ /, 


1 O *7 O 

1Z to 


. .1328 










Seq. No. 


26296 








Seq. ID 


OJ991215_10.0125. 


C6 


Gene No. 


54505 








Strand 






Start 


84 








End 


2000 




Name 


OJ991215_i0 


.0125 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


lool 








End 


1603 




GI 


none 








Score 


63 




Exons 


1 Jbl . . IbUo, 


1 A 1 Ck 


. .1517 










Seq. No. 










Seq. ID 


OJ991215_10.0125. 


C6 


Gene No. 


DH DUD 








Strand 






Start 


O A 








End 


2000 




Name 


OJ991215_10 


.0125 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 














End 


1861 




GI 


none 








Score 


87 




Exons 


1433. .1627, 


1637 


. .1861, 


1638. 


.1826 






Seq. No.' 


26296 








Seq. ■ ID ' 


OJ991215_10.0125. 


C6 


Gene No. 


54505 








Strand 






Start 


84 








End 


2000 




Name 


OJ991215 10 


.0125 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1467 








End 


1838 




GI 


none 








Score 


166 




Exons 


1467. .1673, 


1468 


. .1674, 


1472. 


.1675, 1472. .1696, 1676. .1774, 




1677. .1769, 


1778 


. .1837, 


1782. 


.1838 






Seq. No. 


26297 








Seq. ID 


OJ991215_10.0125. 


C7 


Gene No. 


54506 








Strand 


+ 




Start 


1078 








End 


1473 




Name 


OJ991215 10 


.0125 


.C7.ol. 


gs 


Method 


GEN SCAN 




Start 


1078 








End 


1473 




GI 


none 








Score 


.85 




Exons 


1078. .1473 















26286 




Seq. No. 


26297 


Seq. ID 


OJ991215_10.0125.C7 


Gene No. 


54507 


Strand 


+ 


Start 


2882 


End 


4752 


Name 


OJ991215 10.0125.C7.ol.np 


Method 


AAT/NAP 


Start 


2882 


End- 


4752 


GI 


6907087 


Score 


1162 


Exons 


2882. .3262, 3471. .4131, 4649. 


.4752 




GI Descrip. 


(AP001129) ESTs C72771(E2215) , AU082313 (E2215) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


26297 


Seq. ID 


OJ991215_10.0125.C7 


Gene No. 


54508 


Strand 


+ 


Start 


5214 


End 


5596 


Name 


OJ991215 10.0125.C7.ol.gp 


Method 


AAT/GAP 


Start 


5214 


End 


5596 


GI 


uC-osflcyp033a04bl 


Score 


688 


Exons 


5214. .5596 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomj 




DNA, chromosome 1, clone : P0711E10 ? 




Seq. No. 


26297 


Seq. ID 


OJ991215_10.0125.C7 


Gene No. 


54509. 


Strand 




Start 


'3457 - 


End 


7773 


Name 


OJ991215 10.0125.C7.o3.np 


Method 


AAT/NAP 


Start 


3457 


End 


7324 


GI 


4680203 


Score 


1134 


Exons 


3457. .3492, 6305. .7324 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor ] 


Seq. No. 


26297 


Seq. ID 


OJ991215_10.0125.C7 


Gene No. 


54509 


Strand 




Start 


3457 


End 


7773 


Name 


OJ991215 10.0125.C7.o2.np 


Method 


AAT/NAP 


Start 


5143 


End 


7091 


GI 


4.680186 


Score 


234 


Exons 


5143.. 5346, 7007.. 7091 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seqv No. 


26297 


Seq. ID 


OJ991215_10.0125.C7 


Gene No. 


54509 


Strand 




Start 


3457 


End 


7773 


Name 


OJ991215 10.0125.C7.o2.gp 


Method 


AAT/GAP 


Start 


6250 


End 


7773 


GI 


2310235 


Score 


307 


Exons 


6250. .6270, 7186. .7324, 7736. 


.7773 




GI Descrip. 


5852182/embl CAB55420.il 9.0e- 


13 (AL117265) zhb0012.1 [Oryza 




sativa] 






Seq. No. 


26297 


Seq. ID 


OJ991215_10.0125.C7 


Gene No. 


54509 


Strand 




Start 


3457 


End 


7773 


Name 


OJ991215 10.0125.C7.ol.tc 


'Method 


TBLASTX: Cress 


Start' 


6305 


End 


6539 


GI 


none 


Score 


88 


Exons 


6305.. 6532, 6387.. 6539 







26287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq,. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26297 
54509 
3457 

OJ991215_10.0125.C7.o2.tw 

6305 

none 



Seq. ID OJ991215_10.0125.C7 
Strand 

End 7773 - 

Method TBLASTX : Wheat 

End . 6628 

Score 45 



6305. .6415, 6413. .6532, 6474. .6536, 6557. .6628, 6558. .6605 



26297 
54509 
3457 

OJ991215_10.0125.C7.o2.ts 

6308 

none 



Seq. No. 26297 

Gene No. 54509 

Start 3457 

Name OJ991215_10 . 0125 . C7 . o3 . gs 

Start 6329 

GI none 

Exons 6329.. 7324 



Seq. ID OJ991215_10.0125.C7 
Strand 

End 7773 

Method TBLASTX : Soybean- 

End 6541 

Score 102 



6308. .6541, 6311. .6514, 6324. .6536 



Seq. ID OJ991215_10.0125.C7 
Strand 

End 7773 

Method GENSCAN 

End 7324 

Score . 93 



Seq. No. 26297 

Gene No. 54509 

Start 3457 

Name OJ991215_10 . 0125 . C7 . ol . ts 

Start 6560 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26297 
54509 
3457 

OJ991215_10.0125.C7.ol.tw 

6630 

none 



Seq. ID OJ991215_10.0125.C7 
Strand 

End 7773 

Method TBLASTX : Soybean 

End 6850 

Score 104 



6560. .6625, 6632.. 6850, 6636.-6842 



Seq. ID OJ991215_10.0125.C7 
Strand 

End 7773 

Method -TBLASTX: Wheat 

End 6973 

Score 183 



6630.. 6872, 6632.. 6883, 6633.. 6875, 6866.. 6973 



Seq. No. 26298 

Gene No. 54510 

Start 223 

Name OJ991215_10 . 0125 . C8 . ol . gs 

Start 223 

GI none 

Exons 223.. 1514 



Seq. I'D- OJ991215_10.0125.C8 

Strand + 

End 1514 

Method GENSCAN 

End 1514 

Score .53 



Seq. No. 26298 

Gene No. 54510 

Start 223 

Name OJ991215_10 . 0125 . C8 . ol . np 

Start 364 

GI 4835245 

Exons 364.. 1469 

GI Descrip. (AL049862) putative mitochondrial protein [Arabidopsis thaliana] 



Seq. ID OJ991215_10.0125.C8 
Strand + 

1514 
AAT/NAP 
1469 
613 



End 

Method 

End 

Score 



26288 



Seq. No. 

Gene ,No . 

Start 

Name 

Start 

GI 

Exons 



26298 Seq. ID 

54511 Strand 

2037 End 

OJ991215_10.0125.C8.ol.ts Method 

528 End 

none Score 



OJ991215_10.0125.C8 

2980 

TBLASTX: Soybean 

1382 

133 



528. .686, S63..664, 699. .1025, 704. .1024, 1035. .1244, 
1Q82..1378, 1089.. 1382 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26298 Seq. ID 

54511 ■ Strand 
2037 End 
OJ991215_10 . 0125 . C8 . ol . tm Method 
627 End 
none Score 



OJ991215_10.0125.C8 
2980 

TBLASTX: Maize 

1208 

54 



627. .680, 705. .1025, 706. .768, 725. .1024, 969. .1028, 1074. .1205, 
1080. .1208, 1094.. 1207 



Seq. No. 26298 Seq. ID 

Gene No. 54511 Strand 

Start - 2037 End 

Name OJ991215_10 .0125 . C8 . ol . tw Method 

Start 1082 End 

GI none Score 

Exons " 1082. .1303, 1089. .1310, 1094. .1306 



OJ991215_10.0125.C8 
2980 

TBLASTX: Wheat 

1310 

107 



Seq. No. 26298 Seq. ID 

Gene No: 54511 Strand 

Start 2037 End 

Name OJ991215_10 . 0125 . C8 . ol . tc Method 

Start 1086 End 

GI none Score 

Exons 1086.. 1376, 1088.. 1363 



OJ991215_10.0125.C8 
2980 

TBLASTX: Cress 

1376 

330 



Seq. No. 26298 ' Seq. ID 

Gene No. 54511 . Strand 

Start " 2037 End 

Name 0 J9 9121 5_1 0.0125.C8.o2.tm Method 

Start 1208 End 

■GI none Score 

Exons 1208.. 1396, 1209.. 1394, 1214.. 1408 



OJ991215_10.0125.C8 
2980 

TBLASTX : Maize 

1408 

241 



Seq. No. 


26298 . 








Seq. ID 


OJ991215_ 


10. 


0125 


.C8 


Gene No. 


54511 








Strand 










Start 


2037 








End 


2980 








Name 


OJ991215 10. 


0125 


C8.o2. 


gs 


Method 


GENSCAN 








Start 


2037 








End 


2980 








GI 


none 








Score 


.77 








Exons 


2037. .2129, 


2593 


.2693, 


2935. 


.2980 










Seq. No. 


26299 








Seq. ID 


OJ991215_ 


10. 


0125 


C9 


Gene No. 


54512 








Strand 


+ 








Start 


14 








End 


253 








Name 


OJ991215 10. 


0125. 


C9.ol. 


gs 


Method 


GENSCAN 








Start 


14 








End 


253 








GI 


none 








Score 


.43 









26289 



Exons 



14. .253 



Seq. No. 26300 Seq. ID 

Gene No. 54513 Strand 

Start 6740 End 

Name OJ991215_10 . 0125 .CIO . ol . gp Method 

Start 6740 End 

GI 1631463 Score 

Exons 6740.. 6952 

GI Descrip. 4680178/gb | AF111709 . 1 1 AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ991215_10. 0125. C10 
+ 

6952 
AAT/GAP 
6952 
351 



Seq. No. 


26300 


Seq. ID 


OJ991215_10.0125 


.C10 


Gene No. 


54514 


Strand 


+ 




Start 


6884 


End 


7042 




Name 


OJ991215 10.0125.C10.o3.np 


Method 


AAT/NAP 




Start 


6884 


End 


7042 




GI 


4680183 . 


Score 


57 




Exons 


6884. .7042 








GI Descrip. 


(AF111709J gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


26300 


Seq. ID 


OJ991215_10.0125 


.C10 


Gene No. 


54515 


Strand 






Start 


453 


End 


6178 




Name 


OJ991215 10.0125.C10.ol.gs 


Method 


GEN SCAN 




Start 


453 


End 


6178 




GI 


none 


Score 


.91 




Exons 


453. .5018, 5407. .5511, 5585 


. .6178 






Seq. No. 


26300 


Seq. ID 


OJ991215_10.0125 


.C10 


Gene No. 


54515 


Strand 






Start 


453 


End 


6178 




Name 


OJ991215 10.0125.C10.ol.np 


Method 


AAT/NAP 




Start 


456 


End 


5018 




GI 


4680179 


Score 


7858 




Exons 


456. .5018 








GI Descrip. 


(AF111709) polyprotein [Oryza satiya subsp. indica] 




Seq. No. 


26300 


Seq. ID 


OJ991215_10.0125 


-C10 


Gene No. 


54515 ■ 


Strand 






Start 


'453 


End 


6178 




Name 


OJ991215 10.0125.C10.o6.tw 


Method 


TBLASTX: Wheat 




Start 


501 


End 


833 




GI 


none 


Score 


90 




Exons 


501.. 833, 564.. 806 








Seq. No. 


26300 


Seq. ID 


OJ991215_10.0125 


.C10 


Gene No. 


54515 


Strand 






Start 


453 


End 


6178 




Name 


OJ991215 10-0125. C10. ol.tm 


Method 


TBLASTX: Maize 




Start 


681 


End 


1280 




GI 


none 


Score 


264 




Exons 


681. .1121, 694. .1119, 1119. 


.1280, 1126 


. .1272 




Seq. No. 


26300 


Seq. ID 


OJ991215_10.0125 


.C10 


Gene No. 


54515 


Strand 







-26290 




Start 


453 








End 


6178 


Name 


OJ991215 10 


.0125 


.ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


834 








End 


1460 


GI 


none 








Score 


345 


Exons 


834. .1460, 


835. . 


1458 








Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No . 


04010 








Strand 




Start 


.453 








End 


6178 


Name 


OJ991215 10 


.0125 


.C10.O4 


.tm 


Method 


TBLASTX: Maize 


Start 


1329 








End 


1620 


GI 


none 








Score 


259 


Exons 


1329. .1619, 


1333 


. .1620 








Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No . 


C A C 1 C 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


.0125 


.C10.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1419 








End 


1679 


GI 


none 








Score 


151 


Exons 


1419. .1679, 


1420 


. .1674 








Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No . 


o4olo 








O +- v~ -r\ r-J 

btrana 




Start 


453 








End 


6178 


Name 


OJ991215 10 


.0.125 


.ClO.ol 


-tc 


Method 


TBLASTX :'Cress 


Start 


1443 








End 


1760 


GI 


none 








Score 


92 


Exons 


1443. .1586, 


1444 


. .1584, 


1587. 


.1760 




Seq. No. 


26300 








Seq. ID 


OJ991215JL0. 0125. C10 


Gene No. 


C A C 1 C 

o4olo 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


.0125 


.C10.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


1467 








End 


1946 


GI 


none 








Score 


307 


Exons 


' 1467. .1946, 


1468 


. .1875, 


1500. 


.1913 




Seq. No. 


• 26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No . 


C A C 1 C 

04010 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


.0125 


.C10.o2 


'.tw 


Method 


TBLASTX: Wheat 


Start 


1950 








End 


2459 


GI 


none 








Score 


51 


Exons 


1950. .2459, 


1951 


. .2073, 


2034. 


.2381, 2116.. 2427 


Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No. 


o4olo 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


.0125 


.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2022 








End 


2387 


GI 


none 








Score 


143 


Exons 


2022. .2333, 


2034 


. .2387, 


2119. 


.2385 




Seq/ No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No. 


54515' 








Strand 




Start 


453 








End 


6178 



26291 




Name 


OJ991215 10 


.0125 


.C10.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2208 








End 


2453 


. GI 


none 








Score 


204 


Exons 


2208. .2453 












Seq. No. 


26300 








Seq. ID 


>- v 

OJ991215_10.0125.C10 


Gene No. 


54515 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


0125 


.C10.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2424 








End 


2924 


GI 


none 








Score 


86 


Exons 


2424. .2759 f 


2433 


. .2672, 


2539. 


.2673, 2745.. 2924 


Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No. 


54515 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


0125 


.C10.o5 


.tw - 


Method 


TBLASTX: Wheat 


Start 


2460 








End 


2762 


GI 


none 








Score 


237 


Exons 


2460. .2762, 


2461 


. .2742 








Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No. 


54515 








Strand 




Start 


453 








End 


6178 


Name 


. OJ991215 10 


0125 


.ClO.ol 


'.ts 


Method 


TBLASTX: Soybean 


kl Start 


2475 








End 


2870 




none 








Score 


172 


;=;! Exons 


2475. .2834, 


2476 


. .2739, 


2754. 


.2834, 2826. .2870, 2838. .2870 


: ! ™ Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


UP Gene No. 


54515 








. Strand 




Q Start 


453 








End 


6178 


Hf Name 


OJ991215 10 


0125 


.C10.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


2811 








End 


3293 


L s GI 


none 








Score 


151 


; ss - Exons 


2811. .3293, 


2820 


. .3164, 


2854. 


.3189 




M= Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


:/i Gene No. 


54515 








Strand 




Start 


453 








End 


6178 


]:z Name 


OJ991215 10 


0125 


.C10.O4 


.ts 


Method 


TBLASTX : Soybean 


u Start " 


2943 








End 


3257 


GI 


none 








Score 


59 


Exons 


2943. .3257, 


2944 


. .3141 








Seq. No. 


26300 








Seq. ID 


OJ991215_10. 0125. C10 


Gene No. 


54515 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


0125 


.C10.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2992 








End 


3281 


GI 


none 








Score 


165 


Exons 


2992. .3183, 


2994 


. .3281 








Seq. No. 


26300 








Seq. ID 


OJ991215_10.0125.C10 


Gene No. 


54515 








Strand 




Start 


453 








End 


6178 


Name 


OJ991215 10 


0125 


.CIO.08 


.tw 


Method 


TBLASTX: Wheat 



26292 




Start 


3450 






End 


3872 




GI 


none 






Score 


109 




Exons 


3450. .3641, 


3457 


..3612, 3523.. 


3663, 3663.. 3872, 3724.. 3822 


Seq. No. 


26300 - •> 






oeq. ±u 




pi n 


Gene No . 


34010 












Start 


453 






j£jna. 


Dl / O 




Name 


OJ991215 10 


.0125 


.C10.o7.tm 


LYie LfiUU. 


TRT A QTY «Mai 70 




Start 


3555 






cjTlo. 


JO / O 




GI 


none 






Score 


68 




Exons 


3555. .3875, 


3730 


. .3822 








Seq. No. 


26300 






oeq. xu 


OTQQ1 91 in HI 9R 


pi n 


Gene No . 


C A C 1 C 






btrana 






Start 


453 








fil 7fi 




Name 


OJ991215 10 


.0125 


.C10.o6.tm 




TRT A CITY • Ma i 7p 




Start . 


4215 








A M 1 
f± O -L i. 




GI 


none 






Score 


107 




Exons 


4215. .4511, 


4227 


..4511, 4324.. 


4494 






Seq. No. 


26300 






oeq ■ ± u 


HTQcii 91 ^ in ni9^ 


pi n 


Gene no . 








Strand 






Start 


453 








£1 7ft 




Name 


OJ991215 10 


.0125 


.C10.o7.tw 


Method 


i nLiAo i a ; wnear. 




Start 


4392 








4 / 3 x 




GI 


none 






Score 


11C 
1 X b 




Exons 


4392. .4721, 


4392 


..4751 








Seq. No. 


26300 






Seq. ID 


OJ991215_10.0125 


.C10 


Gene No . 


54515 






Strand 






Start 


453 






End 


6178 




Name 


OJ991215 10 


.0125 


.C10.o2.np 


Method 


AAT/NAP 




Start 


5276 






End 


6112 




GI 


5042448 






Score 


1153 




Exons 


5276. .6112 












GI Descrip. 


(AC007789) 


putative ORF0 protein of RIRE8B gypsy-type 






reftrotransposon 


[Oryza sativa] 








Seq. No. 


26301 






Seq. ID 


OJ991215_10.0125 


PI 1 


Gene No. 


54516 






Strand 


+ 






1' 






End 


1219 . 




Name 


OJ991215 10 


.0125 


.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1219 




GI 


4680183 






Score 


218 




Exons 


1..63, 408. 


.520, 


1130. .1219 








GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


26301 






Seq. ID 


OJ991215_10.0125 


pi i 


Gene No. 


54517 






Strand 


+ 




Start 


1899 






End 


2231 




Name 


OJ991215 10 


.0125 


.Cll.o2.gs 


Method 


GENSCAN 




Start 


1899 






End 


2231 




GI 


none 






Score 


.81 




Exons 


1899. .2231 












Seq. No. 


26301 






Seq. ID 


OJ991215_10.0125 


.Cll 


Gene No. 


54518 






Strand 


+ 





26293 



Start 


14483 


End 


15415 


Name 


OJ991215 10.0125.Cll.o5.gs 


Method 


GENSCAN 


Start 


14483 


End 


15415 


GI 


none 


Score 


.82 


Exons 


14483. .14576, 15246. .15415 






Seq. No. 


26301 


Seq. ID 


OJ991215_10. 0125. Cll 


Gene No. 


54519 


Strand 


- 


Start 


306 


End 


515 


Name 


OJ991215 10.0125.Cll.ol.gp 


Method 


AAT/GAP 


Start 


306 


End 


515 


GI 


1631463" 


Score 


353 


Exons 


306. .515 






GI Descrip. 


4 680178/gb|AF111709.1|AF111709 5.0e-81 


Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and 


Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes 


Seq. No. 


26301 


Seq. ID 


OJ991215_10. 0125. Cll 


Gene No. 


54520 


Strand 




Start 


■3444 


End 


10268 


Name 


' OJ991215 10.0125.Cll.o3.gs 


Method 


GENSCAN 


Start 


3444 


End 


10163 


GI 


none 


Score 


.65 


Exons 


3444.. 6127, 6164.. 7943, 8167. 


.8195, 8234. .8999, 10098. .10163 


Seq. No. 


26301 


Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54520 


Strand 




Start 


3444 


End 


10268 


Name 


OJ991215 10.0125.Cll.o2.np 


Method 


AAT/NAP 


Start 


3447 


End 


7946 


GI 


4680179 


Score 


5439 


Exons 


3447. .6848, 6882. .7946 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


26301 


Seq. ID 


OJ991215_10. 0125. Cll 


Gene No. 


54520 


Strand 




Start 


3444 


End 


10268. 


Name 


OJ991215 10 . 0125 . Cll . o2 . qp: : 


Method 


AAT/GAP 


Of -i 1*4- 

otart 


8270 


End 


8724 


GI 


95437 1.R1084 


Score 


802 


Exons 


8270. .8724 






GI Descrip.- 


'4512226/dbj | AB014738 . 1 1 AB014738 1 . Oe- 


134 Oryza sativa 




gypsy-type retrotransposon RIRE3 DNA, 


internal region, complet 




sequence ' 






Seq. No. 


26301 


Seq. ID 


OJ991215_10. 0125. Cll 


Gene No. 


54520 


Strand 




Start 


3444 


End 


10268 


Name 


OJ991215 10.0125.Cll.o3.gp 


Method 


AAT/GAP 


Start 


9883 


End 


10268 


GI 


uC-osflcyp033a04bl 


Score 


645 


Exons 


9883. .10268 






GI Descrip. 


' 601684 5/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 1 




Seq. No. 


26301 


Seq. ID 


OJ991215_10. 0125. Cll 


Gene No. 


54521 


Strand 





26294 




Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.06 


-tw 


Method 


TBLASTX: Wheat 




Start 


3492 








End 


3825 




GI 


none 








Score 


98 




Exons 


3492. .3824, 


3513. 


,3821, 


3556. 


.3825 






Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125 


.Cll 


Gene No. 


54521 








Strand 






Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.ol 


. tm 


i Method 


. TBLASTX : Maize 




Start 


3687 








End 


4271 




GI 


none 


- 






Score 


204 




Exons 


3687. .4112, 


3688. 


.4113, 


4110. 


.4271, 4117. .4263 




Seq. No. 


26301 








Seq. ID 


OJ991215 10.0125 


.Cll 


Gene No. 


54521 








Strand 






Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3825 








End 


4451 




GI 


none 








Score 


57 




Exons 


3825.. 4451, 


3828. 


.3950, 


3937. 


.4395 






Seq. No. 


26301 








Seq. ID 


OJ991215_10 . 0125 


.Cll 


Gene No. 


54521 








Strand 


— . 




Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.o4 


.tm 


Method , 


TBLASTX: Maize 




Start 


4320 








End 


4612 




GI 


none 








Score 


210 




Exons 


4320. .4610, 


4324. 


.4611, 


4328. 


.4612 






Seq. No. 


26301 








Seq. ID 


OJ991215_10 . 0125 


.Cll 


Gene No. 


54521 








Strand 






Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.o2 


-ts 


Method 


TBLASTX : Soybean 




Start 


4409 








End 


4670 




GI 


none 








Score 


159 




Exons 


4409. .4627, 


4410. 


.4670, 


4411. 


.4665 






Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125 


.Cll 


Gene No. 


54521 








Strand 






Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4434 








End 


4751 




GI 


none 








Score 


78 




Exons 


4434. .4577, 


4435. 


.4575 7 


4578. 


.4751 






Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125 


.Cll 


Gene No. 


54521 








Strand 






Start 


14022 








End 


14242 




Name 


OJ991215 10. 


0125. 


Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4458 








End 


5025 




GI 


none 








Score 


249 




Exons 


4458. .4922, 


4458. 


.4994, 


4462. 


.5025 






Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125 


.Cll 


Gene No. 


54521 








Strand 






Start 


14022 








End 


14242 





26295 




Name 


OJ991215 10 


.0125 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5025 








End 


5379 


GI 


hone 








Score 


235 


Exons 


5025. .5378, 


5029 


. .5379 








Seq. No. . 


26301 








Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54521 








Strand 




Start 


14022 








End 


14242 


Name 


OJ991215 10 


.0125 


.Cll.o3 


.tw 


Method 


TBLASTX: Wheat - 


Start 


5028 








End 


5450 


GI 


none 








Score 


352 


Exons 


5028. .5450, 


5029 


. .5418 








Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54521 








Strand 




Start 


14022 








End 


14242 


Name 


OJ991215 10 


.0125 


.Cll.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


5199 








End 


5444 


GI 


none 








Score 


66 


Exorfs 


5199. .5444, 


5299 


. .5427 








Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54521 








Strand 




Start 


14022 








End 


14242 


Name 


OJ991215 10 


.0125 


.Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5415 








End 


5915 


GI 


none 








Score 


50 " 


Exons 


5415. .5729, 


5458 


. .5508, 


5536. 


.5589, 5736.. 5915, 5761.. 5907 


Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54521 








Strand 




Start 


14022 








End 


14242 


Name 


OJ991215 10 


.0125 


.Cll.oS 


.tw 


Method 


TBLASTX: Wheat 


Start 


5451 








End 


5753 


GI 


none 








Score 


191 


Exons 


5451. .5753, 


5457 


. .5750, 


5467. 


.5751, 5672.. 5752 


Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54521 








Strand 




Start 


14022. 








End 


14242 


Name 


OJ991215 10 


.0125 


.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5466 








End 


5861 


GI 


none 








Score 


193 - 


Exons 


5466. .5825, 


5467 


. .5757, 


5785. 


.5823, 5829.. 5861, 5830.. 5859 


Seq. No. 


26301 








Seq. ID 


OJ991215_10.0125.C11 


Gene No. 


54521 








Strand 




Start 


14022 








End 


14242 


Name 


OJ991215 10 


.0125 


.Cll.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


• 5802 








End 


6288 


GI 


none 








Score 


172 


Exons 


5802. . 6179, 


5805 


. .6170, 


5845. 


.6288, 6234.. 6284 


Seq. No. 


26301 








Seq. ID 


OJ991215_10. 0-125. Cll 


Gene No. 


54521 








Strand 




Start 


14022 








End 


14242 


Name 


OJ991215 10 


.0125 


. Cll.oS 


. tm 


Method 


TBLASTX: Maize 



26296 




Start 


5983 




End 


6273 




GI 


none 




Score 


195 




Exons 


5983.-6273, 


5985. .6272 








Seq. No. 


26301 




Seq. ID 


OJ991215_10.0125. 


Cll 


Gene No. 


54521 




Strand 






Start 


14022 




End 


14242 




Name 


OJ991215 10 


.0125.Cll.o8.tw 


Method 


TBLASTX: Wheat ■ 




Start . 


6399 




End 


6821 




GI 


none 




Score 


73 




Exons 


6399. .6566, 


6454.. 6567, 6612 


..6821, 6613. .6765 




Seq. No. 


26301 




Seq. ID 


ujyyi^io iu.uizd. 


Cll 


Gene No. 


54521 




Strand 






Start 


14022 




End 


14z4<_: 




Name 


OJ991215 10 


.0125.Cll.o7.tm 


Method 


i dLAoIa : Maize 




Start 


6502 




End 


C O C *7 

boo / 




GI 


none 




Score 


49 




Exons 


6502. .6594, 


6504.. 6857, 6688 


. .6765 






Seq. No. 


26301 




Seq. ID 


OJyyizio lu.uizo. 


Cll 


Gene No. 


54521 




Strand 






Start 


14022 




End 


T A O A O 

14^42 




Name 


OJ991215 10 


.0125.Cll.o6.tm 


Method 


TBLASTX : Mai ze 




Start 


7182 




End 


7487 




GI 


none 




Score 


ft A 

90 




Exons 


7182. .7487, 


7357. .7473 








Seq. No. 


26301 




Seq. ID 


OJ991215_10.0125. 


Cll 


Gene No. 


54521 




Strand 






Start 


14022 




End 


14z4z 




Name 


OJ991215 10 


.0125. Cll. o7.tw 


Method 


TBLASTX : Wheat 




Start 


7368 




End 


n n o n 




GI 


none 




Score 


1 CI 

101 




Exons 


7368. .7730, 


7369. .7728 








Seq. No. 


26301 . . 




Seq. ID 


OJ991215_10.0125. 


Cll 


Gene No. 


54521 




Strand 




- 


Start 


14022 




End - 


14242 




Name 


OJ991215 10 


.0125.Cll.o3.np 


Method 


AAT/NAP 




Start 


14022 




End 


14242 




GI 


5257279 




Score 


95 




Exons 


14022.. 14242 








GI Descrip. 


(AP000364) , 


Similar to Transposon MAGGY 


gag and pol gene 






homologues . 


(L35053) [Oryza 


sativa] 






Seq. No. 


26302 




Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


54522 




Strand 


+ 




Start 


372 




End 


6360 




Name 


OJ991215 10 


.0125.C12.ol.gs 


Method 


GENSCAN 




Start 


372 




End 


4665 




GI 


none 




Score 


.83 




Exons 


372. .404, 2766. .2882, 3115.. 


3285, 3808 


..4025, 4539. .4665 


Seq. No. 


26302 




Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


54522 




Strand 


+ 




Start 


372 




End 


6360 





26297 



Name 


OJ991215 10 


.0125 


.C12.ol. 


np 


Method 


AAT/NAP 




Start 


1196 








End 


6360 




GI 


4680203 








Score 


1785 




Exons 


1196. .1230, 


2475 


. .4143, 


6317. 


.6360 






GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 




Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


54523 








Strand 


+ 




CM i -K-4- 

otdrt 


O 04 / 








End 






Name 


OJ991215 10 


.0125 


.C12.o3. 


np 


Method 


AAT/NAP 




Start 


8647 








End 


9334 




GI 


6498430 








Score 


137 




Exons 


8647. .8728, 


9196 


. .9334 










GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


54524 








Strand 






Start 


CA£"Q 

oUoo 








End 


7134 




Name 


OJ991215 10 


.0125 


,C12.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2832 








End 


3165 




GI 


none 








Score 


55 




Exons 


2832. .2933, 


2863 


. .2919, 


2916. 


.3137, 2917.. 3135, 2924.. 3136, 




2925. .3137, 


3133 


. .3165, 


3133. 


.3165 






Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


C A C O A 








Strand 






Start 


5068 








End 


7134 




Name 


OJ991215 10 


.0125 


.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3102 








End 


3525 




GI 


none 








Score 


42 




Exons 


3102. .3134, 


3139 


. . 3180, 


3229 . 


.3525, 3232.. 3507, 3267.. 3512 


Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


CA CO A 








Strand 






Start . 


5068 








End 


7134 




Name 


OJ991215 10 


.0125 


,C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3265 








End 


3606 




GI 


none 








Score 


257 




Exons 


3265. .3606, 


3265 


. .3366, 


3357. 


.3410, 3468.. 3602 




Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 


Gene No . 


C A C O A 








Strand 






Start 


5068 








End 


7134 




Name 


OJ991215 10 


.0125 


.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


3393 








End 


3720 




GI 


none 








Score 


352 




Exons 


3393. .3707, 


3394 


. .3720 










Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 


Gene No. 


a A CO A 








Strand 






Start 


5068 








End 


7134 




Name 


OJ991215 10 


.0125 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3435 








End 


3897 




GI 


none 








Score 


219 




Exons 


3435. .3692, 


3451 


. .3684, 


3703. 


.3897 






Seq. No. 


26302 








Seq. ID 


OJ991215_10.0125. 


C12 



26298 



Gene No. 


54524 






Strand 




Start 


5068 






End 


7134 


Name 


OJ991215 10.0125. 


C12.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3733 






End 


3969 


GI 


none 






Score 


187 ; ■ 


Exons 


3733. .3969 










Seq. No. 


26302 






Seq. ID 


OJ991215_10.0125.C12 


Gene No. 


54524 






Strand 




Start 


5068 






End 


7134 


Name 


OJ991215 10.0125. 


C12.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3999 






End 


4293 


GI 


none 






Score 


73 


Exons 


3999. .4049, 4003. 


.4065, 


4066. 


.4131, 4071. .4253, 4075. .4293, 




4177. .4293 










Seq. No. 


26302 






Seq. ID 


OJ991215_10.0125.C12 


Gene No. 


54524 






Strand 




Start 


5068 






End 


7134 • 


Name 


OJ991215 10.0125. 


C12.o2. 


np 


Method 


AAT/NAP 


Start 


5068 






End' 


7134 


GI 


100920 






Score 


247 


Exons 


5068. .5087,. 6546. 


.6849, 


7076. 


.7134 




GI Descrip. 


rab28 protein - maize gij 224 60 | emb | CAA4 18541 (X59138) abscisic 




acid-inducible [Zea* mays] 






Seq. No. 


26302 






Seq. ID 


OJ991215_10.0125.C12 


Gene No. 


54524 






Strand 




Start 


5068 






End 


7134 


Name 


OJ991215 10.0125. 


C12.o2. 


gs 


Method 


GEN SCAN 


Start 


6044 






End 


6854 


GI 


none 






Score 


.9 


Exons 


6044. .6146, 6235. 


.6455, 


6555. 


.6854 




Seq. No. 


26302 






Seq. ID 


OJ991215_10.0125.C12 


Gene No. 


54524 






Strand 




Start 


5068 






End 


7134 


Name 


OJ991215 10.0125. 


C12.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6549 






End 


6849 


GI 


none 






Score 


53 


Exons 


6549.. 6590, 6553. 


.6591, 


6591. 


.6770, 6592. .6777, 6766. .684 9, 




6768. .6848 










Seq. No. 


26303 






Seq. ID 


OJ991215_10.0125.C13 


Gene No. 


54525 






Strand 


+ 


Start 


93 






End 


973 


Name 


OJ991215 10.0125. 


C13.ol. 


gs 


Method 


GENSCAN 


Start. 


93 






End 


973 


GI 


none 






Score 


.52 


Exons 


93. .235, 872. .973 








Seq. No. 


26303 






Seq. ID 


OJ991215_10.0125.C13 


Gene No. 


54526 






Strand 




Start 


3001 






End 


3691 


Name 


OJ991215 10.. 0125. 


C13.ol. 


np 


Method 


AAT/NAP 


Start 


3001 






End 


3691 


GI 


2130056 






Score 


153 



26299 



Exons 

GI Descrip. 



3001.. 3125, 3525.. 3691 

NADH dehydrogenase (ubiquinone) 

chloroplast 



(EC 1.6.5.3) chain 2 - barley 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26304 Seq. ID OJ991215_10 . 0125 . C14 

54527 Strand 

1 . End 158 

OJ991215_10.0125.C14.ol.gp Method AAT/GAP 
1 End 158 

8022_1.R1084 Score 260 

1..158 

'5091496/dbj IAB023482.2 IAB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 

26305 Seq. ID OJ991215_10 . 0125 . C15 

54528 Strand 

1598 End 1680 

OJ991215_10 . 0125 . C15 . ol . gp Method AAT/GAP 
1598 End 1680 

LIB3477-003-P1-K1-E9 Score ' 104 

1598. .1680 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 

26306 Seq. ID OJ991215_10 . 0125 . C16 

54529 Strand 

95 End 4779 

OJ991215_10.0125.C16.ol.np,, Method AAT/NAP 

95 End 4779 

2961349 Score 1412 

95. .1630, 1886. .2862, 2893. .3214, 4745.-4779 

(AL022140) LTR retrotransposon like protein [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26306 Seq. ID 

54529 Strand . 

95 End 
OJ991215_10.0125.C16.ol.gs Method 
233 End 
none Score 
233. .321, 784. .882, 1211. .1295, 1464.. 
2653.. 2814, 2923. .3138, 3512.. 3545 



OJ991215_10.0125.C16 

4779 
GENSCAN 
3545 
.53 

1846, 2413.. 2577, 



Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 








Strand 






Start 


5577 








End 


6550 




Name 


OJ991215 


10.0125.C16 


o2 


.tm 


Method 


TBLASTX: Maize 




Start 


107 








End 


778 




GI 


none 








Score 


233 




Exons 


107. .310, 


401. .778 












Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 








Strand 






Start 


5577 








End 


6550 




Name 


OJ991215 


10.0125.C16 


o2 


ts 


Method 


TBLASTX: Soybean 




Start' 


390 








End 


745 





26300 




GI 


none 




Score 


117 




Exons 


390. .569, 404. .745, 668 


. .736 








Seq. No. 


26306 / 




Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 




Strand, 






Start 


5 . • 




End 


6550 




Name 


OJ991215 10.0125.C16.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


512 




End 


943 




GI 


none ; ^ 




Score 


103 




Exons 


512. .772, 770. .943 










Seq. No. 


26306 




Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 




Strand 






Start 


5577 




End 


6550 




Name 


OJ991215 10.0125.C16.o4 


. tm 


Method 


TBLASTX: Maize ' 




Start 


890 




End 


1319 




GI 


none 




Score 


70 




Exons 


890. .967, 963. .1208, 1114. .1206, 1224. 


.1319 




Seq. No. 


26306 




Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


'54530 




Strand 






Start 


5577 




End 


6550 




Name 


OJ991215_10. 0125 .CI6.06 


. tw 


Method- 


TBLASTX: Wheat 




Start 


963 




End . 


1445 




GI 


none 




Score 


51 




Exons 


963. J1097, 1140. .1205, 


1209. . 


1385, 1386. .1445 




Seq. No. 


26306 




Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 




Strand 






Start 


5577 




End 


6550 




Name 


OJ991215_10 . 0125 .C16.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1143 




End 


1619 




GI 


5509260 




Score 


135 




Exons 


1143.. 1205, 1215.. 1385, 


1386. 


.1619 






GI Descrip. 












Seq. No. 


26306 ■ 




Seq. ID 


OJ991215JL0.0125 


.C16 


Gene No. 


54530 




Strand 






Start 


5577 




End 


6550 




Name 


OJ991215 10.0125.C16.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1233 




End 


1487 




GI 


none 




Score 


45 




Exons 


1233. .1379, 1239. .1364, 


1386. 


.1487, 1387. .1482 




Seq. No. 


26306 




Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 




Strand 






Start 


5577 




End 


6550 




Name 


OJ991215 10.0125.C16.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1923 




End 


2173 




GI 


none 




Score 


177 




Exons 


1923. .2165, 1948. .2166, 


1953. 


.2168, 2087. .2173 




Seq. No. 


26306 




Seq. ID 


OJ991215_10.0125 


.C16 


Gene No. 


54530 




Strand 






Start ■ 


5577 




End 


6550 




Name 


OJ991215 10.0125.C16.o3 


. tc 


Method 


TBLASTX: Cress 




Start . 


1953 




End 


2374 





26301 




GI 


none 








Score 


127 


Exons 


1953. .2198, 


2219 


. .2374 








Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125.C16 


Gene No. 


040OU 








btrana 




Start 


. 5577 








End 


6550 


Name 


OJ991215 10 


.0125 


.C16.03 


. tm 


Method 


TBLASTX: Maize 


Start 


2213 








End 


2641 


GI 


none 


* *-* 






Score 


262 


Exons 


2213. .2641 












Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125.C16 


bene no. 


c >i con 








otrana 




Start 


5577 








End 


6550 


Name 


OJ991215 10 


.0125 


.C16.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


2213 








End 


2626 


GI 


none 








Score 


58 


Exons 


2213. .2626, 


2220 


. .2501 








Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125.C16 


Gene No . 


■ 040OU 








Strand 




Start 


5577 








End 


6550 


Name 


OJ991215 10 


.0125 


.C16.04 


.ts 


Method 


TBLASTX : Soybean 


Start . 


2231 








End 


2633 


GI 


none 








Score 


58 


Exons 


2231. .2527, 


2538 


. .2633, 


2540. 


.2632 




Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125.C16 


Gene No. 


54530 








Strand 




Start 


00 / / 








End 


6550 


Name 


OJ991215 10 


.0125 


.C16.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


2642 








End 


2952 


GI 


none 








Score 


106 


Exons 


2642. .2713, 


2643 


. .2804, 


2647. 


.2835, 2647. .2802, 2824. .2952, 




2861. .2947, 


2872 


. .2949 








Seq. No. 


' 26306 








Seq. ID 


OJ991215_10.0125.C16 


Gene No. 


54530 








Strand 






00 / / 








End 


6550 


Name 


OJ991215 10 


.0125 


,C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2854 








End 


3292 


GI 


none 








Score 


95 


Exons 


2854. .2964, 


2861 


. .3043, 


2873. 


.3043, 2916.. 3050, 3077.. 3292, 




3078. .3239 












Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125.C16 


Gene No. 


54530 








Strand 






5577 








End 


6550 


Name 


OJ991215 10 


.0125 


.C16.o2 


.np 


Method 


AAT/NAP 


Start 


5568 








End 


6550 


GI 


4539301 








Score 


598 


Exons 


5568. .6550 












GI Descrip. 


(AL049480) putative mitochondrial protein [Arabidopsis thai 


Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125.C16 


Gene No. 


54530 








Strand 




Start 


5577 








End 


6550 



26302 




Name 


OJ991215 10 


.0125 


.C16.o2 


.gs 


Method 


GEN SCAN 




Start 


5577 








End 


6512 




GI 


none 








Score 


.9 




Exons 


5577. .6512 














Seq. No. 


26306 








Seq. ID 


OJ991215JL0.0125 


.CI 


Gene No . 


b4 o 3U 








Strand 






Start 


5577 








End 


6550 




Name 


OJ991215 10 


.0125 


.CI6.06 


.tm 


Method 


TBLASTX: Maize 




Start 


5747 








End 


5955 




GI 


none 








Score 


50 




Exons 


5747. .5953, 


5793 


. .5843, 


5793. 


.5954, 5884.. 5955 




Seq. No. 


26306 








Seq. ID 


OJ991215_10.0125 


.CI 


Gene No. 










Strand 






Start 


5577 








End 


6550 




Name 


OJ991215 10 


.0125 


.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


5784 








End 


6524 




GI 


none 








Score 


180 




Exons 


- 5784. .6101, 


5884 


. .6087, 


5925. 


.6125, 6210. .6524, 6211. .6486 


Seq. No.' 


26306 








Seq. ID 


OJ991215_10.0125 


.CI 


Gene No . 


b4b JU 








Strand 






Start 


5577 








End 


6550 




Name 


OJ991215 10 


.0125 


.C16.ol 


.tc 


Method' 


TBLASTX: Cress 




Start 


5793 








End 


6132 




GI 


none 








Score 


124 




Exons 


5793. .6101, 


5812 


. .6132, 


5884. 


.6084 






Seq. No. 


26306 . 








Seq. ID 


OJ991215_10.0125 


.CI 


Gene No. 


54530 








Strand 






Start 


5577 








End 


6550 




Name 


OJ991215 10 


.0125 


.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5859 








End 


6081 




GI 


none 








Score 


136 




Exons 


5859. .6080, 


5896 


. .6081 










Seq. No. 


-■ 26306^ 








Seq. ID 


OJ991215_i'0.0125 


.CI 


Gene No.' 


54530 








Strand 






Start 


bb / / 








End 


6550 




Name 


OJ991215 10 


.0125 


,C16.ol 


.tm 


Method 


. TBLASTX: Maize 




Start 


5955 








End 


6533 




GI . ■ 


none 








Score 


66 




Exons 


5955. .6044, 


5956 


. .6066, 


6042. 


.6083, 6043. .6090, 6182. .6265 




6210. .6521, 


6211 


. .6387, 


6309. 


.6533, 6464.. 6520 




Seq. No. 


26307 








Seq. ID 


OJ991215JL2.0128 


.CI 


Gene No. 


54531 








Strand 


+ 




Start 


2118 








End 


13129 




Name 


OJ991215 12 


.0128 


.CI .ol .gs 


Method 


GENSCAN 




Start 


2118 








End 


6298 




GI 


none 








Score 


.66 




Exons 


2118. .3022, 


3028 


.3377, 


5092. 


.5138, 5489.-6298 




Seq. No. 


26307 








Seq. ID 


OJ991215_12.0128 


.CI 


Gene No. 


54531 








Strand 


+ 




Start 


2118 








End 


13129 





26303 



Name 


OJ991215 12.0128.Cl.ol.gp 


Method 


AAT/GAP 


btart. 


5757 


End 


13129 


GI 


705 7.R1084 


Score 


1457 


Exons 


5757.. 6132, 12745.. 13129 






GI Descrip.. 


'1362183/pir| IS56684 1.0e-39 


histone H2B-6 - wheat 




>gi 531056_dbj_BAA07156_ (D37942) protein H2B-6 [Triticum 




aestivum] 1 






Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


Gene No. 


54531 - 


Strand 


+ 


Start 


2118 


End 


13129 ; 


Name 


OJ991215 12.0128.Cl.ol.np 


Method 


AAT/NAP 


Start 


5837 


End 


6295 


GI 


3913804 


Score 




Exons 


5837. .6295 






GI Descrip. 


HISTONE H2B.3 gi | 577825 | emb | CAA4 9584 | 


(X69960) H2B histone 




mays] 






Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


bene wo . 


'54531 


Strand 


+ 


Start 


2118 


End 


13129 


Name 


OJ991215 12.0128.Cl.o3.gs 


Method 


GENSCAN 


Start 


12450 


End 


12911 


GI 


none 


Score 


.98 


.Exons 


12450. .12911. V. 






Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


Gene No. 


54532 


Strand 




Start 


7681 


End 


20646 


Name 


OJ991215 12.0128.Cl.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5724 


End 


13060 


GI 


none 


Score 


58 


Exons 


5724. .5789, 6019.. 6291, 6023. 


.6127, 6023.. 6292, 6038.. 6127, 




12635. .12904, 12635 .. 12775, 12636 .. 12740, 12636 .. 12905, 




13004. .13060 






Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


bene no . 


54532 


Strand 




Start 


7681 


End 


20646 


Name 


OJ991215 12.0128.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


6019 


End 


12911 


GI 


none > 


Score 


432 


Exons 


6019.. 6288, 6023.. 6319, 12635 


. .12907, 


12636. .12911 


Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


uene no . 


54532 


Strand 




Start 


7681 


End 


20646 


Name 


OJ991215 12.0128.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6019 


End 


12917 


GI 


none 


Score 


424 


Exons 


6019. .6288, 6023. .6298, 12635 


. .12907, 


12636. .12917 


Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


Gene No. 


54532 


Strand 




Start 


7681 


End 


20646 


Name 


OJ991215 12.0128.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


6019 


End 


12914 



26304 



GI 


none 


Score 


456 


Exons 


6019.. 6288, 6023. 


.6307, 12635. .12901, 


12636. .12914 


Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


Gene No. 


54532 


Strand 




C +- a 
OtalL. 


/ DO JL 


End 


20646 


Name 


-OJ991215 12.0128. 


Cl.o2.np Method 


AAT/NAP 


Start 


7681 


End 


20646 


GI 


2586083 


Score 


1862 


Exons 


7681.. 8060, 8212. 


.9168, 9241.. 10283, 20027.. 20646 


GI Descrip. 


(U72725) receptor 


kinase-like protein 


[Oryza longistaminata] 


Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


Gene No. 


54532 


Strand 




Start 


7681 


End 


20646 


Name 


OJ991215 12.0128. 


Cl.o4.tm Method 


TBLASTX : Maize 


Start 


7696 


End 


17736 


GI 


none 


Score 


119 


Exons 


7696.. 8061, 7865. 


.8062, 14571. .14693, 


14842. .14934, 




14844. .14933, 17376 .. 174 95, 17553 17735, 17563.. 17736 


Seq. No. 


26307 


Seq. ID 


OJ991215_12.0128.C1 


Gene No. 


54532 


Strand 




Start 


7681 


End 


20646 


Name 


OJ991215 12.0128. 


Cl.o2.ts Method 


TBLASTX: Soybean 


Start "• 


7939 


End 


20424 


GI 


none 


Score 


66 


Exons 


7939.. 8061, 8282. 


.8461, 8283.-8459, 8483. .8554, 8573. .8665, 



8657. .8767, 9015. .9314, 9023. .9856, 9024. .9122, 9071. .9484, 

9080. .9325, 9086. .9484, 9086. .9487, 9086. .9598, 9228. .9611, 

9491. .9934, 9491. .9763, 9494. .9934, 9494 .. 9832, 9512 .. 9862, 

9512. .9856, 9519. .9614, 9522. .9611, 9611. .9742, 9639. .9743, 

9854.. 9985, 9989.. 10177, 9989.. 10174, 9992.. 10099, 9995.. 10423, 



10004. 


.10123, 


10011. 


.10142, 


10047. 


.10133, 


10120. 


.10176, 


10179. 


.10436, 


10184. 


.10645, 


10184. 


. 10426, 


10193. 


.10561, 


10193. 


.10429, 


10410. 


.10451, 


10472. 


.10639, 


10473. 


.10523, 


10475. 


.10759, 


10475. 


.10738, 


10475. 


.10648, 


14832. 


.14933, 


15073. 


.15096, 


15144. 


.15308, 


15348. 


.15416, 


15432. 


.15524, 


15950. 


.16027, 


15956. 


.16156, 


15956. 


.16150, 


15959. 


. 16150, 


15962. 


.16141, 


16016. 


.16156, 


16044. 


.16154, 


16248. 


.16460, 


16248. 


.16430, 


16254. 


.16532, 


16263. 


.16538, 


16263. 


.16517, 


17613. 


.17735, 


17880. 


.17897, 


17882. 


.17929, 


17960. 


.18130, 


17976. 


.18116, 


18158. 


.18226, 


18242. 


.18310, 


18335. 


.18436, 


18695. 


.19288, 


18758. 


.19156, 


18758. 


.19156, 


18758. 


.19270, 


18759. 


.19157, 


18875. 


.19156, 


19166. 


. 19282, 


19166. 


.19288, 


19194. 


.19283, 


19252. 


.19527, 


19252. 


.19434, 


19300. 


.19605, 


19300. 


.19413, 


19300. 


.19527, 


19300. 


.19587, 


19300. 


.19527, 


19313. 


.19414, 


19378. 


.19530, 


19390. 


.19518, 


19660. 


.19836, 


19660. 


.19845, 


19666. 


.20097, 


19672. 


.19794, 


19735. 


.19836, 


19849. 


.20097, 


19849. 


.20061, 


19849. 


.20034, 


19850. 


.20095, 


19852. 


.20091, 


19852. 


.20091, 


19855. 


.20091, 


19864. 


.20091, 


19925. 


.20107, 


19936. 


.20091, 


20149. 


.20418, 


20149. 


.20253, 


20155. 


.20424, 


20155. 


.20418, 


20155. 


.20424, 


20155. 


.20421, 



20350.. 20409 

Seq. No. 26307 Seq. ID OJ991215_12 . 0128 . CI 

Gene No. 54532 Strand 



26305 



• 



Start 
Name 
Start 
GI 

Exons 



7681 

OJ991215_12.0128.Cl.o2.tc 
7951 



End 

Method 
End 
Score 

8228. .8485, 8298. .8393, 8495 
9062.. 9382, 9080.. 9484, 9080 
9086. .9289, 9089.. 9349, 9134 
9466, 9225. .9464, 9242. .9430, 9284 
9487, 9377. .9484, 9428. .9487, 9446 
9491. .9856, 94 91 . . 9796, . 94 94 . . 9694 , 9503 
9512.. 9859, 9512.. 9568, 9512.. 9880, 9513 
9524.. 9610, 9527.. 9721, 9572.. 9832, 9575 
9695. .10006, 9716. .9859, 9803. .9859, 9845. .9985, 9863. 
9872.. 9985, 9875.-9979, 9965.. 10165, 9989.. 10150, 9989 
9989.. 10150, 9995. .10240, 9995.. 10150, 9995.. 10165, 



none 

7951. .8061, 
8573. .8647, 
9083. .9487, 
9221, 
9317. 



20646 

TBLASTX: Cress 

20430 " 

54 

,8548, 8508.. 

,9487, 9080.. 

,9484, 9170.. 

,9484, 9303.. 

,9484, 9454.. 

,9856, 9504.. 

,9776, 9516.. 

,9952, 9617.. 



8555, 
9484, 
9361, 
9500, 
9480, 
9656, 
9824, 
9796, 
.9952, 
.10123, 



10019. 


.10171, 


10178. 


.10312, 


10184. 


.10426, 


10199. 


.10396, 


10331. 


.10420, 


10472. 


.10741, 


10472. 


.10738, 


10472. 


.10738, 


10475. 


.10738, 


10475. 


.10648, 


10484. 


.10747, 


10505. 


.10633, 


10541. 


.10645, 


14802. 


.14822, 


14844. 


.14933, 


15073. 


.15105, 


15132. 


.15314, 


15166. 


.15255, 


15367. 


.15414, 


15369. 


.15407, 


15426. 


.15506, 


15956. 


.16162, 


15956. 


.16144, 


15956*. 


.16105, 


15962. 


.16162, 


15965. 


.16141, 


15968. 


.16078, 


15986. 


.16156, 


16115. 


.16141, 


16126. 


.16227, 


16248. 


.16526, 


16248. 


.16517, 


16251. 


.16520, 


16251. 


.16517, 


16254. 


.16532, 


16254. 


.16517, 


16326. 


.16574, 


16428. 


.16520, 


17594. 


.17626, 


17625. 


.17735, 


17880. 


. 17912> 


17963. 


.18130, 


18164. 


.18217, 


18236. 


.18316, 


18752. 


.19159, 


18758. 


.19141, 


18758. 


.19156, 


18758. 


.18961, 


18758. 


.19102, 


18758. 


.19156, 


18758. 


.19054, 


18759. 


.19070, 


18806. 


.19156, 


18807. 


.19070, 


18842. 


.19033, 


18887. 


.18949, 


18890. 


.19159, 


18903. 


.19136, 


18956. 


.19156, 


18975. 


.19154, 


18989. 


.19156, 


19109. 


.19282, 


19118. 


.19159, 


19154. 


.19288, 


19157. 


.19285, 


19157. 


.19288, 


19175. 


.19288, 


19176. 


.19277, 


19184. 


.19282, 


19184. 


.19276, 


19184. 


.19276, 


19185. 


.19283, 


19243. 


.19527, 


19250. 


.19447; 


19252. 


.19527, 


19300. 


.1.9365, 


19300. 


.19467, 


19300. 


.19503, 


19303. 


.19656, 


19324. 


.19476, 


19366. 


.19641, 


19390. 


.19530, 


19462. 


.19545, 


19651. 


.19821, 


19651. 


.19821, 


19660. 


.19836, 


19660. 


.19794, 


19660. 


.19812, 


19663. 


.19821, 


19666. 


.19887, 


19688. 


.19891, 


19828. 


.20085, 


19853. 


.20086, 


19855. 


.20100, 


19855. 


.20091, 


19855. 


.20079, 


19918. 


.20091, 


19919. 


.20137, 


19975. 


.20055, 


20149. 


.20421, 


20149. 


.20418, 


20149. 


.20409, 


20155. 


.20430, 


20155. 


.20307, 


20158. 


.20412, 


20218. 


.20421, 


20227. 


.20277, 


20239. 


.20409, 


20278. 


.20409, 


20320. 


.20421 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26307 Seq. ID 

54532 Strand 

7681 End 

OJ991215_12 . 0128 . CI . ol . tm Method 

8219 End 

none Score 



OJ991215_12.0128.C1 
20646 ' 

TBLASTX: Maize 

18337 

263 



8219.. 8659, 8219.. 8668, 8223.-8666, 15085 .. 15300, 15120. 
15233. .15331, 15351 .. 15524 , 15354 .. 15509, 15361 .. 15525, 
17879. .18307, 17907 .. 18221, 17911 .. 1827 9, 17927 .. 18337 , 
17961. .18335 



15311, 



Seq. No. 
Gene No. 



26307 
54532 



Seq. ID OJ991215_12.0128.C1 
Strand 



26306 



Start 
Name 
Start 
GI 

Exons 



7681 

OJ991 

9080 

none 

9080. 

9104. 

9494. 

9542. 

10035 

10182 

10385 

10475 

16248 

18752 

18776 

19175 

19214 

19355 

19660 

19855 

20144 

20218 



215 12.0128.Cl.o3.tm 



.9487, 
.9484, 
.9880, 
.9832, 
. .10142 
. .10286 
. .10426 
. .10738 
. .16529 
. .19156 
. .19156 
. .19288 
. .19282 
. .19369 
. .19767 
. .20097 
. .20203 
. .20262 



9080. .94 
9251. .94 
9494. .98 
9611. .98 
, 10047. 
10184. 
10410. 
15950. 
16251. 
18752. 
18810. 
19176. 
19300. 
19403. 
19852. 
19855. 
20149. 
20248. 



84, 9080 

87, 9488 

62, 9494 

47, 9986 

.10178, 

.10423, 

.10439, 

.16141, 

.16526, 

.19159, 

.18941, 

.19286, 

.19533, 

.19492, 

.20091, 

.20097, 

.20412, 

.20388 



End 

Method 
End 
Score 
9268, 
9880, 
9778, 
10141, 
10178. .1 
10184 
10461 
15956 
16257 
18758 
19157 
19184 
19300. .1 
19660. .1 
19853 
19861 
20155 



20646 

TBLASTX: Maize 
20424 
79 

9081. .9254, 
9488. .9703, 
9503. .9862, 
9989. .1015 
0375, 10181 



0423, 10236 
0574, 10472 



6156, 
6496, 
8835, 
9288, 
9228, 



16239 
16356 
18758 
19157 
19193 



9518, 19316 
9839, 19660 



20050, 19855 
20091, 19922 
20424, 20155 



9086. .9484, 
9491. .9847, 
9516. . 9749, 
0, 9989. .10150, 
. .10426, 
. .10424, 
. .10750, 
. .16445, 
. .16514, 
. .19156, 
. .19288, 
..19276, 
. .19420, 
. .19821, 
. .20091, 
. .20095, 
. .20265, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26307 

54532 

7681 

OJ9912 

9083 

none 

9083. . 

9566. . 

10067. 

10283. 

18944. 

19287. 

19453. 



15 12.0128.Cl.ol.tw 



Seq. ID OJ991215_12.0128.C1 
Strand - - 
End 20646 
Method TBLASTX: Wheat 
End 20424 
Score 69 

9205, 9104. .9349, 9123. .9314, 9272. .9589, 9512. .9718, 
9784, 9611. .10036, 9612. .10010, 9787. .10038, 9995. .10168, 
.10177, 10181. .10384, 10212 .. 10541, 10214 .. 10564 , 



.10429, 10547. .10636, 15960. 

.19261, 18992. .19150, 19031. 

.19430, 19288.. 19428, 19288. 

.19707, 19735. .19824, 19810. 



,16130, 18848, 

,19117, 19287. 

,19707, 19301. 

,20055, 20218. 



,19117, 
,19427, 
,19693, 
,20424 



OJ991215_12.0128.C2 
+ 

90 

AAT/GAP 

90 

142 



26308 ■.*... Seq. ID 

54533 Strand 
1 End 
OJ991215_12 . 0128 . C2 . ol . gp Method 
1 End 
LIB3477-003-P1-K1-E9 Score 
1..90 

'24 9858 6/sp|Q4 0638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 

26308 Seq. ID OJ991215_12 . 0128 . C2 

54534 Strand + 
511 End 1372 
OJ991215_12 . 0128 . C2 . o2 . gp Method AAT/GAP 
511 End 1372 
17718_1.R1084 Score 805 
511. .787,- 1166. .1372 

, 6015437/dbj IAB008112.1 IAB008112 8.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



26307 




Seq. No. 






Seq. ID 


OJ991215_12. 


Ulzio . to 


Gene No. 


54535 




Strand 


+ 




Start 


53 




End 


1683 




Name 


OJ991215 12.0128.C3.ol. 


gs 


Method 


GENSCAN 




Start ' 


53 




End 


1671 




GI . 


none 




Score 


.78 




Exons 


53. .214, 298. .393, 480. 


.1127, 


1388. .1671 




Seq. No. 


26309 




Seq. ID 


OJ991215J.2. 


0128. C3 








Strand 


+ 




Start 


53 




End 


1683 




Name 


OJ991215 12.0128.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1057 




End 


1683 




GI 


3885341 




Score 


68 




Exons 


1057.. 1127, 1388.. 1683 










GI Descrip. 


(AC005623) Mutator-like 


transposase [Arabidopsis thaliana] 


oeq. wo. 






Seq. ID 


OJ991215_12. 


0128. C4 


Gene No. 


54536 




Strand 


+ 




Start 


46 




End 


483 




Name 


OJ991215 12.0128.C4.ol. 


gs 


Method 


GENSCAN 




Start 


46 




End 


483 




GI 


none 




Score 


.77 




Exons 


46.;294, 391. .483 










Seq. No. 


26311 




Seq. ID 


OJ991215_12. 


0128. C5 


Gene No. 


54537 




Strand 


+ 




Start 


2193 




End 


2756 




Name 


ujyyizij iz.uizo.Lj.oi. 


gp 


Method 


AAT/GAP 




Start 


2193 




End 


2756 




GI 


705 1.R1084 




Score 


894 




Exons 


2193. .2756 










GI Descrip. 


'1362184/pirl IS56685 2. 


0e-37 


histone H2B-8 - wheat 






>gi_531058_dbj_BAA07157 


(D37943) protein H2B-8 [Triticum 




aestiyum] T 










Seq. No. 


26311 




Seq. ID 


OJ991215_12. 


0128. C5 


Gene No. 


54537 




Strand 


+ 




O Lul L. 


6 j. j j 




End 


2756 




Name 


OJ991215 12.0128.C5.ol. 


np 


Method 


AAT/NAP 




Start 


2226 




End 


2684 




GI 


3913804 




Score 


676 




Exons 


2226.. 2684 










GI Descrip. 


HISTONE H2B.3 gi 1577825 


|emb|CAA4 9584 | 


(X69960) H2B 


histone 




mays] 










oeq. wo. 






Seq. ID 


OJ991215_12. 


0128. C5 


Gene No. 


54538 




Strand 


+ 




Start 


6368 




End 


7747 




Name 


OJ991215 12.0128.C5.o2. 


gs 


Method 


GENSCAN 




Start 


6368 




End 


7747 




GI 


none 




Score 


.82 




Exons 


6368.. 7747 










Seq. No. 


26311 




Seq. ID 


' OJ991215_12. 


0128. C5 


Gene No. 


54539 




Strand 







26308 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7563 End 

OJ991215_12 . 0128 . C5 . o4 . tm Method 

682 End 

none Score 



11296 

TBLASTX: Maize 

8711 

79 



682. .819, 1250. .1327, 3455. .3577, 3594. .3758, 3620. .3760, 
8372. .8503, 8373.. 8468, 8502.. 8711, 8528.. 8710 



26311 

54539 

7563 

OJ9912 

1247 

none 

1247. . 

9639. . 

9687. . 

9690. . 

9979. . 

10098. 

10116. 

10117. 

10126. 

10231. 

10470. 

10782. 

10800. 

10929. 

11076. 

11082. 

11154. 



15 12.0128.C5.o2.tc 



1327, 8 

10034, 

10043, 

10046, 

10110, 

.10460, 

.10487, 

.10404, 

.10227, 

.10353, 

.10559, 

.10928, 

.10907, 

.11072, 

.11285, 

.11291, 

.11291, 



612. .8 

9642. . 

9687. . 

9691. . 

10092. 
10098 
10116 
10125 
10128 
10243 
10488 
10782 
10800 
10945 
11076 
11082 
11216 



Seq. ID OJ991215_12.0128.C5 
Strand 

End 11296 
Method TBLASTX : Cress 
End 11291 
Score 75 
710, 8841. .9107, 9312. .9401, 9627. .9755, 
10043, 9684.. 10043, 9684.. 9872, 9687.. 10046, 
10016, 9690.. 10016, 9690.. 9953, 9690.. 10046, 
9846, 9693. .10043, 9741.. 10046, 9906. .9974, 
.10451, 10092. . 10280, 10095 .. 104 84 , 
..10457, 10098. .10382, 10107 .. 104 60, 
.'.10463, 10116. .10451, 10117 .. 102 90, 
..10271, 10126. .10440, 10126 .. 1044 0, 
..10466, 10195. .10437, 10207 .. 10437, 
..10440, 10266. .10460, 10273 .. 10431, 
. .10562,, .10651. .10746, 10782. .10943,^ 
..10907, 10788. .10925, 10788 .. 10916, - : 
..10931, 10929. .11063, 10929 .. 11063, 
..11064, 11055. .11291, 1107 4 .. 11175, 
..11273, 11076. .11201, 1107 9 11291, 
..11291, 11082. .11285, 11091 /. 11285, 
..11284 



26311 
54539 
7563 

OJ991215_12 . 0128 . C5 . o2 . ts 

1250 

none 

1250.. 1327, 3443.. 3547, 3629. 
8613. .8711, 8811. .8876, 8844. 
9100.. 9294, 9321.. 9401 

26311 
54539 
7563 

OJ991215_12 . 0128 . C5 . ol . tc 

2411 

none 

2411. .2677, 2412.. 2708 

26311 
54539 
7563 

OJ991215_12.0128.C5.ol.ts 

2411 

none 

2411. .2677, 2412. .2696 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3760, 8327 
.9065, 8905 



OJ991215 12. 0128. C5 



11296 

TBLASTX : Soybean 
9401 
83 

8473, 8528.. 8710, 
9054, 9096.. 9293, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_12.0128.C5 
11296 

TBLASTX: Cress 

2708 

441 



OJ991215_12.0128.C5 
11296 

TBLASTX: Soybean 

2696 

428 



26309 



Seq. No. 26311 Seq. ID 

Gene No. 54539 Strand 

Start 7563 End 

Name OJ991215_12 . 0128 . C5 . o2 . tm Method 

Start 2411 End 

GI none Score 

Exons 2411.. 2692, 2412.. 2693 

Seq. No. 26311 Seq. ID 

Gene No. 54539 Strand 

Start 7563 End 

Name OJ991215_12 . 0128 . C5 . ol . tw Method 

Start 2411 End 

GI none Score 
Exons 



OJ991215_12.0128.C5 
11296 

TBLASTX: Maize 

2693 

448 



OJ991215_12.0128.C5 
11296 

TBLASTX: Wheat 

2681 

159 . 



2411. .2680, 2411. .2551, 2412. .2516, 2412. .2681, 2637. .2681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26311 Seq. ID 

54539 . Strand 

7563 End 

OJ991215_12.0128.C5.o2.np Method 

7563 . End 

6522590 Score 



OJ991215_12.0128.C5 

11296 
AAT/NAP ■ 
11296 
1679 



7563. .7585, 8362. .8709, 8810. .9819, 9895. .11296 

(AL133292) receptor kinase-like protein [Arabidopsis thaliana] 



26311 

54539- 

7563 

OJ991215_12.0128.C5.ol.tm 

8817 

none 



Seq. ID OJ991215_12. 0128.C5 
Strand 

End 11296 

Method TBLASTX : Maize 

End 92 66 

Score 448 



8817. .9266, 8818. .9264, 8891. .9265 



Seq. No. 26311 Seq. ID 

Gene No. 54539 . Strand 

Start 7563 End 

Name OJ991215_12 . 0128 . C5 . o3 . tc Method 

Start ' ■ . 9108 End ' 

GI none Score 

Exons 9108.. 9305, 9112.. 9300 



OJ991215_12.0128.C5 
11296 

TBLASTX: Cress 

9305 

103 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



26311 

54539 

7563 

OJ9912 

9642 

none 

9642. . 

9684. . 

10098. 

10120. 

10266. 

10791. 

10929. 

11055. 



15 12.0128.C5.o3.ts 



10037, 9642.. 9761, 967 
9809, 9690.. 10034, 974 
.10466, 10098. '.10457, 
.10353, 10126. .10446, 
.10460, 10782. .10907, 
.10931, 10794. .10949, 
.11072, 10929. .11063, 
.11291, 11082. .11291, 



Seq. ID OJ991215_12.0128.C5 
Strand 

End 11296 

Method TBLASTX : Soybean 

End 11291 

Score 72 
9. .9918, 9684. .10046, 9684. .10043, 
8. .9891, 10092. .10451, 10095 .. 10472, 
10107. .10460, 10120. .10440, 
10200. .10460, 10261. .10437, 
10782. .10943, 10788. .10925, 
10800. .10916, 10929. .11063, 
10933. .11040, 11037. .11291, 
11088.. 11291 



Seq. No. 



26311 



Seq. ID OJ991215_12.0128.C5 



26310 



Gene No. 

Start 

Name 

Start 

GI . 

Exons 



54539 Strand 

7563 End 

OJ991215J.2 . 0128 . C5 . o3 . tm Method 

9684 End 

none Score 



11296 

TBLASTX: Maize 

11291 

76 



9684. .10046, 9684. .10043, 9684. .9872, 9685. .9858, 9687. .10043, 
9690. .10016, 9711. .10043, 9780. .10034, 9979. .10074, 



10092. .10451, 10095. 

10116. .10457, 10116. 

10143. .10439, 10156. 

10929. .11063, 11055. 

11082. .11291, 11154. 



,10484, 10098. .10382, 10116. . 10463, 

.10451, 10120. .10353, 10120 . .10353, 

,10236, 10215. .10466, 10788 .. 10925 , 

,11291, 11067. .11273, 11079 .. 11291 , 

,11198, 11184. .11291 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26311 
54539 
7563 

OJ991215_12.0128.C5.o2.tw 
9690 
none 



Seq. ID OJ991215_12.0128.C5 
Strand 

11296 

TBLASTX: Wheat 
11285 
73 



End • 
Method 
End 
Score 

9690.. 9809, 9732.. 9953, 9763.. 9918, 9906.. 9977, 9963.. 10043, 
9969. .10043, 10098 .. 10268 , 10116 .. 10280, 10167 .. 10388 , 
10215. .10640, 10255. .10629, 10288 .. 104 31 , 10389 .. 10640 , 
10818. .10943, 10992. .11069, 11037 .. 11285, 11106.. 11141 



26312 
54540 
81 

OJ991215_12.0128.C6.ol.gs 
81 

none 



Seq. ID OJ991215_12.0128.C6 



Strand 
End 

Method 

End 

Score 



+ 

1368 
GENSCAN 
1368 
.63 



81. .171, 243. .328, 431. .680, 739. .929, 1015. .1130, 1206. .1368 



26312 Seq. ID 

54541 Strand 

7234 End 

OJ991215_12.0128.C6.o3.np Method 

7234 End 

3025870 Score 
7234.. 7526, 8545.. 8585 

(AF055706) ribosomal protein S4 [Oryza sativa] 



OJ991215_12.0128.C6 
+ 

8585 
AAT/NAP 
8585 
343 



26312 Seq. ID 

54542 Strand 

1618 End 

OJ991215_12.0128.C6.ol.gp Method 

1618 End 

2312838 Score 
1618. .1678 

1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene, 



OJ991215_12.0128.C6 

1678 
AAT/GAP 
1678 
67 



, 0e-21 Oryza rufipogon 
intron 1, partial sequence 



26312 Seq. ID 

54543 Strand 

3483 End 

OJ991215_12 . 0128 .C6 . ol . np Method 

3483 End 

6522540 Score 



OJ991215_12.0128.C6 

7108 
AAT/NAP 
7108 
174 



26311 




Exons 3483.-3938, 7012.. 7108 

GI Descrip. (AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128 


.C6 


Gene No. 


54543. 








Strand 


- 




Start 


3483 








End 


7108 




Name 


OJ991215 12 


.0128 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


4106 








End 


5454 




GI 


6730729 








Score 


534 




Exons 


4106. .5454 














GI Descrip. 


(AC018849) 


unknown protein [Arabidopsis 


: thaliana] 




Seq. No. 


26312 








Seq. ID 


OJ991215__12.0128 


.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


. 0128 


. C6 . o3 . 


tm 


Method 


"TBLASTX: Maize 




Start 


3531 








End 


3926 




GI 


none 








Score 


42 




Exons 


3531. .3575, 


3532 


. . 3567, 


3604 . 


.3726, 3611.. 3730, 3806.. 3925, 




3810. .3926 














Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128 


.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


. 0128 


. : C~6 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4'252 








End 


4896 




GI 


none 








Score 


148 




Exons 


4252. .4413, 


4444 


. .4749, 


4447. 


.4647, 4456. .4857, 4495. .4566, 




4561 . .4896 














Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128 


.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


. 0128 


. C6 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


4258 








End 


4884 




GI 


none 








Score 


161 




Exons 


^ o c o / o o n 
4 zoo . . 4o JU, 


4444 


. .4749, 


4537. 


.4884 






Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128 


.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


.0128 


.C6.o2. 


ts" 


Method 


TBLASTX : Soybean 




Start 


4447 








End 


5088 




GI 


none 








Score 


72 




Exons 


A A A 1 yioci 

444 / . . 4oo / , 


4447 


. .4764, 


4480. 


.4941, 4903. .5088 




Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128 


.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


.0128 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5080 








End 


5493 




GI 


none 








Score 


255 




Exons 


5080. .5358, 


5081 


. .5287, 


5199. 


.5357, 5422.. 5493 




Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128 


,C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 





26312 



Name 


OJ991215 12 


.0128. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


8019 








End 


10742 




GI 


none 








Score 


.68 




Exons 


8019. .8164, 


8323. 


.8369, 


8920. 


.9073, 9169. .9248, 


9369. .9600, 




10625. .10742 












Seq. No. 


26312 








Seq. ID 


OJ991215 


_12.0128.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 . 




Name 


OJ991215_12 


.0128. 


C6.o4. 


np 


Method 


AAT/NAP 




Start 


8022 








End 


10742 




GI 


3236237 








Score 


893 




Exons 


8022 . .8189, 


8323. 


.8369, 


8506. 


.8590, 8757. .8835, 


8920. .9073, 




9169. . 9248, 


9369. 


.9600, 


10625 


. .10742 






GI Descrip. 


(AC004684 ) 


putative oxidoreductase [Arabidopsis 


thaliana] 


Seq. No. 


26312 








Seq. ID 


OJ991215 


_12.0128.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


■ 10818 




Name 


OJ991215 12 


.0128. 


C6.ol. 


tm 


Method 


.TBLASTX: 


Maize 


Start 


8032 








End 


10818 




GI 


none 








Score 


208 




Exons 


8032. .8190, 


8032 . 


.8190, 


8058 . 


.8192, 8 


321. .8368, 


8322. .8369, 




8323. .8382, 


8505. 


.8591, 


8507. 


.8593, 8 


507. .8623, 


8752. .8838, 




8756. .8833, 


8757. 


.8834, 


. 8908. 


.9075, 8 


916. .'9080, 


8916. .9074, 




8917. .9081, 


9167. 


.9247, 


9168. 


.9251, 9365. .9604, 


9366. . 9605, 




9369. . 9605, 


9401. 


.9607, 


10551 


. .10742, 


10584. .10778, 10624. . 


Seq. No. ' 


26312 








Seq. ID 


OJ991215 


_12.0128.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


.0128. 


C6.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 










End 


9021 




GI 


none 








Score 


73 




Exons 


8082. .8192, 


8084. 


.8176, 


8089. 


.8190, 8 


323. .8382, 


8489. .8623, 




8507. .8593, 


8740. 


.8838, 


8757. 


.8834, 8 


908. .9021, 


8916. .9020 


Seq. No. . 


26312 








Seq. ID 


<* OJ991215 


_12.0128.C6 


Gene No. 


54544 








Strand 






Start 


8019 








End 


10818 




Name 


OJ991215 12 


.0128. 


C6.o2. 


gp 


Method 


AAT/GAP 




Start 


8506 








End 


9193 




GI 


4879983 








Score 


576 




Exons 


8506. .8590, 


8757. 


.8835, 


8920. 


.9073, 9169. .9193 





GI Descrip. 629592/pir | | S42651 5.0e-25 hypothetical protein - rape 

>gi_6065752_emb_CAB58175. 1_ (X74225) putative pod-specific 
dehydrogenase SAC25 [Brassica napus] 



Seq. No. 26312 Seq. ID 

Gene No. 54544 Strand 

Start 8019 End 

Name OJ991215_12 . 0128 . C6 . ol . ts Method 

Start 8507 End 

GI none Score 

Exons 8507.. 8593, 8508.. 8594, 8757.. 8834, 

8923. .9075, 9167. .9247, 9168. .9251, 
10512. .10742, 10624.. 10740 



OJ991215_12.0128.C6 
10818 

TBLASTX : Soybean 
10742 
87 

8770. .8826, 8916. .9074, 
9366. .9605, 9401. .9607, 



26313 



Seq. No. 


26312 








Seq. ID 


OJ991215_12.0128.C6 


Gene No. 


54544 








Strand 




Start 


8019 








End 


10818 


Name 


OJ991215 12 


.0128 


.C6.o2. 


tc 


Method 


TBLASTX : Cress 


Start 


8757 








End 


9645 


GI 


none 








Score 


62 


Exons 


8757. .8834, 


8770 


. .8835, 


8908. 


.9075, 8916. .9074, 9167.. 9247, 




9168. .9251, 


9365 


. .9604, 


9366. 


.9605, 9401. .9607, 9511.. 9645 


Seq. No. 


26313 








Seq. ID 


OJ991215_12.0128.C7 


Gene No. 


54545 








Strand 


+ 


Start 


89 








End 


272 


Name 


OJ991215 12 


.0128 


,C7.ol. 


gs 


Method 


\1 c 7\ VT 

GEN SCAN 


Start 


89 








End 


272 


GI 


none 








Score 


. 59 


Exons 


89. .272 












Seq. No. 


26314 








Seq. ID 


OJ991215_12.0128.C12 


Gene No. 


54546 








Strand 




Start 


1 








End 


138. 


Name 


OJ991215 12 


.0128 


.C12.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


138 


GI 


3767777 








Score 


223 


Exons 


1. .138 












Seq. No. 


26314 








Seq. ID 


OJ991215_12.0128.C12 


Gene No. 


- 54547 








Strand 




Start 


109 








End 


2214 


Name 


OJ991215 12 


.0128 


.C12.ol 


. gs 


Method 


GEN SCAN 


Start 


109 








End 


2214 


GI 


none 








Score 


. 7 


Exons 


109. .593, 894. .2214 








Seq. No. 


26314 








Seq. ID 


OJ991215_12.0128.C12 


Gene No. 


54547 








Strand 




Start 


109 








End 


2214 


Name 


OJ991215 12 


.0128 


.C12.o2 


.gp 


Method 


AAT/GAP 


Start 


913 








End 


1237 


GI 


428253 








Score 


635 


Exons 


913. .1237 












Seq. No. 


26314 








Seq. ID 


OJ991215_12.0128.C12 


Gene No. 


54547 








Strand 




Start 


109 








End 


2214 


Name 


OJ991215 12 


.0128 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1990 








End 


2192 


GI 


none 








Score 


220 


Exons 


1990. .2130, 


1991 


. .2155, 


1996. 


.2169, 1997.. 2191, 2049.. 2192 


Seq. No. 


26315 








Seq. ID 


OJ991215_12 . 0128 . C13 


Gene No. 


54548 








Strand 


+ 


Start 


71 








End 


1543 


Name 


OJ991215 12 


.0128 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


8 








End 


177 


GI 


none 








Score 


146 


Exons 


8. .148, 8.. 


142, 


10. .174 


, 157. 


.177 





26314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26315 Seq. ID 

54548 Strand 

71 End 
OJ991215_12 . 0128 . C13 . ol . gs Method 

71 End 

none Score 

71. .147, 1360. .1543 



OJ991215_12.0128.C13 
+ 

1543 
GEN SCAN 
1543 
.56 



26316 
54549 
5909 

OJ991215_12.0128.C14 . o2 . gs 
5909 



none 
5909. , 
8458. , 
10314. 
13445, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5974, 6726. .7025, 7132. .7263, 8112. .8187, 8289. .8347, 
8597, 9139. .9194, 9281. .9357, 9456. .9501, 9697. .9784, 
.10492, 11064. .11312, 114 97 11623, 11715 .. 11826, 
.13498, 13649. .13719, 13823 .. 13904 , 14009 .. 14 105, 



OJ991215_12.0128.C14 
+ 

15438 
GEN SCAN 
15438 
.71 



14996. .15140, 15411. .15438 

26316 Seq. ID 

54549 Strand 

5909 . End 
OJ991215_12 .0128 . C14 . o2 . np Method 

6783 End 

3355484 Score 



OJ991215_12.0128.C14 
+ 

15438 
AAT/NAP 
10644 ■ 
846 



6783. .7025, 8112. .8187, 8289. .8347, 8458. .8597, 9139. .9194, 
9281. .9357, 9456. .9501, 9670. .9794, 10152 .. 10219, 10314 .. 10401, 
10494. .10644 

(AC004218) putative geranylgeranyl transferase type I beta 
subunit [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26316 Seq. ID 

54549 Strand 

5909 End 

OJ991215_12 . 0128 . C14 . o2 . gp Method 

9446 ' End 

16788 1.R1084 Score 



OJ991215_12.0128.C14 
+ 

15438 
AAT/GAP 
10876 
1339 



9446. .9501, 9662. .9794, 10152 .. 10219, 10314 .. 10401, 10494. .10876 
'3355484 2.0e-40 (AC004218) putative geranylgeranyl transferase 
type I beta subunit [Arabidopsis thaliana] 1 



26316 
54549 
5909 

OJ991215_12.0128.C14 .o 

11650 

6322364 

11650. .11831, 12953. .1 
14218. .14312 
Yjl097wp gi|731974 |sp| 
PROTEIN IN SAP185-BCK1 
probable membrane prot 
cerevisiae) gi | 640006 | 
[Saccharomyces cerevis 
YJL097w [Saccharomyces 



3 . np 



Seq. ID OJ991215_12.0128.C14 

Strand + 

End 15438 

Method - AAT/NAP 

End 14312 

Score 100 



3067, 13451. .13504, 13762 .. 13979, 

P40857 | YJJ7_YEAST HYPOTHETICAL 24.5 KD 
INTERGENIC REGION gi | 1078243 | pir || S50296 

ein YJL097w - yeast (Saccharomyces 

emb|CAA54893| (X77923) J0902 

iae] gi 1 1008274 | emb | CAA89391 1 (Z49372) ORF 
cerevisiae] 



26315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26316 
54549 
5909 

OJ991215_12.0128.C14.o3.gp 
11795 

4151_1.R1084 

11795. .11826, 12967. .13055, 
13823. .13904, 14009 14105, 
•2384956 2. Oe-30 (AF022985) 
[Caenorhabditis elegansj ' 

26316 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13445. .13498, 
14226. .14527 
No definition 



OJ991215_ 
+ 

15438 
AAT/GAP 
14527 
1249 

13649. 



12.0128.C14 



13719, 



line found 



54550 
735 

OJ991215_12.0128.C14.ol.gs 

735 
none 



Seq. ID OJ991215_12.0128.C14 



Strand 

End 4906 

Method GEN SCAN 

End 4785 

Score . 7 

735. .824, 869. .1057, 1371. .1435, 1596. .2276, 4463. .4502, 
4717. .4785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26316 
54550 
735 

OJ991215_12-.0128-.C14.ol.gp 

108.1, 

1742_1.R1084 
1081.. 1435, 1522.. 2276, 



OJ991215 12.0128.C14 



Seq. ID _ 
Strand 

End 4 90 6 

Method AAT/GAP 
End 4 906 

Score 2462 
4463. .4502, 4717. .4906 
'2144098/pir | 1156573 4.0e-40 SC2 - rat >gi_256994_bbs_115268 
(S45663) SC2=synaptic glycoprotein [rats, brain, Peptide, 308 
aa] [Rattus sp. ] 1 



26316 
54550 
735 

OJ991215JL2. 

1358 

none 

1358. .1426, 
1524. .2276, 



0128.C14.ol.tm 



1359. .1436, 
4442. .4507 



1520. 



26316 
54550 
735 

OJ991215_12.0128.C14.o3.tc 

1367 

none 

1367.. 1396, 1367.. 1402, 1394. 
1523. .1621, 1618. .1719, 1619. 

26316 
54550 
735 

OJ991215_12.0128.C14.ol.np 

1370 

2144098 

1370.. 1420, 1522.. 2271, 3316. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1684, 



OJ991215 12.0128.C14 



4 90.6, 

TBLASTX: Maize 
4507 
116 

1522. .2277, 1522. .2274, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1426, 1401 
.1684, 1702 



OJ991215 12.0128.C14 



4906 

TBLASTX: Cress 
1755 
40 

1433, 1522. .1614, 
1755 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3361 



OJ991215_12.0128.C14 

4906 
AAT/NAP 
3361 
403 



26316 



GI Descrip. 


SC2 - rat gi | 256994 | 


bbs| 115268 (S45663 


SC2=synaptic 




glycoprotein [rats, 


brain, 


Peptide, 308 aa] [Rattus sp. 


Seq. No. 


26316 




Seq. ID 


OJ991215 12 0128 




54550 




Strand 




Start 


735 




End 


rt ^ \J \J 


Name 


OJ991215 12.0128.C14 


.o3.ts 


Method 




Start 


1492 ^ ' 




End 


1687 


GI 


none 




Score 


1 60 


Exons 


1492. .1686, 1504. .1686, 1523. .1687 




Seq. No. 


26316 




Seq. ID 


OJ991215 12 0128 




54550 




Strand 




Start 


735 




End 


4 906 


Name 


OJ991215 12.0128.C14 


.ol.ts 


Method 


j. o xj/ikj j. /\ ■ o _y coil 


Start 


1687 




End 


1953 


GI 


none 




Score 


157 


Exons 


1687. .1953, 1693. .1938, 1730. .1951 




Seq. No. 


26316 




Seq. ID 


OJ991215JL2.0128 


f!pnp Kfr\ 

^jCilC IN W • 


54550 




Strand 




Start 


735 




End 


4906 


Name 


OJ991215 12.0128.C14 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


1969 




End 


2286 


GI 


none 




Score 


106 


Exons "' • 


1969. .2154, 1976. .2278, 197 


8. .2274, 2191. .2286 


Seq. No. 


26316 




Seq. ID 


OJ991215_12.0128 




54550 




Strand 




Start 


735 




End 


4906 


Name 


OJ991215 12.0128.C14 


.o4 .ts 


Method 


TBLASTX : Soybean 


Start 


2050 




End 


2271 


GI 


none 




Score 


112 


Exons 


2050.. 2271, 2051.. 2161, 2177.. 2263 




Seq. No. 


26316 




Seq. ID 


OJ991215_12.0128 


Gene No. 


54551 




Strand 




Start ■ 


11550 




End 


14310 


Name 


OJ991215 12.0128.C14 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


11550 




End 


14263 


GI 


none 




Score 


87 


Exons 


11550. .11624, 11716. 


.11829, 


12963. .13055, 12965 .. 13063, 




12966. .13064, 12967. 


.13077, 


13442. .13501, 13621. .13719, 




13649. .13720, 13820. 


.13918, 


13821. . 13916, 14003. .14113, 




14006. .14107, 14014. 


.14112, 


14219. . 14263 


Seq. No. 


26316 




Seq. ID 


OJ991215JL2.0128 


Gene No. 


5455f 




Strand 




Start 


11550 




End 


14310 


Name 


OJ991215 12.0128.C14 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


11550 




End 


14310 


GI 


none 




Score 


124 


Exons 


11550. .11624, 11552. 


.11623, 


11695. .11829, 11716. .11829, 




12936. .13055, 12965. 


.13063, 


12966. .13064, 134 39 . . 134 98, 




13442. .13501, 13603. 


.13719, 


13649. .13720, 13820 .. 13924 f 




13821. .13910, 13989. 


.14063, 


14003. .14113, 14003. .14101, 




14008. .14112, 14218. 


.14310, 


14219. . 14263, 14223.. 14309 



26317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26316 * Seq. ID 

54551 Strand 

11550 End 

OJ991215_12.0128.C14 ..ol.tw Method 

11568 End 

none Score 



OJ9.91215_12.0128.C14 
14310 

TBLASTX: Wheat 

13070 

92 



11568. .11624, 11570. .11623, 11695 11829, 117 1 6 11829, 
12959.. 13054, .12966.. 13070 



26316 Seq. ID 

54551 Strand 

11550 End 

OJ991215_12.0128.C14.o2.ts Method 

12957, . End 

none' Score 



OJ991215_12.0128.C14 
14310 

TBLASTX: Soybean 

14298 

67 



12957. .13055, 12959 13051, 12959 .. 13063, 12966 .. 13070, 

12970. .13077, 13442 .. 13501, 13648 13719, 1364 9 .. 13720, 

13820. .13900, 13821. .13910, 13823 13927 , 13975 .. 14013, 

14003. .14134, 14017. .14112, 14218 14298 , 14219. .14263 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 

GI Descrip. 



26317 
54552 
1 

OJ991215_12.0128.C15.ol.np 
1 

6851207 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..25, 349. .473, .1069. .1178, 1305. .1386, 1485 .. 1581, 1719 .. 1800 
(AF162707) protein tyrosine phosphatase-like protein PTPLA [Ovis 
aries] 



OJ991215_12.0128.C15 
+ 

6114 

AAT/NAP 

1800 

119 • • 



Seq. No. 26317 Seq. ID 

Gene No. 54552 Strand 

Start 1 End 

Name OJ9912 15_12 . 0128 . C15 . ol . ts Method 

Start 351 End 

GI none ' Score 

Exons 351.. 458, 368.-466, 368 4 66, 369 .U 4 67 , 



OJ991215_12.0128.C15 
+ 

6114 

TBLASTX : Soybean 

1586 

65 

803. .862, 1075. .1161, 



1119. 
1482. 



,1178, 1284. 
.1583 



1382, 1303. .1392, 1477.. 1584, 1482.. 1586, 



Seq. No. 26317 
Gene No. 54552 
Start 1 

Name OJ991215_12 . 0128 . C15 . ol . tm 

Start 368 
GI none 

Exons 368.. 472, 369.. 473, 373.. 483, 

1110. .1181, 1110. .1178, 1275. 
1482. .1586, 1482. 
5463. .5579 . 



Seq. ID OJ991215_12.0128.C15 

Strand + 

End 6114 

Method TBLASTX : Mai ze 

End 5579 

Score 145 

803. .862, 1075. .1161, 1106. .1180, 



1385, 1284, 
1583, 5123. .5197, 5124, 



,1388, 1303. .1392, 
,5201, 5457. .5576, 



Seq. No. 26317 Seq. ID 

Gene No. 54552 Strand 

Start 1 End 

Name OJ991215_12 . 0128 . C15 . ol . gs Method 

Start 806 End 



OJ991215_12.0128.C15 
+ 

6114 

GENSCAN 

6114 



26318 



GI 


none 




Score 


.66 




Exons 


806. .859, 1069. .1178, 1305. .1386, 3009 


..3151, 3156. .3299, 




3488. .3620, 4449. .4532, 


4789. 


.4814, 5120. .5197, 


5462. .5631, 




6084. .6114 










Seq. No. 


Zb Jlo 




Seq. ID 


OJ991215 


19 m 9ft pi £ 


Gene No. 


54553 




Strand 


+ 




Start 


2537 




End 


9602 




Name 


OJ991215 12.0128.C16.ol 


.np 


Method 


AST/NAP 




Start. 


2537 




End 


6415 




GI 


5777623 




Score 


1287 




Exons 


2537.. 2711, 2963.. 3059, 


3213. 


.3811, 4600. .4828, 


6362. .6415 


GI Descrip. 


(AJ245900) CAA303711.1 


protein [Oryza 


sativa] . 




Seq. No. 


26318 




Seq. ID 


OJ991215 


_12.0128.C16 


Gene No. 


54553 




Strand 


+ 




Start 


2537 




End 


9602 




Name 


OJ991215 12.0128.C16.o4 


.np 


Method 


AAT/NAP 




Start 


6007 




End 


9602 




GI 


5295955 




Score 


386 




Exons 


6007.. 6120, 6174.. 6282, 


7420. 


.7559, 8102. .8216, 


8897. .9036, 




9125.. 9422, 9502.. 9602 










GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) 


genome. (V01555 




[Oryza sativa] 










Seq. No. 


26318 




Seq. ID 


OJ991215 


_12.0128.C16 


Gene No. 


54554 




Strand 






Start 


4736 




End 


9480 




Name 


OJ991215 12.0128.C16.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


746 




End 


1218 




GI 


none 




Score 


74 




Exons 


746. .802, 751. .822, 751 


. .819, 


913. .1047, 943. .1026, 950. .1030 




1114. .1218, 1114. .1215 










Seq. No. 


26318 




Seq. ID 


OJ991215 


_12.0128.C16 


Gene No. 


54554 




Strand 






Start 


4736 




End 


9480 




Name 


OJ991215 12.0128.C16.o2 


.np 


Method 


AAT/NAP 




Start 


4736 




End 


8140 . . 




GI 


4680186 




Score 


183 




Exons 


4736. .5151, 5654. .5757, 


8118. 


.8140 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


26318 




Seq. ID 


OJ991215 


_12.0128.C16 


Gene No. 


54554 




Strand 






Start 


4736 




End 


9480 




Name 


OJ991215 12.0128.C16.o2 


.gs 


Method 


GENSCAN 




Start 


5948 




End 


9480 




GI 


none 




Score 


.55 




Exons 


5948. .7090, 7141. .7336, 


7520. 


.7556, 9035.. 9126, 


9340. .9423, 




9428. .9480 










Seq. No. 


26319 




Seq. ID 


OJ991215 


_12.0128.C17 


Gene No. 


54555 




Strand 


+ 




Start 


1 




End 


371; 




Name 


OJ991215 12.0128.C17.ol 


.np 


Method . 


AAT/NAP 




Start 


1 




End 


371 





26319 



GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' ' 



5295955 Score 333 

1. .371 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Gryza sativa] 



26319 
54555 
1 

OJ991215_12.0128.C17.ol.gs 

110 

none 

110. .298 

26320 
54556 
3209 

OJ991215_12.0128.C19.ol.tc 

352 

none 



Seq. ID OJ991215_12.0128.C17 

Strand + 

End 371 

Method GENSCAN * 

End 298 

Score .99 



Seq. ID OJ991215_12.0128.C19 
Strand 

End 3518 

Method TBLASTX : Cress 

End 1122 

Score 67 



352. .411, 631. .705, 791. .913, 819. .902, 994. .1122, 994. .1095 



26320 
54556 
3209 

OJ991215_12.0128.C19.o'l.tm 

352 

none 



Seq. ID OJ991215_12.0128.C19 
Strand 

End 3518 
Method TBLASTX: Maize- 
End - 1122 
Score 62 



352. .411, 631. .705, 636. .707, 636. .704, 791. .904, 791. .901, 
799.. 906, 994.. 1122, 994.. 1095, 995.. 1096, 996.. 1097- 



Seq. ID OJ991215_12.0128.C19 
Strand 

End 3518 

Method TBLASTX : Soybean 

End 1128 

Score 69 

352.. 411, 631. .70S,; 1 645. .704, 800.. 898, 819... 902, 994... 1.122, 
994. .1128 '>/" ■ ' " \ • 



26320 
54556 
3209 

OJ991215_12.0128.C19.ol.ts 
352 
none 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26320 
54556 
3209 

OJ991215_12.0128.C19.ol.gs 

3209 

none 

3209.. 3290, 3331.. 3518 



Seq. ID OJ991215_12.0128.C19 
Strand 

End 3518 

Method GENSCAN 

End 3518 

Score .77 



26321 
54557 
801 

OJ991215_12.0128.C20.ol.np 
801 

4680492 
801. .983 

(AF119222) putative reverse transcriptase [Oryza sativa] 



Seq. ID OJ991215_12.0128.C20 
Strand + 

983 

AAT/NAP 
983 
101 



End 

Method 

End 

Score 



Seq. No. 



26321 



Seq. ID OJ991215_12.0128.C20 



26320 




Gene No . 




Strand 


+ 


Start 


2390 


End 


6363 


Name 


OJ991215 12.0128.C20.o2. 


gs Method 


GENSCAN 


Start 


2390 


End 


6363 


GI 


none 


Score 


.55 


Exons 


2390.. 2460, 2965.. 3076, 


3934.. 5185, 5252.. 5378, 6330.. 6363 


Seq. No. 


26321 


Seq. ID 


OJ991215_12 . 0128 . C20 


Gene No. 


54559 


Strand 


+ 


Start 


7824 


End 


10468 


Name 


OJ991215 12.0128.C20.o2. 


np Method 


AAT/NAP 


Start 


7064 


End 


10468 


GI 


6069646 


Score 


162 


Exons 


7064.. 7118, 9975.. 10220, 


10372. .10468 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (ACQ05315 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


26321 








Seq. ID 


OJ991215_12.0128 


.C20 


Gene No. 


54559 








Strand 


+ 




Start 


7824 








End 


10468 




Name 


OJ991215 12 


.0128 


.C20.o3. 


gs 


Method 


GENSCAN 




Start 


7824 








End 


8490 




GI 


none 








Score 






Exons 


7824. .8065, 


8158 


. .8257, 


8380. 


.8490 






Seq. No. 


26321 








Seq. ID 


OJ991215_12.0128 


.C20 


Gene No. 


54560 








Strand 


- 




Start 


8833 








End 


10281 




Name 


OJ991215 12 


.0128 


.C20.O4. 


gs 


Method 


GENSCAN 




Start 


8833 








End 


10244 




GI 


none 








Score 


.71 




Exons 


8833. .8932, 


9684 


. .9828, 


9896. 


.10002, 


10129-. .10244 




Seq. No. 


.26321 








Seq. ID 


•OJ991215_12.Q128 


.C20. 


Gene No. 


54560 - 








-Strand - 






Start 


8833 








End 


10281 ' 




Name 


OJ991215 12 


.0128 


.C20.O2. 


tm 


Method 


TBLASTX: Maize 




Start 


8885 








End 


9148 




GI 


none 








Score 


154 " 




Exons 


8885. .9049, 


8902 


. .9030, 


9047. 


.9148 






Seq. No. 


26321 








Seq. ID 


OJ991215JL2.0128 


.C20 


Gene No. 


54560 








Strand 






Start 


8833 








End 


10281 




Name 


OJ991215 12 


.0128 


.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9809 








End 


10281 




GI 


none 








Score 


106 




Exons 


9809. .9919, 


9810 


. .9947, 


9975. 


.10220, 


9977.. 10138, 10228 


. .10281 


Seq. No. 


26322 








Seq. ID 


OJ991215_12.0128 


.C21 


Gene No. 


54561 








Strand 


+ 




Start 


50 








End 


778 




Name 


OJ991215 12 


.0128 


,C21.ol. 


gp 


Method 


AAT/GAP 




Start 


50 








End 


660 





26321 




GI 


569557 






Score 


434 




Exons 


50. .81, 203. .290, 


383. . 


479, 


631. .660 






Seq. No. 


26322 






Seq. ID 


OJ991215_ 


12.0128.C21 


Gene No. 


54561 . 






otrana . 


+ 




Start 


50 






End 


778 




Name 


OJ991215 12.0128. 


C21.ol 


.gs 


Method ■ 


GEN SCAN 




Start 


203 






End 


778 




GI 


none 






Score 


.68 




Exons 


203.. 290, 374.. 479, 738 


. .778 








Seq. No. 


26322 






Seq. ID 


OJ991215_ 


_12.0128.C21 


Gene No. 


54562 






otrana 


+ 




Start 


5683 






End 


5876 




Name 


OJ991215 12,0128. 


C21.03 


• gp 


Method 


AAT/GAP 




Start 


5683 v v 






End 


5876 




GI 


none 






Score 


367 




Exons 


5683. .5876 












Seq. No. 


26322 






Seq. ID 


OJ991215_ 


_12.0128.C21 


Gene No. 


54563 






Strand 






Start 


1943 






End 


5165 




Name 


OJ991215 12.0128. 


C21.o2 


.gs 


Method 


GENSCAN 




Start 


1943 






End 


5165 




GI 


none 






Score 


.55 




Exons 


1943.. 1971, 2047. 


.2211, 


2665 


..2923, 3925.. 3957, 


4062. .4140, 



5047. .5165 



Seq. No. 26322 

Gene No. 54563 

Start 1943 

Name OJ991215_12 . 0128 . C21 . o2 . gp 

Start 4719 

GI 38012JL.R1084 

Exons 4719.. 4798 

GI Descrip. * 4097947/gb | U72255 | OSU72255 2.0e-23 Oryza sativa 

beta-1, 3-glucanase precursor (Gns9). gene, complete cds ' 



Seq. ID OJ991215_12.0128.C21 
Strand 

End 5165 

Method AAT/GAP 

End 4 7 98 

Score 99 



Seq. No. 


26323 


Seq. ID 


OJ991215_12. 


.0128 


.C22 


Gene No. 


54564 


Strand 


+ 






Start 


1 


End 


1588 






Name 


OJ991215 12.0128.C22.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1585 






GI 


3236240 


Score 


1547 






Exons 


1..56, 132. .292, 323. .1585 










GI Descrip. 


(AC004 684) unknown protein 


[Arabidopsis 


; thaliana] 






Seq. No. 


26323 


Seq. ID 


OJ991215_12. 


,0128 


.C22 


Gene No. 


54564 


Strand 


+ 






Start 


1 


End 


1588 






Name 


OJ991215 12.0128.C22.ol.gs 


Method 


GENSCAN 






Start 


14 


End 


1588 






GI 


none 


Score 


.5 






Exons 


14. .626, 654. .786, 934. .1588 








Seq. No. 


26323 


Seq. ID 


OJ991215_12. 


,0128 


.C22 


Gene No. 


54564 


Strand 


+.-: 







26322 



o tart. 


1 






End 


1588 


Name 


OJ991215 


12.0128.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


216 . 






End 


1240 


GI 


none 






Score 


88 


Exons 


216. .329, 


217.. 330, 230 


. .349, 


230. .346, 


284. .913, 319. .915, 




321. .917, 


355.. 864, 900 


.'il238 


, 921. .1145,- 926. .1240, 940. .1239 


Seq. No. 


26323 








OJ991215 12 0128 C22 


Gene No. 


54564 






JUi Cll i\jL 


-j- 


oT-arii 


i 

j. 








1588 


Name 


OJ991215 


12.0128.C22.ol 


. tc 




TBLASTX • Cres 


Start 


248 






End 


861 


GI 


none 






Score 


44 


Exons 


248. .292, 


350.. 481, 355 


. .480, 


466. .750, 


467. .751, 728. .814, 




754. .804, 


806. .856, 808 


. .861 






Seq. No. 


26323 






Seq. ID 


OJ991215 12.0128.C22 


Gene No. 


54564 






Strand 


+ 


Q+- 3Y -f- 

otail 


i 
± 






End 


1588 


Name 


OJ991215 


12.0128.C22.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


272 






End 


1588 


GI 


none 






Score 


38 


Exons 


272. .313, 


353. .469, .355 


. .468, 


464. .946, 


472. .864, 482. .892, 




929. . 967, 


983.. 1552, 991.-1551, 1553.. 1588 


Seq. No. 


26323 






Seq. ID 


OJ991215_12.0128.C22 


Gene No. 


54564 






Strand 


+ 




i 






End 


1588 


Name 


OJ991215 


12.0128.C22.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


562 






End 


967 


GI 


none 






Score 


469 


Exons 


562. .858, 


S66..895, 566 


. .895, 


570. .914, 


786. .902, 894. .911, 




938. .967 










Seq. No. 


26323 






Seq. ID 


OJ991215_12.0128.C22 


bene lno . 


54564 . 






Strand 


+ 


Start 


IV 






End 


1588 


Name 


OJ991215 


12.0128.C22.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1160 






End 


1552 


GI 


none 






Score 


469 


Exons 


1160. .1516, 1165. .1527, 


1171. 


.1515, 1507. .1551, 1508. .1552 


Seq. No. 


26323 






Seq. ID 


OJ991215_12.0128.C22 


bene imo . 


54564 






Strand 


+ 


Start 


1 






End 


1588 


Name 


OJ991215 


12.0128.C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1241 






End 


1555 


GI 


none 






Score 


453 


Exons 


1241. .1555, 1241. .1549, 


1246. 


.1554 




Seq. No. 


26324 






Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54565 






Strand 


+ 


Start 


166 






End 


9742 


Name 


OJ991215 


12.0128.C23.ol 


.np 


Method 


AAT/NAP 


Start 


166 






End 


2632 


GI 


2231046 






Score 


998 


Exons 


166. .291, 


383.. 457, 665 


. .725, 


952. .1025, 1103. .1207, 1574. .1681, 



26323 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1780. .1883, 2038. .2187, 2262. .2385, 2534. .2632 
(Y12618) PPF-1 protein [Pisum sativum] 



26324 Seq. ID 

54565 Strand 
166 End 
OJ991215_12 .0128 . C23 . ol . gp Method 
181 End 
uC-osroM202021b01bl Score 
181. .291, 383. .457, 665. .725, 952. .1025, 1103. .1207, 1574. .1634 
'2209332 6.0e-76 (U89272) chloroplast membrane protein ALB I NO 3 
[Arabidopsis thaliana] >gi_3927828 (AC005727) chloroplast 
membrane protein ALBIN03 [Arabidopsis thaliana] 1 



OJ991215_12.0128.C23 
+ 

9742 
AAT/GAP 
1634 
817 



26324 
54565 
166 

OJ991215_12.0128.C23.ol.gs 
181 
none 



Seq. ID OJ991215_12.0128.C23 
Strand + 

9742 
GENSCAN 
9742 
.81 



End 

Method 
End 
Score 

181. .291, 383.-457, 665. .725, 952. .1025, 1649. .1681, 1780. .1883, 
2038. .2187, 2262..238S, 3189. .3218, 3790. .3975, 4396.-4574, 
5472. .5520, 5799.-5834, 6158. .6664, 8309. .8827, 8911. .9105, 
9263. .9742 



Seq. No. 26324 

Gene No. 54565 

Start 166 

Name OJ991215_12 . 0128 -C23.o2 .gp 

Start 2053 

GI 13573_1.R1084 

Exons 2053.. 2187, 2262.-2385, 2537 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2679, 2845.. 3245 
, 2231046/emb|CAA73179| 1.0e-15 (Y12618) PPF-1 protein [Pisum 
sativum] 1 



OJ991215_12.0128.C23 
+ 

9742 
AAT/GAP 
3245 
1476 



Seq. No. 


26324 








Seq. ID 


OJ991215 


Gene No. 


.. 54565 








Strand . 


+ 


Start 


,.:166 








' End 


9742 


Name 


OJ991215 12.0128 


.C23 


.o3 


.gp 


Method 


AAT/GAP 


Start 


6123 








End 


6460 


GI 


4715033 








Score 


664 


Exons 


6123. .6460 












Seq. No. 


26324 








Seq. ID 


OJ991215 


Gene No. 


54566 








Strand 


+ 


Start 


10101 








End 


19847 


Name 


OJ991215 12.0128 


.C23 


,o2 


.gs 


Method 


GENSCAN 


Start 


10101 








End 


10511 




none 








Score 


.55 


Exons 


10101. .10511 












Seq. No. 


26324 








Seq. ID 


OJ991215 


Gene No. 


54566 








Strand 


+ 


Start 


10101 








End 


19847 


Name 


OJ991215 12.0128 


.C23 


.62 


.np 


■ Method 


AAT/NAP 


Start 


10111 








End 


19537 


GI 


3080433 








Score 


1281 



26324 




Exons 10111. .10194, 12506 12763, 17258 17776, 17866 18101, 

18196. .18466, 18568 18705, 19286.. 19537 
GI Descrip. (AL022605) putative gamma-glutamyltransf erase [Arabidopsis 

thaliana] 





Seq. No. 


26324 


Seq. ID 


OJ991215_12 .0128.C23 




Gene No. 


54566 


Strand 


+ 




Start 


10101 


End 


19847 




Name 


OJ991215 12.0128.C23.o4.gp 


Method 


AAT/GAP 




Start 


10587 


End 


10838 




GI 


4/loUo4 


Score 


409 




Exons 


10587. .10838 








Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 




Gene No. 


54566 


Strand 


+ 




Start 


10101 


End 


19847 




Name 


OJ991215 12.0128.C23.o3.gs 


Method 


GEN SCAN 




Start 


12287 


End 


19847 




GI 


none 


Score 


.45 




Exons 


12287. .12748, 17258 . .,17776, 


17866. .18101, 18196. .18328, 






18568. .18693, 1928 6. .194 98, 


19749. .19847 




Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 




Gene No. 


54567 


Strand 


+ 


1- 


Start 


20338 


End 


22117 


5. 3 


Name 


OJ991215 12.0128.C23.o4.gs 


Method 


GENSCAN 




Start 


20338 


End 


22117 


ril 


GI 


none 


Score 


.6 


\_j 


Exons 


20338. .20398, 20433. .20620, 


21175. .21313, 22007.. 22117 


U? 


Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 


! i 


Gene No. 


54568 


Strand 






Start 


12925 


End 


15447 


.. 


Name 


OJ991215 12.0128.C23.o5.gp 


Method 


AAT/GAP 




Start 


12925 


End 


15447 




GI 


LIB3477-003-P1-K1-E9 


Score 


121 




Exons 


12925. .12985, 15402. .15447 








"GI Descrip. 


f 2498586/sp|Q40638 I'MPQl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 


i. ;j 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 


!=== 




sativa] 1 








Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 




Gene No. 


54569 


Strand 






Start 


19299 


End 


19673 




Name 


OJ991215 12.0128.C23.o2.tc 


Method 


TBLASTX: Cress 




Start 


163 


End 


2307 




GI 


none 


Score 


181 




Exons 


163. .306, 186. .293, 380. .457, 382. .459, 383. .457, 661. .732, 






665. .727, 942. .1025, 945. .1070, 950..: 


L081, 1071.. 1124, 






1091.. 1207, 1100.. 1207, 1101 


..1208, 1102. .1209, 1102. .1209, 






1573. .1677,. 1574. .1735, 1771 


..1836, 1773. .1841, 1777.;1884, 






1779.. 1883, 2036.. 2185, 2038 


..2190, 2042. .2188, 2260. .2307 




Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128 .C23 




Gene No. 


54569 


Strand 






Start 


19299 


- End 


19673 




Name 


OJ991215 12.0128.C23.o3.ts 


Method 


TBLASTX : Soybean 



26325 



Start 


163 


End 


454 


GI 


none 


Score 


186 


Exons 


163. .306, 163. .261, 180. .293 


, 382. .450, 


383. .454 


Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 


Strand 




Start 


19299 


End 


19673 


Name 


OJ991215 12.0128.C23.o2.tm 


Method 


TBLASTX: Maize 


Start 


244 - 


End 


2286 


GI 


none 


Score 


70 


Exons 


244. .306, 246. .293, 382. .450, 383.-457, 


648.-725, 663. .725, 




664. .726, 664. .732, 665. .727 


, 910. .1026, 944. .1069, 945. .1070, 




1091.. 1207, 1100.. 1207, 1101 


..1208, 1102.. 1209, 1102.. 1209, 




1572.. 1676, 1573.. 1677, 1573 


..1677, 1574. .1681, 1777. .1893, 




1778. .1837, 1779. .1883, 2037 


..2168, 2038.. 2169, 2038.. 2172, 




2039. .2173, 2260. .2286 






Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 


Strand 




Start 


19299 


End 


19673 


Name 


OJ991215 12.0128.C23.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1555 


End 


2307 


GI 


none 


Score 


178 


Exons 


1555. .1677, 1565. .1681, 1565 


..1681, 1785. .1883, 1786. .1893, 




2036.. 2188, 2037.. 2189, 2038 


..2190, 2039.. 2188, 2260.. 2307 


Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 


Strand 




Start 


19299 


End 


19673 


Name 


OJ991215 12.0128.C23.ol.tc 


Method 


TBLASTX : Cress 


Start 


8306 


End 


19534 


GI 


none 


Score 


157 


Exons 


8306. .8455, 8311. .8454, 8459 


..8914, 8545.-8874, 8961. .9083, 




8962.. 9138, 9230.. 9436, 9234 


..9437, 9422.-9499, 9423. .9497, 




9576.. 9719, 12503 .. 12676, 12526 .. 12660, 


12649. .12687, 




12659. .12745, 17255 .. 17404 , 


17260. .17403, 17408 .. 17740, 




17644. .17778, 17916 .. 18083, 


17917. .18108, 18193. .18474, 




18197. .18466, 18562 .. 18705, 


19274. .19438, 19451. .19534 


Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 


Strand 




Start 


1-9299 


End 


19673 


Name 


OJ991215 12.0128.C23.o4.tm 


Method 


TBLASTX: Maize 


Start 


8365 


End 


17575 


GI 


none 


Score 


99 


Exons 


8365. .8454, 8366..8455, 8465 


..8626, 8519.. 8623, 8548.. 8625, 




17297. .17404, 17314 .. 17403, 


17377. .17574, 17414. .17575 


Seq. No. 


26324 


Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 


Strand 




Start 


19299 


End 


19673 


Name 


OJ991215 12.0128.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


8528 


End 


18250 


GI 


none 


Score 


315 


Exons 


8528.. 8830, 8548.. 8829, 8905 


..9138, 8955.. 9128, 9230.. 9286, 




9231. .9287, 17477 .. 17740, 17641 . .17778, 


17866. .18108, 




17910. .18083, 18187. .18249, 


18194 . .18250 



26326 



Seq. No. 26324 Seq. ID 

Gene No. 54569 Strand 

Start 19299 End 

Name OJ991215_12 . 0128 . C23 . ol . tm - Method 

Start 8633 End 

GI none Score 
Exons 



OJ991215_12.0128.C23 
19673 

TBLASTX: Maize 

18045 

35 



8633. .8662, 8633. .8662, 8665. .8823, 8666. .8830, 8911. .9090, 
8913. .9089, 17582. . 17611, 17615 17740, 17 64 1 .. 1*7772, 
17864. .17971, 178 65 .. 17972, 178 65 .. 18044 , 17866.. 18045 



Seq. No. 


26324 








Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 








Strand 




Start 


19299 








End 


19673 


Name 


OJ991215 12. 


.0128. 


C23.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


9288 








End 


18466 


GI 


none 








Score 


249 


Exons 


9288. .9497, 


9290. 


.9499, 


18251 


. .18367, 


18253. .18354, 18410. .18466 


Seq. No. 


26324 








Seq. ID 


OJ991215_12.0128.C23 


Gene No. 


54569 








Strand 




Start 


19299 








End 


19673 


Name 


OJ991215 12, 


.0128. 


C23.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


9578 








End 


19444 


GI 


none 








Score 


166 


Exons 


9578. .9724, 


9579. 


.9719, 


9579. 


.9731, 10153. .10311, 10155 .. 10313, 



18565. .18705, 18565 .. 18705, 18612 .. 18710, 19274 194 4 1, 
19274. .19444 



Seq. No. 


26324 




Seq. ID 


OJ991215_12.0128 


.C23 


Gene No. 


54569 




Strand 






Start 


19299 




End 


19673 




Name 


OJ991215 12.0128.C23 


. 06 . gp 


Method 


AAT/GAP 




Start 


19299 




End 


19673 




GI 


none 




Score 


722 




Exons 


19299.. 19673 










Seq. - No.. 


26324 




Seq. ID 


-OJ.991215_12.0128 


.C23 


Gene No. 


54570 




Strand 






Start 


21150 




End 


23400 




Name . 


OJ991215 12.0128.C23 


,o3. tc 


Method 


TBLASTX: Cress 




Start 


21150 




End 


23394 




GI 


none 




Score 


36 




Exons 


21150. .21167, 21220. 


.21267, 


21996. .22205, 22006 .. 22209, 






22062. .22211, 22088. 


.22228, 


22669.-22776, 22916 .. 23002, 






23052. .23111, 23201. 


.23254, 


23338. .23394 




Seq. No. 


26324 




Seq. ID 


OJ991215_12.0128 


.C23 


Gene No. 


54570 




Strand 






Start 


21150 




End 


23400 




Name 


OJ991215 12.0128.C23 


.oS.ts 


Method 


TBLASTX : Soybean 




Start 


21175 




End 


22969 




GI 


none 




Score 


62 




Exons 


21175. .21267,. 21189. 


.21290, 


21996. .22202, 22006 .. 22209, 






22669. .22776, 22916, 


.-22969 








Seq. No. 


26324 




"Seq. ID 


OJ991215_12.0128 


.C23 



26327 



Gene No. 54570 
Start ' 21150 

Name OJ991215_12 . 0128 . C23 . o3 . tm 

Start 22023 
GI J- none 

Exons ' 22023. .22202, 22024 .. 22209, 

22687. .22776, 22690 .. 22770, 
22915. .22956, 22916 .. 22960, 
23034. .23123, 23197. .23235, 
23327. .23392, 23328 .. 23393, 



Strand 

End 23400 

Method TBLASTX : Mai ze 

End 23400 

Score 197 
22026. .22202, 22 68 6 227 69, 
22698. .22775, 22913 .. 22948, 
23016. .23111, 23024 . .23110, 
23199. .23258, 23201 23275, 
23328..23399, 23329.. 23400 



Seq. No. 


26325 






Seq. ID 


OJ991215_ 


_12 


.0128 


.C25 


Gene No. 


54571 






Strand 


+ 








Start 


357 






End 


451 








Name 


OJ991215 12 


.0128. 


C25.ol.gs 


Method 


GEN SCAN 








Start 


357 






End 


451 








GI 


none 






Score 


•43 








Exons 


357 . . 451 
















Seq. No. 


26325 






Seq. ID 


OJ991215_ 


_12 


.0128 


.C25 


Gene No. 


54572 






Strand 


4- 








Start 


525 






End 


606 








Name 


OJ991215 12 


.0128. 


C25.ol.gp 


Method 


AAT/GAP 








Start 


525 






End 


606 








GI 


3762464 


- 




Score 


82 








Exons 


525 . . 606 
















Seq. No. 


26326 






Seq. ID 


OJ991215_ 


_08 


.0118 


.CI 


Gene No. 


54573 






Strand 


+ 








Start 


1630 






End 


1842 








Name 


OJ991215 08 


.0118. 


Cl.ol.gs 


Method 


GEN SCAN 








Start 


1630 






End 


1842 








GI 


none 






Score 


.88 








Exons 


1630. .1756, 


1786. 


.1842 












Seq. No. 


26326 






Seq. ID 


OJ991215 


_08 


.0118 


.CI 


Gene No. 


54574 






Strand 


. + 








Start 


•-.-2222 ^ : 






End 


4 6'57 








Name 


OJ991215 08 


.0118. 


Cl.ol.gp 


Method 


AAT/GAP 








Start 


2177 






End 


2702 








GI ■ 


none 






Score 


858 








Exons 


2177. .2536, 


2612. 


.2702 












Seq. No. 


26326 






Seq. ID 


OJ991215_ 


_08 


.0118 


.CI 


Gene No. 


54574 






Strand 


+ 








Start 


2222 






End 


4657 








Name 


OJ991215 08 


.0118. 


Cl.o2.gs 


Method 


GEN SCAN 








Start 


2222 






End 


4657 








GI 


none 






Score 


. 91 








Exons 


2222. .2536, 


2612. 


.2716, 3038. 


.3159, 3306. .3455, 


4175. .4328, 




4577. .4657 
















Seq. No. 


26326 






Seq. ID 


OJ991215_ 


_08 


0118 


.CI 


Gene No. 


54575 






Strand 


■f 








Start 


5441 






End 


5937 








Name 


OJ991215 08 


.0118. 


Cl.o2.gp 


Method 


AAT/GAP 








Start 


5441 






End 


5937 









26328 




GI 


none 




Score 


964 






Exons 


5441. .5937 












Seq. No. 


26326 




Seq. ID 


OJ991215_ 


JD8.0118 


.CI 


Gene No. 


C A C "7 C 




Strand 


+ 






Start 


32782 




End 


35363 






Name 


OJ991215 08. 0118. CI 


,o5 .gs 


Method 


GENSCAN 






Start 


32782 




End 


34282 






GI 


none 




Score 


.92 • 






Exons 


32782. .32854, 33522 


. .33739, 


33884. .34282 






Seq. No. 


26326 




Seq.' ID 


OJ991215_ 


_08.0118 


.CI 


Gene No. 


54576 




Strand 


+ 






o tar l. 


32782 




End 


35363 






Name 


OJ991215 08. 0118. CI 


.o4 ,np 


Method ' 


AAT/NAP 






Start 


33633 




End 


35363 






GI 


3150407 




Score 


311 






Exons 


33633. .33794, 33884 


. .34075, 


35249. .35363 






GI Descrip. 


(AC004165) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


ZboZb 




Seq. ID 


OJ991215_ 


U o . U 1 1 a 


.CI 


Gene No. 


54577 




Strand 


+ 






Start 


38836 




End 


46151 






Name 


*~\ -r/"vOT O 1 C AO Alio /~* 1 

OJ991215 08. Olio. CI 


. oo . gs 


Method 


GENSCAN 






Start 


38836 




End 


46151 






GI 


none 




Score 


.55 






Exons 


38836. .38894, 38936 


. .39114, 


39210. .39379, 40553 


.40615, 






40979. .41136, 42530 


. .42878, 


44108. .44256, 45380 


.46151 




Seq. No. 


26326 




Seq. ID 


OJ991215_ 


no m t o 
Uo . U 1 lo 


.CI 


Gene No. 


54577 




Strand 


+ 






Start 


38836 




End 


46151 






Name 


OJ991215 08. 0118. CI 


,o6.gp 


Method 


AAT/GAP 






Start 


38936 




End 


41547 






GI . 


none 




Score 


855 






Exons 


38936. .39114, 40431 


. .40476, 


40553. .40615, 41342 


.41547 




Seq. No. 


26326 




Seq; ID 


OJ991215_ 


08.0118 


.CI 


Gene No . 


54578 




Strand 


+ 






Start 


49347 




End 


50004 






Name 


OJ991215 08. 0118. CI 


. o7 . gs 


Method 


GENSCAN 






Start 


49347 




End 


50004 






GI 


none 




Score 


.43 






Exons 


49347. .49388, 49789 


. .50004 










Seq. No. 


26326 




Seq. ID 


OJ991215_ 


_08.0118 


-CI 


Gene No . 


54579 




Strand 


+ 






Start 


54047 




End 


54324 






Name 


OJ991215 08. 0118. CI 


. olO.gp 


Method 


AAT/GAP 






Start 


53938 




End 


54324 






GI 


286280 




Score 


490 






Exons 


53938. .54127, 54200 


. .54324 










Seq. No. 


26326 




Seq. ID 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54579 




Strand 


+ 






Start 


54047 




End 


54324 






Name 


OJ991215 08. 0118. CI 


. o7.np 


Method 


AAT/NAP 







26329 



Start 54047 End 54280 

GI 3023377 Score 195 

Exons 54047. .54127/ 54200.. 54280 

GI Descrip. LOW-TEMPERATURE INDUCED PROTEIN BLT101 (SALT-STRESS INDUCED 

HYDROPHOBIC PEPTIDE ESI3) gi | 629776 | pir | | S40406 bltlOl protein - 
barley gi | 439273 | emb | CAA80984 | (Z25537) 54 amino acids [Hordeum 
vulgare] gi | 551068 | gb I AAA21847 . 1 | (U00966) salt-stress induced 
hydrophobic peptide [Elytrigia elongata] 



Seq. No. 


26326 




Seq. ID 


OJ991215 


_08.0118.C1 


Gene No. 


54579 




Strand 


+ 




Of -5 ■—+- 


O fl U fi / 




End 


54324 




Name 


OJ991215 08. 0118. CI 


. o9 . gs 


Method 


GEN SCAN 




Start 


54047 




End 


54283 




GI 


none 




Score 


1 




Exons 


54047. .54127, 54200 


. .54283 








Seq. No. 


26326 




Seq. ID 


OJ991215 


_08.0118.C1 


Gene No. 


54580 




Strand 


+ 




Start 


60.659 






69908 




Name 


OJ991215_08.0118.C1 


.oll.gs 


Method 


GENSCAN 




Start 






End 


69908 




GI 


none 




Score 


.83 




Exons 


60659. .60738, 60785 


. .60833, 


60866. .60958, 62007 


. .62033, 




65577. .65716, 66743 


. .66903, 


68215. .68327, 68364 


..68489, 




68576. .68722, 68748 


. .69908 








Seq. No. 


26326 




Seq. ID 


OJ991215 


_08.0118.C1 


Gene No. 


54581 




Strand 


+ 




Start 


78943 




End 


86742 




Name 


OJ991215 08. 0118. CI 


. ol3.gs 


Method 


GENSCAN 




Start 


78943 




End 


85611 




bJ. 


none 




Score 


.9 




Exons 


78943. .79060, 81912 


. .81995, 


82082. .82141, 82218 


. .82265, 




82372. .82449, 82874 


. .82972/r 83071. .83133, 83287 


. .83360, 




* 83461. .83535, 83902 


. .84006, 


84112. .85611 




Seq. No. 


26326 




Seq. ID 


OJ991215 


_08.0118.C1 


Gene No. 


54581 




Strand 


+ 




Start 


78943 




End- 


86742 




Name 


OJ991215 08. 0118. CI 


. ol2.np 


Method 


AAT/NAP 




Start 


83755 




End 


86739 




GI 


6539581 




Score 


4273 




Exons 


83755. .83787, 83902 


. .84006, 


84112. .84549, 84655 


. .86514, 




86593. .86739 










GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA . 


chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) 


[Oryza sativa] 


Seq. No. 


26326 




Seq. ID 


OJ991215 


_08.0118.C1 


Gene No. 


54581 




Strand 


+ 




Start 


78943 




End 


86742 




Name 


OJ991215 08. 0118. CI 


. ol4 . gs 


Method 


GENSCAN 




Start 


85846 




End 


86742 




GI 


none 




Score 


.4 




Exons 


85846. .86514, 86593 


...86742 








Seq. No. 


26326 




Seq. ID 


OJ991215 


_08.0118.C1 



26330 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



54582 Strand 

5718 End 9402 

OJ9912 15_08 . 0118 . CI . o3 . gs Method GENSCAN 

5718 ..End 9385 

none ■ Score .74 

5718. .6443, 6541. .6660, 6849. .7064, 7976. .8263, 8769. .8912, 

8953.. 9110, 9184.. 9385 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons " 

GI Descrip. 



26326 
54582 
5718 

OJ991215_08.0118.Cl.o2.np 

5754 

6682249 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 9402 

Method AAT/NAP 

End 8596 

Score 528 



5754. .6122, 6175. .6443, 6535. .6660, 6849. .7064, 7976. .8053, 
8570. .8596 

(AC016661) putative SF16 protein [Arabidopsis thaliana] 



26326 
54582 
5718 

OJ991215_08.0118.Cl.o3.gp 
6237 

19789 1.R1084 



Seq. ID OJ991215_08 .0118 .CI 
Strand 

End 9402 

Method AAT/GAP 

End 9402 

Score 2572 



6237. .6443, 6541. .6660, 684 9 . . 7064 , 797 6 . . 8263, 8769. .8857, 
8953. .9402 

•2739366 4.0e-33 (AC002505) SF16 like protein [Arabidopsis 
thaliana] 1 



Seq. No. 26326 

Gene No. 54583 

Start 12052 

Name OJ991215_08 . 0118 . CI . o4 . gs 

Start 12052 

GI none 
Exons 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 30859 

Method GENSCAN 

End 30859 

Score .46 



12052. .12181, 13766. .13895, 15667 .. 15713, 158 63 .. 16014 , 

17297. .17582, 19239 .. 19321, 20729 .. 21484 , 22887 .. 22969, 

25354.. 25452, 25842. .25888, 28039 28201 , 29054 29195, 
30644.. 30859 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 
54583 
12052 

OJ991215_08.0118.Cl.o4.gp 
15685 

16548_1.R1084 
15685. .16014, 17297. .17548 

M371292/gb|AAD18150| 1.0e-25 (AC006260) unknown protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991215._08.0118.C1 
Strand 

30859 
AAT/GAP 
17548 
1092 



End 

Method 

End 

Score 



26326 
54583 
12052 

OJ991215_08.0118.Cl.o3.np 

15889 

4371292 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 30859 

Method AAT/NAP 

End 21381 

Score 591 



15889. .16014, 17297. .17392, 17450 .. 17582 , 20729.. 21381 



26331 




GI Descrip. 


(AC006260) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


26326 


Seq. ID 


OJ991215_08.0118.C1 


bene wo. 


^A ^ft ^ 
Ofi DO O 


Q +- r* a n H 

OL.rd.rivJ. 




Start 


12052 


iiinu. 




Name 


OJ991215 08-0118. Cl.o5.gp 


rjeinou 


rtri I / oriJr 


Start 


21070 


Lnu 


91 7ft A 


GI 


none 


Score 


1 A 01 

J- 4 U / 


Exons 


21070. .21784 






Seq. No. 


26326 


Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54584 


Strand 




Start 


42228 


End 


42646 


Name 


OJ991215 08.0118.Cl.o7.gp 


Method 


AAT/GAP 


Start 


42228 


End 


42646 _ 


GI 


40244 1.R1084 


Score 


811 


Exons 


42228. .42646 






GI Descrip. 


1 3551954 /gb|AAC34 855. 1 1 2 .Oe-09 (AF082030) senescence-associated 




protein 5 [Hemerocallis hybrid cultivar] 1 


Seq. No. 


26326 


Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54585 


Strand 




Start 


42624 


End 


46255 


Name 


OJ991215 08.0118.Cl.o5.np 


Method 


AAT/NAP 


Start 


42624 


End 


46121 


GI 


4455364 


Score 


584 


Exons 


42624. .42921, 45619. .46121 






GI Descrip. 


(AL035524) senescence-associated protein-like [Arabidopsis 




thaliana] 






Seq. No. 


26326 


Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54585 


Strand 




Start 


42624 


End 


46255 




OJ991215 08.0118.Cl.o8.gp 


Method 


AAT/GAP 


Start 


42699 


End 


45806 


GI 


4881166 


Score 


703 


Exons 


42699. .42914, 45588. .45806 






GI Descrip. 


3551954/gb|AAC34855.1| 2.0e 


-09 (AF082030) senescence-associated 




protein 5 [Hemerocallis hybrid cultivar] 


Seq. No. 


26326 


Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54585 


Strand 




Start 


42624 


End 


46255 


Name 


OJ991215 08.0118.Cl.o9.gp 


Method 


AAT/GAP 


Start 


45856 


End 


46255 


GI 


31180 1.R1084 


Score 


796 


Exons 


45856..462S5 






GI Descrip. 


, 4455364/emb|CAB36774.1| 3. 


0e-18 (AL035524) 




senescence-associated protein-like [Arabidopsis thaliana] 1 


Seq. No.' 


26326 


Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54586 


Strand 




Start 


52461 


End 


52679 


Name 


OJ991215 08.0118.Cl.o6.np 


Method 


AAT/NAP 


Start 


52461 


End 


52679 


GI 


133999 


Score 


186 


Exons 


52461. .52679 







26332 




GI Descrip. CHLOROPLAST 30S RIBOSOMAL PROTEIN S7 gi | 70904 | pir | | R3RZ7 

ribosomal protein S7 - rice chloroplast gi | 12037 | emb | CAA33942 | 
(X15901) ribosomal protein S7 [Oryza sativa] 

gi|12065|emb|CAA33919| (X15901) ribosomal protein S7 [Oryza 
sativa] gi | 226657 |prf I 1 1603356CH ribosomal protein S7 [Oryza 
sativa] 



Seq. No. 


26326 




Seq. ID 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54587 




Strand 








Start 


55927 




End 


59455 






Name 


OJ991215 08. 0118. CI 


.olO.gs 


Method 


GENSCAN 






Start 


55927 




End 


59455 








none 




Score 


.86 






Exons 


55927. .57543, 57952 


. .58112, 


58781. .58865, 58924 . 


.58984, 






59376. .59455 












Seq. No. 


26326 




Seq. ID 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54587 




Strand 








Start 


55927 




End 


59455 






Name ' 


OJ991215 08. 0118. CI 


. 08 .np . 


Method 


AAT/NAP ' 






Start 


55930' 




End 


58146 






GI 


4371293 




Score 


758 






Exons 


55930. .56298, 56341 


. ,56747, 


56775. .57132, 57178. 


.57360, 






57403. .57545, 57945 


. .58146 










GI Descrip. 


(AC006260) putative myosin heavy chain 


[Arabidopsis thaliana] 


Seq. No. 


26326 




Seq. ID. 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54588 




Strand 








Start 


68033 




End 


81573 






Name 


OJ991215 08. 0118. CI 


. olO .np 


Method 


AAT/NAP 






Start 


68033 




End 


81573 






GI 


4467148 




Score 


131 






Exons 


68033. .68061, 76549 


. .76669, 


76803. .76913, 77737. 


.78021, 






81543. .81573 












GI Descrip. 


(AL035540) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26326 




Seq. ID 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54588 • - 




• Strand 








Start 


68033 




End 


81573 






Name 


OJ991215 08. 0118. CI 


.ol2.gs 


Method 


GENSCAN 






Start 


71247 




End 


78063 






GI 


none 




Score 


.9 






Exons 


71247. .71312, 71401 


. .71484, 


71585. .71713, 71805. 


.71873, 






71963. .72043, 72138 


. .72464, 


72559. .73680, 73981. 


.74923, 






75043. .75164, 75254 


. .75406, 


75725.-75859, 76282. 


.76440, 






76553. .76669, 76803 


. .76913, 


77737. .78063 






Seq. No. 


26326 




Seq. ID 


OJ991215_ 


08.0118 


-CI 


Gene No. 


54588 




Strand 








Start 


68033 




End 


81573 






Name 


OJ991215 08. 0118. CI 


. o9.np 


■ Method 


AAT/NAP 






Start 


71250 




End 


75145 






GI 


4467147 




Score 


824 






Exons 


71250. .71312, 71401 


. .71520, 


71585. .71704, 71805. 


.71873, 






71963. .72043, 72138 


. .72464, 


72559. .73236, 73294 . 


.73385, 






74994 . .75145 












GI Descrip. 


(AL035540) putative 


protein 


[Arabidopsis thaliana] 





26333 



Seq. No. 


26326 








Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54588 








Strand 




Start 


68033 








End 


81573 


Name 


OJ991215 08. 


0118. 


CI. oil 


.np 


Method 


AAT/NAP 


Start 


77737 








End 


78419 


GI 


1076802 








Score 


91 


Exons 


77737. .77978 


1, 78058. .78419 






GI Descrip. 


extensin-like protein - 


maize 


gil 600118 |emb|CAA84230| (Z344 65) 




extensin-like protein [Zea mays] gi 1 1096557 | prf | | 211147 6A . 




extensin-like domain [Zea mays] 




Seq. No. 


26326 








Seq. ID 


OJ991215_08.0118.C1 


Gene No . 


3 fi Q O Zj 








Strand 




Start 










End 


91114 


Name 


r\ TQQ1 0 1 cl no 


m i o 


CI . Oo . 


4- /i 

tc 


Method 


TBLASTX: Cress 


Start 


j jlO 








End 


4958 


GI 


none 








Score 


56 


Exons 


OOIC "3 "3 C. 7 
JjJ.D. . JJJ / , 


*5 *5 Q. A 


*5 yl R Q 
. p4 DO , 


jjOD . 


.3465, 4170. .4328, 4170. .4307, 




400i . .4 b04 , 


A 1 C A 

4 / b4 . 


. 4 yoo 








Seq. No. 


A b dZ b 








Seq. ID 


OJ991215_08.0118.C1 


Gene No . 


o4 do y 








Strand 




Start 


87336 








End 


91114 


Name 


OJ991215_08. 


0118. 


Cl.08. 


tm 


Method 


TBLASTX: Maize 


Start • 


/ R C 1 








End 


4917 


GI 


none 








Score 


137 


Exons 


40Dl . . 4 boo, 


y| c C 9 


. 4 oD4 , 


40 / b . 


.4671, 4760. .4915, 4763. .4915, 




An C A A Q"\ £. 
4 / o4 . . 4 yib/ 


/I 7 C A 

4 / D4 . 


/QIC 

. 4 y 1 b , 


/I 7 C C 
4 / OD . 


.4917 




Seq. No. 










Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54589 








Strand 




Start 


87336 








End 


91114 


Name 




n 1 1 p 


PI r\1 
LI • OX . 


LIU 


Method 


TBLASTX: Maize 




u /to 
3 4 4 Z 








End 


6390 


GI 


none 








Score 


42 


Exons 


^A AO t\AQ.C\ 


^A A 9 
J4 4Z . 


^a fi n 


Dfl ft . 


.5568, 5480.. 5509, 5530.. 5565, 






J J / J . 


. JDll, 


c c 7 o 
DD / J . 


.5611, 5683.-5724, 5705.. 5734, 




J /ID. .0/ JJ; 


C-700 
O / £.£. . 


CTQ1 

. D / O 1 , 


C707 


.5813, 5729.. 5791, 5784.. 5891/ 




5784 5933 


5785 


5892 


5931 


.6017, 5931.. 6041, 5932.. 6042, 




5944. .6048, 


5948. 


.6049, 


5;985. 


.6389, 6001.. 6390 


oeq . jno . 


26326 








Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


'54589 








Strand 




Start 


87336 








End 


91114 


Name 


OJ991215 08. 


0118. 


Cl.olO 


.tc 


Method 


TBLASTX: Cress 


Start 


5784 








End 


6161 


GI 


none 








Score 


116 


Exons 


5784. .5813, 


5925. 


.6161, 


5926. 


.6087 




Seq. No. 


26326 








Seq. ID 


OJ991215_08.0118.C1 


Gene No. 


54589 








Strand 




Start 


87336 








End 


91114 


Name 


OJ991215 08. 


0118. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6048 








End 


8837 


GI 


none 








Score 


"107 


Exons 


6048. .6173, 


6204. 


.6296, 


6282. 


.6443, 6340. .6441, 6340. .6459, 



26334 



6535. .6657, 6541. .6672, 6900. .7022, 6910. .7038, 8769. .8837 



Seq. No. 26326 

Gene No. 54589 

Start 87336. 

Name OJ991215JD8 . 0118 . CI . o4 . tc 

Start 6273 

GI none 
Exons ■ 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 . 

Method TBLASTX : Cress 

End 6663 

Score 107 



6273. .6443/ 6298. .6441, 6355. .64 59, 6535. .6663, 6541. .6657, 
6552.'. 6662 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



OJ991215_08.0118.C1 
91114 

TBLASTX: Maize 
8868 
55 

6393.-6446, 6393.. 6446, 6394.. 6480, 6400.. 6450, 6541.. 6660, 
6541.. 6672, 6846.. 7064, 6854.. 7063, 6907.. 7065, 6932.. 7090, 
7969. .8043, 7971. .8051, 7975. .8106, 7976. .8107, 8098. .8148, 
8152. .8265, 8174. .8257, 8198. .8269, 8769. .8849, 8770. .8868, 
8785.. 8850 



26326 
54589 
87336 

OJ991215_08 . 0118 . CI . oil . tm 

6393 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 

54589 - 
87336 

OJ991215_08.0118.Cl.o3.tm 
15908 
none 
15908 
17297 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16018, 15910. .16017, 17295 .. 17582 , 17295 
17596, 20725. .20928, 20729.. 20926 



OJ991215_08.0118.C1 
91114 

TBLASTX: Maize 

20928 

159 

17585, 



26326 
54589 
87336 

OJ991215_08.0118.Cl.o6.ts 

15919 

none 

15919. .15954, 1594 1 .. 16012 , 
17301. .17378, 17459. .17 602, 

26326 
54589 
87336 

OJ991215_08.0118.Cl.o5.tc 

15949 

none 

15949. .16017, 17295. .17369, 
17478. .17579, 20728.. 20820 



26326 
54589 
87336 

OJ991215_08. 
33653 v * 
none 



0118.Cl.o2.tc 



Seq. ID 
Strand 
End 

Method 

End 
■ Score 
15946 
17465 



OJ991215 08. 0118. CI 



91114 

TBLASTX: Soybean 
17602 
66 

16017, 17297. .17386, 
17584, 17475.. 17585 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_08.0118.C1 
91114 

TBLASTX: Cress 

20820 

51 



17297. .17386, 17459 .. 17578 , 



Seq. ID OJ991215_08.0118.C1 



Strand 
End 

Method 

End 

Score 



91114 

TBLASTX: Cress 

34015 

188 



33653. .33796, 33657 .. 33794 , 33877 .. 34002, 33878. .34015 



26335 



Seq. No. 26326 
Gene No. 54589 
Start 87336 

Name ■ OJ991215_08 . 0118 . CI . o9 . tm 
Start 33653 
GI none 

Exons 336S3..33787, 33657 .. 33794 , 

33883.. 33975 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_08.0118.C1 
91114 

TBLASTX : Maize ' 

33976 

196 



33717. .33794, 33878 3397 6, 



Seq. No. 26326 

Gene No. 54589 

Start 87336 

Name OJ991215_08 . 0118 . CI . o4 . ts 

Start 33696 

GI none 

Exons 33696. .33794, 33707 .. 33790, 
34070.. 34099 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_08.0118.C1 
91114 

TBLASTX: Soybean 

34099 

156 



33875. .34000, 33883. .34008, 



Seq. No. 26326 

Gene No. 54589 

Start 87336 

Name OJ991215_08 . 0118 . CI . o4 . tm 

Start 42293 

GI none 

Exons 42293. .42343, 42297 .. 42398 , 
42564. .42920, 42566 .. 42922, 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX : Mai ze 

End 45786 

Score 68 
42363. .42407, 4254 1 .. 42915, 
45588.-45785, 45589. .45786 



Seq. No. 26326 

Gene No. 54589 

Start 87336 

Name OJ991215_08 . 0118 . CI . ol . ts 

Start 42564 

GI none 

Exons 42564. .42845, 42580 .. 42846, 
45588. .45638, 45675 .. 45830, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 08. 0118. CI 



91114 

TBLASTX : Soybean 
46118 
178 

42837. .42920, 42855 .. 42917, 
45724. .46101, 45894. .46118 



Seq. No. 26326 

Gene No. 54589 

Start 87336 

Name OJ991215_08 . 0118 .CI .ol . tc 

Start 42591 

GI none 

Exons 42591. .42815, 42595 .. 42816, 
45588. .45638, 45669 45830, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 08. 0118. CI 



91114 

TBLASTX: Cress 
46118 
178 . 

42837. .42920, 42855 .. 42917 , 
45685. .46101, 45894. .46118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



26326 
54589 
87336 

OJ991215_08.0118.Cl.o7.tm 

45880 

none 

45880. .46173, 45894. .46181 

* ■ ' 

2632^ C> 

54589 

87336 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX : Mai ze 

End 46181 

Score 286 



Seq; 'ID OJ991215_08.0118.C1 
Strand 

End 91114 



26336 



Name 

Start 

GI 

Exons 



OJ991215JD8 . 0118 . CI . o4 . tw Method 

45894 End 

none Score 
45894. .46121 



TBLASTX: Wheat 

46121 

214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 
54589 
87336 

OJ991215_08 . 0118 . CI . olO . tm 

52422 - . 

none 

52422. .52529, 52422 52511, 
52530. .52679, 52532 .. 52678 , 

26326 
54589 
87336 

OJ991215_08.0118.Cl.o8.ts 

52422 

none 

52422. .52526, 52437 .. 52511, 
52531. .52677, 52551 .. 5267 9, 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX: Maize 

End 52686 

Score 127 
52426. .52530, 52427 .. 52531, 
52534. .52680, 52570.. 52686 

Seq. ID OJ991215_08.0118,C1 
Strand 

End 91114 

Method TBLASTX : Soybean 

End 52679 

Score 99 
52441. .52527, 52442 52528, 
52570. .52677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



26326 
54589 
87336 

OJ991215_08.0118.Cl.o6.tc 

52422 

none 

52422. .52526, 52437 .. 52511, 
52534. .52665, 52551 52679, 

26326 
54589 
87336 

OJ991215_08.0118.Cl.ol4.tm 
-54025 
none 

54025. .54135, 54047 .. 54118, 
54196. .54279, 54204.. 54284 



Seq. ID OJ991215_08.0118.C1 

Strand - „ 

End 91114 

Method TBLASTX : Cress 

End ■ 52679 

Score 90 
52441. .52527, 52442 .. 52528, 
52570. .52674 

Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX : Mai ze 

End 54284 

Score 50. 
54194. .54256, 54194 .. 54277, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 
54589 
87336 

OJ991215_08 . 0118 . CI . o5 . tm 

56856 

none 

56856. .56978, 56857 .. 56979, 
56861. .57256, 57072.. 57260 

26326 
54589 
87336 

OJ991215_08.0118.Cl.o7.ts 
.57208 - 
none 

57208. .57546, 57952.. 58002 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX : Mai ze 

End 57260 

Score 68 
56857. .57258, 56858 .. 57259, 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX : Soybean 

End 58002 

Score 69 



26337 



# 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 
54589 
87336 

OJ9912 15_08 . 0118 . CI . olO . ts 
71247 
none 



91114 

TBLASTX: Soybean 
71654 
68 

'71247. .71315, 71248 .. 71340, 71378 .. 71485, 71401 71490, 
71579. .71653, 71580. .71654 



Seq. ID OJ991215_08.0118.C1 
Strand 
End 

Method 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 
54589 
87336 

OJ991215_08.0118.Cl.o2.tm 
71247 



OJ991215 08. 0118. CI 



none 
71247. 
71585. 
72130. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

71309, 71401. .71466, 71402 71467 , 71580 .. 7 1711, 
71728, 71585. .71713, 71805 7 1864 , 71927 7204 6, 
72318, 72135. .72344, 72357 72464 , 72556 .. 72663, 



91114 

TBLASTX: Maize 

72810 

62 



72557. .72748, 72559 .. 72747 , 72784.. 72810 



Seq. No. 26326 

Gene No. 54589 

Start 87336 

Name OJ991215_08 . 0118 .CI . o2 . tw 

Start 71247 

GI none 

Exons 71247. .71315, 71277 71315, 
71580. .71708, 71585 71710, 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX: Wheat 

End 71876 

Score 42 
71401. .71466, 71408. .71467, 
71585. .71710, 71802. .71876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26326 
54589 
87336 
OJ991215 
71657 
none 
71657 
72135 
72559 



08.0118.Cl.o2.ts 



71710, 
72251-, 
72747 



71802, 
72258. 



.71876, 
.72344, 



Seq. ID OJ991215_08.0118.C1 
Strand 

End 91114 

Method TBLASTX : Soybean 

End 72747 

Score 83 
71927. .72046, 72130 .. 72252 , 
72259. .72318, 72369 .. 724 64 , 



Seq. No. 26326 Seq. ID 

Gene No. 5458 9 Strand 

Start 87336 End 

Name OJ991215_08 . 0118 . CI . o3 . tc Method 

Start 72184 End 

GI none Score 

Exons 72184. .72318, 72189 .. 72344 , 72345 .. 724 64 , 72559 .. 72675, 
72691. .72756 



OJ991215_08. 0-118. CI 
91114 

TBLASTX: Cress 
72756 
68 



Seq. No. 26326 

Gene No. 54589 

Start 87336 

Name OJ991215_08 . 0118 .CI . 06 . tm 

Start 72776 

GI none 

Exons '72776. .72970, 72814 .. 72996, 
73042. .73104, 73120 .. 73389, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 08. 0118. CI 



91114 

TBLASTX: Maize 
73629 
82 ' 

73009. .73065, 73040 .. 73102 , 
73127. .73393, 73486.. 73629 



26338 




O rt r-* VTrt\ 

beq. NO. 


9 £"3 9 £ 






Seq. ID 


OJ991215_08.0118 




Gene No. 


54589 






Strand 






Start 


87336 






End 


91114 




Name 


OJ9912 


15_08.0118.C1 


.o9.ts 


Method 


TBLASTX: Soybean 




Start 


73018 






End 


73275 




GI 


none 






Score 


78 




Exons 


73018. 


.73104, 73019 


. .73168, 


73120. .73275, 73150.. 73242 




O rt y-r XT r\ 

beg. no. . 


Z Oj4 o 






Seq. ID 


OJ99l215_0.8.0118 


. \*r X 


Gene No. 


54589 






Strand 






Start 


87336 






End 


91114 




Name 


OJ9912 


15_08.0118.C1 


.o7 . tc 


Method 


TBLASTX: Cress 




Start 


73042 






End 


73338 




GI 


none 






Score 


97 




Exons 


73042. 


.73104, 73121 


. .73333, 


73123. .73338 




O rt rt» Mrt 

beg. no. 


9 £^9 £ 
Z DOZ d 






Seq. ID 


OJ991215_08.0118 


n 


Gene No. 


54589 






Strand 






Start 


87336 






End 


91114 




Name 


OJ9912 


15JD8.0118.C1 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


84642 






End 


84891 




GI 


none 






Score 


257 




Exons 


84642. 


.84767, 84649 


. .84891, 


84685. .84891 ' 




O rt rt* VTrt 

beq. JNO . 


ZDjZD 






Seq. ID 


OJ991215_08.0118 


PI 

• ^X 


Gene No. 


54589 






Strand 






Start 


87336 






End 


91114 




Name 


OJ9912 


15_08.0118.C1 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


84646 






End 


85038 




GI 


none 






Score 


59 




Exons 


84646. 


.84744, 84748 


. .85038 








O rt rt» KTrt 

beq. no. 


9 £^9 £ 
Z DjZ d 






Seq. ID 


OJ991215_08.0118 




Gene No. 


54589 






Strand 






Start 


87336 






End 


91114 




Name 


OJ9912 


15_08.0118.C1 


.o9.tc 


Method 


TBLASTX: Cress 




Start , 


84826 






End 


85185 




GI 


none 






Score 


209 




Exons 


84826. 


.85185, 84865 


. .85185 








beq. NO. 


Z OJZ D 






Seq. ID 


OJ991215_08.0118 




Gene No. 


54589 






Strand 






Start 


87336 






.End 


91114 




Name 


OJ9912 


15_08.0118.C1 


.o5.ts 


Method 


TBLASTX: Soybean 




Start 


84931 






End 


85257 




GI 


none 






Score 


247 




Exons 


84931. 


.85257, 84931 


. .85149, 


84933. .85202 




Seq. No. 


26326 






Seq. ID 


OJ991215_08.0118 


.CI 


Gene No. 


54589 






Strand 






Start 


87336 






End 


91114 




Name 


OJ9912 


15_08.0118.C1 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


84991 






End 


85608 




GI 


none 






Score 


174 




Exons 


84991. 


.85257, 85027 


. ,85257, 


85327.. 85608 





26339 




Seq. No. 


26326 


Seq. ID 


OJ991215_ 


08.0118 


.CI 


bene no . 




.ot. laUU 








Start 


87336 


End 


91114 






Name 


OJ991215 08.0118.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


85137 


End 


85536 






GI 


none 


Score 


217 






Exons 


85137. .85232, 85138.. 85536 










Seq. No. 


26326 


Seq. ID 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54589 


Strand 








O -)- -> >-4- 
OLdlL 


0 / jjD 


End 


91114 






Name 


OJ991215 08.0118.Cl.ol5.gs 


Method 


GENSCAN 






Start 


87336 


End 


90672 






GI 


none 


Score 


.87 






Exons 


87336. .87345, 88302 .. 88405, 


88533. .88664, 88735. 


.88833, 






89720. .89830, 89906 .. 89977 , 


90436. .90672 






Seq. No. 


26326 - 


Seq. ID 


OJ991215_ 


08.0118 


.CI 


Gene No. 


54589 


Strand 








Start 


87336 


End 


91114 






IN cUllt: 


OJ991215 08. 0118. CI. ol3. np 


Method 


AAT/NAP 






Start 


88530 


End 


91114 






GI 


6539580 


Score 


1775 






Exons 


88530. .88664, 88735 .. 88818, 


88978. .89147, 89242. 


.89594, 






89720. .89830, 89906 .. 89977 , 


90436. .90674, 908p:0.. 


Q1 1 1 A 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26327 


Seq. ID 


OJ991215_ 


08.0118 


.C2 


Gene No . 


54590 


Strand 


+ 






Start 


89 


End 


269 






Name 


OJ991215 08.0118.C2.ol.gs 


Method 


GENSCAN 






Start 


89 


End 


269 






GI 


none 


Score 


.77 






Exons 


89. .269 










Seq. No. 


26328 


Seq. ID 


OJ991215_ 


09.0118 


.CI 


Gene No. 


54591 


Strand 


+ 








531 


End 


3009 






Name 


OJ991215 09.0118. CI. ol.gs 


Method 


GENSCAN 






Start 


531 


End 


2780 






GI 


none 


Score 


.65 






Exons 


531. .787, 793. .967, 1236. .1413, 1986... 


2213, 245S 


>. .2660, 






2666. .2780 










Seq. No. 


26328 


Seq. ID 


OJ991215_ 


09.0118 


.CI 


Gene No. 


54591 


Strand 


+ 






Start 


531 


End 


3009 






Name 


OJ991215 09.0118.Cl.ol.gp 


Method 


AAT/GAP 






Start 


2573 


End 


3009 






GI 


LIB347 9-006-Q6-K1-B11 


Score 


595 






Exons 


2573. .3009 










GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 l.Oe- 


110 Oryza 


sativa < 


gen< 




DNA, chromosome 6, clone : P0538C01 1 








Seq. No. 


26328 


Seq. ID 


OJ991215_ 


09.0118 


.CI 


Gene No. 


54592 


Strand 


+ 






Start 


3055 


End 


6202 







26340 



Name 


OJ991215_09. 0118 .CI .o2 .gs 


Method 


GENSCAN 


Start 


3055 


End 


6202 


GI 


none 


Score 


.77 


Exons 


3055. .3382, 4894.. 4980, 5276 


..5762, 5889.. 5939, 


Seq. No. 


~* 

26328 


Seq. ID 


OJ991215 


Gene No. 


54593 


Strand 


+ 


Start 


10470 


End' 


14655 


Name 


OJ991215_09.0118 .Cl.o4.gs 


Method 


GENSCAN 


Start 


10470 


End 


14655 


GI 


none 


Score 


.47 


Exons 


104 70. .10616, 11708 .. 12881, 


12924. .13118, .13238 




13975. .14655 






Seq. No. 


26328 


Seq. ID 


OJ991215 


Gene No. 


54594 


Strand 


+ 


Start 


14719 


End 


21172 


Name 


OJ991215_09.0118 .Cl.ol.np 


Method 


AAT/NAP 


Start 


14719 , • 


End 


20298 


GI 


5902445 


Score 


2497 


Exons 


14719. .16149, 18871. .19017, 


19057. .20298 


GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


26328 


Seq. ID 


OJ991215 


Gene No. 


54594 


Strand 


+ 


Start 


14719 


End 


21172 


Name 


OJ991215 09. 0118 .CI .oS.gs 


Method 


GENSCAN 


Start 


14908 


End 


16197 


GI 


none 


Score 


.74 


Exons 


14908. .15509, 15708. .16197 






Seq. No. 


26328 


Seq. ID 


OJ991215 


Gene No. 


54594 


Strand 


+ 


Start 


14719 


End 


21172 


Name 


OJ991215 09.0118.Cl.o2.gp 


Method 


AAT/GAP 


Start 


17779 


End 


18160 


GI 


uC-osflcyp033a04bl 


Score 


663 


Exons 


17779.. 18160 






GI Descrip. 


*6016845/dbj |AP000570.1|AP000570 3.0e- 


59 Oryza 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


26328 


Seq. ID 


OJ991215 


Gene No. 


54594 


Strand 


+ 


Start 


14719 


End 


21172 


Name . 


OJ991215 09.0118.Cl.o7.gs 


■ Method 


GENSCAN 


Start 


18859 


End 


21172 


GI 


none 


Score 


.61 


Exons 


18859. .19370, 19509 .. 19698, 


19816. .19959, 20023 




20985. .21172 






Seq. No. 


26328 


Seq. ID 


OJ991215_ 


Gene No. 


54595 


Strand 


+ 


Start 


24253 


End 


24499 


Name 


OJ991215 09.0118.Cl.o3.gp 


Method • 


AAT/GAP 


Start 


24253 


End 


24499 


GI 


3761181 


Score 


433 


Exons 


24253. .24499 







09. 0118. CI 



sativa genomic 



,20284, 



26341 




GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


26328 


Seq. ID 


OJ991215_09.0118.C1 


Gene No. 


54596 


Strand 


+ 


Start 


24516 


End 


30158 


NT .a mo 


OJ991215 09.0118.Cl.o2.np 


Method 


AAT/NAP 


Start 


24516 


End 


30071 


GI 


5091513 


Score 


1756 


Exons 


24516. .24562, 24857 .. 25537, 


26276. .27240, 28056 .. 28103, 




28306. .28439, 30011.. 30071 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


26328 


Seq. ID 


OJ991215_09.0118.C1 


Gene No. 


54596 


Strand 


+ 


Start 


24516 


End 


30158 


Mo-mo 


OJ991215 09.0118.Cl.o4.gp 


Method 


AAT/GAP 


Start 


29912 


End 


30158 


GI 


3761181 


Score 


433 


Exons 


29912. .30158 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


26328 


Seq. ID 


OJ991215_09.0118.C1 


Gene No. 


54597 


Strand 


+ 


Start 


30966 


End 


34072' 


Name 


OJ991215 09.0118.Cl.o3.np 


Method 


AAT/NAP 


Start 


30966 


End 


34072 


GI 


4416302 


Score 


3326 


Exons 


30966. .34072 






GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 



Seq. No. 


26328 


Seq. ID 


OJ991215_09. 


0118. CI 


Gene No. 


54598 


Strand 


+ 




Start 


41974 


End 


43920 




Name 


OJ991215 09-0118. CI. olO.gs 


Method 


GENSCAN 




Start 


41974 


End 


43920 




GI 


none 


Score 


. 64 - 




Exons 


41974. .41986, 42781 42815, 


43609. .43920 




Seq. No. . 


26328 


Seq. ID 


OJ991215JD9. 


0118. CI 


Gene No. 


54599 


Strand 


+ 




Start 


45634 


End 


51719 




Name 


OJ991215 09.0118.Cl.o6.np 


Method 


AAT/NAP 




Start 


45634 


End 


51719 




GI 


1418331 


Score 


1233 




Exons 


45634. .45717, 4 9853 .. 50611, 


50663. .51719 




GI Descrip. 


(X95909) receptor like protein kinase 


[Arabidopsis 


thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI.. 

Exons 



26328 Seq. ID 

54600 Strand 

35657 End 

OJ991215_09 . 0118 . CI . o9 . gs Method 

35657 End 

none Score 



OJ991215 09. 0118. CI 



35657. .35824, 36771 .. 36833, 36862. 
37554. .37683, 37935 .. 38253, 38364. 



41148 
GENSCAN 
41148 
.4 

37045, 37422, 
38544, 38715, 



,37483, 
,39242, 



26342 



39312. .39414, 394 98 .. 39556, 39626.-39823, 3988 9 .. 39975 , 
40438. .40833, 41092.. 41148 



Seq. No. 26328 Seq. ID OJ991215_09 . 0118 . CI 

Gene No. 54 600 Strand 

Start 35657 ' End 41148 

Name OJ991215_09 . 0118 . CI . o4 . np Method AAT/NAP 

Start 38649 End 39897 

GI 6721561 Score 1145 

Exons 38649. .39414, 394 98 39556, 39626 .. 39897 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
. gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54600 




Strand 






Start 


35657 




End 


41148 




Name 


OJ991215 09. 0118. CI 


. o5 .np 


Method 


AAT/NAP 




Start 


39153 




End 


40791 




GI 


6721558 




Score 


295 




Exons 


39153. .39366, 39889 


. .40013, 


40692. .40791 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi..| 6815083 Idbj IBAA90369.il 


(AP001081) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


12818 




End 


54052 




GI 


none 




Score 


154 




Exons 


12818. .12895, 52622 


. .52756, 


52622. .52756, 52626 .. 52757 , 






52626..S2757, 52627 


. .52758, 


53813. .53923, 53815 .. 53925, 






53982. .54050, 53991 


. .54050, 


53996. .54052 




Seq. No. 


26328 




Seq. ID . 


OJ99121.5_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


.oil. tw 


Method 


TBLASTX: Wheat ' 




Start 


13092 




End 


13386 




GI 


none 




Score 


217 




Exons 


13092. .13271, 13132 


. .13386, 


13138. .13347 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14017 




End 


14472 




GI 


none 




Score 


140 




Exons 


14017. .14199, 14025 


. .14198, 


14236. .14472, 14241. .14354 




Seq. No. 


26328 




Seq. ID 


OJ9 91215^0 9,-0 118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


. ol . tw 


Method 


TBLASTX: Wheat 





26343 



Start 14664 

GI none 

Exons 14664. .14795, 14 665 .. 15120, 

Seq. No. y 26328 

Gene No. 54 601 

Start 52601 

Name OJ991215_09. 0118 .CI .06 . tm. 

Start 14836 

GI * none 

Exons 14836. .15150, 14848 15099, 

Seq. No. 26328 

Gene No. 54601 

Start ' 52601 

Name OJ991215_09 . 01 18 . CI . o9 . tm 

Start 15178 

GI none" 

Exons 15178. .15561, 15238 .. 15363, 

Seq. No. 26328 

Gene No. 54601 

Start 52601 

Name OJ991215_09 . 0118 . CI . o3 . tw 
Start .;, 15235'- 

GI none 

Exons 15235. .15657, 15238 . .15516, 



End 15120 
Score 531 
14665. .15102, 14874. .15119 

Seq. ID OJ991215_09.0118.C1 
Strand 

End 55342 ' 

Method TBLASTX : Maize 

End 15150 

Score 380 
14874. .15128 

Seq. ID OJ991215_09.0118.C1 
Strand 

End 55342 

Method TBLASTX : Maize 

End 15561 

Score 332 
15345. .15557 

• Seq. ID OJ991215_09.0118.C1 
Strand 

End 55342 

Method TBLASTX : Wheat 

End 15659 

Score 441 
15345. .15659 



Seq. No. 


26328 






Seq. ID 


OJ991215_09.0118. 


CI 


Gene No. 


54601 






Strand 






Start 


52601 






End 


55342 




Name 


OJ991215 09. 0118. CI 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


15289 






End 


15714 




GI 


none 






Score 


305 




Exons 


15289. 


.15714, 15348 


. .15473, 


15525. .15560 




Seq. No. 


26328 






Seq. ID 


OJ991215_09.0118. 


CI 


Gene No. 


54601 






Strand 






Start 


52601 






End 


55342 




Name 


OJ991215 09. 0118. CI 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


19177 






End 


19560 




GI 


none 






Score 


335 




Exons 


19.177. 


.19560, 19185 


. .19559 








Seq. No. 


26328 






Seq. ID 


OJ991215_09.0118. 


CI 


Gene No. 


54601 






Strand 






Start 


52601 






End 


55342 




Name 


OJ991215 09. 0118. CI 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


19177 






End 


19481 




GI 


none 






, Score 


340 




Exons 


19177. 


.19473, 19263 


. .19481 








Seq. No. 


26328 






Seq. ID 


OJ991215_09.0118. 


CI 


Gene No. 


54601 






Strand 






Start 


52601 






End 


55342 




Name 


OJ991215 09. 0118. CI 


. o4 . tw" 


Method 


TBLASTX: Wheat 




Start 


19630 






End 


31891 ' 





26344 




GI 


none 




Score 


76 




Exons 


19630. .19776, 31320. 


. 31565, 


31605. .31691, 31658. .31882, 






31711. .31884, 31715. 


. 31891 








Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19633 




End 


32353 




GI 


none 




Score 


81 




Exons 


19633. .19788, 31554. 


. 31625, 


31561. .31626, 31580 .. 31627, 






31621. .32202, 31661. 


. 32242, 


31676. .32242, 32251 .. 32352, 






32255. .32353 










Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 - 




Name 


OJ991215_09.0118.C1. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


19777 




End 


53533 




GI 


none 




Score 


219 




Exons 


19777. .20133, 19830. 


. 19937, 


20158. .20289, 20163 .. 20288 , 






53441. .53533 










Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215_09.0118.C1. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


22806 




End 


31076 




GI 


none 




Score 


83 




Exons 


22806. .22928, 22992. 


.23324, 


23958. .24095, 30831 .. 30893, 






30943. . 30984, 31026. 


. 31076 








Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215_09. 0118 .CI. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


30801 




End 


31154 




GI 


none 




Score 


105 * 




Exons 


30801. .30893, 30922. 


. 30975, 


30963. .31154, 31019 .. 31147 ■ 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 0910118 .CI. 


ol3. tw 


Method 


TBLASTX: Wheat 




Start 


30937 




End 


31247 




GI 


none 




Score 


62 




Exons 


30937 . . 30975, 30963. 


. 31247, 


31013. .31165 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


31157 




End 


31549 




GI 


none 




Score 


92 




Exons 


31157. .31288, 31158. 


.31286, 


31276. .31482, 31277 .. 3154 ?, 






31281. .31547, 31324. 


.31548 









26345 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No . 


c„a cm 
DH dui 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


31733 




End 


32194 




GI 


none 




Score 


315 




Exons 


31733. .32194, 31762 


. .31923, 


31990. .32106 




Seq. No. 


26328 . 




C^rr TP) 


O.TQQ1 91 S OQ fl11fi 

vU, -? -7 -L J- -J U J . UllO 


.CI 


bene jno. 


D H DU 1 




;* Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


,o4 . tc 


Method 


TBLASTX: Cress 




Start 


31775 




End 


32191 




GI 


none 




Score 


200 




Exons 


31775. .32191 










Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






C 4- -3 v+- 

OLalt 


jZOUI 




End 


55342 




Name 


-.OJ991215- 09. 0118. CI 


.ol2. tw 


Method * 


TBLASTX: Wheat 




Start 


31976 




End 


32317 




GI 


none 




Score 


93 




Exons 


31976. .32053, 32051 


. .32206, 


32066. .32206, 32070 32207 , 




• 


32228. .32317,. .32254 


. .32307 








Seq. No. 


26328 




Seq-. ID 


OJ991215_09.0118 


.CI 


Gene No. 






Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


32411 




End 


32701 




GI 


none 




Score 


278 




Exons 


32411. .32662, 32434 


. .32697, 


32651. .32701 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






jlqi l 


5?601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


32429 




End 


33042 




GI 


5509260 




Score 


705 - 




Exons 


32429. .33037, 32522 


. . 33034, 


32524. .33042, 32779.. 33042 




GI Descrip. 


- 










Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






C -(- -j >-+- 

OLait 






End 


55342 




Name 


OJ991215 09. 0118. CI 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


32573 




End 


33034 




GI 


none 




Score 


82 




Exons 


32573. .32647, 32654 


. .32680, 


32671. .33024, 32681 .. 33028 , 






32687. .32815, 32689 


. .33027, 


32858. .33034 




Seq. No. 


26328 




Seq. ID 


OJ991215_0,9.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI 


,o5.tc 


Method 


TBLASTX: Cress 




Start 


32650 




End 


32923 




GI 


none 




Score 


194 





26346 




Exons 


32650. .32796, 32651. 


.32923 








Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


c a cm 

3 4 OU 1 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


32702 




End 


33169 




GI 


none 




Score 


569 




Exons 


32702. .33169, 32702. 


.32821, 


32704.. 33168 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No . 


D4 OU 1 




Cf ranH 

O Li Ql 1 V-i. 






Start 


52601 




Oil l\JL 


*j _> »j i 




Name 


OJ991215 09. 0118. CI. 


ol2.tm 


Mo +■ H f^iH 


■L DLinu 1 £\ ■ lid _L £+ KZ 




Start 


33214 




PnH 

£LtI lvj. 


J J1U J 




GI 


none 






240 




Exons 


33214. .33402, 33215. 


.33403 








Seq. No. 


26328 




"Seq. ID 


OJ991215_09.0118 


.CI 


Gene No . 


04 oil 1 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


33218 




End 


33649 




GI 


none 




Score 


92 




Exons 


33218. .33379, 33392. 


.33649 








Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No . 


04 oUl 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


33404 




End 


34080 




GI 


none 




Score 


895 




Exons 


33404. .34066, 33406. 


.34080, 


33967. .34071 




Seq. No. 


26328 




Seq. ID 


OJ991215JD9.0118 


.CI 


Gene No. 


54601 




Strand, 






btart 






End 


55342 




Name 


OJ991215 09. 0118. CI. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


33413 




End 


34078 




GI 


none 




Score 


300 




Exons 


. 33413. .33796, 33418. 


.33789, 


33425. .33796, 33823 .. 34005, 






33830. .34078 










Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


0 4 DUX 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


33593 




End 


34051 




GI 


none 




Score 


69 




Exons 


33593. .33682, 33686. 


.33820, 


33806. .34051, 33823.-33999 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.CI 


Gene No. 


54601 




Strand 






Start 


. 52601 




End 


55342 




Name 


OJ991215 09. 0118. CI. 


oS.ts 


Method 


TBLASTX: Soybean 




Start 


48047 




End 


48397 




GI 


none 




Score 


312 





26347 




Exons 


48047. .48397, 48077. 


.48313, 


48097. .48393 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 


bene ino . 






u LI Cl 1 ILL 






Start 


52601 




FnH 

Eil I LI 






Name 


OJ991215 09. 0118. Cl. 


o2 . tm 


MpfhnH 

nc L 1 L \J LL 


X O LlAJ 1 /\ • L JO X C 




Start 


48071 




FnH 


4 ft 




GI 


none 




JLUI c 


\J u 




Exons 


48071. .48313, 48076. 


.48630, 




4R077 4ftfi^1 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 








c+- rand 

U Ll u I 1LI 






Start 


52601 




FnH 

111 11 Li. 


<J <J «J *i <1 




Name 


OJ991215 09. 0118. Cl. 


o2. tc 


Mpf"hnH 

I iC L 1 1L< LI 


TRT.A^TX • Prpsc? 
x o Jjno l /v • j_ c o o 




Start 


48092 




FnH 

CjllLl 


4 ft 4 nn 




GI 


none 




Score 


294 




Exons 


48092. .48400, 48097. 


.48393 . 








Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 


Gene No. 


54601 




Strand 






Start 


52601 




. End 


55342 




Name 


OJ991215 09. 0118. Cl. 


ol.tc 


Method 


TBLASTX: Cress 




O Lai L. 






End 


51689 




GI 


none 




Score 


84 




Exons 


49790. .50002, 50144. 


.50173, 


50162. .50338, 50191 .. 5034 9, 






50360. .50587, 50467. 


.50592, 


50675. .51025-, 50759 .. 51019, 






51030. .51458, 51035. 


.51112, 


51164. .51463,. 51486 .. 51572, 






51584. .51682, 51603. 


.51689 








Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 




D H DU J. 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. Cl. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


50834 




End 


51347 




GI 


none 




Score 


203 




Exons 


50834. .51019, 50840. 


.51025, 


51029. .51343, 51030.. 51347 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 


belle LNO • 


D 4 DVJ X 




Strand 






Start 


52601 




End 


55342 




Name 


OJ991215 09. 0118. Cl. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


50861 




End 


51289 




GI 


none 




Score 


138 




Exons 


50861. .51025, 50929. 


.51024, 


51030. .51287, 51155.. 51289 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 


Gene No. 


54601 




Strand 






O Ldl L 






End 


55342 




Name 


OJ991215 09. 0118. Cl. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


50891 




End 


51458 




GI 


none 




Score 


148 




Exons 


50891. .51025, 50911. 


.51018, 


51021. .51119, 51022. .51099, 






51029. .51115, 51132. 


.51458, 


51138. .51443, 51146. .51457 




Seq. No. 


26328 




Seq. ID 


OJ991215_09.0118 


.Cl 


Gene No. 


54601 




Strand 






Start 


52601 




End 


55342 





26348 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215_09.0118.Cl.o7.np Method AAT/NAP 

52591 End 55342 

6665556 Score 414 

52591. .52754, 53819 53922, 53997 .. 54066, 54 162 .. 54205, 

54315. .54419, 54 4 96 54 617, 55084 .. 55165, 55237.. 55342 

(AC013289) putative chromomethylase [Arabidopsis thaliana] 



26328 
54601 
52601 

OJ991215_09.0118.Cl.ol2.gs 

52601 

none 



Seq. ID OJ991215_09.0118.C1 
Strand' 

End 55342 

Method GEN SCAN 

End 54 652 

Score .71 



52601. .52780, 53273 .. 53455, 53997 .. 54 066, 54 162 54205, 
54315. .54419, 54496. .54652 



Seq. No. 26328 

Gene No. 54601 

Start 52601 

Name OJ99'1215_09 . 0118 . CI . 08 . ts 

Start 52700 

GI none 
Exons 



Seq. ID OJ991215_09.0118.C1 
Strand 

End 55342 

Method TBLASTX: Soybean . 

End 54068 

Score 72 



52700. .52756, 52701 .. 52757, 53806 .. 53925, 53807 .. 53911 , 
53815. .53925, 53982 .. 54062, 53991.. 54068 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ991215_09.0118.C1 
Strand 

End 55342 

Method AAT/GAP 

End 55342 

Score 436 



26328 
54601 
52601 

OJ991215_09.0118.Cl.o6.gp 
54981 

uC-osflcyp073c06bl 
54981. .55342 

, 2832630/emb|CAA16759.1| 2.0e-20 (AL021711) putative protein 
[Arabidopsis thaliana] 1 



26328 
54601 
52601 

OJ991215_09.0118.Cl.o5.gp 
55078 

uC-osflcyp073c06bl 
55078. .55342 

, 2832630/emb| CAA16759.il 2.0e-20 (AL021711) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991215_09.0118.C1 
Strand 

End 55342 

Method AAT/GAP 

End 55342 

Score 438 



26329 
54602 
1 

OJ991215_09.0118.C2.ol.np 

1 . 

2832630 
1..253 

(AL021711) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991215_09.0118.C2 
Strand 

End 253 

Method AAT/NAP 

End .253 

Score 256 



26329 
54603 
157 



Seq. ID OJ991215_09.0118.C2 

Strand 

End 780 



26349 




Name 


OJ991215 09.0118.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


211 




GI 


none 


Score 


113 




Exons 


.2. .211, 2. .208 








Seq. No. ■ ""' 


26329 


Seq. ID 


OJ991215_09.0118 


.C2 


Gene No. 


54603 


Strand 






Start 


157- 


End 


780 




Name 


OJ991215 09.0118.C2.ol.tm 


Method 


TBLASTX: Maize 




Start . 


2 


End 


243 




GI 


none 


Score 


194 




Exons 


2. .208, 12. .209, 16. .243, 28. .243 






Seq. No. 




beq. id 


OJ991215_09.0118 


.C2 


Gene No. 


c a £m 
04 DU J 


btrana 






Start 


10 / 


T-l _ -J 

hna 


780 




Name 


ojyyizio u y . ui lo . . oi . gs 


Metnoa 


GENSCAN 




Start 




bna 


780 




GI 


none 


Score 


.49 




Exons 


157. .244, 640. .780 








Seq. No. 


Z DO JU 


beq. IL) 


OJ991215_09.0118 


.C3 


Gene No. 


54604 


Strand 


+ 




Start 


o o o 

z jy 


hna 


394 




Name 


ojyyizib uy . ui lo . c j . oi . gs 


Metnoa 


GENSCAN 




Start 


o o a 

z jy 


hna 


394 




GI 


none 


Score 


.74 




Exons 


o o a o a /i 

zoy . . jy4 








Seq. No. 


26330 


Seq. ID 


OJ991215_09.0118 


.C3 


Gene No. 


54605 


Strand 






Start 


1 


End 


764 




Name 


r\TQQi 01 c; no mio. ^ i rw\ 


Method 


AAT/NAP 




Start 


i 


End 


764 




GI 




Score 


64 




Exons 


l..zo, o4y..bzD, /Uo../o4 








GI Descrip. 


(AFUoyooo) cnromometnylase 


[Arabidopsis 


[ arenosa] gi 12865435 




(AF039375) chromomethylase 


[Arabidopsis 


i arenosa] 




Seq. No. 


26331 


Seq. ID 


OJ991215_09.0118 


.C4 


Gene No. 


54606 


Strand 


+ 




Start 


9597 


End 


16632 




Name 


OJ991215 09.0118.C4.o2.gs 


Method 


GENSCAN 




Start 


9597 . 


End 


16632 




GI 


none 


Score 


.49 




Exons 


9597.. 10360, 10629 .. 11082, 


11096. .11201 


., 11263. .11491, 






12474. .12501, 12936. .13031, 


13187. .13259, 15039 .. 15133, 






16585.. 16632 








Seq. No. 


26331 


Seq. ID 


OJ991215_09.0118 


.C4 


Gene No. 


54606 


Strand 


+ 




Start 


9597 


End 


16632 




Name 


OJ991215 09.0118.C4.o2.np 


Method 


AAT/NAP 




Start 


9792 


End 


15993 




GI 


5441880 


Score 


1037 




Exons ■ 


9792.. 9842, 9870.. 10825, 11263 .. 11307, 


11572. .11885, 





12386. .12568, 12715 12954 , 15972. .15993 



26350 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



26331 Seq. ID 

54607 Strand 

18387 End 

OJ991215_09.0118.C4 .o3.gs Method 

18387 End 

none Score 



OJ991215_09.0118.C4 
+ 

20946 
GEN SCAN 
20946 
.77 



18387. .19020, 19110 .. 19919, 19948 .'. 20415, 20632 .. 20808 , 
20843. .20946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



26331 
54607 
18387 

OJ991215_09. 0118.C4 .o3.np 

19330 ■ 

5922636 

19330. .19403, 19682 . .19919, 



OJ991215_09.0118.C4 
+ 

20946 
AAT/NAP 
20358 
439 



Seq. ID 
Strand 
End 

Method 
End 
Score 
20211.. 20358 

(AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 | (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ991215_09.0118.C4 
+ 

22452 
AAT/GAP 
22452 
409 



26331 Seq. ID 

54608 Strand 
22195 End 
OJ991215_0 9 . 0118 . C4 . o2 . gp Method 
22195 End 
2442314 Score 
22195. .22452 

26331 

54609 Strand 
1 End 
OJ9.91215_09 . 0118 . C4 . ol . np Method 
1 End 
2832630 Score 
1..78, 303. .436, 537. .668, 4125. .4189 
(AL021711) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991215_09.0118.C4 



4189 
AAT/NAP 
4189 
125 



26331 Seq. ID 

54610 Strand 

4362 End 

OJ991215_09.0118.C4 .ol.gp Method 

4 362 End 

none Score 
4362.. 4777 



OJ991215_09.0118.C4 

.4777 
AAT/GAP 
4777 
771 



Seq. No. 26331 Seq. ID 

Gene No. 54611 Strand 

Start 21762 End 

Name OJ991215_09 . 0118 . C4 . ol . tm Method 

Start 10381 End 

GI none Score 



OJ991215_09.0118.C4 
22381 

TBLASTX: Maize 

10848 

337 



26351 



Exons 


10381. .10848, 10386. 


.10499, 


10557. .10757, 10612. 


.10848 




Seq. No. 


26331 




Seq. ID 


OJ991215_ 


09.0118 


.C4 


v_jene jno . 


Jfloll 




Strand 








Start 


21762 




End 


22381 






Name 


OJ991215 09. 0118. C4 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10687 . 




End 


11079 






GI 


none 




Score 


177 






Exons 


10687. .10866, 10856. 


.11023, 


10878. .10982, - 10879. 


.11079 




Seq. No. 


26331 




Seq. ID 


OJ991215_ 


09.0118 


.C4 




fil 1 

J4D11 




Strand 








Start 


21762 




End 


22381 






Name 


OJ991215 09. 0118. C4. 


o4 . gs 


Method 


ftFN^CAN 






Start 


21762 




End 


JOl 






GI 


none 




Score 








Exons 


21762. .21778, 22333. 


.22381 










Seq. No. 


26332 




Seq. ID 


OJ991215_ 


_09.0118 


.C5 


Gene No. 


54612 




Strand 


+ 








1 




End 


-717 

/ J. f 






Name 


OJ991215 09. 0118. C5. 


ol .np 


Method 


AAT /NAP 
riri 1 / LN.rt.Ir 






Start 


. 1 




End 


717 
/ J. / 






GI 


5091513 




Score 








Exons • ■ 


1. .717 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sati va J 






Seq. No. 


26332 




Seq. ID 


OJ991215_ 


09.0118 


• C5 


cene ino . 


54612 




Strand 


+ 






Start 


1 




End 


717 






Name 


OJ991215 09. 0118. C5. 


ol . gs 


Method 


VjjJ_j1.NO k^rt-lN 






Start 


56 




End 


D -J JL 






GI 


none 




Score 


Q 






Exons 


56. .651 












Seq. No. 


26333 




Seq. ID 


OJ991215_ 


;09.0118 


.C6 


Gene No. 


54613 




Strand 


+ 






ij Lai. t 


1 • 




End 


fi7 S 






Name 


OJ991215 09. '§118.06. 


ol .'np 


Method 


AAT /NAP 






Start 


1 




End 


O / -J 






GI 


5091513 




Score 


1 1 ni 

1 1 U 1 






Exons 


1..675 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


26333 




Seq. ID 


OJ991215_ 


09.0118 


.C6 




54613 




Strand 


+ 






Start 


1 




' End 


675 






Name 


OJ991215 09. 0118. C6. 


ol . gs 


Method 


GENS CAN 






Start 


66 




End 


660 






GI 


none 




Score 


.61 






Exons 


66.. 660 












Seq. No. 


26334 




Seq. ID 


OJ991215_ 


09.0118 


.C7 


Gene No. 


54614 




Strand 


+ 






Start ~ 


1 




End 


634 






Name 


OJ991215 09. 0118. C7. 


ol.np 


Method 


AAT /NAP 






Start 


1 




End 


634 







26352 



GI 


5091513 


Score 


791 








Exons 


1..634 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


"O C *3 O A 
2o334 


beq. lu 


OJ991215_ 


: P9. 


0118. 


C7 


Gene No. 


C A C\ A 

54 ol4 


btrana 


+ 








Start 


1 




634 








Name 


ojyyiziD uy . uiio . u / . 01 . gs 


Metnoa 


GENSCAN 








Start 


/ J 




611 








GI 


none 


Score 


.78 . 








Exons 


73. .611 












Seq. No. 




oeq. lu 


OJ991215_ 


09. 


0118. 


C8 


Gene No. 


04 OlD 


Strand 










o tar u 


-1 
1 


bna 










Name 


A TQQ1 Ol C A A A1 1 Q r*Q r\r\ 

ujyyizio u y . u 1 1 0 . uo . 0 jl . np 


Method 


AAT/NAP 








Start 


i 


CjTXO. 


434 








GI 


ouy lol 0 


Score 


712 








Exons 


1..434 












GI Descrip. 


(AB023482) Hypothetical prot 


ein [Oryza 


sativa] 








Seq. No. 


O C "3 -i c 

26335 


Seq. ID 


OJ991215_ 




0118. 


C8 


Gene No. 


54 615 


Strand 










Start 


1 , 


End 


434 








Name 


OJ991215 09 . Olio . Co . ol . gs 


Method 


GENSCAN 








Start 


"1 A 

19 


End 


344 








GI 


none 


Score 


.61 








Exons 


19. .240, 284. .344 












Seq. No. 


26336 


Seq. ID 


OJ991215_ 


05. 


0119. 


CI 


Gene No. 


54 616 


Strand 


+ 








Start 


238 


End 


292 








Name 


/"NTftAIOIC AC A 1 T A /*« 1 « 1 _ _ 

OJ991215 05 . 0119 . CI . ol . gs 


Method 


GENSCAN 








Start 


zoo 


End 


292 




- 




GI 


none 


Score 


.78 








Exons 


238. .292 












Seq. No. 


O C*3 *3 "7 
ZD 33 / 


beq. id . 


OJ991215_ 


05. 


0119. 


C2 


Gene No . 


04 ol / - 


Strand 


+ 








Start. 


3UU 


bna 


397 








Name 


^7QQ1 01 C AC • A. 1 1 G O «1 

ojyyiziD 05 . 0119 . Cz . 01 . gs 


Metnoa 


GENSCAN 








Start 


J0U 


bna 


397 








GI 


none 


Score 


•91 








Exons 


300. .397 












Seq. No. 


2o 33o 


Seq. ID 


OJ991215_ 


05. 


0119. 


C3 


Gene No. 


C A £ T O 

54 olo 


Strand 


+ 








Start 


j ji j 




3686 








Name 


OJ991215 05.0119.C3.ol.gs 


Method 


GENSCAN 








Start 


3513 


End 


3686 








GI 


none 


Score 


.91 








Exons 


3513. .3686 












Seq. No. 


26338 


Seq. ID 


OJ991215_ 


05. 


0119. 


C3 


Gene No. 


54619 


Strand 


+ 








Start 


3753 ' 


End 


4060 








Name 


OJ991215 05.0119.C3.ol.gp 


Method 


AAT/GAP 









26353 



Start 3753 End 4060 

GI 5816559 Score 482 

Exons 3753.. 4060 

GI Descrip. 4680178/gb | AF111709. 1 | AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



26338 
54620 
5126 

OJ991215_05.0119.C3.ol.np 



Seq. ID OJ991215JD5.0119.C3 
Strand +, 
End 8067 
Method AAT/NAP 
5126. End 8064 

6691716 Score 2312 

5126. .6010, 6208. .6383, 6466. .6733, 6910. .7104, 7180. .7283, 
7434.. 7546, 7619.. 8064 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


26338 


Seq. ID 


OJ991215_ 


05. 0119. C3 


Gene No. 


54620 


' Strand 


+ 




otar z 


5126 


End 


8067 




Name 


OJ991215 05.0119.C3.o2.gs 


Method 


GEN SCAN 




Start 


5126 


End 


8067 




GI 


none"-' 


Score 


.92 




Exons - 


5126.. 6010, 6208.. 6383, 6466. 


.6797, 6917.. 7104, 


7180. .7369, 




7442. .7546, 7619. .8067 








Seq. No. 


26338 


Seq. ID 


OJ991215_ 


05. 0119. C3 


Gene No. 


54621 


Strand 


+ 






14608 


End 


14915 




Name 


OJ991215 05.0119.C3.o2.gp 


Method 


AAT/GAP 




Start 


14608 


End 


14915 




GI 


5816559 


Score 


482 




Exons 


14608. .14915 








GI Descrip. 


4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy 


type Retrosat 




retrotransposon, complete sequences; and unknown 


l genes . 


Seq. No. 


26338 


Seq. ID 


OJ991215_ 


05. 0119. C3 


Gene No. 


54622 


Strand 


+' 




Start 


16587 


End 


17558 




Name 


OJ991215 05.0119.C3.o4.gs 


Method 


GENS CAN 




Start 


16587 


End 


17558 




GI 


none 


Score 


.96 




Exons 


16587. .16595, 16737.. 17558 








Seq. No. 


26338 


Seq. ID 


OJ991215_ 


05. 0119. C3 


Gene No. 


54623 


Strand 


+ 




Start 


19850 


End 


25245 




Name 


OJ991215 05.0119.C3.o3.np 


Method 


AAT/NAP 




Start 


19777 


End 


20977 




GI 


4204759 


Score 


541 




Exons 


19777. .20050, 20231.. 20977 








>GI Descrip. 


"(U51191) peroxidase precursor 


[Glycine 


max] 




Seq. No. 


26338 


Seq. ID 


OJ991215_ 


05. 0119. C3 



26354 



Gene No. 
Start 
Name 
Start : 
GI 

Exons 



54 623 Strand + 

19850 End 25245 

OJ991215_05 . 0119 . C3 . o5 . gs Method GENSCAN 

19850 End 25230 

none Score .43 

19850. .20050, 20231 .. 20947, 21334 . .21485, 24 128 .. 24150,- 

24306. .24467, 24506. .25230 



Seq. No. 26338 

Gene No. 54 623 

Start 19850 

Name OJ991215_05 . 0119 . C3 . o5 . np 

Start 20981 

GI 5231113 

Exons 20981. .21066, 22470 .. 22562, 
23968. .24150, 24269 25050, 

GI Descrip. (AF141202) EIN2 [Arabidopsis 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22684. .22797, 
25099. .25245 
thaliana] 



OJ991215_05.0119.C3 
+ 

25245 
AAT/NAP 
25245 
641 

22896. .23099, 



gi | 5231115 | gb | AAD4 1077. 
thaliana] 



1|AF141203_1 (AF141203) EIN2 [Arabidopsis 



Seq. No. 


26338 


Seq. ID 


OJ991215_05.0119.C3 


Gene No. 


54623 


Strand 


+ 


Start 


19850 


End 


25245 


Name 


OJ991215 05.0119.C3.o3.gp 


Method 


AAT/GAP 


Start 


24265 


End 


24880 


GI ' 


25846 2.R1084 : 


Score 


1180 


Exons 


24265. .24880 






GI Descrip. 


'4521194/dbj | AB013613 . 1 | AB013613 3.0e- 


-60 Oryza sativa DNA, 




centromere sequence RCB11 1 






Seq. No. 


26338 


Seq. ID 


OJ991215_05.0119.C3 


Gene No. 


54624 


Strand 




Start 


8384 


End 


15024 


Name 


OJ991215 05.0119.C3.o3.gs 


Method 


GENSCAN 


Start 


8384 


End 


15024 


GI 


none 


Score 


.68 


Exons 


•8384. .11545, 11681 .. 14483, 


14921. .15024 


Seq. No. 


26338 


Seq. ID 


OJ991215_05.0119.C3 


Gene No. 


54624 


Strand 




-Start 


8384 


End 


15024 


Name 


OJ991215 05.0119.C3.o2.np 


Method 


AAT/NAP 


Start 


8420 


End 


14 47 9 


GI 


5922631 


Score 


6672 


Exons 


8420. .10947, 11554 .. 12477, 


12604. .12752, 12795 .. 13366, 




13412. .13581, 13825. .14096 


, 14355. .14479 


GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) correspond to 




region of the predicted gene.; similar to prpol; Zea mays 




retrotransposon Cinful-1. 


(AF049110) 


[Oryza sativa] 




gi| 6016864 Idbj | BAA85207.il 


(AP000570) 


ESTs 




C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 



predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 
Gene No. 
Start 



26338 
54625 
20677 



Seq. ID 

Strand 

End 



OJ991215 05. 0119. C3 



.21420 



26355 



Name 

Start 

GI 

Exons 



OJ991215JD5 . 0119 . C3 . o9 . tw Method TBLASTX : Wheat 

3588 End 20632 

none Score 57 

3588.. 3662, 16719 .. 16781, 16806 16928, 16814 .. 16921, 

16923. .17174, 19898 .. 20047 , 20225 .. 20272 , 20281 .. 20502, 

20282. .20458, 20519 .. 20632, 20519.. 20617 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 



26338 
54625 
20677 

OJ991215_05.0119.C3.ol.tm 

3597 

none 



Seq. ID OJ991215_05.0119.C3 
Strand 

End 21420 

Method TBLASTX : Mai ze 

End 20974 

Score 100 



3597. .3683, 16719 .. 17033, 16736 .. 16987, 17013 .. 17216, 
17039. .17215, 17219. .17308, 17220 .. 17315 , 17322 .. 1754 6, 
17378. .17566, 19907 .. 20047 , 20225 .. 20293, 20230 .. 20316, 
20294. .20410, 20326 .. 20400, 20365 .. 20466, 20510 20629, 
20530. .20625, 20846. .20974 



Seq. No. , 26338 Seq. ID 

Gene No. 54625 * Strand 

Start 20677 End 

Name OJ991215_05 . 0119 . C3 . olO . tw Method 

Start 5246 End 

GI none Score 

Exons 5246.. 5536 



OJ991215_05.0119.C3 
21420 

TBLASTX: Wheat 

5536 

216 



Seq. No. 26338 

Gene No. 54 625 

Start 20677 

Name OJ991215JD5 . 0119 . C3 . 06 . tw 

Start 8396 

GI none 

Exons 8396.. 8533, 8400.. 8522, 8519. 
8901. .8990 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_05.0119.C3 
21420 

TBLASTX: Wheat 

9010 

62 



.8677, 8732. .9010, 8748. .8849, 



Seq. No. 


26338 






Gene. No. 


54625 






Start ■ 


20677 






Name 


OJ991215 05 


.0119. 


C3.o6. 


Start 


8435 






GI 


none 






Exons 


8435. .8536, 


8436. 


.8537, 


Seq. No. 


26338 






Gene No. 


54625 






Start 


20677 






Name 


OJ991215 05 


.0119. 


C3.o9. 


Start 


8780 






GI 


none 






Exons 


8780. .8866, 


8876. 


.8959, 


Seq. No. 


26338 






Gene No. 


54625 






Start 


20677 






Name 


OJ991215 05 


.0119. 


C3.o3. 


Start 


9125 







Seq. ID OJ991215_05'.0119.C3 
Strand 

End 21420 

tm Method TBLASTX: Maize 

End 8668 

Score 102 
8516.. 8668, 8517.. 8567 

Seq. ID OJ991215_05.0119.C3 
Strand 

End 21420 

tm Method TBLASTX: Maize 

End ' 9053 

Score 57 
8877.. 8963, 8954.. 9052, 8955.. 9053 

Seq. ID OJ991215_05.0119.C3 
Strand 

End 21420 

tw Method TBLASTX: Wheat 

End 9512 



26356 




GI 


none 




Score 


109 




Exons 


9125. .9310, 


9125.. 9511, 9201 


. .9512 






Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


bene 1NO . 


'R.4 69 R 




Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 


0119.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


9155 ' 




End 


9518 


_ 


GI . 


none 




Score 


67 




Exons 


9155. .9202, 


9156.. 9203, 9194 


..95.17, 9207.. 9518 




Seq. No. 


26338 




Seq. ID 


OJ991215 05 0119 


C3 




"=14 69^ 




J L 1 ullUi 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 


0119. C3. oil. tw 




TBLASTX • Wheat 




Start 


9515 






ZJ O X *i 




GI 


none 






X «J <J 




Exons 


9515. . 9655, 


9680. . 9814 








Seq. No. 


26338 




Seq. ID 


0 J 991215 05 0119 


C3 




C.A COR 




Strand 






Start 


20677 




End ' 


914 90 




Name 


OJ991215 05. 


0119.C3.o4.tw 


Method 






Start 


9830 




End 


1 09 59 




GI 


none 




Score 


967 




Exons 


9830. .10252, 


98.40. .10244 








Seq. No. 


26338 




Seq. ID 


OJ991215 05 0119 


C3 


Ljene wo . 






Strand 






Start 


20677 




End 


914 90 




Name 


OJ991215 05. 


0119.C3.o3.ts 


Method 






Start 


9873 




End 


102 61 




GI 


none 




Score 


162 




Exons 


9873. .10253, 


9875.. 10117, 10157.. 10261 






Seq. No.. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


bene lnu . 


C.A fiO R 




Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 


0119.C3*.o8.tm 


Method 


TBLASTX: Maize 




Start 


9926 




End 


10199 




GI 


none 




Score 


60 




Exons 


9926. .10024, 


9927.. 9992, 10028 .. 10198 , 


10029. .10199 




Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


Cld n o M/^ 


c.a cot; 




Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 


0119.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10289 




End 


10718 




GI 


none 




Score 


39 




Exons 


10289. .10717 


, 10366. .10470, 


10446. .10718 




Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


Gene No. 


54625 




Strand 






Start 


20677 




End 


21420 




Name 


OJ991215* 05. 


0119.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


10376 




End 


10820 




GI 


none 




Score 


87 





26357 



Exons 


10376. .10402^ 10412. 


.10543, 


10413. .10544, 10565. .10795, 






10565. .10819, 10566. 


.10820 








Seq. No. 


26338 




Seq. ID 


. OJ991215_05.0119. 


C3 


bene ino . 






Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 0119. C3. 


o2.ts 


Method 


TBLASTX : Soybean ' 




Start 


10487 




End. 


10888 




GI 


none 




Score 


58 




Exons 


10487. .10888, 10521. 


.10691, 


10728.. 10871 




Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


bene inu • 


sj *i \J £. *J 




Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 0119. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10763 




End 


11182 




GI 


none 




Score 


235 




Exons 


10763. .11182, 10764. 


.11180 








Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


oene , inu . 






Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 0119. C3. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


11051 




End 


11407 




GI 


none 




Score 


85 




Exons 


11051. .11344, 11051. 


.11407, 


11061. .11366 




Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


oene ino . 






Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 0119. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11132 




End 


11497 




GI 


none 




Score 


138 




Exons 


11132. .11266, 11273. 


.11497 








Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


oene iNu . 






Strand 






Start ; 


20677 




End 


21420 




Name 


OJ991215 05. 0119. C3. 


08. tw 


Method 


TBLASTX: Wheat 




Start 


11182 




End 


11416 




GI 


none 




Score 


119 




Exons 


11182. .11346, 11183. 


.11395, 


11183. .11416, 11184. .11396 




Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


Gene No. 


54625 




Strand 












End 


21420 




Name 


OJ991215 05. 0119. C3. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


11417 




End 


12214 




GI 


none 




Score 


119 




Exons 


11417. .11710, 11421. 


.11645, 


11750. .11983, 11757. .11993, 






11759. .11989, 12038. 


.12151, 


12038. .12214 




Seq. No. 


26338 




Seq. ID 


OJ991215_05.0119. 


C3 


Gene No. 


54625 




Strand 






Start 


20677 




End 


21420 




Name 


OJ991215 05. 0119. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12788 




End 


13190 





26358 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



117 



none 

12788. .13189, 12921.. 13190 

26338 
54625 
20677 

OJ991215_05.0119.C3.ol.tc 
16719 
none 

16719. .16919/ 16736. .16921, 16923 .. 17150, 19856 .. 20047, 
20225. .20299, 20294 20458, 20305 .. 20625, 20522 .. 20632, 
20720. .20974, 20982.. 21074 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_05.0119.C3 
21420 

TBLASTX: Cress 
21074 
185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.26338 
54625 
20677 

OJ991215_05.0119.C3.ol.ts 
16719 
none 

16719. .16769, 16787 .. 16921, 16788 
16934. .16987, 19883 .. 20047 , 19942 
20294. .20458, 20305 20625, 20534 .. 20632, 2Q687 
20794.. 20979 



Seq. ID OJ991215_05.0119.C3 
Strand 

21420 

TBLASTX : Soybean 
20992 
48 

16916, 16923. .17150, 
20049, 20225. .20263, 
.20992, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26338 _ . - Seq. ID 

54 625 Strand 

20677 End 

OJ991215_05.0119.C3.o4.np Method 

20677 End 

6630686 Score 
20677. .20763, 21314.. 21420 

(AP000969) hypothetical protein [Oryza sativa] 



OJ991215_05.0119.C3 

21420 
AAT/NAP 
21420 
68 



26338 
54626 
23977 

OJ991215_05.0119.C3.o3. tm 

23977 

none 

23977. .24153, 23979 24146, 
24268. .24405 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_05.0119.C3 
24405 

TBLASTX: Maize 

24405 

252 



24001. .24150, 24266. .24403, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26338 
54627 
24621 
OJ991215 
24621 
none 
24621 
24679 
24840 



05.0119.C3.o7.tm 



.24671, 24622..24669, 
.24828, 24681. .24830, 
.24893 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 05. 0119. C3 



24897 

TBLASTX: Maize 
24897 
68 

24623. .24676, 24 625 .. 24828 , 
24723. .24830, 24835 .. 24 897 , 



Seq. No. 26339 Seq. ID 

Gene No. 54 628 Strand 

Start 1 - End 

Name OJ991215_05 . 0119 . C4 . ol . np Method 

Start 1 End 



OJ991215_05.0119.C4 
+ 

5455 

AAT/NAP 

2079 



26359 



GI 

Exons 

GI Descrip. 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI - Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5231113 Score 1001 

1..1567, 1710.. 2079 

(AF141202) EIN2 [Arabidopsis thaliana] 

gi|5231115|gb|AAD41077.1|AF141203_l (AF141203) EIN2 [Arabidopsis 
thaliana] 



26339 
54628 
1 

OJ991215_05.0119.C4.ol.gs 
72 

none 



Seq. ID OJ991215_05.0119.C4 



Strand 
End 

Method 

End 

Score 



+ 

5455 
GENSCAN 
5014 
.74 



72. .1567, 1710. .1982, 3496. .3712, 4416. .4534, 4796. .5014 



26339 Seq. ID 

54628 Strand 
1 End 
OJ991215_05 . 0119 . C4 . o2 . gp Method 
1135 End 
•18665_1.R1084 Score 
1135.. 1567, 1710.. 2012 

'5231113/gb|AAD41076.1|AF141202_l 2.0e-68 (AF141202) EIN2 
[Arabidopsis thaliana] >gi_5231115_gb_AAD41077 . 1_AF141203_1 
(AF141203) EIN2 [Arabidopsis thaliana] ' 



OJ991215_05.0119.C4 
+ 

5455 
AAT/GAP 
2012 
1430 



26339 Seq. ID 

54628 Strand 

1 End 

OJ991215_05 . 0119 . C4 . o3 . np Method 

4111 End 

6630699 Score 
4111. .4131, 5351. .5455 

(AP000969) hypothetical protein [Oryza sativa] 

gi| 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ991215_05.0119.C4 
+ 

5455 
AAT/NAP 
5455 
70 



26339 Seq. ID 

54629 Strand 

7902 " End 

OJ991215_05.0119.C4.o5.np Method 

7902 End 

6630699 Score 
7902. .7924, 9169. .9246 

(AP000969) hypothetical protein [Oryza sativa] 



OJ991215_05.0119.C4 
+ 

9246 ■ 
AAT/NAP 
9246 
74 



gi I 6721536 | dbj IBAA89566.il 
[Oryza sativa] 



(AP001073) hypothetical protein 



26339 Seq. ID 

54630 Strand 

14149 End 

OJ991215_05.0119.C4 ,o8.np Method 

14149 End 

5777617 Score 
14149. .14265 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991215_05.0119.C4 
+ 

14265 
AAT/NAP 
14265 
73 



Seq. No. 



26339 



Seq. ID OJ991215_05.0119.C4 



26360 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54631 Strand 

34 End 

0 J9 9 1 2 1 5_0 5 . 0 1 1 9 . C4 . ol . gp Method 

34 End 

6025049 Score 
34. .287 



287 

AAT/GAP 

287 

397 



OJ991215 05. 0119. C4 



26339 Seq. ID 

54 632 Strand 
2143 End 2462 

OJ991215_05.0119.C4.o3.gp Method AAT/GAP 

2143 End 2462 

uC-osflcyp079h08al Score 543 

2143. .2462 

, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



26339 Seq. ID 
54633 ■ Strand 

5591 End 
OJ991215_05.0119.C4.o2.gs ■ Method 

5591 End 

none Score 
5591.. 5887 



OJ991215_05.0119.C4 

9108 
GENSCAN 
5887 
1 



19.C4.o4.np 



Seq. No. 26339 
Gene No; 54 633 

Start 5591 
Name OJ991215_05 . 01 

Start 5594 
GI 5922620 
Exons 5594.. 5724, 71 

8847. .8871, 89 
GI Descrip. (AP000492) EST 

predicted gene 

gi|6016853|dbj 

corresponds to 

protein [Oryza 

Seq. No. 26339 

Gene No. 54 634 

Start 9382 

Name 0 J9 9121 5_0 5.0119.C4.o3.tm 

Start 161 

GI none 
Exons 



Seq. ID OJ991215_05.0119.C4 
Strand 

End 9108 
Method AAT/NAP 
End 9108 
Score 97 6 
37. .7221, 7258. .7434, 7695. .7857, 8176. .8209, 
17.. 9030, 9070. .9108 
D15357 (C0514) corresponds to a region of the 
. ; hypothetical protein [Oryza sativa] 
IBAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



Seq. ID OJ991215_05.0119.C4 
Strand 
End 

Method 
End 
Score 



17983 

TBLASTX: Maize 

452 

265 



161. .397, 163. .444, 164. .451, 165. .452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26339 
54634 . 
9382 

OJ991215_05.0119.C4.ol.ts 

506 

none 



OJ991215 05. 0119. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

506. .574, 716. .835, 753. .869, 904. .1032, 905. .1096, 1063. .1110, 
1195.. 1281, 1196.. 1336, 1259. .1312, 1418.. 1567, 1698.. 1769, 
1698. .1775, 1835. .1996, 1844. .2017, 1845. .2018 



17983 

TBLASTX : Soybean 

2018 

84 



26361 



Q t-\ /-t NT 

064. WO. 


26339 






Seq. ID 


OJ991215_05.0119. 


HA 


Gene No. 


54634 






Strand 






Start 


9382 






End 


17983 




Name 


OJ991215 05. 


0119. 


C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


577 






End 


1096 




GI 


none 






Score 


255 




Exons 


577. .891, 577. .891, 578. .892, 


847. .1095, 893. .1096, 893. 


.1096 


Cart K\r\ 

oeq . lno . 


U J J J 






Seq. ID 


OJ991215_05.0119. 


HA 


Gene No. 


54634 






Strand 






Start 


9382 






End 


17983 




Name 


O.TQ91 ?1 S 

WU J. J VJ *J • 


f)1 1 Q 

\J X X J • 




Method 


TBLASTX: Maize 




Start 


1 OQ7 ~ 

X KJ J f 






End 


1264 




GI 








Score 


218 




Exons 


1 0Q7 1 9 fid 


1 OQQ 


1 9fi^ 








Seq. No. 


^. Djj 3 






Seq. ID 


OJ991215_05.0119. 


C4 


oene no . 


54634 






Strand 






Start 


9382 ' 






End 


17983 




Name 


D.TQQ1 91 ^ flR 


ni 1 q 


fM n9 4-m 


Method 


TBLASTX: Maize 




Start 








End 


1859 




GI 


none 






Score 


297 




Exons 


X O :7 0 . . ±DhD r 


1 "3Q4 
X O J H • 


. x D O / , xfiUU. 


.1567, 1471.. 1575, 1479. .1571, 




1 fiQft 1 ft R Q 


1 7m 

x / U / . 


1 ft Oft 
. I0U0 








beq. no. 


- 26339 






Seq. ID 


OJ991215_05.0119. 


C4 


Gene No. 


54634 






Strand 






Start 


Q^ft 9 






End 


17983 




Name 


O 7QQ1 91 R fie 




pyl A 1 4- 0 

Cfl • OX . EC 


Method 


TBLASTX: Cress 




Start 


1 0/ c — 

XO H D 






End 


2018 . 




GI 


none 






Score 


225 




Exons 


1 ft 4 S 901ft 


1 ft 4 7 

X O 4 / . 


901 7 








oeq. wo. 








Seq. ID 


OJ991215_05.0119. 


C4 


Gene No. 


54634 






Strand 






Start 


9382 






End 


17983 




Name 


OJ991215 05. 


0119. 


C4 .o4 . tm 


Method 


TBLASTX: Maize 




Start 


4823 






End , 


5022 




GI 


none 






Score 


237 




Exons 


4823. .5002, 


4828. 


.5022 








Seq. No. 


26339 






Seq. ID 


OJ991215_05.0119. 


C4 


Gene No. 


54634 






Strand 






0 tar u 


9382 






End 


17983 




Name 


OJ991215 05. 


0119. 


C4 .o4 .gs 


Method 


GENSCAN 




Start 


9382 






End 


17983 




GI 


none 






Score 


.42 




Exons 


9382. .9496, 


12160 


..12322, 12365. .12501 


, 13975. .14110, 






14421. .14506, 14849. .14973, 15647 .. 15738, 16192 .. 16228 , 






17951. .17983 












Seq. No. 


26339 






Seq. ID 


OJ991215_05.0119. 


C4 


Gene No. 


54634 






Strand 






Start 


9382 






End 


17983 




Name 


OJ991215 05. 


0119. 


C4 .o6.np 


Method 


AAT/NAP 




Start 


9385 






End 


11155 





26362 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5922620 Score 165 

9385. .9519, 11107.. 11155 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



.np 



Seq. ID- 
Strand 
End ' 
Method 
End 
Score 



OJ991215 05. 0119. C4 



17983 
AAT/NAP 
17663 
335 



26339 
54634 
9382 

OJ991215_05.0119.C4.o7 
12968 
6069646 

12968. .13423, 17594.. 17663 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) 
.Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



(AC005315) 
Similar to 



26340 Seq. ID 

54635 Strand 

4 6 End 
OJ991215_05.0119.C5.ol.gs ' Method 

46 End 

none Score 
46. .353 



OJ991215_05.0119.C5 
+ 

353 

GENSCAN 

353 

.62 



Seq. No. 26340 Seq. ID OJ991215JD5 . 0119 . C5 

Gene No. 54636 Strand . - 

Start 1 End 701 

Name OJ991215_05 . 0119 . C5 . ol . np Method AAT/NAP 

Start 1 End 701 

GI ■ 6069646 Score 289 

Exons 1..365, 669.. 701 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


26341 


Seq. ID 


OJ991215 


Gene No. 


54637 


Strand 


+ 


Start 


348 


End : 


977 


Name 


0J991215 05.0119.C6.ol 


. np Method 


AAT/NAP 


Start 


348 


End 


977 


GI 


5777629 


Score 


102 


Exons 


348. .598, 951. .977 






GI Descrip. 


(AJ245900) CAA303717.1 


protein [Oryza 


sativa] 


Seq. No. 


26341 


Seq. ID 


OJ991215 


Gene No. 


54637 


Strand 


+ 


Start 


348 


End 


977 


Name 


0J991215 05-.0119.C6.ol 


. gs Method 


GENSCAN 


Start 


360 


End 


584 


GI 


none 


Score 


.93 



26363 



Exons 



360. .584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26342 Seq. ID 

54638 Strand 

14 5 End 

OJ991215_07.0114.Cl.ol.np Method 

145 End 

6721559 Score 
145. .618, 647. .785 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815084 |dbj I BAA90370 .il (AP001081) hypothetical protein 

[Oryza sativa] 



OJ991215_07.0114.C1 
+ 

785 

AAT/NAP 

785 

464 



26342 
54639 
91 

OJ991215_07.0114.Cl.ol.gs 
91 

none 



91. .333, 508. .629, 1133. .1258, 1399 



Seq. ID OJ991215_07.0114.C1 

Strand - . 

End 1437 

Method GENS CAN 

End 1437 

Score .45 
1437 



Seq. No. 26343 Seq. ID 

Gene No.. 54640 Strand 

Start . * 1495 End 

Name OJ991215_07 . 0114 . C2 . ol . gs Method 

Start ' 14 95 End 

GI none Score 

Exons 1495.. 1689, 1782.. 2014, 2263.. 2356 



OJ991215_07.0114.C2 

2356 
GENSCAN 
2356 
.72 



Seq. No. 26344 Seq. ID OJ991215_07 . 0114 . C4 

Gene No. 54641- . Strand + 

Start 1 End 34 99 

Name OJ991215_07 . 0114 .C4 .o2.np Method AAT/NAP 

Start 1 End - '3499 

GI 6498441 Score 338 

Exons 1..88, 388. .819, 3479.-3499 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq.. No. 


26344 


Seq. ID 


OJ991215 


Gene No. 


54642 


Strand 




Start 


1 


End 


2233 


Name 


OJ991215 07.0114.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2130 


GI 


6498436 


Score 


265 


Exons 


1. .369,. 2101. .2130 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


-,■2-634 4 


Seq. ID 


OJ991215 


Gene No. 


54642 


Strand 




Start 


1 


End 


2233 


Name 


OJ991215 07.0114.C4.o3.np 


Method 


AAT/NAP 


Start 


1 


End 


2233 ' 


GI 


6907089 


Score 


1113 


Exons 


1..40, 957. .1203, 1231. .2233 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 



26364 



• 



beq. no. 




c orr t n 






Gene No. 


54642 


Strand 






Start 


1 


End 


2233 




Name 


OJ991215 07.0114.C4.ol.gs 


Method . 


GENSCAN 




Start 


108 


End 


2224 




GI 


none 


Score 


.92 




Exons 


108. .369, 775.-934, 957. .2224 








Seq. No. 


26344 . 


Seq. ID 


OJ991215_07.0114 


.C4 




54643 


Strand 






Start 


3139 


End 


3667 




Name 


OJ991215 07.0114.C4.o4.np 


Method 


AAT/NAP 




Start 


3139 


End 


3667 




GI. 


6539585 


Score 


103 




Exons 


3139.. 3203, 3488.. 3667 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




oeq. ino • 




Seq. ID 


O.TQQI 91 S 07 0114 


C4 


Gene No. 


54644 


Strand 






Start 


6111 


End 


8392 




Name 


OJ991215 07.0114.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


547 


End 


855 




GI 


none 


Score 


237 




Exons 


547.. 855, 622.. 762, 639.. 839 








Seq. No. 


26344 


Seq. ID 


OJ991215_07.0114 


.C4 


Gene No . 


54644 


Strand 






Start 


6111 


End 


8392 




Name 


OJ991215 07.0114.C4.o2.tm . 


Method 


TBLASTX: Maize 




Start 


5531 


End 


6037 




GI 


none 


Score 


104 




Exons 


5531.. 5761, 5531.. 5794, 5575. 


.5772, 5777.. 5920, 5821.. 5964, 




5830.. 6015, 5963.. 6037 








Seq. No. 


26344 


Seq. ID 


OJ991215_07.0114 


.C4 




54644 


Strand 






Start 


6111 


End 


8392 




Name 


OJ991215 07.0114.C4.o5.np 


Method 


AAT/NAP 1 '" 




Start 


6111 


End 


8392 




GI 


6453893 


Score 


207 




Exons 


6111.. 6322, 7667.. 7765, 7850. 


.8202, 8371.. 8392 




GI Descrip. 


(AC011663) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


26344 


Seq. ID 


OJ991215_07.0114 


.C4 


bene ino. 


54644 


Strand 






Start 


6111 


End 


8392 




Name 


OJ991215 07.0114.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


7867 


End 


8231 




GI 


none 


Score 


52 




Exons 


7867.. 7896, 7868.. 7897, 7943. 


.8200, 7954.. 8205, 7966.. 8202, 




7986. .8231 








Seq. No. 


26345 


Seq. ID 


OJ991215J37.0114 


.C5 


Gene No. 


54645 


Strand 


+ 




Start 


5834 


End 


9987 




Name 


OJ991215 07.0114.C5.o2.np 


Method 


AAT/NAP 





26365 




Start 


5834 End 


9987 




GI 


6815052 Score 


392 




Exons 


5834.. 5867, 9286.. 9454, 9530.. 9597, 9866.. 9987 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


Zyj*i J jcq. 1U 


fYTQQI 91 R 07 01 1 A 


.C5 


Gene No. 


54646 Strand 


+ _ 




Start 


9912 End 


12823 




Name 


OJ991215 07.0114.C5.o3.np Method 


AAT/NAP 




Start ' 


9912 End 


12823 




GI 


5852175 Score 


49 




Exons 


9912. .9963, 10444 .. 10611, 11095 11148, 


11712. .11819, 






12771. .12823- 






GI Descrip. 


(AL117265) zhbOOOS.l [Oryza sativa] 






Seq. No. 


26345 Seq. ID 


OJ991215_07.0114 


.C5 


Gene No. 


54647 Strand 






O -1 > -v-4- 

OZS.TZ. 


1 End 


7919 




Name 


OJ991215 07.0114.C5.ol.np Method 


AAT/NAP 




Start 


1 . End 


7919 . 




GI 


6453893 Score 


112 




Exons 


1..44, 1985. .2104, 2193. .2314, 7688. .7772, 7842. .7919 




GI Descrip. 


(AC011663) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


26345 Seq. ID 


OJ991215_07.0114 


.05 


Gene No. 


54647 Strand 






Start 


1 End 


7919 




Name 


OJ991215 07.0114.C5.o2.tm Method 


TBLASTX: Maize 




Start 


2185 End 


2327 




GI 


none Score 


185 




Exons 


2185. .2316, 2191. .2313, 2195. .2317, 2196. .2327 




Seq. No. 


26345 Seq. ID 


OJ991215_07.0114 


.05 


Gene No. 


54647 Strand 






Start 


1 End 


7919 




Name 


OJ991215 07.0114.C5.ol.tm ' Method 


TBLASTX: Maize 




Start 


6314 End 


6630 




GI 


none Score 


55 




Exons 


6314.. 6349, 6439.. 6630, 6453.-6629 






Seq. No. 


26346 Seq. ID 


OJ991215_07.0114 


.06 


Gene No. 


54648 Strand 


+ 






19 End * 


12660 




Name 


OJ991215 07.0114.C6.ol.np Method 


AAT/NAP 




Start 


19 End 


825 




GI 


4512231 Score 


1098 




Exons 


19. .825 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


26346 Seq. ID 


OJ991215_07.0114 


.06 


Gene No. 


54648 Strand 


+ 




Start 


19 End 


12660 




Name 


OJ991215 07.0114.C6.ol.gs Method 


GEN SCAN 




Start 


93 End 


3373 




GI 


none Score 


.41 




Exons 


93. .746, 1103. .1449, 1474. .1844, 1881.. 


3373 





26366 



Seq. No. 


26346 


Seq. ID 


OJ991215_07.0114 ,C6 


Gene No. 


54648 


Strand 


+ 




19 


End 


12660 


Name 


OJ991215 07.0114.C6.o2.np 


Method 


AAT/NAP 


Start 


548 


End 


8265 


GI 


6721517 


Score 


2930 


Exons 


548. .653, 1155. .1272, 1352.. 


2065, 2141 


..3899, 7960.. 8265 


GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


26346 


Seq. ID 


OJ991215_07.0114.C6 


Gene No. 


54648 


Strand 


+ 


Start 


19 


End 


12660 


Name 


OJ991215 07.0114.C6.o2.gs 


Method 


GEN SCAN 


Start 


5112 


End 


12660 


GI 


none 


Score 


.73 


Exons 


5112.. 5188, 5318.. 5507, 5806 


..5918, 6113. .6134, 7020. .7095, 



8939. .9062, 9155. .9230, 9415. .9532, 10996 .. 11102 , 11734. .12660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26346 
54648 
19* 

OJ991215_07.0114.C6.ol.gp 



Seq. ID OJ991215_07.0114 .C6 

Strand + 

End 12660 

Method AAT/GAP 

End 7474 

Score 599 



7104 
3106852 
7104. .7474 

4521194/dbj | ABO 13 613.1 | ABO 13613 1.0e-25 Oryza sativa DNA, 
centromere sequence RCB11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26346 Seq. ID 

54648 Strand 

19 End 

OJ991215_07.0114.C6.o2.gp Method 

7573 End 

2309880 Score 
7573. .793.8 

4521194/dbj | AB013613 . 1 | AB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11 



OJ991215_07.0114.C6 
+ 

12660 
AAT/GAP 
7938 
655 



26346 Seq. ID 

54648 Strand 
19 End 
OJ991215_07. 0114 .C6.o3.np Method 
11800 End 
5042448 Score 
11800.. 12657 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



OJ991215_07.0114 
+ 

12660 
AAT/NAP 
12657 
1376 



.C6 



Seq. No. 26346 - Seq. ID 

Gene No. 54 64 9 Strand 

Start 12911 End 

Name OJ991215_07 . 0114 . C6 . o3 . gs Method 

Start 12911 End 

GI none Score 
Exons 



OJ991215_07.0114.C6 
+ 

22005 
GENSCAN 
22005 
.61 



12911. .13045, 13067. .1379.8, 13808 .. 14 108 , 1434 6 .. 14581 , 
14617. .14913, 14953.. 15596, 15609 .. 16163, 16223 .. 164 55 , 
16499. .16935, 18305 .. 184 17, 18510 .. 1884 1 , 1914 1 .. 19209, 



26367 




20308. .20414, 21211. .22005 



Seq. No. 


£ b b 


beq. id 




. L, b 


Gene No. 


54649 


Strand 


+ 




Start 


12911 


End 


22005 




Name 


OJ991215 07.0114.C6.o4.np 


Method 


AAT/NAP 




Start 


12911 


End 


17472 




GI 


4680179 


Score 


7412 




Exons 


12911. .17472 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




beq. no. 


O C "3 A £ 
Z b D 


beq. iJJ 


ujyyi^io U/.UX14 


• v^b 


Gene No. 


54649 


Strand 


+ _ 




Start 


12911 


End 


22005 




Name 


OJ991215 07.0114.C6.o7.np 


Method 


AAT/NAP 




Start 


20549 


End 


21744 




GI 


2995405 


Score 


1233 




Exons 


20549. .21744 








GI Descrip. 


(Y12432) polyprotein [Ananas 


comosus] 






beq. No. 


z. b j4 b 


beq. iu 


PiTOQIOIc; c\n ni 1 A 




Gene. No. 


54649 


Strand 


+ ~~ 




Start 


12911 


End 


22005 




Name 


OJ991215 07.0114.C6.o6.np 


Method 


AAT/NAP 




Start • 


20561 


End 


21214 




GI 


4140712 


Score 


780 




Exons 


20561. .21214 








GI Descrip. 


(AF110183) putative integrase 


[Oryza 


sativa] 




Seq. No. 


26346 


Seq. ID 


OJ991215_07.0114 


.C6 


Gene No. 


54650 


Strand 


+ 




Start 


22507 


End 


24295 




Name 


OJ991215 07.0114.C6.o4.gs 


Method 


GENSCAN 




Start 


22507 


End 


23605 




GI 


none 


Score 


.78 




Exons 


22507. .22733, 22738 .. 22990/ 23489.. 23605 




Seq. No. 


26346 


Seq. ID 


OJ991215_07.0114 


.C6 


Gene No. 


54650 


Strand 


+ 




b tar t 


22507 


End 


24295 




Name 


OJ991215 07.0114.C6.o8.np 


Method 


AAT/NAP 




Start 


22761 


End 


24295 




GI 


6063554 


Score 


189 




Exons 


22761. .22987, 24119. .24295 








GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 








Seq. No. 


26346 


Seq. ID 


OJ991215_07.0114 


.C6 


Gene No. 


54651 


Strand 


+ 




Start 


25250 


End 


35491 




Name 


OJ991215 07.0114.C6.o5.gs 


Method 


GENSCAN 




Start 


25250 


End 


35491 




GI 


none 


Score 


.52 




Exons 


25250. .25331, 26626 .. 26898 , 26915 .. 27 181, 27640 .-. 27885, 





■'^28410. .28824, 28942 .. 29070, 30980 .. 31066, 32611 .. 32710, 
33342. .33510, 35063 .. 35232, 35384. .35491 



26368 



Seq. No. 


26346 






Seq. ID 


OJ991215JD7.0114 


.C6 




54652 






Strand 


+ 




Start 


38321 






End 


38724 




Name 


OJ991215 07. 


0114. 


C6.ol0.np 


Method 


AAT/NAP 




Start 


38321 






End 


38724 




GI 


2462640 






Score 


503 




Exons 


38321. .38724 










GI Descrip. 


(Y13370) reverse 


transcriptase [Oryza 


sativa] 




Seq. No. 


26346 






Seq. ID 


OJ991215_07.0114 


.C6 


bene ino . 


54653 






Strand 






Start 


19572 






End 


35250 




Name 


OJ991215 07. 


0114. 


C6.o7.tw 


Method 


TBLASTX: Wheat 




Start 


1274 






End 


13537 




GI 


none 






Score 


273 




Exons 


1274. .1633, 


1279. 


.1377, 1346 


..1507, 1432. .1623, 13174.. 


13278, 




13178. .13537, 13336.. 13536 








oeq . lno . 


26346 






Seq. ID 


OJ991215_07.0114 




Gene No. 








Strand 






Start 


i yo / £. 






End 


35250 




Name 


C\ TQQ1 0 1 r m 

uj y y jlz id u / . 


0114. 


C6.06. tm 


Method 


TBLASTX: Maize 




Start 








End 


13714 




GI 


none 






Score 


232 




Exons 




13418 


..13714, 13418. .13702, 13435. .13605 




oeq . iNO . 


26346 






Seq. ID 


OJ991215_07.0114 




Gene No. 


DH Djj 






Strand 






Start 


i yo / Z 






End 


35250 




Name 


n tqqi 91 t; m 
UJ ^ jiZI J u/. 


0114. 


C6.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


-L Dj fl 






End 


13780 




GI 


none 






Score 


189 




Exons 


1634. .1858, 


13537 


. .13626, 13538. .13714 


, 13685. .13780 




Seq. No. 


26346 






Seq. ID 


OJ991215JD7.0114 


.C6 


ociie lno . 


54653 






Strand 






Start 


19572 






End 


35250 ■ 




Name 


OJ991215 07. 


0114. 


C6.o8.tw 


Method 


TBLASTX: Wheat 




Start 


2147 






End 


14473 




GI 


none 






Score 


121 




Exons 


2147. .2338, 


2182. 


.2286, 2402 


..2521, 2404. .2520, 14057.. 


14263, 




14107. .14205 


, 14288. .14473, 


14308. .14472 




oeq . lno • 


26346 






Seq. ID 


OJ991215_07.0114 




Gene No. 


54653 






Strand 






Start 


19572 






End 


35250 




Name 


OJ991215 07. 


0114. 


C6.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


2684 






End 


15117 




GI 


none 






Score 


527 




Exons 


2684. .3166, 


2788. 


.3123, 2795 


..3163, 14635. .15117, 14739 


. .1511 


Seq. No. 


26346 






Seq. ID 


OJ991215_07.0114 


.C6 


Gene No. 


54653 






Strand 






Start 


19572 






End 


35250 




Name . 


OJ991215 07. 


0114. 


C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


2693 






End 


14934 





26369 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 



none Score 327 

2693.-2983, 2800. .2985, 14 647 .. 14 934 , 14745. .14933 



26346 
54653 
19572 

OJ991215_07.0114.C6.o4.ts 

2720 

none . 

2720.. 3031, 14671.. 14985 



Seq. ID OJ991215_07.0114.C6 

Strand - 

End 35250 

Method TBLASTX : Soybean 

End .14 985 

Score 190 



26346 
54653 
19572 

OJ991215_07.0114.C6.o4.tm 
3053 
none 



Seq. ID OJ991215_07.0114.C6 
Strand 

35250 

TBLASTX: Maize 
15504 
116 



End 

Method 
' End 
Score 

3053. .3190, 3251. .3553, 3313. .3351, 3379. .3423, 15004 .. 15183 , 
15169. .15504, 15255. .15386, 15411.. 15488 



2634 6 
54653 
19572 

OJ991215_07.0114.C6.ol.ts 
3107 

none * * 



Seq. ID OJ991215_07.0114.C6 
Strand ' 

End 35250 

Method TBLASTX : Soybean 

End 15453 

Score 57 



3107. .3139, 3107. .3139, 3143. .3196, 3145. .3186, 3251. .3502, 
3259. .3492, 15058 .. 15090, 15058 15102, 15094 .. 15453, 
15189.. 15452 



26346 
54653 
19572 

OJ991215_07.0114 .C6.o5.tw 

3215 

none 



Seq. ID OJ991215_07.0114.C6 
Strand 

End 35250 

Method TBLASTX: Wheat 

End 15435 

Score 301 



3215. .3307, 3253. .3483, 3254. .3484, 3386. .3484, 15166 .. 154 35, 
15167. .15247, 15186 .. 15434 ' 



26346 
54653 
19572 

OJ991215_07.0114.C6.o2.tw 

3487 

none 



Seq. ID OJ991215_07.0114.C6 
Strand 

End 35250 

Method TBLASTX : Wheat 

End 15854 

Score • 560 



3487. .3858, 3488. .3898, 3566. .3895, 15438 .. 15812, 15439 .. 15852 , 
15489. .15854, 15514 .. 15852, 15608.. 15853 



26346 
54653 
19572 

OJ991215_07.0114.C6.o3.ts 

3524 

none 



Seq. ID OJ991215_07.0114.C6 
Strand 

End 35250 

Method TBLASTX : Soybean 

End 15720 

Score 206 



3524. .3772, 3550. .3654, 3709. .3753, 15475. .15720 

26346 Seq. ID OJ991215_07 . 0114 . C6 



26370 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54653 Strand 

19572 End 

OJ991215_07 . 0114 . C6 . o2 . tm Method 

3590 End 

none Score 



35250 

TBLASTX: Maize' 

15899 

402 



3590. .3898, 3595. .3858, 7956. .8003, 15541 15894, 15543 .. 15809, 
15595. .15882, 15702.. 15899 



26346 
54653 
19572 

OJ991215_07.0114.C6.o3.tw 

15933 

none 

15933. .16160, 15982. .16461, 
20549. .20992, 20617 .. 20685, 

26346 
54653 
19572 

OJ991215_07.0114.C6.o2.ts 

16249 

none 

1624 9. .16509, 16254. .16508, 
20792.. 21040 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 07. 0114. C6 



35250 

TBLASTX: Wheat 
20992 
512 

16015. .16428, 16206. .16460, 
20737. .20988 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_07.0114.C6 
35250 

TBLASTX: Soybean 

21040 

284 



20791. .21039, 20792 21040, 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. "No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26346 
54653 
19572 

OJ991215_07.0114.C6.o3.tm 

16308 

none 

16308. .16595, 16309 16599, 
20840. .21130 

26346 
54653 
19572 

OJ991215_07.0114.C6.ol.tw 

16468 

none 

16468. .17094, 16470 .. 16874 , 
20999. .21202, 21055 .. 21198, 
21205. .21582, 21564.. 21623 

26346 
54653 
19572 

OJ991215_07 . 0114 . C6 . ol . tm 
16648 
none 
16648. 
16806. 
21204. 
21457. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_07.0114.C6 
35250 

TBLASTX: Maize 

21130 

374 



20838. .20942, 20839 21126, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16612. .17049, 16971 
21198. .21503, 21205 



OJ991215_07.0114.C6 
35250 

TBLASTX: Wheat 
21624 
716 

17093, 
21624, 



,16809, 16650. .16802, 16667 
.17108, 16806. .16868, 16807 



Seq. ID OJ991215_0'7.0114.C6 
Strand 

35250 

TBLASTX: Maize 
21762 
215 

16804, 16802, 
17235, 16974. 



End 

Method 

End 

Score 



.21332, 21205. .21339, 21336 .. 21500, 21337, 
.21741, 21564. .21761 



.16867, 
.17234, 
.21762, 



Seq. No. 



26346 



Seq. ID OJ991215_07.0114.C6 



26371 




Gene No. 


54653 


Strand 








Start 


19572 


End 


35250 






Name 


OJ991215 07.0114.C6..o6.tw 


Method 


TBLASTX: 


Wheat 




Start 


17094 


End 


21945 






GI 


none 


Score 


319 






Exons 


17094. .17165, 17095. .17427, 


17187. .17276, 17373 


. .17426, 






21624. .21893, 21625.. 21945 










Seq. No. 


26346 


Seq. ID 


OJ991215 


_07.0114 


.C6 


Gene No. 


54653 


Strand 








Start 


19572 


End ' 


35250 






Name 


OJ991215 07.0114.C6.o5.np 


Method 


AAT/NAP 






Start 


19572 


End 


35250 






GI 


4680183 


Score 


188 






Exons 


19572. .19661, 20268 .. 20338 , 


35187. .35250 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


26346 


Seq. ID 


OJ991215 


_07.0114 


.C6 


Gene No. 


54653 


Strand 








Start 


1 9572 


End 


35250 






Name 


OJ991215 07..0114.C6.o9.np 


Method 


AAT/NAP 






Start 


25229 


End 


25421 






GI 


5042463 


Score 


102 






Exons 


25229... 25421 










GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 






Seq. No. 


26346 


Seq. ID 


OJ991215 


_07.0114 


.C6 


Gene No. 


54654 


Strand 








Start 


37330 


End 


37575 






Name 


OJ991215 07.0114.C6.o9.tw 


Method 


TBLASTX: 


Wheat 




Start 


37330 


End 


37575 






GI 


none 


Score 


250 






Exons 


37330. .37575, 37383.. 37574 










Seq. No. 


26346 


Seq. ID 


OJ991215 


_07.0114 


.C6 


Gene No. 


54655 


Strand 








Start 


38249 


End 


38667 






Name 


OJ991215 07.0114.C6.67.tm 


- Method 


TBLASTX: 


Maize- 




Start 


38249 


End 


38667 






GI 


none 


Score 


186 






Exons 


38249. .38596, 38593.. 38667 










Seq. No. 


26347 . 


Seq. ID 


OJ991215 


_07.0114 


.C7 


Gene No. 


54656 


Strand 


+ 






Start 


1 


End 


2972 






Name 


OJ991215 07.0114.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2640 






GI 


4539658 


Score 


100 






Exons 


1..131, 418. .525, 2600. . 2640- 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


26347 


Seq. ID 


OJ991215 


_07.0114 


.C7 


Gene No. 


54656 


Strand 


+ . 






Start . 


1 


End 


2972 






Name 


OJ991215 07.0114.C7.ol.gs 


Method 


GENSCAN 






Start 


1952 


End 


2972 







26372 



GI 


none 


Score 


.89 




Exons 


1952.. 2212, 2251.. 2463, 2558 


..2674, 2859.. 2972 




Seq. No. 


26347 


Seq. ID 


OJ991215_ 


07. 0114. C7 


Gene No. 


54657 


Strand 






Start 


■ 1931 


End 


5706 






OJ991215 07.0114 .C7.o2.np 


Method 


AAT/NAP 




Start 


1931 


End 


5706 




GI 


5295955 


Score 


239 




Exons 


1931.. 2936, 3706.. 3820, 5671 


. .5706 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 




[Oryza sativa] 








Seq. No. 


^ DO 4 / 


Seq. ID 


OJ991215_ 


m ni 1 4 n 

U / . U -L X 4 m f 




54657 


Strand 






Start 


1931 


End 


5706 




Name 


OJ991215 07.0114.C7.o2.gs 


Method 


GENSCAN 




Start 


4205 


End 


5123 




GI 


none 


Score 


.66 




Exons 


4205. .4384, 4917. .5123 








Seq. No. 


26348 


Seq. ID 


OJ991215_ 


07. 0114. C8 


Gene No. 


C A (TC ft 


Strand • 






Start 


1333 


End 


7323 




Name 


OJ991215 07.0114.C8.ol.gs 


Method 


GENSCAN 




Start 


' 1333 


End 


7323 




GI 


none 


Score 


.66 




Exons 


1333. .1414, 2196. .2691, 2834 


..3036, 3621.. 3747, 


4080. .4177, 




4291. .5170, 5258. .5665, 5855 


..6020, 604 


8. .6260, 


6336. .6395, 




6464.. 6577, 6659.. 6814, 6838 


. .7323 






Seq. No. 


26348 


Seq. ID 


OJ991215_ 


07. 0114. C8 


Gene No. 


54658 


Strand 


+ 




Of art 


1333 


End 


7323 




Name 


OJ991215 07.0114.C8.ol.np 


Method 


AAT/NAP 




Start 


1394 


End 


2676 




GI 


5852179 


Score 


275 




Exons 


1394. .1414, 2241. .2441, 2499 


. .2676 






GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


2634.8 


Seq. ID 


OJ991215_ 


07. 0114. C8 


Gene No. 


54659 


Strand 


+ 




Start 


9278 


End 


16088 




Name 


OJ991215 07.0114.C8.o2.np 


Method 


AAT/NAP 




Start 


9278 


End 


16088 




GI 


6815052 


Score 


2057 




Exons 


9278. .9430, 9512. .9587, 9869 


..9986, 102 


85. . 10384 


, 11251. . 11343, 




12126. .12261, 12310. .12453, 


14939. .15532, 15614. 


.15687, 




15969. .16088 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26348 


Seq. ID 


OJ991215_ 


07. 0114. C8 


Gene No. 


54660 


Strand 






Start 


7754 


End 


8443 




Name 


OJ991215 07.0114.C8.o2.gs 


Method 


GENSCAN 




Start 


7754 


End 


8443 




GI 


none 


Score 


.61 





26373 




Exons 7754.. 8443 



Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 


- 




Start 


12115 




End 


20013 




Name 


OJ991215 07. 


0114.C8.ol.ts 


.Method 


TBLASTX: Soybean 




Start 


7769 




End 


8014 




GI 


none 




Score 


45 




Exons 


7769. .8014, 


7773. .-7802/ 7875 


..8012 ' 






Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 


- 


Strand 


- 




Start 


12115 




End 


20013 




Name 


OJ991215 07. 


0114.C8.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7790 




End 


8197 




GI 


none 




Score 


106 




Exons 


7790. .8197, 


7824. .8189 








Seq. No. 


26348 




Seq. ID 


OJ991215JD7.0114 


.C8 


Gene No. 


54 661 




Strand 


- 




Start 


12115 




End 


20013 




Name 


OJ991215 07. 


0114.C8.o3.ts 


Method 


TBLASTX: Soybean 




Start 


8357 




End 


8755 




GI 


none 




Score 


74 




Exons 


8357. .8755, 


8535. .8651 , 








Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 


- 




Start 


12115 




End 


20013 




Name 


OJ991215 07. 


0114.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


8378 




End 


8758 




GI 


none 




Score 


63 




Exons 


8378. .8602, 


8600. .8758 








oeq. rsio . 






Seq. ID 


OJ991215_07.0114 




Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 . 




Name 


OJ991215 07. 


0114.C8-.o4.tw 


Method 


-TBLASTX: Wheat 




Start ■ 


11577 




End 


14698 




GI 


none 




Score 






Exons 


11577. .12071 


, 11594. .11971, 


14050. . 14229T* 14081. .14233, 






14254. .14544 


, 14630.. 14698 








Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ991215 07. 


0114.C8.o5.ts 


Method 


TBLASTX : Soybean 




Start 


11580 




End 


14442 




GI 


none 




Score 


79 




Exons 


11580. .11708 


, 11775. .11966, 


14068. .14253, 14248. .14442 




Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ991215 07. 


0114.C8.o3.np 


Method 


AAT/NAP 




Start 


12115 




End . 


19139 




GI 


6498441 




Score 


2434 





26374 




Exons 12115. .12148, 16159 16353, 16531 .. 1 6670, 16853 17223, 

17287. .17737, 18074.. 19139 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


26348 




Seq. ID 


OJ991215_07,0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Wamo 
INCH LlC 


OJ991215 07 0114 C8 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


16238 




End 


16567 




GI 


none 




Score 


72 




Exons 


16238. .16429, 16424. 


.16567, 


16455. .16553 




Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 






Method 


TBLASTX: Wheat 




Start 


16238 




End 


16645 




GI 


none 




Score 


96 




Exons 


. 16238. .16426, 16239. 


.16397, 


16424. .16645, 16446. .16640 




Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 - 




End 


■20013 




Name , 


OJ991215 07. 0114. C8. 


o2.tm 


Method 


TBLASTX: Maize 




o Lai i_ 


16316 




End 


16675 




GI 


none 




Score 


138 




Exons 


16316. .16426, 16415. 


.16675, 


16446. .16664 




Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ991215 07. 0114. C8. 


o4 .np 


Method 


AAT/NAP 




Start 


16619 




End 


20013 




GI 


5042454 




Score 


1155 




Exons 


16619. .16647, 17569. 


.17682, 


18259. .19678, 19752.. 20013 




GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


26348 - 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ-991215 07 0114 C8 


ol . tm 


Method 


TBLASTX: Maize 




Start 


16729 




End 


17085 




GI 


none 




Score 


188 




Exons 


16729. .17085, 16739. 


.17044 








Seq. No. 


26348 




Seq. ID 


OJ991215JD7.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ991215 07. 0114. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


16753 




End 


17216 




GI 


none 




Score 


321 




Exons 


16753. .17214, 16754. 


.17215, 


17034.. 17216 




Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 







26375 




Start 


12115 








End 


20013 




Name 


OJ991215 07. 


0114 .C8 . 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


16810 








End 


17175 




GI 


none 








Score 


117 




Exons 


16810. 


.16944 


, 16951. 


. 17175 








Seq. No. 


26348 








Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 








Strand 






Start 


12115 








End 


20013 




Name 


OJ991215 07. 


0114 .C8 . 


o4 .gs 


Method 


GEN SCAN 




Start 


17224 








End 


17932 




GI 


none 








Score 


.49 




Exons 


17224. 


.17808 


, 17867. 


. 17932 








Seq. No. 


26348 








Seq. ID 


OJ991215_07 . 0114 


.C8 


Gene No. 


54661 








Strand 






Start 


12115 








End 


20013 




Name 


OJ991215 07. 


0114. C8. 


o3 . tw 


Method 


TBLASTX : Wheat 




Start 


17323 








End 


17848 




GI 


none 








Score 


161 




Exons 


17323. 


.17814 


, 17342. 


.17659, 


17521. .17E 


J41, 17681.. 17848 





Seq. No. 


.26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ991215 07. 0114. C8. 


o5 . gs 


Method 


GEN SCAN 




Start 


18040 




End 


19678 




GI 


none 




Score 


.87 




Exons 


18040. .18747, 18835. 


.18979, 


18984. .19678 




Seq. No. 


26348 




Seq. ID 


OJ991215_07.0114 


.C8 


Gene No. 


54661 




Strand 






Start 


12115 




End 


20013 




Name 


OJ991215 07. 0114. C8. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


18598 




End 


18999 




GI 


none 




Score 


88 




Exons 


18598. .18870, 18632. 


.18844, 


18838. .18936, 18839 1894 0, 






18867. .18941, 18943. 


.18999 








Seq. No. 


26349 




Seq. ID 


OJ991215_07.0114 


-C9 


Gene No. 


54662 




Strand 






Start 


632 




End 


1399 




Name - 


OJ991215 07. 0114. C9. 


ol . np 


Method 


AAT/NAP 




Start 


632 




End 


1399 




GI 


4680183 




Score 


198 




Exons 


632. .721, 1329. .1399 











GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26350 
54663 
1328 

OJ991215_07. 0114. C10. ol.np 



Seq. ID OJ991215_07. 0114 -C10 

Strand + 

End 2590 

Method AAT/NAP 

End 2590 

Score 384 



1328 
6523547 
1328.. 2590 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



26376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991215_07. 0114. CIO 
Strand 

End 4252 

Method AAT/GAP 

End 4252 ■ : 

Score 155 



26350 
54664 
4145 

OJ991215_07. 0114. CIO. ol.gp 
4145 

uC-osflcyp088bl2bl 
4145. .4252 

, 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ? 



Seq. ID OJ991215_07.0114.C11 

Strand + 

End 329 

Method AAT/GAP 

End 329 

Score 148 



26351 
54665 
222 

OJ991215_07. 0114. Cll. ol.gp 
222 

uC-osflcyp088bl2bl 
222. .329 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


26351 


Seq. ID 


OJ991215 


_07.0114 


.Cll 


Gene No. 


54666 


Strand 


+ 






Start 


3056 , 


. End 


8554 






Name 


OJ991215. 07.0114.Cll.ol.gs 


■ Method 


GENSCAN 






Start 


3056 


End 


8554 






GI 


none 


Score 


.78 






Exons 


3056. .3192, 3600. .3718, 4063. .4164, 4541. .4574, 


5444. .5568, 




6142. .6393, 6467. .6648, 8016. .8122, 8489.-8554 






Seq. No. 


26351 


Seq. ID 


OJ991215 


_07.0114 


.Cll 


Gene No. 


54667 


Strand 


+ 






Start 


9543 


End 


15267 






Name 


OJ991215 07.0114.Cll.o2.gs 


Method 


GENSCAN 






Start 


9543 


End 


12961 






GI 


none 


Score 


.64 






Exons 


9543. .10367, 104 11 .. 10577 , 


10970. .11374, 11467. 


.12961 




Seq. No. 


■ 26351 


Seq. ID 


OJ991215 


_07.0114 


.Cll 


Gene No. 


54667 


Strand 


+ 






Start 


9543 


End 


15267 






Name 


OJ991215 07.0114.Cll.ol.np 


Method 


AAT/NAP 






Start 


12726 


End 


15267 






GI 


4206306 


Score 


801 






Exons 


12726. .13250, 13365 .. 14987 , 


15239. .15267 






GI Descrip. 


(AF04 9110) prpol [Zea mays] 










Seq. No. 


26351 


Seq. ID 


OJ991215_ 


_07.0114 


.Cll 


Gene No. 


54667 


Strand 


+ 






Start 


9543 


End 


15267 






Name 


OJ991215 07.0114.Cll.o3.gs 


Method 


GENSCAN 






Start 


13210 


End 


15240 






GI 


none 


Score 


.98 






Exons 


13210. .14840, 14888. .15055, 


15135. .15240 






Seq. No. 


26351 . 


Seq. ID-' 


OJ991215_ 


JD7.0114 


.Cll 


Gene No. 


54668 


Strand 









26377 






i sm^ 




End 


15267 




Name 


OJ991215 07.0114.C11. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13600 




End 


13985 




GI 


none 




Score 


81 




Exons 


13600. .13656, 13605.. 


13646, 


i3649. .13753, 13651 .. 13983, 






13659. .13961, 13890.. 


13985 








Seq. No. 


26351 




Seq. ID 


OJ991215_07.0114 


.Cll 


bene ino . 






Strand 


- 




Start 


15073 




. End • 


15267 




Name 


OJ991215 07.0114.C11. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13654 




End 


13872 




GI 


none 




Score 


275 




Exons 


13654. .13872, 13659. . 


13871 








Seq. No. 


26351 




Seq. ID 


OJ991215_07.0114 


.Cll 


bene ino . 






Strand 






Start 


15073 




End 


15267 




Name 


OJ991215 07.0114.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


13873 




End 


14334 




GI 


none 




Score 


520 




Exons 


13873. .14334, 13873.. 


14178, 


14022. .14333 




Seq. No. 


26351 




Seq. ID 


OJ991215_07.0114 


.Cll 


bene ino . 


Dh ddo 




Strand 






Start 


15073 




End 


15267 




Name 


OJ991215 07.0114.C11. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


14020 




End 


14490 




GI 


none 




Score 


226 




Exons 


14020. .14301, 14058.. 


14282, 


14302. . 14490, 14346.. 14477 




Seq. No. 


26351 




Seq. ID 


OJ991215_07.0114 


.Cll 


bene wo • 


D4 Duo 




Strand 






Start 


15073 




End 


15267 




Name 


OJ991215 07.0114.C11. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


14022 




End 


14403 




GI 


none 




Score 


213 




Exons 


14022. .1433-6,. 14023. . 


14340, 


14302.. 14403 




Seq. No. 


26351 ' 




Seq. ID 


OJ991215_07.0114 


.Cll 


usne ino . 


JlDDO 




Strand 






Start 


15073 




End 


15267 




Name 


OJ991215 07.0114.C11. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


14641 




End 


15008 




GI 


none 




Score 


146 




Exons 


14641. .14778, 14649.. 


14774, 


14823. .15008, 14828 .. 14968 




Seq. No. 


26351 




Seq. ID 


OJ991215_07.0114 


.Cll 


Gene No. 


54668 




Strand 






OLaL L 


15073 




End 


15267 




Name 


OJ991215 07.0114.C11. 


o2 .np 


Method 


AAT/NAP 




Start 


15073 




End 


15267 




GI 


6815052 




Score 


172 




Exons 


15073. .15267 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26352 




Seq. ID 


OJ991215_07.0114 


.C12 



26378 




Gene No. 


C A C C ft 

54 669 


Strand 


+ 




Start 


621 


End 


754 




Name 


OJ991215 07.0114.C12.ol.gs 


Method 


GENSCAN 




Start. 


621 


End 


754 




GI 


none 


Score 


.67 




Exons 


621. .754 








Seq. No. 


26352 


■Seq. ID 


OJ991215 07 


.0114. C12 


Gene No. 


54670 


Strand 


- 




Start 


1 


End 


768 




Name 


OJ991215 07.0114.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


/ DO 




GI 


5922634 


Score 


114 




Exons 


1..50, 669. .768 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gi| 6016867 |dbj | BAA85210.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


26353 


Seq. ID 


OJ991215_07 


.0114. C13 


Gene No. 


54671 


Strand 


+ 




Start 


1 


End 


409 




Name 


OJ991215_07.0114 .C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


409 




GI 


3080433 


Score 


154 




Exons 


1..74, 159. .409 








GI Descrip. 


(AL022605) putative gamma - 


glutamyl transferase [Arabidopsis 




thaliana] 








Seq. No. 


26353 


Seq. ID 


OJ991215_07 


.0114. C13 


Gene No. 


54672 


Strand 






Start 


147 


End 


296 




Name 


OJ991215_07.0114.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


z 


End 


296 




GI 


none 


Score 


113 




Exons 


2. .76, 3. .74, 15. .83, 153. 


.296, 234. .296 




Seq. No. 


26353 


Seq. ID 


OJ991215_07 


.0114. C13 


Gene No. 


54672 


* Strand 






Start 


147 


End 


296 




Name 


OJ991215 07.0114.C13.ol.gs 


Method 


GENSCAN 




Start 


147 


End 


286 




GI 


none 


Score 


.67 




Exons 


147. .286 








Seq. No. 


26354 


Seq. ID 


OJ991215_06 


.0118. C2 


Gene No. 


54673 


Strand 






Start 


1 


End 


321 




Name 


OJ991215 06.0118.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


321 




GI 


3785977 


Score 


209 




Exons 


1..321 








GI Descrip. 


(AC005560) similar to axi 


1 protein from Nicotiana 


tabacum 




[Arabidopsis thaliana] 








Seq. No. 


26354 


Seq. ID 


OJ991215_06 


.0118. C2' 


Gene No. 


54673 


Strand 






Start 


1 


End 


321 





26379 




Name 


OJ991215 06.0118.C2.ol.gs 


Method 


GENSCAN 






Start 


55 


End 


195 






GI 


none 


Score 


.56 






Exons 


55. .195 










Seq.' No. 


26354 


Seq. ID 


OJ991215J36. 


0118 


• C2 


Gene No. 


54673 


Strand 








Start 


1 


End 


321 






Name 


OJ991215 06.0118.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


61 


End 


321 






GI 


none 


Score 


76 






Exons 


61. .237, 110. .196, 163. .321 










Seq. No. 


26355 


Seq. ID 


OJ991215_06. 


0118 


.C3 


Gene No. 


54674 


Strand 








Start 


331 


End 


630 






Name 


OJ991215 06.0118.C3.ol.gp 


Method 


AAT/GAP 






Start 


331 


End 


630 






GI 


19190 1.R1084 


Score 


552 






Exons 


331.. 630 










GI Descrip. 


, 5922603/dbj I AP0004 92 . 1 | AP0004 92 3.0e- 


11 Oryza sativa genoi 




DNA, chromosome 1, clone : P0705D01 ' 








Seq. No. 


26356 


Seq. ID 


OJ991215_06. 


0118 


.C4 


Gene . No . 


54675 


Strand 








Start 


175 ' :;: * 


End 


383 






Name 


OJ991215 06.0118.C4.ol.gs 


Method 


GENSCAN 






Start 


175 


End 


383 






GI 


none 


Score 


.4 






Exons 


175.. 306, 348.. 383 










Seq. No. 


26357 


Seq. ID 


OJ991215_06. 


0118 


.C5 


Gene No. 


54676 


Strand 


+ 






Start 


342 


End 


1430 






Name 


OJ991215 06.0118.C5.ol.np 


Method 


AAT/NAP 






Start 


342 


End 


1430 






GI 


6815053 


Score 


667 






Exons 


342. .488, 989. .1144, 1194. .1430 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26357 


Seq. ID 


OJ991215_06. 


0118 


.C5 


Gene No. 


54677 


Strand 


+ 






Start 


5265 


End 


7139 






Name 


OJ991215 06.0118.C5.o2.gs 


Method 


GENSCAN 






Start 


5265 


End 


7139 






GI 


none 


Score. 


.66 






Exons 


5265.. 5889, 5943.. 6072, 6156. 


.6328, 6589. .7139 






Seq. No. 


26357 


Seq. ID 


OJ991215 06. 


0118 


.C5 


Gene No. 


54678 


Strand 


+ 






Start 


7281 


End 


11522 






Name 


OJ991215 06.0118.C5.o3.gs 


Method 


GENSCAN 






Start 


7281 


End 


9714 






GI 


none 


Score 


.59 






Exons 


7281. .7695, 8326. .8700, 8993. 


..3714 








Seq. No. 


26357 


Seq. ID 


OJ991215_06. 


0118 


.C5 



26380 




Gene No. 


54678 




Strand 


+ 




Start 


7281 




End 


11522 




Name 


OJ991215 06.0118 


.C5.o2.np 


Method 


AAT/NAP 




Start 


7348 




End 


11522 




GI 


4206306 




Score 


1107 




Exons 


7348.. 7406, 9112 


. . 14:522 








GI Descrip. 


(AF049110) prpol 


[Zea mays] 








Seq. No. 


26357 




Seq. ID 


OJ991215_06.0118 


.C5 


Cpnp No 


54678 




Strand 


+ 




Start 


7281 




End 


11522 




Name 


OJ991215 06.0118 


.C5 . o4 .gs 


Method 


GENSCAN 




Start 


10426 




End 


11151 




GI 


none 




Score 


.48 




Exons 


10426. .11151 










Seq. No. 


26357 




Seq. ID 


OJ991215_06.0118 


.C5 


Clpnp No 


54679 




Strand 






Start 


583 




End 


2279 




Name 


OJ991215 06.0118 


.C5.ol.gs 


Method 


GENSCAN 




Start 


583 




End 


2279 




GI 


none 




Score 


.57 




Exons 


583. .648, 1029.. 


1141, 2265.. 


2279 






Seq. No. 


26357 




Seq. ID 


OJ991215JD6.0118 


.C5 


flpn o No 


54 680 




Q+- rand 






Start 


8439 


- 


End 


8777 




Name 


OJ991215 06.0118 


.C5.o5.ts 


Method 


TBLASTX : Soybean 




Start 


8439 




End 


8777 




GI 


none 




Score 


203 




Exons 


8439. .8777 










Seq. No. 


26357 


- 


Seq. ID 


OJ991215_06.0118 


.C5 


fipnp No 

V3 CUV 1.1 V a 


54681 




Strand 






Start 


9187 




End 


10239 




Name 


OJ991215 06.0118 


.C5.o4 .ts 


Method 


TBLASTX: Soybean. 




Start 


9187 




End 


9552 




GI 


none 




Score 


138 




Exons 


9187.. 9411, 9198 


..9377, 9418 


. .9552 






Seq. No. 


26357 




Seq. ID 


OJ991215_06.0118 


.C5 


(7pT-|p No 


54681 




Strand 






Start 


9187 




End 


10239 




Name 


OJ991215 06.0118 


.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9349 


- 


End 


9753 




GI 


none 




Score 


81 




Exons 


9349.. 9405, 9354 


..93.95, 9400 


..9753, 9408. .9710, 9409. .9753 


Seq. No. 


26357 




Seq. ID 


OJ991215_06.0118 


.C5 


Gpnp No 


54681 




Strand 






Start 


9187 




End 


10239 




Name 


OJ991215 06.0118 


,C5 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


9403 




End 


9621 




GI 


none 




Score 


286 




Exons 


9403.. 9621, 9408 


. .9620 








Seq. No. 


26357 




Seq. ID 


OJ991215_06.0118 


.C5 



26381 






JlDOl 






Strand 






Start 


9187 






End 


10239 




Name 


OJ991215 06. 


0118. C5 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


9622 






End 


10083 




GI 


none 






Score 


535 




Exons 


9622. .10083, 


9622. . 


9903, 9624.. 10082 






Seq. No. 


26357 






Seq. ID 


OJ991215_06.0118 


.C5 


bene no . 


- O fi DO JL 






Strand 






Start 


9187 






End 


10239 




Name 


OJ991215 06. 


0118. C5 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


9769 






End 


10239 




GI 


none 






Score 


228 




Exons 


9769. .10050, 


9807. . 


9944, 10051. .10239, 


10095. .10226 




Seq. No. 


26357 


* 




Seq. ID 


OJ991215_06.0118 


.C5 


ocilc INO . 


D 4 DO X 






Strand 






Start 


9187 






End 


10239 




Name 


OJ991215 06. 


0118. C5 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


9771 






End 


10152 




GI 


none 






Score 


211 




Exons ' 


9771. .10085, 


9772. . 


1 DORQ 


10069. .10152, 


10080. .10148 




Seq. No. 


26357 






Seq. ID 


OJ991215_06.0118 


.C5 


bene ino . 


c a rpo 
D*t DOZ 






Strand 






Start 


10390 






End 


10833 




Name,., 


OJ991215 06. 


0118.:C5 


;o2. ts 


Method 


TBLASTX : Soybean 




Start' ; 


10390 






End ' 


10802 




GI 


none 






Score 


136 




Exons 


10390. .10527 


, 10392 




, 10548. .10802, 10549.. 10800 




Seq. No. 


26357 






Seq. ID 


OJ991215_06.0118 


.C5 


bene wo . 


3 ft DOZ 






Strand 






Start 


10390 






End 


10833 




Name 


OJ991215 06. 


0118. C5 


.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10435 






End 


10833 




GI 


none 






Score 


79 




Exons 


10435. .10524 


, 10564 


. .10833 


, 10575. .10640, 10662.. 10811 




Seq. No. 


26357 






Seq. ID 


OJ991215_06.0118 


.C5 


bene ino • 


JtDO J 






Strand 






Start 


11089 






End 


11520 . 




Name 


OJ991215 06. 


0118. C5 


.o3.tm 


Method 


TBLASTX : Mai ze 




Start 


11089 






End 


11421 




GI 


none 






Score 


209 




Exons 


11089. .11421 












Seq. No. 


26357 






Seq. ID 


OJ991215_06.0118 


.C5 


bene ino . 


O fi OOj 






Strand 






Start 


11089 






End 


11520 




Name 


OJ991215 06. 


0118. C5 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11170 






End 


11451 




GI 


none 






Score 


224 




Exons 


11170. .11451 


, 11235 


. .11450 








Seq. No. 


2*6357 






Seq. ID 


OJ991215_06.0118 


.C5 


Gene No. 


54683 






Strand 







26382 




Start 


11089 




End 


11520 






Name 


OJ991215 06. 0118. C5 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11233 




End 


11520 






GI 


none 




Score 


140 






Exons 


11233. .11397, 11422 


. .11520 


- 








Seq. No. 


26358 




Seq. ID 


OJ991215_ 


06.0118 


.C6 


Gene No. 


54684 




Strand 


+ 






Start 


1 




End 


683 






Name 


n.TQQi 9i ^ nfi mi a rfi 


.ol.np 


Method 


AAT/NAP 






Start 


1 




End 


683 






GI 


4115365 




Score 


289 






Exons 


1. .683 












GI Descrip. 


(AC005957) putative 


retroelement pol polyprotein 


[Arabidop 




thaliana] 












Seq. No. 


26358 




Seq. ID 


OJ991215_ 


06.0118 


.C6 


bene ino . 


D H 0 O *i 




Strand 


+ 






Start 


1 




End 


683 






.Name 


OJ991215 06. 0118. C6 


. ol . gs 


Method 


GENS CAN 






Start 


. 70 




End 


669 






GI 


none 




Score 


.75 






Exons 


70. .669 












Seq. No. 


26358 




■ Seq. ID 


0J99"1215_ 


n£ m i ft 

UD . Ullo 


m ^ D 


Gene No. 


54685- 




' Strand 


+ 






Start 


15130 




End 


26531 






Name 


OJ991215_06.0118.C6 


.o4 .gs 


Method 


GENSCAN 






btart 


i ci on 




End 


26531 






GI 


none 




Score 


.45 






Exons 


15130. .15224, 15341 


. .15533, 


16088. .16503, 16509. 


.16872, 






16958. .17124, 18284 


. .18388, 


19294. .19552, 20115. 


.20555, 






20735. .21096, 21111 


. .21388, 


22536. .22591, 23029. 








26325. .26531 












Seq. No. 


26358 




Seq. ID 


.OJ991215_ 


06.0118 


.C6 


Gene No. 


54685 




Strand 


+ 






Start 


15130 




End 


26531 






Name 


OJ991215 06. 0118. C6 


.o3.np 


Method 


AAT/NAP 






Start 


16366 




. End 


24692 






GI 


6721512 




Score 


104 






Exons 


16366. .16876, 17309 


. .17553, 


18301. . 18388, 18431. 


.18470, 






24521. .24692 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26358 




Seq. ID 


OJ991215_ 


06.0118 


.C6 


bene lno . 


54685 




Strand 


+ 






Start 


15130 




End 


26531 






Name 


OJ991215 06. 0118. C6 


.o3.gp 


Method 


AAT/GAP 






Start 


19955 


End 


20276 






GI 


3061127 




Score 


631 






Exons 


19955.. 20276 












Seq. No. 


26358 




Seq. ID 


OJ991215_ 


06.0118 


.C6 


Gene No. 


54685 




Strand 


+ 






Start 


15130 




End 


26531 






Name 


OJ991215 06. 0118. C6 


. o4 . np 


Method 


AAT/NAP 







26383 




Start 


20173 


End 


21174 






GI 


6523057 


Score 


436 






Exons 


20173. .20318, 20433 .. 20555, 


20674. .20835, 20938 


. .21174 




GI Descrip. 


(AL133314) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26358 


Seq. ID 


r\ TQQ1 91 ^ 


_06.0118 


.C6 


Gene No. 


54685 


Strand 


i 






Start 


15130 


End 


9 £ ^ "3 1 






Name 


OJ991215 06.0118.C6.o4.gp 


Method 








Start 


20400 


End 








GI 


19190 1.R1084 


Score 


9R1 A 
£ 0 -L ft 






Exons 


20400.. 21858 










GI Descrip. 


, 5922603/dbj | AP0004 92 . 1 | AP0004 92 3.0e- 


11 Oryza 


sativa genon 




DNA, chromosome 1, clone : P0705D01 1 








Seq. No. 


26358 


Seq. ID 


ATQQ1 Ol C 

VJU y y L £ ± D 


_06.0118 


.C6 


Gene No. 


54685 


Strand 


J_ 
T 






Start 


15130 


End 


9 fiR "31 






Name 


OJ991215 06.0118.C6.o5.np 


Method 


7\ 7\ rn /VT7\ D 






Start 


22951 


End-' 


9 A c Qfi 

z h o y u 






GI 


6539588 


Score 


114 






Exons 


22951. .23239, 24536.. 24590 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sat i va j 






Seq. No. 


26358 


Seq. ID' 


a TQQ1 91 ^ 


_06.0118 


.C6 


uene 1NO . 


54686 


Strand 








Start 


28448 


End 


z o / y o 






Name 


OJ991215 06.0118.C6.o6.gp 


Method 








Start 


28448 


End 


28798 






GI 


2442807 


Score 


415 






Exons 


28448. .28477, 28586.. 28798 










Seq. No. 


26358 


Seq. ID 


C\ TQ 0191^ 

uj y y iz io 


_06.0118 


.C6 




54687 


Strand 








Start 


42078 


End 


OCTI o 
0 O / J. Z 






Name 


OJ991215 06.0118.C6.ol0.gs 


Method 








Start- 


42078 - 


End 


42809 






GI 


none 


. Score 


.65 






Exons 


42078. "42527, 4262^7.. 42809 










Seq. No. 


26358 


Seq. ID 


OJ991215^ 


_06.0118 


.C6 


Gene No. 


54687 


Strand 


+ 






Start 


42078 


End 


85712 ■ 






Name 


OJ991215 06.0118.C6.oll.np 


Method 


AAT/NAP 






a -r-h 
OLqIL 


42522 


End 


85712 






GI 


3236247 


Score 


502 






Exons 


42522..4266S, 61339 .. 61419, 


83950. .84142, 84294 


. .84579, 






84670. .85712 










GI Descrip. 


(AC004 684) putative SCARECROW gene regulator [Arabidopsis 




thaliana] 










Seq. No. 


26358 


Seq. ID 


OJ991215_ 


_06.0118 


.C6 


Gene No. 


54687 


Strand 


+ 






Start 


42078 


End 


85712 






Name 


OJ991215 06.0118.C6.oll.gs 


Method 


GEN SCAN 






Start 


4529.7 


End 


45831 






GI 


none 


Score 


.73 







26384 



Exons 45297. .45344, 45577.. 45831 



Seq, No. 26358 

Gene No. 54687 

Start 42078 

Name OJ991215_06 . 0118 . C6 . ol2 . gs ■■, 

Start 4 6624 

GI none 

Exons 46624. .46818, 4 68 62 .. 47037, 
50405. .50510, 50566 .. 50669, 



Seq. ID 
Strand 
End- 
Method 
End 
Score 

47998. 

51222. 



48133, 
51350, 



OJ991215_06. 0118. C6 
+ 

85712 
GENSCAN 
52789 
.88 

48237. .48406, 
51634. .52789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26358 Seq. ID 

54687 Strand* 

42078 End 

OJ991215_06.0118.C6.o9.gp Method 

47786 End 

uC-osflM202020f02bl Score 
47786. .48169 

•3236242 8.0e-15 (AC004684) putative ribosomal protein L36 
[Arabidopsis thaliana] * 



OJ991215_06.0118.C6 
+ 

85712 
AAT/GAP 
48169 
720 



26358 
54687 
42078 

OJ991215_06 . 0118 . C6 . o7 .np 

48219 

6708472 

48219. .48389, 4 9509 .. 49568, 
50566. .50669, 51222 .. 51350, 



Seq. ID OJ991215_06.0118.C6 
Strand + 
End • 85712 
Method AAT/NAP 
End 56824 
Score 605 
49923. .49980, 5038 6 .. 50480, 
51634. .51737, 56796. .56824 
(AF214117) putative c-myb-like transcription factor [Arabidopsis 
thaliana] 



26358 ~ Seq. ID 

54687 Strand 

42078 End 

OJ991215_06.0118.C6.ol0..gp Method 

50632 End 

uC-osflcyp037e!2bl Score 



OJ991215_06.0118.C6 
+ 

85712 
AAT/GAP 
51887 
769 



50632. .50669, 51222 .. 51350, 51634.. 51887 

'2129953/pirl IJC5229 3.0e-39 laccase (EC 1.10.3.2) - common 
tobacco >gi_1685087 (U43542) . diphenol oxidase [Nicotiana 
tabacum] ' 



Seq. No. 


26358 








Seq. ID 


OJ991215_ 


06. 


0118, 


.C6 


Gene No. 


54687 








Strand 


+ 








Start 


42078 








End 


85712 








Name 


OJ991215 06.0118 


.C6. 


.oil 


.gp 


Method 


AAT/GAP 








Start 


52430 








End . 


52669 








GI 


2797152 








Score 


459 








Exons 


52430. .52669 


















Seq. No. 


26358 








Seq. ID 


OJ991215_ 


06. 


0118. 


.C6 


Gene No. 


54687 








Strand 


+ 








Start 


42078 








End 


85712 








Name 


OJ991215 06.0118 


.C6. 


.ol3 


.gs 


Method 


GENSCAN 








Start 


53990 






End 


62050 








GI 


none 








Score 


.69 









26385 




Exons 53990. .54004, 54 195 .. 54 330, 

54693. .54768, 54880 .. 55003, 

56447. .56541, 56717 .. 56795, 

58942. .59104, 60764 .. 61020, 

61731. .61872, 61997.. 62050 




54468. .54573, 54591 54657, 

55410. .55494, 55811 55943, - 

56940. .57022, 58139 58265 , 

61111. .61176, 61295. .61433, 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



GI Descrip. 



26358 Seq. ID OJ991215_06 . 0118 . C6 

54687 Strand + 

42078 End 85712 

OJ991215_06.0118.C6.ol3.gp Method AAT/GAP 
54405 End 57582 

22230JL.R1084 Score 2174 

54405. .54573, 54 693.-547 68, 
55811. .55943, 56447 .. 56541, 
57240. .57582 

, 1351270/sp|P48494 |TPIS_ORYSA 1.0e-105 TRIOSEPHOSPHATE 

ISOMERASE, CYTOSOLIC (TIM) >gi_4784 10__pir JQ2255 

triose-phosphate isomerase (EC 5.3.1.1) - rice >gi_169821 
(M87064) triosephosphate isomerase [Oryza sativa] ? 



54880. .55003, 55410. 
56717. .56795, 56940. 



.55494, 
.57022, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26358 
54687 
42078 

0 J 9 9 1 2 1 5_0 6 . 0 1 1 8 . C 6 . o 8 . np 

54 535 

1351279 



Seq. ID OJ991215_06.0118.-C6 

Strand + 

End 85712 

Method AAT/NAP 

End. 57287 

Score 852 



54535. .54573, 54 693 547 68 , 54 880 .. 55003, 554 10 .. 554 94 , 
55811. .55943, 56447 56541, 56717 .. 567 95, 5694 0 .. 57022 , 
57240. .57287 

TRIOSEPHOSPHATE ISOMERASE, CYTOSOLIC (TIM) 

gi|602590|emb|CAA58230| (X83227) triosephosphate isomerase 
[Petunia x hybrida] 



Seq. No. 


26358 


Seq. ID OJ991215_ 


06.0118 


.C6 


Gene No. 


54687 


Strand + 






Start 


42078 


End 85712 






Name 


OJ991215 06.0118.C6.ol4.gp 


Method AAT/GAP 






Start 


60815 


End 62277 






GI 


1046 1.R1084 


Score 1554 






Exons 


60815. .61020, 61111. .61176, 


61295. .61433, 61731. 


.61872, 






■61997. .62277 








GI Descrip. 


"'2920837 4.0e-89 (U95135) Os 


-FIERG1 gene product 


[Oryza 


sativa] 


Seq. No. 


26358 


Seq. ID OJ991215_ 


06.0118 


.C6 


Gene No. 


54687 


Strand + 






Start 


42078 


End 85712 






Name 


OJ991215 06.0118.C6.o9.np 


Method AAT/NAP 






Start 


60942 


End 62047 






GI 


2920837 


Score 697 






Exons 


60942. .61020, 61111 .. 61176, 


61295. .61433, 61731. 


.61872, 






61997. .62047 








GI Descrip. 


(U95135) Os-FIERGl gene product [Oryza sativa] 






Seq. No. 


26358 . 


Seq. ID OJ991215_ 


06.0118 


.C6 


Gene No. 


54687 


Strand + 






Start 


42078 


End 85712 






Name 


OJ991215 06.0118.C6.ol6.gs 


Method GENSCAN 







26386 



Start 


■ ■ ✓ 

• 

76076 


End 


# 

78133 


GI 


none 


Score 


.86 


Exons 


76076. .76090, 7 64 63.-76634, 78060.. 78133 


Seq. No. 




uC^t XL/ 


OJ991215 06 0118 C6 


Gene No. 


^4 6ft7 


Oil CLiid 




Start 


*i \J f O 


End 


85712 


Name 


OJ991215 06 0118 C6 ol8 ao 


Mpt hod 


AAT/GAP 


Start 


84328 ~. - 


End 


85058 
\j +j v *j \j 


GI 


none 


Score 


1451 . 


Exons 


84328.. 85058 






Seq. No. 


26358 


Seq. ID 


OJ991215_06.0118.C6 


Gene No. 


J *1 o o o 


Strand 




Start 


x u u / 


End 


5365 


Name 


OJ99121S 06 0118 C6 o2 as 


Method 


GEN SCAN 


Start 


1067 _ 


End 


5365 


GI 


none 


Score 


.76 


Exons 


1fifi7 1369 1449 1751 1831 


.1914, 2230. .2571, 2652. .3941 




4221. .4365, 4688. .4778, 5206. 


.5365 




Seq. No. 


26358 


Seq. ID 


OJ991215_06.0118.C6 


Gene No. 


54689 


Strand 




Start 


8260 


End 


14712 


Name 


OJ991215 06.0118.C6.ol.gp 


MethqcJ 


AAT/GAP 


Start 


8193 


End 


10658 


GI 


2311261 


Score 


743 


Exons 


8193.. 8283, 9093.. 9298, 10351 


. .10478, 


10612. .10658 


GI Descrip. 


3236242 8.0e-15. (AC004684) putative ribosomal protein L36 




[Arabidopsis thaliana] 






Seq. No. 


26358 


Seq. ID 


OJ991215_06.0118.C6 


Gene No. 


54689 


Strand 




Start 


8260 


End 


14712 


Name 


OJ991215 06.0118.C6.o3.gs 


Method 


GENS CAN 


Start 


8260 


End 


14712 


GI 


none 


Score 


.82 


Exons 


8260.. 8290, 9099.. 9298, 1.03.50 


. .10478, 


10612. .10668, 




12057. .12167, 13732. .13953/- 14291. .14431, 14554.. 14712 


Seq. No. 


26358 


Seq. ID 


OJ991215_06.0118.C6 


Gene No. 


54689 


Strand 




Start 


8260 


End 


14712 


Name 


OJ991215 06.0118.C6.o2.np 


Method 


AAT/NAP 


Start 


9062 


End 


10451 


GI 


3236242 


Score 


369 


Exons 


9062.. 9298, 10350.. 10451 






GI Descrip. 


(AC004684) 60S ribosomal protein L36 


[Arabidopsis thaliana 


Seq. No. 


26358 


Seq. ID 


OJ991215_06.0118.C6 


Gene No. 


54689 


Strand 




Start 


8260 


End 


14712 


Name 


OJ991215 06.0118.C6.o2.gp 


Method 


AAT/GAP 


Start 


13971 


End 


14274 


GI 


none 


Score 


550 


Exons . 


13971.. 14274 







26387 



Seq. No. 26358 Seq. ID 

Gene No. 54 690 Strand 

Start 27920 End 

Name OJ9912 15_0 6 . 0118 . C6 . o5 . gs Method 

Start. 27920 End- 

GI none Score 

Exons 27920. .29203 



OJ991215_06.0118.C6 

29203 
GENSCAN 
29203 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



26358 Seq. ID OJ991215_06 . 0118 . C6 

54690 Strand 

27920 End 29203 

OJ991215_06.0118.C6.o7.gp Method AAT/GAP 

29010 End 29160 

LIB3479-011-Q6-K1-B9 Score 221 

29010. .29160 

1 130951/sp | P17048 | PR02_ORYSA 2.0e-12 13 KD PROLAMIN PRECURSOR 

>gi_100697_pir S09249 13K prolamin precursor - rice 

>gi_20292_emb_CAA32565_ (X14392) preprolamin (AA -19 to 137) 

[Oryza sativa] >gi_1587669_prf 2207199A prolamin [Oryza 

sativa] 1 



26358 
54691 
29450 

OJ991215_06.0118.C6.o6.gs 
29450 



OJ991215 06. 0118. C6 



none 
29450. 
30785. 
32418. 



Seq. ID 
Strand 

End 35849 
Method t... GENSCAN • 
■ End '** 33774- 

Score .66 
29548, 29837. .29964, 30172 30232, 30263 .. 3034 1, 
30879, 31495. .31539, 3177 1 31938 , 32081 .. 32285, 
32615, 33698.-33774 



26358 Seq. ID 

54691 Strand 

29450 v ■ End 

OJ991215_06.0118.C6.o6.np Method 

30930 End 

3785977 Score 



OJ991215 06. 0118. C6 



35849 
AAT/NAP 
35849 
1840 '■ 
31662, 31771. 
33044, 33167. 



.31938, 
,33234, 



30930. .31095, 31231 .. 31421, 31495. 
32081. .32285, 32418 .. 32615, 32956. 
34113. .34178, 35461. .35849 

(AC005560) similar to axi 1 protein from Nicotiana tabacum 
[Arabidopsis thaliana] 



26358 
54691 
29450 

OJ991215_06.0118.C6.o8.gp 
31630 

uC-osflM202050g05bl 
31630. .31662, 31771 .. 31938, 



OJ991215 06. 0118. C6 



Seq. ID- _ 
Strand 

End 35849 
Method AAT/GAP 
End 32469 
Score 841 
32081. .32285, 32418.. 32469 
'3785977 2.0e-58 (AC005560) putative growth regulator protein 
[Arabidopsis thaliana] 1 



26358 - Seq. ID 

54 692 Strand 

37595 End 

OJ991215_06.0118.C6.o8.gs Method 



OJ991215_06.0118.C6 

3798.1 
GENSCAN 



26388 




Start 


37595 


End 


37981 






GI 


none 


Score 


.97 






Exons 


37595. .37981 










Seq. No. 


26358 


Seq. .ID 


OJ991215- 


_06.0118 


,C6 


Gene No . 












Start 


53154 


End 


53435 






Name 


OJ991215 06.0118.C6.ol2.gp 


Method 


AAT/GAP 






Start 


53154 


End 


53435 






GI "* 


none ' . 


Score 


451 






Exons 


53154. .53435 










Seq. No. 


26358 


Seq. ID 


OJ991215 


_06.0118 


.C6 


Gene No. 


54694 


Strand 








Start 


63671 


End_ 


71189 






Name 


OJ991215 06.0118.C6.ol6.gp 


Method 


AAT/GAP 






Start 


63671 


End 


66220 






GI 


3683 1.R1084 


Score 


2013 






Exons , 


63671. .64444, 65613. .65837, 


66052. . 66220 






GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 *2.0e-45 Oryza 


sativa gen om ic 




DNA, chromosome 6, clone: P0538C01 1 








Seq. No. 


26358 


Seq. ID 


OJ991215 


_06.0118 


.C6 


Gene No. 


54694 


Strand 








Start 


63671 


End 


71189 






Name 


OJ991215 06.0118.C6.ol0.np 


Method 


AAT/NAP 






Start 


64319 


End 


69908 






C T 


1652280 


Score 


573 






Exons 


64319. .64458, 65622 65837 , 


66052. . 66447, 67085 


. .67244, 






67324. .67473, 67551 .. 67657 , 


67765. . 67827, 68087 


. .68269, 






68543. .68729, 69188 .. 69316, 


'69398. .69475, 69549 


. .69662, 






69804.. 69908 










GI Descrip. 


(D90904) ribonuclease II [Synechocystis sp.] 






Seq. No. 


26358 


Seq. ID 


OJ991215 


_06.0118 


.C6 


Gene No. 


54694 


Strand 








Start 


63671 


End 


71189 






Name 


OJ991215 06.0118.C6.ol4.gs 


•Method 


GENSCAN 






ouar i. 


64322 


. End 


71189 






GI 


none 


Score 


.88 






Exons 


64322. .64444, 65613 .. 65837, 


66052. .66447, 67085 


. .67280, 






67324. .67473, 67551 .. 67657, 


67720. . 67827, 68087 


. . 68269, 






68511. .68729, 69188 .. 69316, 


69398. .69475, 69549 


. .69662, 






69804. .69963, 70957.. 71189 










Seq. No. 


26358 


Seq. ID 


OJ991215 


_06.0118 


.C6 


Gene No. 


54694 


Strand 








Start 


63671 


End 


71189 






Name 


OJ991215 06.0118.C6.ol7.gp 


Method 


AAT/GAP 






Start 


66366 


End 


67453 






GI 


LIB3434-026-P1-K1-G9 


Score 


678 






Exons 


66366. .66447, 67085 .. 6724 4 , 


67324 . . 67453 






GI Descrip. 


' 1 65228 0/dbj | BAA17203 | 3 . Oe 


-14 (D90904) 


ribonuclease II 






[Synechocystis sp.] 1 










Seq. No. 


26358 


Seq. ID 


OJ991215^ 


_06.0118 


.C6 


Gene No. 


54695 


Strand 









26389 



Start 
Name 
Start 
GI 

Exons 



79322 End 

OJ991215_06 . 0118 . C6 . o4 . tw Method 

262 . End 

none Score 
262. .597, 588.-668 



80525 

TBLASTX: Wheat 

668 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26358 Seq. ID 

54695 Strand 

79322 End 

OJ991215_06. 0118. C6. oil. ts Method 

445 End 

none Score 



OJ991215_06.0118.C6 
80525 

TBLASTX: Soybean 

694 

171 



445. .597, 445. .579, 459. .587, 588. .689, 656. .694 



Seq. No. 


26358 








Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 








Strand 






Start 


79322 








End 


80525 




Name 


OJ991215 06 


.0118 


.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


9095 








End 


10455 




GI- 


none~ • 








Score 


121 




Exons 


9095. .9298, 


9098 


. .9298, 


9099. 


.9299, 10345. .10455, 10350 


. .10451 


Seq. No. 


26358 








Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 








Strand 






Start 


79322 








End 


80525 




Name 


OJ991215 06 


.0118 


.C6.o7; 


tm 


Method 


TBLASTX: Maize 




-Start 


9096 








End 


10476 




GI 


none 








Score 


248 




Exons 


9096. .9290, 


9098 


. .9298, 


9099. 


.9299, 10350. .10451, 10351 


. .10455, 



-10351. .10476 



Seq. No. 


26358 






Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 






Strand 






Start 


79322 






End 


80525 




Name 


OJ991215 06. 


0118.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


9098 






End 


10509 




GI 


none 






Score 


237 




Exons 


9098. .9298, 


9099. .9299, 


9151. 


.9300, 10350. .10490, 10351 


. .1< 


Seq. No. 


26358 






Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 






Strand 






Start 


79322 






End 


80525 




Name 


OJ991215 06. 


0118.C6.o6. 


tc 


Method 


TBLASTX: Cress 




Start 


9098 






End 


10451 




GI 


, none 






Score 


175 




Exons 


9098. .9298, 


9099. .9299, 


10345 


. .10443, 


10350. .10451 




Seq. No. 


26358 






Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 






Strand 






Start 


79322 






End 


80525 




Name 4 


OJ991215 06. 


0118. C6. 68. 


tc 


Method 


TBLASTX: Cress 




Start 


20224 






End 


20758 




GI 


none 






Score 


101 




Exons 


20224. .20319 


, 20434. .20556, 20672.. 20758 




Seq. No. 


26358 






Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 






Strand 







26390 




o tar c 


7 QTOO 
/ JJti 




End 


80525 




Name 


OJ991215 06. 0118. C6 


08. tm 


Method 


TBLASTX: Maize 




Start 


20226 




End 


20830 




GI 


none 




Score 


145 




Exons 


20226. .20318, 20227 


.20319, 


20227. .20319, 204 33 .. 20576, 






20434. .20556/ 20702 


.20830, 


20743. .20829, 20753. .20830 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 




Strand 






o tar c 






End 


80525 




Name 


OJ991215 06. 0118. C6 


08. ts 


Method 


TBLASTX : Soybean 




Start 


20227 




End 


21073 




GI 


none 




Score 


104 




Exons 


20227. .20319, 20229 


.20318, 


20433. .20525, 20434 .. 20523, 






20672. .20836, 20749 


.20850, 


20912. .21073 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


belle 1NO . 






Strand 






Start 


79322 




End 


80525 




Name 


.OJ991215 06. 0118. C6 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


28239 




End 


28487 




GI 


none 




Score 


203 




Exons 


28239. .28430, 28241 


.28432, 


28434. .28487, 28448. .28486 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


^ene jno . 


R A £ Q R 




Strand 






Start 


79322 




End 


80525 




Name 


OJ991215 06. 0118. C6 


ol.tm 


Method 


TBLASTX: Maize 




Start 


28242 




End 


28604 




GI 


none 




Score 


315 




Exons 


28242. .28604, 28244 


.28603 








Seq. No. 


26358 . 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 ■ 




Strand 






OLdlL 


70-390 




End 


80525 




Name 


OJ991215 06. 0118. C6 


oll.tm 


Method ■ 


TBLASTX: Maize 




Start 


28809 




• End 


29086 




GI 


none 




Score 


81 




Exons * 


28809. .28853, 28811 


.28861, 


28853. .28921, 288 92 .. 28 927 , 






28964. .29077, 28968 


.29042, 


29045. .29086 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 




Strand 






Qt- a r*t- 
O Ldl L 






End 


80525 




Name 


OJ991215 06.0118.C6. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


30948 




End 


31531 




GI 


none 




Score 


138 




Exons 


30948. .31091, 30949, 


.31092, 


31236. .31424, 31240 .. 31422 , 






31272. .31424, 31483. 


.31530, 


31496. .31531 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695 




Strand 






Start 


79322 




End 


80525 




Name 


OJ991215 06. 0118. C6. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


31230 




End 


31438 




GI 


none 




Score 


199 




Exons 


31230. ,31424, 31231. 


.31422, 


31232.. 31438 





26391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26358 
54695 
79322 
OJ991215 
31362 
none 
31362 
31496 
31768 



06.0118.C6.o2.tm 



31424, 
31663, 
31851 



31363. 
31496. 



,31422, 
,31663, 



Seq. ID OJ991215_06.0118.C6 
Strand 

End 80525 

Method TBLASTX : Mai ze 

End 31851 

Score 7 6 
31364. .31438, 314 38 31662 , 
31497. .31664, 317 68 .. 31845 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26358 
54695 
79322 

OJ991215_06.0118.C6.ol.tc 

31491 

none 

31491. .31667, 314 92 .. 31668 , 
31752. .31976, 31766 .. 3184 6, 
31910. .31990, 32066. .32308, 

26358 
54695 
79322 

OJ991215_06.0118.C6.o2.ts 

31571 

none 

31571. .31663, 31573 31662 , 
31782. .31952, 31783 .. 31965, 
32081.. 32218 



Seq. ID 
Strand 
End 

Method 

End 

Score 
31493. .31678, 
31768. .31977, 



OJ991215 06. 0118. C6 



80525 

TBLASTX: Cress 
32308 
186 

31493. .31681, 
31768. .31977, 



32067. .32288, 32080.. 32298 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_06.0118.C6 
80525 

TBLASTX: Soybean 

32222 

86 



31768. 
32062. 



,31941, 
,32145, 



31769. 
32076. 



,31846, 
,32222, 



Seq. No. 26358 

Gene No. 54 695 

Start 79322 

Name OJ991215_06. 0118 .C6 . ol3 . tm 

Start 32487 

GI none 

Exons 32487. .32615, 32489 .. 32617 , 
32956. .33045, 32961 .. 33044 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_06.0118.C6 
80525 

TBLASTX: Maize 

33229 

139 



32489. .32617, 
33164. .33229, 



32523. .32618, 
33167. .33229 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26358 
54695 
79322 
OJ991215 
32561 
none 
32561 
33167 
35520 



06.0118.C6.ol0.ts 



32617, 32956. 
33235, 33168. 
35639, 35573. 



,33042, 
,33245, 
.35695 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_06.0118.C6 
80525 

TBLASTX : Soybean 

35695 

96 



32961. .33044, 33165 .. 33239, 
34105. .34182, 354 7 1 . . 3564 7 , 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



26358 
54695 
79322 

OJ991215_06.0118.C6.o.4.tc 

42303 

none 



Seq. ID OJ991215_06.0118.C6 
Strand 

End 80525 

Method TBLASTX : Cress 

End 43336 

Score 103 



42303. .42476, 42306 42452, 42357 .. 424 64 , 4284 6 .. 42923, 



26392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42970. .43215, 42974 .. 43246, 43004 4324 6, 43253.-43336 



26358 
54695 
79322 

OJ991215_06.0118.C6.ol2.tm 

42339 

none 



Seq. ID OJ991215_06.0118.C6 
Strand 

End 80525 

Method TBLASTX: Maize 

End 43183 

Score 67 



42339. .42452, 42982. 
43048. .43182, 43067. 



43050, 42983. 
43183 



,43057, 42983. .43057, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26358 

54695 

79322 

OJ991 

49515 

none 

49515 

50384 

50395 

50564 

51222 

51631 

52532 



215 06.0118.C6.o7.ts 



..49577, 49895. .49978, 

..50482, 50385. .50480, 

..50481, 50408. .50482, 

..50683, 50565. .50666, 

..51350, 51254. .51382, 

..51687, 52112. .52180, 
. .52624 



Seq. ID OJ991215_06.0118.C6 
Strand 

End 80525 

Method TBLASTX : Soybean 

End 52624 

Score 88 
49914. .49979, 50378 50482, 
50385. .50480, 50394 .. 504 95, 
50551. .50670, 50559 .. 50672, 
51220. .51312, 51220. .51351, 
51316. .51351, 51620. .51694, 
52210. .52368, 52217 .. 52408, 



Seq. No. 26358 
Gene No. 54 695 

Start 79322 

Name OJ991215_06 . 0118 . C6 . o9 . tc 

Start 50397 
GI none 
Exons 50397 
50577 

51255. .51356, 51632.. 51703 



OJ991215 06.0118.C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

50480, 50563. .50646, 50569 .. 50670, 50569 .. 50670, 
50672, 51204. .51350, 51220 .. 51351, 51220 .. 51351, 



80525 

TBLASTX: Cress 

51703 

73 



Seq. No. 26358 
Gene No. 54 695 

Start 79322 

Name OJ991215_06 . 0118 . C6 . olO . tm 

Start . 52376 
GI none 
Exons 52376, 

52496. 

52762. 



.52507, 52378, 
.52537, 52524. 
.52791 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_06.0118.C6 
80525 

TBLASTX: Maize 

52791 

102 



.52509, 52493. 
.52682, 52525. 



52678, 52495. 
52689, 52751, 



,52695, 
,52789, 



Seq. No. 26358 
Gene No. 54 695 

Start 79322 

Name OJ991215_06 . 0118 . C6 . o5 . tm 

Start 54531 
GI none 

Exons 54531. .54572, 54532 .. 54573, 

54695. .54742, 54705 .. 54767, 

54940. .55002, 55407 .. 55493, 

55408. .55494, 55409 .. 55522, 

55813. .55941, 564 14 .. 564 97 , 

56708. .56794, 56715 .. 56795, 



Seq. ID OJ991215_06.0118.C6 
Strand 

End 80525 

Method TBLASTX: Maize 

End 57287 

Score 79 
54532. .54582, 54693 .. 54788, 
54878. .55003, 54879. . 55001, 
55407. .55493, 55408 .. 55494, 
55757. .55939, 55811 .. 55942, 
56443.-56544; 56445 .. 56543, 
56716. .56796, 56716 .. 56796, 



26393 



56717. .56797, 56935 .. 57021, 56938 57030, 56939 .. 57034 , 
57234. .57287, 57234 57281, 57239.. 57283 



Seq. ID OJ991215_06. 0118 .C6 
Strand 

End 80525 

Method TBLASTX : Cress 

End ' 57290 

Score 73 
54693.-54788, 54 695.-54742, 
55407. -.55493, 55408 55494, 
55796.-55966, 55810 .. 55941, 
56458.-56544, 56717 .. 56797, 
57234. .57290 

Seq. ID OJ991215_06.0118.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 


26358 




Gene No. 


54695 






79322 




Name 


OJ991215 06-0118. C6. 


o5 . tc 


Start 


54537 




GI 


none 




Exons 


54537. .54572, 54538. 


.54573, 




54878. .55003, 54879. 


155001, 




55408. .55518, 55745. 


.55939, 




56439. .56537, 56443. 


.56544, 




56938 57030 56939 


. 57034, 


Seq. No. 


26358 




Gene No. 


54695 




Start 


79322 




Name 


OJ991215 06. 0118. C6. 


o3. tw 


Start 


54541 




GI 


none 




Exons 


54541. .54573, 54693. 


.54788, 


Seq. No. 


26358 




Gene No. 


54695 




Start 


79322 . 




Name 


OJ991215 06. 0118. C6. 


06. ts 


Start 


54541 




GI 


none 




Exons 


54541. .54573, 54693. 


.54788, 



80525 

TBLASTX: Wheat 

54980 

63 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_06.0118.C6 
80525 

TBLASTX : Soybean 

57034 

69 



54882. .55007, 55407 .. 55493, 55408 .. 554 94 , 55739 .. 55945, 
55760. .55954, 55783 .. 55947, 56445.-56543, 5644 9.-56544, 
56717. .56797, 56914 .. 57030, 56938 .. 57030, 56939.. 57034 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26358 
54695 
79322 

OJ991215_06.0118.C6.o2.tw 
60863 



none 
60863. 
60962. 
61294. 



Seq. ID OJ991215_06.0118.C6 
Strand 

End 80525 
Method TBLASTX: Wheat 
End 61400 
Score 101 

61018, 60933. .61025, 60948 .. 61019, 60961 .. 61047, 
61048, 61109. .61177, 61109 .. 61174 , 61110 .. 61 18 1, 
61398, 61294. .61383, 61299.. 61400 



Seq. No. 26358 Seq. ID 

Gene No. 54695 Strand 

Start 79322 End 

Name OJ991215_06. 0118 . C6 . 06 . tm Method 

Start 60908 End 

GI none Score 

Exons 60908. . 61009, '60933. .61019, 60939 .. 61016, 61113 

61118. .61171, 61120. .61176, 61293 .. 61433, 61294 

61294. .61383, 61299 .. 61433, 61382 .. 61435 , 61714 



OJ991215 06. 0118. C6 



80525 

TBLASTX: Maize 
61806 
99 



61181, 
61434, 
61806 



Seq. No. 
Gene No. 
Start 



26358 
54695 
79322 



Seq. ID 

Strand 

End 



OJ991215 06. 0118. C6 



80525 



26394 




Name 


OJ991215_06.0118.C6. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


65697 




End 


66364 




GI 


none 




Score 


72 




Exons 


65697. .65840, 65700. 


. 65840, 


65701. .65844, 65711 .. 65851, 






66038. . 66364, 66047 . 


. 66289, 


66049. .66363 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54695- 




Strand 






Start 


79322 




End 


80525 ' 




Name 


OJ991215 06. 0118. C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


66232 




End 


67428 




GI 


none 




Score 


298 




Exons 


66232. .66453, 66233. 


. 66448, 


66234. .66449, 66235.-66459, 






67061 . . 67120, 67083. 


. 67238, 


67084. .6724 5, 67084. .67245, 






67175. . 67288, 67324 . 


. 67428, 


67326. .67427 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


. C6 


Gene No. 


54695 




Strand 






Start 


79322 




End 


80525 




Name 


OJ99121506.0118.C6. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


67181 




End 


67821 




GI 


none 




Score 


64 




Exons 


67181. .67243, 67182. 


. 67244, 


67183. .67257, 67326 .. 67475, 






67327. .67476,' 67327. 


. 67476, 


67550. .67660, 67551 .. 67631, 






67553. .67660, 67591. 


. 67662, 


67765.. 67821 




Seq. No. 


26358 




Seq. ID 


OJ991215JD6.0118 


-C6 


Gene No. 


54695 




Strand 






Start 


79322 




End 


80525 




Name 


OJ991215 06. 0118. C6. 


ol7 . gs 


Method 


GENSCAN 




Start 


79322 




End 


80525 




GI 


none 




Score 


.71 




Exons 


79322. .79447, 80185. 


. 80331, 


80343. .80525 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54 696 




Strand 






Start 


84619 




End 


85058 




Name 


OJ991215_06. 0118.C6. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


84619 




End 


85058 




GI 


none 




Score 


343 




Exons 


84619. .84882, 84638 . 


.84841, 


84639. .85058, 84673. .85056 




Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54697 




Strand 






Start 


84964 




End 


85377 




Name 


OJ991215_06. 0118.C6. 


o9. ts 


Method 


TBLASTX : Soybean 




Start 


84964 




End 


85377 




GI 


none 




Score 


228 




Exons 


84964. .85377, 85216. 


. 85371 








Seq. No. 


26358 




Seq. ID 


OJ991215_06.0118 


.C6 


Gene No. 


54697 




Strand 






Start 


84964 




End 


85377 




Name 


OJ991215 06. 0118. C6. 


o9.tm 


Method 


TBLASTX: Maize 




Start. . 


85065 




End 


85377 




GI 


none 




Score 


198 




Exons 


85065. .85139, 85069. 


.85272, 


85279. .85377 





26395 



OCQJ • LNU . 








OJ991215J)6. 


0118 


• D 


Gene No. 


54697 




Strand 








Start 


84964 




End 


85377 






Name 


OJ9'91215 06. 0118. C6 


.o7.tc 


Method 


TBLASTX: Cress 




Start 


85120 




End • : 


ft S^70 






GI 


none 




Score 


228 






Exons 


85120. .85356, 85182 


. .85370 










oeq. in u . 






q prT t n 


OJ991215_06. 


0118 


n 


Gene No. 


54698 




Strand 


- 






Start 


95 




End 


608 






Name 


OJ991215 06. 0118. C7 


. ol . gs 


Method 


GENSCAN 






Start 


95 




End 


608 

\J \J o 






GI 


none 




Score 


.76 






Exons 


95.. 130, 483.. 608 




















OJ991215JU. 


0113 


CO 


Gene No. 


54699 




Strand 


- 






Start 


592 




End 


992 






Name 


OJ991215 01.0113.C2, 


. ol.gs 


Method * 


GENSCAN 






Start 


592 




End 


QQ9 






GI 


none 




Score 


.44 






Exons 


592. .667, 749. .992 












oeq . 1N0 . 


Z DO Ol 




oeq. iu 


OJ991215_01. 


0113 




Gene No. 


54700 




Strand 


+ 






Start 


97 




End 


275 






Name 


OJ991215 01. 0113. C3, 


. ol . gs 


Method 


GENSCAN 






Start 


97 




End 


275 






GI 


none 




Score 


. 95 






Exons 


97. .275 












Seq. No. 


26361 




Seq. ID 


OJ991215_01. 


0113 


.C3 


\J J. i \J . 


54701 




Strand 


- 






Start 


1 




End 


703 






Name 


OJ991215 01. 0113. C3. 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


703 






GI 


5042447 




Score 


141 






Exons 


1..49, 166. .703 












GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 






Seq. No. 


26362 




Seq. ID 


OJ991215_01. 


0113 


.C4 




54702 




Strand 


+ 






Start 


1 




End 


10301 






Name 


OJ991215 01. 0113. C4. 


, o3 .np 


Method 


AAT/NAP 






Start 


1 




End 


10301 






GI 


5091513 




Score 


1137 






Exons 


1..313, 6493. .6669, 


7449. . 


8820, 9812.. 


10301 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


26362 




Seq. ID 


OJ991215JD1. 


0113 


.C4 


Gene No. 


54702 




Strand 


+ 






Start 


1 




End 


10301 






Name 


OJ991215 01. 0113. C4. 


ol.gp 


Method 


AAT/GAP. 






Start 


4995 




End 


5303 






GI 


72524 1.R1084 




Score 


441 







26396 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4995. .5303 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



26362 . Seq. ID 

54703 Strand 
11578 End 
OJ991215_01 . 0113 . C4 . o2 . gp Method 
11578 End 
72524JL.R1084 Score 
11578. .11890 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ991215_01.0113.C4 
+ 

11890 
AAT/GAP 
11890 
420 



Seq. No.. 


26362 


Seq. ID 


OJ991215 


Gene No. 


54704 


Strand 


- 


Start 


1323 


End 


7280 


Name 


OJ991215 01 


. 0113 . C4 . ol . np Method 


' AAT/NAP 


Start 


1323 


End 


2628 


GI 


6815099 ■ 


Score 


89 


Exons ■ 


1323. .1475, 


2090.. 2141, 2599.. 2628 




GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


26362 


Seq. ID 


OJ991215 


Gene No. 


54704 


Strand 




Start 


1323 


End 


7280 


Name 


OJ991215 01 


. 0113 . C4 . o2 . np Method 


AAT/NAP 


Start 


1627 


End 


7280 


GI 


6705984 


Score 


386 


Exons 


1627. .2013, 


7233. .7280 




GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 


Seq. No. 


26362 


Seq. ID 


OJ991215 


Gene No. 


54705 


Strand 




Start 


10079 


End 


13382 


Name 


OJ991215 01 


.0113.C4.o4.np Method 


AAT/NAP 


Start 


10079 


End 


13382 


GI 


5295951 


Score 


148 



Exons " 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10079. .10118, 12729. .13022, 13175.. 13382 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds. (U23857) [Oryza sativa] 



26362 Seq. ID 

54706 Strand 

13859 End 

OJ991215_01.0113.C4 ,o2.tm Method 

720 . End 

none Score 



OJ991215_01.0113.C4 
14284 

TBLASTX: Maize 

1203 

55 



720. .806, 720. .836, 776. .907, 795. .908, 827. .1108, 859. .909, 
905.. 1093, 913.. 1095, 1096.. 1203, 1096.. 1197 



Seq. No. 26362 Seq. ID 

Gene No. 54706 Strand 

Start 13859 . End 

Name OJ991215_01 . 0113 . C4 . ol . tm . Method 

Start 1651 . End 

GI none Score 



OJ991215_01.0U3.C4 
14284 

TBLASTX: Maize 

1896 

152 



26397 




Exons 


1651.. 1695, 1698.. 1895, 1702. 


.1896 








Seq. No. 


26362 


Seq. ID 


OJ991215_ 


01. 


0113. C4 


Gene No . 


04 /UO 


0 Tirana 








Start 


13859 


End 


14284 ' 






Name 


OJ991215 01.0113.C4.o3.gs 


Method 


GEN SCAN 






Start 


13859 


End 


14284 






GI 


none 


Score 


1 






Exons 


13859. .13892, 14160.. 14284 










Seq. No. 


26363 


Seq. ID 


OJ991215_ 


01. 


0113. C5 


Gene No. 


54707 


Strand 










172 


End 


1 QQ7 






Name 


OJ991215 01.0113.C5.ol.np 


Method 


AAT/NAP 






Start 


172 


End 


1997 






GI 


6006359 


Score 


70 






Exons 


172.. 269, 1953.. 1997 










GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26363 


Seq. ID 


OJ991215_ 


01. 


0113. C5 


Gene No . 


54707 


Strand 








Start 


1 i z 


End 


1997 






Name 


ojyyizio ui . u li o . Co . oi . gs 


Method 


GENSCAN 






Start 


DOl 


End 


1757 






GI 


none 


Score 


.47 






Exons • 


O0I..00I, loo/. .1/0/ 










Seq. No. 


26363 


Seq. ID 


OJ991215_ 


01. 


0113. C5 


Gene No. 


54707 


Strand 








Start 


1 1 Z 


End 


1997 






Name 


ujyyizio ui . u 110 . io . oz . np 


Method 


AAT/NAP 






Start 


14 yi 


End 


1634 






GI 


2496803 


Score 


73 






Exons 


1491. .1634 










GI Descrip. 


■HYPOTHETICAL 39.0 KD PROTEIN 


SLR1821 gi| 1652842 | 


dbj |BAA17761| 




(D90908) hypothetical protein 


[Synechocystis sp. 


] 




Seq. No. 


26364 


Seq. ID 


OJ991215_ 


01. 


0113. C6 


uene no . 


54708 


Strand 


+ 






Start 


14 


End 


657 






Name 


OJ991215 01-0113. C6.ol.gs 


Method 


GENSCAN 






Start 


14 


End 


657 






GI 


none 


Score 


.56 






Exons 


14. .373, 550. .657 










Seq. No. 


26365 


Seq. ID 


OJ991215_ 


01. 


0113. C7 


Gene No . 


54709 


Strand 








Start 


1635 


End 


2542 






Name 


OJ991215 01.0113.C7.ol.gs 


Method 


GENSCAN 






Start 


1635 


End 


2542 






GI 


none 


Score 


.83 






Exons 


1635. .1774, 2530. .2542 










Seq. No. 


26366 


Seq. ID 


OJ991215_ 


01. 


0113. C8 


Gene No. 


54710 


Strand 


+ 






Start 


1528 


End 


2049 






Name 


OJ991215 01.0113.C8.ol.gs 


Method 


GENSCAN 







26398 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1528 End 

none Score 

1528.. 1830, 1999.. 2049 

26366 Seq. ID 

54711 Strand 
4261 End 
OJ991215_01 . 0113 . C8 . o3 . gs Method 
4261 End 
none Score 
4261. .4466, 4994. .5104, 5358. .5823 

26366 Seq. ID 

54712 . Strand 
8029 . End 
OJ991215_01.0113.C8.o4 .gs Method 
8029 End 
none Score 
8029.. 8274 



2049 
.9 



OJ991215_01.0113.C8 
+ 

5823 
GENS CAN 
5823 
.93 



OJ991215_01.0113.C8 
+ 

8274 
GENSCAN 
8274 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26366 - ■ Seq. ID OJ991215_01 . 0113 . C8 

54713 Strand + 

9540 End 15671 

OJ991215J)1.0113.C8.o2.np Method AAT/NAP 

9540- . End 15665 

6691716 • Score 2382 

9540. .10366, 10555 10701, 13950 .. 14 004 , 14088 14 188 , 

14265. .14446, 14525 .. 14712, 1478 6 .. 14885, 15036 .. 15152, 

15226.. 15665 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 26366 , Seq. ID 

Gene No. 54713 Strand 

Start 9540 End 

Name OJ9912 15_01 . 0113 . C8 . o5 . gs Method 

Start 9540 t End 

GI none Score 

Exons 9540.. 9893 



OJ991215_01.0113.C8 
+ 

15671- 
GENSCAN 
9893 
.65 



Seq. No. 26366 Seq. ID 

Gene No. 54713 Strand 

Start 9540 • End 15671 

Name OJ991215_01 . 0113 . C8 . 06 .gs Method GENSCAN 

Start 11112 End 15671 

GI none Score .76 

Exons 11112. .11220, 11382 .. 11453, 11580 117 92 , 12206 

14058. .14188, 14261. .14446, 14630 .. 14712, 14786 

15036. .15152, 15226.. 15671 



OJ991215_01.0113.C8 
+ 



.12248, 
.14975, 



Seq. No. 26366 Seq. ID 

Gene No. 54714 Strand 

Start 20396 End 

Name OJ991215_01 . 0113 . C8 . ol . gp Method 

Start 20396 End 

GI uC-osflcyp033a04bl Score 



OJ991215_01.0113.C8 
+ 

20777 
AAT/GAP 
20777 
671 



26399 




Exons 20396. .20777 

GI Descrip. 1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


26366 




Seq. ID 


OJ991215_ 


01.0113. 


C8 


Gene No. 


54715 




Strand 


■ + 






Start 


29049 




End 


32820 






Name 


OJ991215 01. 0113. C8 


. o9 . gs 


Method ' 


GEN SCAN 






Start 


29049 




End 


32820 






GI 


none 




Score 


.73 






Exons 


OQDl^ OQ^^c: 




31402. .31508, 31607. 


* o ± u / y , 






31771. .31848, 32096 


. .32251, 


32350. .32820 






Seq. No. 


26366 




Seq. ID 


OJ991215_ 


01.0113. 


C8 


Gene No. 


54716 




Strand 


+ 






Start 


33134 




End 


35386 






Name 


OJ991215 01. 0113. C8 


.olO.gs 


Method 


GEN SCAN 






Start 


33134 




End 


35386 






GI 


none 




Score 


.83 






Exons 


33134. .33805, 33887 


. .34192, 


34514. .34627, 34706. 


. 35386 




Seq. No. 


26366 




Seq. ID 


OJ991215_ 


01.0113. 


C8 


Gene No. 


54717 




Strand 








Start 


1087 




End 


3325 






Name 


OJ991215 01. 0113. C8 


. o 1 . np 


Method 


AAT/NAP 






Start ' 


1087 




End 


3325 






GI 


2213632 




Score 


749 






Exons 


1087.. 1112, 2571.. 3325 










GI Descrip. 


(AC000103) F21J9.24 


[Arabidopsis thaliana] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26366 Seq. ID OJ991215J31 . 0113 . C8 

54718 Strand 

16023 End 28467. 

OJ991215_01 . 0113,. C8 . o3 . np Method AAT/NAP 

16023 " End 27185 

5922631 Score 6430 

16023. .17312, 21490. .21676, 22637 ... 23630, 24237 .. 25163, 

25290. .25449, 254 92 .. 26060, 26106. . 26275, 26543 26802 , 

27061. .27185 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26366 
54718 
16023 

OJ991215_01.0113.C8.o8.gs 
19824 



none 

19824. 

21919. 

24245. 

28381. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19930, 20376. .20529, 21490 
22043, 22072. .22473, 22775 



OJ991215 01. 0113. C8 



28467 
GENSCAN 
28467 
.61 

21624, 21722. .21789, 
23184, 23635. .24148, 



.25784, 25892. .26246, 26268. 
.28467 



.27137, 27142. .27189, 



26400 



Seq. No. 


26366 




Seq. ID 


OJ991215_01.0113. 


C8 








Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


2606 




End 


3083 




GI 


none 




Score 


61 




Exons 


2606. .2677, 


2606.. 2671, 2673 


..2714, 2675. .2713, 2700. .2861, 




2711. .3082, 


2712. .3083 








Q art Mo 






Seq. ID 


OJ991215_01.0113. 


C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2618 




End 


3040 




GI 


none 




Score 


166 




Exons 


2618. .2845, 


2628.. 2843, 2700 


..2852, 2E 


J55..3040, 2865. .3029 








Seq. ID 


OJ991215_01.0113. 


C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


3101 




End 


3580 




GI 


none 




Score 


170 




Exons 


3101. .3565, 


310.1. .3580 








C^o Mo 

o e q • in o . 






Seq. ID 


OJ991215_01.0113. 


C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.o7.tw 


Method 


TBLASTX: Wheat 




Start 


3159 




End 


3583 




GI 


none 




Score 


51 




Exons 


3159. .3215, 


3161.. 3313, 3161 


..3535, 3246. .3524, 3542. .35 


83 


O C ^ . IN KJ . 






Seq. ID 


OJ991215_01.0113. 


C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


15984 




End 


16235 




GI 


none 




Score 


63 




Exons 


15984.. 16022 


16056. .16235, 


16062. .16229 




Otarr Mo 


26366 




Seq. ID 


OJ991215JU.0113. 


C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.o6.tm 


Method 


TBLASTX: Maize 




Start 


16038 




End 


16292 




GI 


none 




Score 


97 




Exons 


16038. .16139, 16039. .16140, 


16119. .16292, 16120.. 16179 




Seq. No. 


26366 




Seq. ID 


OJ991215_01.0113. 


C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 


0113.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


16053 




End 


35979 




GI 


none 




Score 


52; 




Exons 


16053. .16175, 35729. .35770, 


35734. .35979, 35807.. 35977 





26401 




Seq. No. 


26366 




Seq. ID 


OJ991215_01.0113.C8 


Canp Nn 


54719 




Strand 




Start 


35689 




End 


36107 


Name 


OJ991215 01. 0113. C8 


. o7 .tm 


. Method 


TBLASTX: Maize 


Start 


16326 




''End 


16599 


GI 


none 




Score 


50 


Exons 


16326. .16412, 16425 


. .16505, 


16435. .16509, 164 92 . .. 1 6599, 




16500.. 16598 














Seq. ID 


OJ991215_01.0113.C8 


Gene No. 


54719 




St rand 




Start 


35689 




End 


36107 


Name 


OJ991215 01-0113. C8 


.o9.tw 


Method 


TBLASTX: Wheat 


Start 


16350 




End 


16640 


GI 


none 




Score 


144 


Exons 


16350. .16640, 16354 


. .16629 






Qcirr No 


26366 

\J -J \3 \J 




Seq. ID 


OJ991215_01.0113.C8 


Gene No. 


54719 




Of- r AnH 
OH allvu 




Start 


35689 /'-. ' 




End 


36107 


Name 


OJ991215 01. 0113. C8 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


16669 




End 


17058 


GI 


none 




Score 


191 


Exons 


16669. .17058,' 16671 


. .17057.. 






Can Mn 
otrq • LNU * 






Seq. ID 


OJ991215_01.0113.C8 


Gene No. 


54719 




Strand 




Start 


35689 




End 


36107 


Name 


OJ991215 01. 0113. C8 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


16729 




End 


17064 


GI 


none 




Score 


260 


Exons 


. 16729. .17064, 16731 


. . 17063 






Cparr Nn 


26^66 




Seq. ID 


OJ991215_01.0113.C8 


Gene No. 


54719 




■ Strand 




Start 


35689 




End 


36107 


Name 


OJ991215 01. 0113. C8 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


22654 




End 


23062 


GI 


none 




Score 


120 


Exons 


22654. .22800, 22655 


. .22801, 


22831. .23061, 22832.. 23062 


Qcirr Nn ■ 


26^66 




Seq. ID 


OJ991215_01.0113.C8 


Gene No. 


54719 




Strand 




Start 


35689 




End 


36107 


Name 


OJ991215 01. 0113. C8 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


23204 




End 


23601 


GI 


none 




Score 


62 


Exons 


23204. .23374, 23215 


. .23601, 


23429. .23554 


Seq. No. 


26366 




Seq. ID 


OJ991215_01.0113.C8 


Gene No. 


54719 




Strand 




Start 


35689 




End 


36107 


Name 


OJ991215 01. 0113. C8 


. o3 . tw 


Method 


TBLASTX: Wheat 


Start 


23230 




End 


23649 


GI 


none 




Score 


285 


Exons 


23230. .23649, 23231 


. .23605 







26402 



Seq. No. 26366 

Gene No. 54719 

Start 35689 

Name OJ991215_01. 0113. C8.o5. tin- 
Start 23323 
GI none 
Exons 23323. .23706, 23324 . . 23602 , 23371.. 23697 



Seq'. ID OJ991215_01.0113.C8 



Strand 
End 

Method 

End 

Score 



36107 

TBLASTX: Maize 
23706 
155 



Seq. No. 26366 Seq. ID 

Gene No. 54719 Strand 

Start 35689 End 

Name OJ9912 15_01 . 0113 . C8 . o4 . tm Method 

Start 23734 End 

GI none Score 

Exons 23734. .24090, 23744.. 24043 



OJ991215_01.0113.C8 
36107 

TBLASTX: Maize 

24090 

191 



beq. no. 






Seq. ID 


OJ991215_01.0113 




Gene No. 


54719 




Strand 






Start 


3568 9 




End 


36107 




Name 


OJ991215 01. 0113. C8. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


23764 




End 


24220 




GI 


none 




Score 


253 




Exons 


23.764. .24219, 23765: 


.24220 








Seq. No. 


26366 




Seq. ID 


OJ991215JD1.0113 


.C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 0113. C8. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


24440 




End 


24897 




GI 


none 




Score 


155 




Exons 


24440. .24676, 24442. 


.24672, 


24721. .24897 




Seq. No. 


26366 




Seq. ID 


OJ991215_01.0113 


-C8 


Gene No. 


54719 




Strand 






Start 


. 35689 




End 


36107 




Name 


OJ991215 01. 0113. C8. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


25477 




End 


25854 




GI 


none 




Score 


259 




Exons 


25477. .25854 










Seq. No. 


26366 




Seq. ID 


OJ991215_01.0113 


.C8 


Gene No. 


54719 




Strand 






Start 


35689 




End 


36107 




Name 


OJ991215 01. 0113. C8. 


o4 . np 


Method 


AAT/NAP 




Start 


35689 




End 


36107 




GI 


629693 




Score 


134 




Exons 


35689. .36107 










GI Descrip. 


probable integrase - 


common 


tobacco (fragment) 





gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 

Seq. No. * 26367 Seq. ID OJ991215_01 . 0113 . C9 

Gene No. 54720 Strand 

Start 1 End 1727 

Name OJ991215_01. 0113.C9.ol.np Method AAT/NAP 

Start 1 End 1727 

GI 4206306 Score 330 



26403 



Exons 1..473, 1615.. 1727 

GI Descrip. (AF049110) prpol [Zea mays] 

Seq. No. 26367 Seq. ID 

Gene No. 54720 Strand 

Start 1 End 

Name OJ991215_01 . 0113 . C9 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..303, 74.. 289 



OJ991215_01.0113.C9 
1727 

TBLASTX: Maize 

303 

116 



Seq. No. 26367 " Seq. ID 

Gene No. 54720 Strand 

Start 1 End 

Name OJ991215_01 . 0113 .C9.ol.tw Method 

Start 1 End 

GI none Score 

Exons 1..168, 1..180, 2. .172, 175. .231 

Seq. No. 26367 Seq. ID 

Gene No. 54720 Strand. 

Start 1 End 

Name OJ991215_01 . 0113 . C9 . ol . gs Method 

Start 512 End 

GI none Score 

Exons 512.. 1031, 1196.. 1671 



OJ991215_01.0113.C9 
1727 

TBLASTX: Wheat 

231 

108 



OJ991215_01.0113.C9 

1727 
GENS CAN 
1671 
.42 



Seq. No. 26367 Seq. ID 

Gene No. 54720 Strand 

Start 1 End 

Name OJ991215_01 . 0113 . C9 . ol . ts Method 

Start. 809 End 

GI none Score 

Exons 809.. 1108 



OJ991215_01.0113.C9 
1727 

TBLASTX: Soybean 

1108 

191 



Seq. No. 26368 Seq. ID 

Gene No. 54721 Strand 

Start 161 ' End 

Name OJ991215_01 . 0113 .C10 . ol . gs Method' 

Start 161 End 

GI none Score 

Exons 161. .295 



OJ991215_01. 0113. C10 
+ 

295 

GENSCAN 
295 
. 92 



Seq. No. 26369 

Gene No. 54722 

Start 54 

Name OJ991215_01 . 0113 . Cll . ol . gs 

Start 54 

GI none 

Exons 54.. 95, 187.. 285 

Seq. No. 26369 

Gene No. 54723 

Start 1034 

Name OJ991215_01 . 0113 . Cll . o2 . gs 

Start 1034 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_01. 0113. Cll 
285 

GENSCAN 

285 

.89 



OJ991215_01. 0113. Cll 

1334 
GENSCAN 
1334 
.55 



26404 



Exons 1034.. 1110, 1244.. 1334 



Seq. No. . 26370 Seq. ID 

Gene No. 54724 . Strand 

Start 14508 ' End 

Name OJ991215_01 . 0113 . C12 . o2 . np Method 

Start 14508 End 

GI 5922631 Score 

Exons 14508. .14632, 17819 18063, 18322. .18 

19182. .19332, 19459. .20386, 20993.. 22 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU0780 
region of the predicted gene.; simila 
retrotransposon Cinful-1. (AF049110) 
gi I 6016864 | db j | BAA85207.il (AP000570) 
C26347 (C12145) , AU078074 (C12145) corre 
predicted gene.; Similar to prpol; Ze 
Cinful-1. (AF049110) [Oryza sativ 



OJ991215_01.0113.C12 
+ 

22385 

AAT/NAP 

22385 

4929 
529, 18575 
385 

74 (C12145) 
r to prpol; Zea mays 
[Oryza sativa] 
ESTs 

spond to a region of the 
a mays retrotransposon 



.19139, 

correspond to a 



Seq. No. 26370 

Gene No. 54724 

Start 14508 

Name OJ991215_01 . 0113 . C12 .o3 . gs 

Start 14508 

'GI none 

Exons . 14508. .14989, 15729. . 15811, 
18575.. 19694 



Seq. ID OJ991215_01.0113.C12 

Strand + 

End 22385 

Method GENSCAN 

End 19694 

Score .83 
16615. .16926, 17860 .. 1854 4 , 



Seq. No. 


26370 


Seq. ID 


OJ991215_ 


01.0113 


C12 


Gene No. 


54724 


Strand 


+ 






Start 


14508 


End 


22385 






Name 


OJ991215 01.0113.C12.o4.gs 


Method 


GENSCAN 






Start 


20086 


End 


22299 






GI 


none 


Score 


.47 






Exons 


20086. .20378, 20475 .. 21513, 


21700. .22003, 22106. 


.22299 




Seq. No. 


26370 


Seq. ID 


OJ991215_ 


01.0113 


C12 


Gene No. 


54725 


Strand 








Start 


204 


End 


301.0 






Name 


OJ991215 01.0113.C12.ol.gs 


Method 


GENSCAN 






Start 


204 


End 


3010 






GI 


none 


Score 


.75 






Exons 


204.. 530, 629. .727, 2879. .3010 









Seq. No. 26370 Seq. ID OJ991215_01 . 0113 . C12 

Gene No. ' 54725 Strand 

Start 204 End 3010 

Name OJ991215_01 . 0113 . C12 . ol . np Method AAT/NAP 

Start 255 End 2984 

GI 6648206 Score 179 

Exons 255.. 527, 629.. 727, 2879.. 2984 

GI Descrip. (AC013483) putative GTPase activating protein [Arabidopsis 
thaliana] 



Seq. No. 26370 Seq. ID 

Gene No. 54726 Strand 

Start 14914 End 

Name OJ991215_01 . 0113 . C12 . o2 . gp Method 



OJ991215_01.0113.C12 

15177 
AAT/GAP 



26405 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. ^ , 

Start ¥\ - J 

Name 

Start 

GI 

Exons 

GI Descrip. 



14914 End 15177 

61605_3.R1084 Score 399 

14914. .15177 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 

26370 Seq. ID OJ991215_01 . 0113 . C12 

54727 . Strand 

16153 End 16889 

OJ991215_01 . 0113 . C12 . o3 . gp Method AAT/GAP 

16153 End 16889 

101153_1.R1084 Score 688 

16153. .16383, 16706.. 16889 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26370 Seq. ID 

54728 Strand 

18743 End 
OJ991215_01.0113.C12.o5.tw Method 

18743 End 

none Score 

18743. .19012, 18744. .19145 



OJ991215_01.0113.C12 
19145 

TBLASTX: Wheat 

19145 

275 



OJ991215 01.0113.C12 



26370 • Seq. ID 

54729 Strand 

19726 ' End 
OJ991215_01 . 0113 .C12 . o4 . tw Method 

19726 End 

none Score 

19726. .19902, 19728 19835, 19947 .. 20183, 19951 20181, 
20230.. 20400 



•20400 

TBLASTX: Wheat 

20400 

135 



Seq. No. 26370 Seq. ID 

Gene No. 54730 Strand 

Start 20403 End 

Name OJ991215_01 . 0113 . C12 . ol . tw Method 

Start 20403 End' 

GI none Score 

Exons 20403. .20858, 20404.. 20856 



OJ991215_01.0113.C12 
20889 

TBLASTX: Wheat 

20858 

481 



Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


Gene No. 


54730 




Strand 






Start 


20403 




End 


20889 




Name 


OJ991215 01.0113.C12 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


20443 




End 


20808 




GI 


none 




Score 


138 




Exons 


20443. .20667, 20674. 


.20808 








Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


Gene No. 


54730 




Strand 






Start 


20403 




End 


20889 




Name 


OJ991215 01.0113.C12 


o2. tm 


Method 


TBLASTX: Maize 




Start 


20533 




End 


20889 




GI 


none 




Score 


369 




Exons 


20533. .20889, 20574. 


20879 









26406 



Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


CariQ KT o 
Ocl 1C IN . 












Start 


20974 




End 


21687 




Name 


OJ991215 01.0113.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20974 




End 


21398 




GI 


none 




. - Score 


433 




Exons 


20974. .21393, 21018. 


.21398 








Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


rnnn Mo 

UCllC LN . 


54731 




Strand 






Start 


20974 




End 


21687 




Name 


OJ991215 01.0113.C12 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


21022 




End 


21453 




GI 


none 




Score 


311 




Exons 


21022. .21453, 21069. 


.21212, 


21249. .21419 




Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


Gene No. 


54731 




Strand 












End 


21687 




Name 


OJ991215 01.0113.C12 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


21120 




End 


21540 




GI 


none 




Score 


83 




Exons 


21120. .21335, 21120. 


.21374, 


21121. .21375, 21121. .21378, 






21397. .21540 










Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


belle LNU . 


J4 / Ji 




Strand 






Start 


20974 




End 


21687 




Name 


OJ991215 01.0113.C12 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


21403 




End 


21687 




GI 


none 




Score 


257 




Exons 


21403. .21684, 21412. 


.21510, 


21592. .21687 




Seq. No." 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


Cono Mo 
uCllC LN \J • 






Strand 






Start 


21679 




End 


22110 




Name 


OJ991215 01.0113.C12 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


21679 




End 


22067 




GI 


none 




Score 


76 




Exons 


21679. .21783, 21819. 


.22067, 


21823. .22065 




Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 




54732 




Strand 






Start 


21679 




End 


22110 




Name 


OJ991215 01.0113.C12 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


21688 




End 


22110 




GI 


none 




Score 


387 




Exons 


21688. .22110, 21693. 


.22034 








Seq. No. 


26370 




Seq. ID 


OJ991215_01.0113 


.C12 


Gene No. 


54732 




Strand 






Start 


21679 




End 


22110 




Name 


OJ991215 01.0113.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21742 




End 


22014 




GI 


none 




Score 


122 




Exons 


21742. .21912, 21916. 


.22014 









26407 



Seq. No. 


26371 




Seq. ID 


OJ991215_01.0113 


.C13 


Gene No. 


54733 




Strand 


+ 




Start 


1 




End 


783 




Name 


OJ991215 01.0113.C13.ol 


.np 


Method 


AAT/NAP 




Start. 


1 




End 


780 ■ 




GI 


5902445 




Score 


1240 




Exons 


1. .780 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


26371 




Seq. ID 


OJ991215JD1.0113 


.C13 


rpno Mo 


54733 




Strand 


+ 




Start 


i 
i 




Fnn 1 

Xlil in 


7ft ^ 

/ O J 




Name 




y b 


liC LHUU 






Start 


91 A ~ 

£. 1 H 






7ft ^ 

/ O J 




GI 


none 






ft Q 




Exons 


914 ^OQ 4 60 7 ft ? 










Seq. No. 


26371 




Seq. ID 


OJ991215_01.0113 


.C13 


OCilG INvJ . 


54734 




Strand 






Start 


' 1 1 1 4 
1 1 1 *± 




CjIIU. 


4 04 ^ 

fi U H O 




Name 


nTQCii9i^ ni ni i ^ n ^ o9 


LIU 




1 Dlirio 1 A • L v id lZc 




Start 


lift 






*3ft7 
JO / 




GI 


none 




Score 


Q4 




Exons 


114 991 11^ 91^ 904 

11*1 , , 11 J . . ^1 J/ 


9 6? 

• ZOO, 


90ft 9Q1 

iUO . . Z^l 


"301 "38.7 

, JUl . • JO / 




Seq. No. 


26371 




Seq. ID 


OJ991215_01 .0113 


.C13 


bene ino . 


54734 




Strand 






Start 


1114 
1 1 lfi 






4 04 "3 
f± U f± O 




Name 


OTQQ1 91 i; ni p\i i "3 ri ^ ^i 


ft., 
LW 


jyieLnoa 


i Diart.o ia . i/yneai 




Start 


ID / 




tjna 


771 
/ / 1 




GI 


none 




Score 


*34 1 
j*t 1 




Exons 


1 R7 £4ft 1 77 9^"^ ^1 ft 
10/..OfiO, 1//..ZDO/ JlO 


4 4 

. 44D; 


640 771 

OfiU. • / / I 






Seq. No. 


9fi"37 1 
ZDj / 1 




Seq. ID 


OJ991215_01.0113 


.C13 


f!pnp Mo 


54734 




Strand 






Start 


1114 




End 


4043 




Name 


n.TQQI 91 ^ 01 01 1 PI ^ ol 

Uu 3 Jltl J Ul • UllJ .LI J • Ul 


LIU 


Method 


TBLASTX: Maize 




Start 


4 7ft 
H / O 




End 


732 




GI 


none 




Score 


161 




Exons 


47ft fiM ^7fi £^0 £"30 


.731, 


631. .732 






Seq. No. 


9 £^7 1 
Z D J / 1 




Seq. ID 


OJ991215_01.0113 


.C13 


Gene No. 


54734 




Strand 






utai L 


1114 




End 


4043 




Name 


OJ991215 01.0113.C13.o2 


gs 


Method 


GENSCAN 




Start 


1114 




End 


4043 




GI 


none 




Score 


.95 




Exons 


1114.. 1268, 1348.. 1563, 


1813. 


.'2002, 2077.. 2264, 2342.. 2700, 




2783. .3102, 3159. .4043 










Seq. No. 


26371 




Seq. ID 


OJ991215_01.0113 


.C13 


Gene No. 


54734 




Strand 






Start 


1114 




End 


4043 




Name 


OJ991215 01.0113.C13.o2. 


np 


Method 


AAT/NAP 




Start 


1126 


End 


4043 




GI 


6691716 




Score 


24 69 




Exons 


1126. .1563, 1637. .1751, 


1901. 


.2002, 2077.. 2264, 2342.. 2521, 



26408 




2598. .2700, 2783. .2961, 3159. .4043 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


26371 


Seq. ID 


OJ991215_01.0113 


.C13 


Gene No. 


54734 


Strand 


— 




Start 


1114 


End 


4043 




Name 


OJ991215 01.0113.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3633 


End 


3923 




GI 


none 


Score 


52 




Exons 


3633.-3923, 3670.. 3738 








Seq. No. 


26372 


Seq. ID 


OJ991215_01.0113 


.C14 


Gene No. 


54735 


Strand 


— 




Start 


66 


End 


731 




Name 


OJ991215 01.0113. C14.ol.gs 


Method 


GENSCAN 




Lai L. 


66 


End 


731 




GI 


none 


Score 


.74 




Exons 


66. .179;-. 677. .'731 








Seq. No. 


26373 


Seq. ID 


OJ991215_01.0113 


.C15 


Gene No. 


54736 


Strand 


+ 




Start 


1 


End 


3415 




Name ~ 


OJ991215 01.0113.C15.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


167 




GI 


none 


.Score 


268 




Exons 


1. .167 








Seq. No. 


26373 


Seq. ID 


OJ991215_01.0113 


.C15 


Gene No. 


54736 


Strand 


+ 




Start 


1 


End 


3415 




Name 


OJ991215 01.0113.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3415 




GI 


6862951 


Score 


428 




Exons 


1..231, 3190. .3415 








GI Descrip. 


(AC019018) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


26373 


Seq. ID 


OJ991215_01.0113 


.C15 


Gene No. 


54737 


Strand 


+ 




Start 


3448 


End 


3910 




Name 


OJ991215 01.0113.C15.o3.gp 


Method 


AAT/GAP 




Start 


3448 


End 


3910 




GI 


3768859 


Score 


761 




Rvrsri o 


3448. .3910 








GI Descrip. 


755772/emb|X85747 IOS1A1COX 


1.0e-158 O 


.sativa mRNA for 






1-aminocyclopropane-l-carboxylate oxidase 




Seq. No. 


26373 


Seq. ID 


OJ991215_01.0113 


.C15 


Gene No. 


54738 


Strand 






Start 


37 


End 


3511 




Name 


OJ991215- 01.0113.C15.ol.gs 


Method 


GENSCAN 




Start 


37 


End 


3511 




GI 


none 


Score 


.56 




Exons 


37.. 162,,. 2340.. 2432, 3196.. 


3511 






Seq. No. 


26373 


Seq. ID 


OJ991215_01.0113 


.C15 



26409 




Gene No. 


54739 




Strand 




Start 


5398 




End 


7900 


Name 


OJ991215 01 . 0113 . Clo . 01 


.ts 


Method 


TBLASTX : Soybean 


Start 


26 




End 


' 3451 


GI 


none 




Score 


72 


Exons 


26. .85, 142. .219, 152.. 


232, 3167. .3379 


, 3196. .3384, 3197. .3451 


Seq. No. 


26373 




Seq. ID 


OJ991215_01 . 0113 . CI 5 


Gene No. 


54739 




Strand 




Start 


5398 




End 


7900 


Name 


OJ991215_01.0113.C15.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1 A C 

145 




End 


O A C O 

3453 


GI 


none 




Score 


141 


Exons 


145. .255, 152. .232, 31o 


0..3305, 3190.. 


3414, 3191 . . 34 51 , 




TOCO *) ji C5 *3 *!) O 1 A A ^ 

3352. .3453, 3381. .3443 








Seq. No. 


263/3 




Seq. ID 


OJ991215 01.0113.C15 


Gene No. 


54739 




Strand 




Start 


5398 




End 


7900 


Name 


OJ991215 01.0113.C15.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


172 




End 


3657 


GI 


none 




Score 


98 


Exons 


172. .255, 173. .232, 3173. .3451, 3191.. 


1 J r 1 (~ A ~) T~ •""II 

3451 , 3542 . . 3571 , 




3604. .3657 








Seq. No. 


26373 




Seq. ID 


OJ991215__01 . 0113.C15 


Gene No. 


54739 




Strand ■ 




Start 


5398 




End 


7900 


Name 


OJ991215 01.0113.C15.o2 


.gs 


Method 


GENSCAN 


Start 


5398 




End 


7900 


GI 


none 




Score 


.55 


Exons 


5398.. 5519, 5992.. 6273, 


6555. 


.6619, 6642. .6710, 7655. .7775, 




7805. .7900 








Seq. No. 


26374 




Seq. ID 


OJ991215 01.0113.C16 


Gene No. 


54740 




Strand 


+ 


Start 


72 




End 


10145 


Name 


OJ991215 01.0113.C16.ol 


.gs 


Method 


GENSCAN 


Start 


72 


End 


10071 


GI 


none 




Score 


.78 


Exons 


72. .412, 561. .588, 1672 


. .1774 


, 2353.. 2503, 2698.. 2805, 




2953.. 3045, 3172.. 3255, 


3643. 


.3737, 3895. .3988, 4106. .4195, 




4548. .4640, 5036. .5103, 


8120. 


,8366, 8465. ,8723, 8794. .9257, 




9619. .10071 








Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113.C16 


Gene No. 


54740 




Strand 


+ 


Start 


72 




End 


10145 


Name 


OJ991215 01.0113.C16.ol 


.np 


Method 


AAT/NAP 


Start 


116 




End 


5328 


GI 


3913791 




Score 


1585 


Exons 


116. .178, 1638. .1774, 2353. .2503, 2698 


..2805, 2953.. 3045, 




3172.. 3255, 3363. .3431, 


3525. 


.3595, 3669. .3737, 3895. .3988, 




4106. .4195, 4290. .4370, 


4548. 


.4640, 4860. .4940, 5036. .5102, 




5240. .5328 








GI Descrip. 


GLUTAMATE — CYSTEINE LIGASE PRECURSOR (GAMMA-GLUTAMYLCYSTEINE 




SYNTHETASE) (GAMMA-ECS) 


(GCS) 


gi|2407615 (AF017983) 



26410 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gamma-glut amyl cysteine synthetase [Lycopersicon esculentum] 



26374 
54740 
72 

OJ991215_01.0113.C16.ol.gp 
3557 

13141_1.R1084 
3557.. 3595, 3669 
4548. .4640, 4860 



Seq. ID 
Strand 
End 

, Method 
End 
Score 



OJ991215_01.0113.C16 
+ 



.3737, 
.4940/ 



10145 
AAT/GAP 
5516 
1495 

3988, 4106. .4195, 
5103, 5243.. 5516 
1.0e-09 ACETYLORNI THINE 



4290. .4370, 



3895. . 
5036. . 

'2811029/sp|O04866|ARGD_ALNGL 
AMINOTRANSFERASE PRECURSOR (ACOAT) (ACETYLORNI THINE 
TRANSAMINASE) (AOTA) >gi_194 4511_emb_CAA69936_ (Y08680) 
acetylornithine aminotransferase [Alnus glutinosa] 1 



26374 
54740 
72 

OJ991215_01.0113.C16.o2.np 

8210 

2811029 

8210. .8296, 8421. .8723, 8830. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9257, 9619.. 10145 
ACETYLORNITHINE AMINOTRANSFERASE PRECURSOR (ACOAT) 
(ACETYLORNITHINE TRANSAMINASE) (AOTA) gi | 19445.11 1 emb | CAA69936 | 
(Y08680) acetylornithine aminotransferase [Alrius glutinosa] 



OJ991215_01.0113.C16 
+ 

10145 
AAT/NAP 
10145 
1308 



26374 Seq. ID 

54740 Strand 
72 End 
OJ991215_01.0113.C16.o3.gp Method 
9633 End 
2796278 Score 
9633. .9806 

2811029/sp|O04866|ARGD_ALNGL 1.0e-09 ACETYLORNITHINE 
AMINOTRANSFERASE PRECURSOR (ACOAT) (ACETYLORNITHINE 
TRANSAMINASE) (AOTA) >gi_194 4511_emb_CAA69936_ (Y08680) 
acetylornithine aminotransferase [Alnus glutinosa] 



OJ991215_01.0113.C16 
+ 

10145 
AAT/GAP 
9806 
317 



26374 Seq. ID 

54741 Strand 

5403 End 
OJ991215_01.0113.C16.o2.gp Method 

5403 End 

2800691 Score 
5403. .5867 



OJ991215_01.0113.C16 

5867 
AAT/GAP 
5867 
701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26374 
54742 
8686 

OJ991215_01.0113.C16.o2.tc 

1676 

none 

1676. .1786, 1683. .1787, 2348. 

2695.. 2820, 2950.. 3045, 2953. 

3172.. 3264, 3329.. 3439, 3357. 

3639.. 3743, 3666.. 3740, 3667. 

3896.-3988, 4103.. 4198, 4117. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2503, 2350 
.3045, 3168 
.3440, 3510 
.3759, 3877 



OJ991215 01.0113.C16 



13714 

TBLASTX: Cress 
5331 
122 

2502, 2694. 
3260, 3171. 
3593, 3524. 
3987, 3893. 



,4200, 4287. .4373, 4288. 



.2819, 
.3257, 
.3595, 
.3988, 
.4389, 



26411 



4289.-4372, 4547. .4642, 4548. 

5027.. 5098, 5037. .5093, 5241. 

Seq. No. 26374 
Gene No. 54742 
Start 8686 

Name OJ991215_01 . 0113 . CI 6 . o3 . ts 

Start 1676 
GI none 

Exons 1676.. 1786, 1683.. 1787, 2350. 

2694. .2819, 2695. .2820, 2950. 

3170. .3256, 3171. .3260, 3172. 

3510.. 3593, 3524.. 3595, 3657. 

3667. .3759, 3877. .3975, 3893. 



,4643, 4859. .4927, 4860. .4940, 
,5327, 5242.. 5331 



OJ991215_01.0113.C16 
13714 

TBLASTX : Soybean 
3988 
127 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2502, 2351.. 2503, 2351. 
.3045, 2953.. 3045, 3169. 
.3264, 3335.-3439, 3357. 
.3740, 3664.. 3792, 3666. 
.3988, 3896.. 3988 



.2503, 
.3255, 
.3440, 
.3743, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



26374 
54742 
8686 
OJ9912 
1706 
none 
1706. . 
2351. . 
2950. . 
3171. . 
3524. . 
3896. . 
4289. . 
4860. . 
5241. . 
5665. . 



15 01.0113.C16.o3.tm 



1780, 
2503, 
304 5, 
3257, 
3595, 
3988, 
4372, 
4940, 
5336, 
5709 



1707. 
2352. 
2951. 
3172. 
3666. 
4103. 
4547. 
5027. 
5242. 



.1781, 
.2504, 
.3046, 
.3264, 
.3740, 
.4198, 
.4642, 
.5098, 
.5334, 



1736. 
2694. 
2953. 
3329. 
3666. 
4105. 
4548. 
5033. 
5605. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.1798, 
.2798, 
.3045, 
.3439/ 
.3743, 
.4197, 
.4643, 
.5095, 
.5667, 



D OJ991215 01.0113.C16 



13714 

TBLASTX: Maize 
5709 
126 
2350. .2502, 



2695. .2808, 
3168. .3260, 



3357, 
3667, 



,3446,; 
3759, 



4106. .4198, 
4858. .4938, 
5035. .5103, 
5608. .5637, 



2351. 
2760. 
3170. 
3510. 
3877. 
4287. 
4859. 
5240. 
5664. 



,2503, 
,2813, 
,3256, 
,3593, 
,3993, 
,4373, 
,4939, 
,5332, 
,5699, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26374 
54742 
8686 

OJ991215_01.0113.C16.ol.tw 

3897 

none 

3897.. 3989, 3898 .. 3993, . 3899 . 
4105. .4197, 4106. .4216, 4287. 
4S47..4642, 4548. .4643, 4859. 

26374 
54742 
8686 

OJ991215_01.0113.C16.o5.ts 

4103 

none 

4103. .4198, 
4289. .4372 



Seq. ID OJ991215_01.0113.C16 
Strand 

End 13714 
Method TBLASTX : Wheat 
End 4 901 

Score 157 

.3988, 4103. .4198, 4104. .4196, 
.4373, 4289.-4372, 4546. .4641, 
.4900, 4860. .4901 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_01.0113.C16 
13714 

TBLASTX : Soybean 

4373 

145 



4104. .4196, 4105. .4197, 4106. .4198, 4287. .4373, 



Seq. No. 26374 Seq. ID 

Gene No. 54742 Strand 

Start 8686 End 

Name OJ991215_01. 0113 . C16 . o5 . tm Method . 

Start 8465 End 

GI none Score 



OJ991215_01.0113.C16 
13714 

TBLASTX: Maize 
■8734 
299 



26412 




Exons 


8465. .8734, 


8489. 


.8596, 


8506. 


.8718 






Seq. No. 


26374 








Seq. ID 


OJ991215_01.0113 


.C16 


OCUC Vi\J ■ 


54742 








^t" rand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


.0113. 


C16.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


8468 








End 


8734 




GI 


none 








Score 


287 




Exons 


8468. .8734, 


8509. 


.8715 










Seq. No. 


26374 








Seq. ID 


OJ991215J31.0113 


.C16 


Pono Mo 


54742 








rand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


.0113. 


CI6.06. 


ts 


Method 


TBLASTX : Soybean 




Start 


8639 








End 


8966 




GI 


none 








Score 


83 




Exons 


8639. .8734, 


8825. 


.8965, 


8826. 


.8966 






Seq. No. 


26374 








Seq. ID 


OJ991215_01.0113 


-C16 


Gene No. 


54742 








Strand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


.0113. 


C16.o3. 


np 


Method 


AAT/NAP 




Start 


8686 








End 


12267 




GI 


4467124 








Score 


821 




Exons 


8686. .8711, 


10196 


. .11924 


, 12135.. 12267 






GI Descrip. 


(AL035538) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


26374 








Seq. ID 


OJ991215JD1.0113 


.C16 




5474 ? 








Strand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


.0113. 


C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8823 








End 


9254 




GI 


none 








Score 


176 




Exons 


8823. .8939, 


8825. 


.8965, 


8826. 


.8966, 8954.. 9253, 8955.. 9254 


Seq. No. 


26374 








Seq. ID 


O*J991215_01.0113 


.C16 


(2&r\£* Mo 


54742 








Strand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


. 6lY3 . 


C16.o4. 


ts^ 


Method 


TBLASTX : Soybean 




Start 


8988 








End 


9729 




GI 


none 








Score 


338 




Exons 


8988. .9260, 


8999. 


.9259, 


9616. 


.9729, 9618.. 9728 




Seq. No. 


26374 








Seq. ID 


OJ991215_01.0113 


.C16 


fipnp No 


'54742 








Strand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


.0113. 


C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9612 








End 


10060 




GI 


none 








Score 


182 




Exons 


9612. .9944, 


9612. 


.10058, 


9613 


. .10059, 


9893. .10060 




Seq. No. 


26374 








Seq. ID 


OJ991215_01.0113 


.C16 


Gene No. 


54742 








Strand 






Start 


8686 








End 


13714 




Name 


OJ991215 01 


.0113. 


C16.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


9616 








End 


10079 




GI 


none 








Score 


54 





26413 




Exons 9616.. 9648, 9618.. 9644, 9646.. 9726, 9669.-9722, 9684.. 9776, 

9700. .9777, 9778.;10059, 9778. .10059, 9780. .10079 



Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113. 


C16 


Gene No. 


54742 




Strand 


— 




Start 


8686 




End 


13714 




Name 


OJ991215 01.0113.C16 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


9646 




End 


9975 




GI 


none 




Score 


181 




Exons 


9646. .9975 










Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113. 


C16 


Gene No. 


54742 




Strand 


— 




Start 


8686 




End 


13714 




Name 


OJ991215 01.0113.C16 


,o2.ts 


Method 


TBLASTX: Soybean 




Start 


9733 




End 


10115 




GI 


none 




Score 


409 




Exons 


9733.. 10059, 9735.. 10115 








Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113. 


C16 


Gene No. 


54742 




Strand 






Start 


8686 




End 


13714 




Name 


OJ991215 01 0113 C16 


. o2 . gs 


Method 


GEN SCAN 




Start 


10164 ~~ 




End 


13714 




GI 


none 




Score 


.49 




Exons 


10164 11502. 11782 


. 12195, 


1274 3. .13211, 13306. .13714 




Seq. No. 


26374 




Seq. ID 


OJ991215JD1.0113. 


C16 


Gene No. 


54742 




Strand 






Start 


8686 




End 


13714 




Name 


OJ991215 01. 0113. CI 6 


. o 4 . tm 


Method 


TBLASTX: Maize 




Start 


10551 ~ 




End 


11162 




GI 


none 




Score 


71 




Exons 


10551. .10835, 10600. 


.10797, 


10662. . 10802, 1084 8. .11144, 






10876. .11145, 10881. 


.11162 








Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113. 


C16 


Gene No. 


54742 




Strand 






Start 


8686 




End 


13714 




Name 


OJ991215 01.0113.C16 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


10599 




End 


11036 




GI 


none 




Score 


41 




Exons 


10599. .11036, 10690. 


.10785, 


10855. .11034 




Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113. 


C16 


Gene No. 


54742 




Strand 






Start 


8686 




End 


13714 




Name 


OJ991215 01.0113.C16 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


10638 




End 


11205 




GI 


none 




Score 


161 




Exons 


10638. .11204, 10686. 


.11204, 


10882. .11205 




Seq. No. 


26374 




Seq. ID 


OJ991215_01.0113. 


C16 


Gene No. 


54742 




Strand 






Start 


8686 




End 


13714 




Name 


OJ991215 01.0113.C16 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


10950 




End 


11291 





26414 




GI 


none 




Score 


81 




Exons 


10950. .11291, 10975.. 11175 








Seq. No. 


26374 




Seq. ID 


OJ991215J31.0113 


.C16 


rZoHD Wo 


54742 




q+- rand 






Start 


8686 




End 


13714 




Name 


OJ991215 01.0113.C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


11100 




End 


11327 




GI 


none 




Score 


106 




Exons 


11100. .11327, 11101.. 11307 








Seq. No. 


26375 




Seq. ID 


OJ991215_01.0113 


.C17 




54743 










Start 


1249 




End 


1492 




Name 


OJ991215 01 0113 C17 ol 

\J {J V y It. X J V X * W X X — ' • X / • W X 


. tm 


Method ' 


TBLASTX: Maize 




Start 


1249 ~ 




End 


1492 




GI 


none 




Score 


143 




Exons 


1249 1479 1249 1482 


1256 


.1492 






Seq. No. 


26376 




Seq. ID 


OJ991215_01.0113 


.C18 


O ™ i 1 I'U • 


54744 




St* rand 


4- 




Start 


104 




End 


1147 




Name 


O.TQQ1 91 S 01 01 1"^ Plfi ol 


• y o 


Method 


GENS CAN 




Start 


104 _ 




End 


1147 




GI 


none 




Score. - 


.7 




Exons 


104 ?64 ^4? 471 937 


.1147 








Seq. No. 


26376 




\. 

Seq. ID 


OJ991215_01.0113 


.C18 


Gene No. 


54745 




Strand 


+ 




Start 


1050 




End 


1207 




Name 


OJ99121 5 01 0113 C18 ol 


. tm 


Lit? L11UU 


TRT.flSTY • Mp i 

X O ItriiJ 1 /\ • L'JcL X L> C 




Start 


101 — 




End 


1005 




GI 


none 




Score 


214 




Exons 


101 268 104 265 106 


. .276, 


111. .278, 


112. .279, 307.. 


492, 




321 S00 337 S13 496 


567 , 


536. .604, 


537. .605, 732.. 


797, 




886.. 1005, 896.. 997 










Seq. No. 


26376 




Seq. ID 


OJ991215_01.0113 


.C18 


Cpnp Mo 


54745 




St* ranH 

O L> X Q 1 1^_X 


+ 




Start 


1050 




End 


1207 




Name 


OJ991215 01.0113.C18.ol 


. gp 


Method 


AAT/GAP 




Start 


1050 




End 


1207 




GI 


none 




Score 


290 




Exons 


1050. .1207 










Seq. No. 


26377 




Seq. ID 


OJ991215_01.0113 


.C19 


Cono Mo 


54746 






x 




Start 


23 




End 


1071 




Name 


OJ991215 01.0113.C19.ol 


. gs 


Method 


GENS CAN 




Start 


23 




End 


1071 




GI 


none 




Score 


.6 




Exons 


23.. 88, 1012.. 1071 










Seq. No. 


26377 




Seq. ID 


OJ991215_01.0113 


.C19 


Gene No. 


54747 




Strand 


+ 




Start 


3612 




End 


8198 




Name 


OJ991215 01.0113.C19.o2 


.gp 


Method 


AAT/GAP 





26415 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3568 End 

none Score 
3568. .3943 

26377 Seq. ID 

54747 Strand 

3612 End 
OJ991215_01.0113.C19.o2.gs Method 

3612 End 

none Score 

3612. .4081, 4219. .4372, 4441. .4937, 6691. .6958, 6963. .7120, 
8125. .8198 



3943 
740 



OJ991215_01.0113.-C1? 
+ 

8198 
GENS CAN 
8198 
.4 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



26377 
54747 
3612 

OJ991215_01.0113.C19.ol.np 

3651 

4454472 



Seq. ID OJ9.91215_01.0113.C19 

Strand + 

End 8198 

Method AAT/NAP 

End 5007 

Score 450 



3651. .3909, 4006. .4081, 4219. .4372, 4474. .5007 
(AC006234) unknown protein [Arabidopsis thaliana] 



26377 Seq. ID 

54747 Strand 
3612 End 
OJ991215_01.0113.C19.o3.gp Method ; 
4 951 End 
uC-osf Icypl06al2al Score 
4951.. 5253 

, 2811029/sp|O04866|ARGD_ALNGL 1.0e-09 ACETYLORNITHINE 
AMINOTRANSFERASE PRECURSOR (ACOAT) (ACETYLORNITHINE 
TRANSAMINASE) (AOTA) >gi_1944511_emb_CAA69936_ (Y08680) 
acetylornithine aminotransferase [Alnus glutinosa] 1 



OJ991215_01.0113.C19 
+ 

8198 
AAT/GAP 
5253 
460 



26377 Seq. ID 

54748 Strand 

356 End 
OJ99L215_01.0113.C19.ol.gp Method 

356 End 

none Score 
356. .808 



OJ991215_01.0113.C19 
808 

AAT/GAP 

808 

821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26377 Seq. ID 

54749 Strand 

4029 End 

0 J 9 9 1 2 1 5_0 1.0113.C19.ol.tm Method 

4 029 End 

none Score 



OJ991215_01.0113.C19 
4719 

TBLASTX: Maize 

4719 

65 



4029. .4082, 4276. .4380, 4298. .4375, 4429. .4599, 4464. .4592, 
4614. .4718, 4618. .4719 



26377 
54749 
4029 

OJ991215_01.0113.C19.ol.ts 

4276 

none 



Seq. ID OJ991215_01.0113.C19 
Strand 

End 4719 

Method TBLASTX : Soybean 

End 4719 

Score 8 6 



26416 




Exons 4276. .4371, 4298. .4375, 4429. .4596, 4464. .4574, 4624. .4719, 

4629.. 4718 



Seq. No. 


26377 


Seq. ID 


OJ991215JU.0113. 


CI 


Gene No. 


54749 


Strand 






Start 


4029 


End 


4719 




Name 


OJ991215 01.0113.C19.ol.tc 


Method 


TBLASTX: Cress 




Start 


4471 


End 


4718 




GI 


none 


Score 


135 




Exons 


4471. .4599, 4473. .4598, 4624 


..4713, 4629. .4718 




Seq. No. 


26378 


Seq. ID 


OJ991215_03.0128. 


C4 


Gene No. 


54750 


Strand 






Start 


1 


End 


616 




Name 


OJ991215 03.0128.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


616 




GI 


4063774 


Score 


752 




Exons 


1..616 








GI Descrip. 


(AB008550) orf2; similar to 


P gene of 


P2 : DNA-dependent 


at: 




terminase subunit [Pseudomonas aeruginosa phage phi CTX] 




Seq. No. 


26378 


Cpn TO 

JCU • J. u 


OJ991215 03 0128 


C4 


Gene No. 


54750 


Strand 






Start 


1 


End 


616 




Name 


OJ991215 03 0128 C4 ol as 


Mf^t h nd 


GENSCAN 




Start 


183 ~~ 


End 


572 




GI 


none 


Score 


.8 




Exons 


183. .572 








Seq. No. 


26379 


Seq. ID 


OJ991215_03.0128. 


C5 


Gene No. 


54751 


Strand 


+ 




Start 


947 


End 


1576 




Name 


OJ991215 03.0128.C5.ol.gs 


Method 


GENS CAN 




Start 


947 


End 


1576 




GI 


none 


Score 


.62 




Exons 


947. .1091, 1113. .1174, 1400. 


.1576 






Seq. No. 


26380 


Seq. ID 


OJ991215_03.0128. 


C6 


Gene No. 


54752 


Strand 






Start 


176 


End 


562 




Name 


OJ991215 03.0128.C6.ol.gs 


Method 


GENSCAN 




Start 


176 ■„ 


End 


562 




GI 


none 


Score 


.7 




Exons 


176. .562 








Seq. No. 


26381 


Seq. ID 


OJ991215_03.0128. 


C7 


Gene No. 


54753 


Strand 






Start 


1 


End 


180 




Name 


OJ991215 03.0128.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


180 




GI 


3176662 ■ 


Score 


156 




Exons 


1. .180 








GI Descrip. 


• (AC004393) Similar to mannosyl-oligosaccharide glucosidase 




gb 1X87237 from Homo sapiens. 


[Arabidopsis thaliana] 




Seq. No. 


26382 


Seq. ID 


OJ991215_03.0128. 


C9 


Gene No. 


54754 


Strand • 


+ 





26417 



Start 


3744 








End 


5920 




Name 


OJ991215 03 


.0128 


.C9.o2. 


gs 


Method 


GEN SCAN 




Start 


3744 








End 


5920 




GI 


none 








Score 


.69 




Exons 


" 3744. .3951, 


3988 


. .4101, 


4164. 


.4232, 5904.. 5920 




Seq. No. 


26382 








Seq. ID 


OJQQ1215 


_03.0128.C9 


•bene ino . 










Strand 


+ 




Start - 


6448 








End 


8498 




Name 


OJ991215 03 


.0128 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


6337 








End 


7000 




GI 


none 








Score 


806 




Exons 


6337. .6713, 


6953 


. .7000 










Seq. No. 


26382 . 








Seq. ID 


OJ991215 


_03.0128.C9 




R47 








Strand 


+ 




Start 


6448 








End 


84 98 




Name 


OJ991215 03 


.0128 


.C9.o3. 


gs 


Method 


GENSCAN 




Start 


6448 








End 


7951 




GI 


> none 








Score 


.96 




Exons 


6448. .6860, 


6953 


. .7115, 


7214. 


.7951 






Seq. No. 


26382 








Seq. ID 


OJ991215 


_03.0128.C9 


Gene No. 


54755 








Strand 


+ 




ULOl L. 


6448 








End ' 


8498 




Name 


OJ991215 03 


.0128 


.C9.ol. 


np 


Method 


AAT/NAP 




Start 


6468 








End 


8498 




GI 


2760321 








Score 


896 




Exons 


6468. .6713, 


6953 


. .7115, 


7214. 


.7687, 7739.-7927, 


8421. .8498 


GI Descrip. 


(AC002130) . 


F1N21 


.6 [Arabidopsis thaliana] 




Seq. No. 


26382 








Seq. ID 


OJ991215 


_03.0128.C9 


Gene No. 


54756 








Strand 






O Ldl L 


1 1 1 ^ s 








End 


11229 




Name 


OJ991215 03 


.0128 


.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6932 








End 


7924 




GI 


none 








Score 


185 




Exons 


6932. .7120, 


6933 


. .7115, 


7214. 


.7489, 7316.. 7411, 


7405. .7488, 




7591. .7686, 


7607 


. .7687, 


7771. 


.7905, 7829.. 7924 




Seq. No. 


26382 








Seq. ID 


OJ991215 


_03.0128.C9 












Strand 






Start 


11135 








End 


11229 




Name 


OJ991215 03 


.0128 


.C9.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7019 








End 


7435 




GI 


none 








Score 


118 




Exons 


7019. .7120, 


7020 


. .7115, 


7214. 


.7435 






Seq. No. 


26382 








Seq. ID 


OJ991215 


_03.0128.C9 


Gene No. 


54756 








Strand 






Start 


11135 








End 


11229 




Name 


OJ991215 03 


.0128 


.C9.ol. 


tw 


Method 


TBLASTX : 1 


Wheat 


Start 


70.59 








End 


7489 




GI 


none 








Score 


71 




Exons 


7059. .7115, 


7061 


. .7120, 


7213. 


.7239, 7214. .7489, 


7310. .7357, 



7399. .7485 



26418 



Seq. No. 26382 

Gene No. 54756 

Start 11135 

Name OJ991215_03 . 0128 . C9 . ol . tm 

Start 7214 

GI none 
Exons 



Seq. ID OJ991215_03.0128.C9 
-Strand 
End 

Method 
End 
Score 



11229 

TBLASTX : Maize 

7489 

239 



7214. .7489, 7310. .7411, 7402. .7488 



Seq. No. 


26382 


Seq. ID 


OJ991215 03. 0128. C9 


Gene No. 


54756 


Strand 




Start 


11135 


End 


11229 


Name 


OJ991215 03. 0128 .C9.o2 .gp 


Method 


AAT/GAP 


Start 


11135 


End 


11229 


GI 


4879971 


Score 


93 


Exons 


11135 . . 11229 






Seq. No. 


26383 


Seq. ID 


0 J9 912 15_03. 0128 ,C10 


Gene No. 


54757 


Strand 


+ 


Start 


91 


End 


896 


Name 


OJ991215 03 . ulZo . C10 . ol . gs 


Method 


GENSCAN 


Start 


91 


End 


896 


GI 


none 


Score 


.85 


Exons 


91. .146, 364. .503, 736. .896 






Seq. No. 


26383 


Seq. ID 


OJ991215_03. 0128. C10 


Gene No. 


54758 


Strand 


+ 


Start 


12244 


End 


14652 


Name 


OJ991215 "03.0128.C10.o2.np 


Method 


AAT/NAP 


Start 


12244 


End 


14652 


GI 


6523084 


Score 


1026 


Exons 


12244. .12295, 13131 .. 13507 , 


13541. .14103, 14376. .14652 


GI Descrip. 


(AL133315) putative protein 


[Arabidops 


is thaliana] 




gi | 6686786 |emb ICAB64720.il 


(AJ132317) 


AKIN gamma [Arabidops 



thaliana] 



Seq. No. 


26383 




Seq.. ID 


OJ991215_03. 0128. C10 


Gene No. 


54759 




Strand 




Start 


2824, 




End 


4246 


Name * 


OJ991215 03. 


0128. C10. o2.gs 


Method 


GENSCAN 


Start 


2824 




End 


4246 


GI 


none 




Score 


.87 


Exons 


2824. .2911, 


3325.-3463, 3965 


..3993, 4161.. 4246 


Seq. No. 


26383 




Seq. ID 


OJ991215_03. 0128. C10 


Gene No. 


54760 




Strand 




Start 


8860 




End 


12546 


Name 


OJ991215 03. 


0128. C10. ol.gp 


Method 


AAT/GAP 


Start 


8860 




End 


11077 


GI 


4287 1.R1084 




Score 


1313 


Exons 


8860. .9358, 


10385. .10465, 10753 .. 10800, 


10981. .11077 


GI Descrip. 


, 100226/pir| 


IS21495 2.0e-23 


hypothetical protein - tomato 



>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] ' 



Seq. No. 
Gene No. 



26383 
54760 



Seq. ID 
Strand 



OJ991215 03. 0128. C10 



26419 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. t No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8860 End 12546 

OJ991215_03. 0128. CIO. ol.np Method AAT/NAP 

9224 End 12546 

1524370 Score 461 

9224.. 9358, 10382 .. 10465, 10753 ... 10800, 10981 11150, 

12225. .12303, 12451.. 12546 

(X92491) TOM20 [Solanum tuberosum] 



26383 Seq. ID 

-54761 Strand 

15123 End 

OJ991215_03. 0128. C10. o2.gp. Method 

15123 End 

3767991 Score 



OJ991215_03. 0128. C10 

18335 
AAT/GAP 
16610 
1316 



15123. .15145, 15218. .15581, 16283. .16610 

4587550/gb|AAD25781.1 |AC006577_17 1.0e-23 (AC006577) EST 
gb_R64 84 8 comes from this gene. [Arabidopsis thaliana] 



26383 Seq. ID 

54761 Strand 

15123 End 

OJ991215_03 . 0128 . C10 . o3 . np Method 

16296 End 

6730754 Score 
16296. .18073 . 

(AC016529) unknown protein [Arabidopsis thaliana] 



OJ991215JD3. 0128 .C10 

18335 
AAT/NAP 
18073 
891 



26383 Seq. ID 

54761 Strand 

15123 End 
OJ991215_03 . 0128 . C10 . o4 . gs Method 

16309 End 

none Score 
16309.. 18249 



OJ991215_03. 0128. C10 

18335 
GENSCAN 
18249 
.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26383 Seq. ID OJ991215_03 . 0128 . C10 

54761 Strand 

15123 . End 18335 

OJ991215_03. 0128. C10. o3.gp Method -AAT/GAP 

16633 End 17063 

568407 Score 817 

16633.. 17063 

100226/pir| IS21495 2.0e-23 hypothetical protein - tomato 
>gi_19275_emb_CAA78112_ (Z12127) protein of unknown function 

[Lycopersicon esculentum] >gi_4 45619_prf 1909366A Leu zipper 

protein [Lycopersicon esculentum] 



Seq. No. 26383 

Gene No. 54761 

Start 15123 

Name OJ991215_03 . 0128 . C10 . o4 . gp 

Start 17371 

GI 3761668 

Exons 17371. .17484, 18070.. 18335 

Seq. No. 26383 

Gene No. 54762 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991215_03. 0128. C10 

18335 
AAT/GAP 
18335 
590 



OJ991215 03. 0128. C10 



26420 




Start 


19052 






End 


45741 




Name 


OJ991215 03. 0128. CIO 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


9088 






End 


12645 




CT 


none 






Score 


49 




Exons 


9088. . 


9180, 9246. .9350, 10387 .. 104 67 , 


10391. . 1.0471, 






10397. 


.10471, 10753. 


.10800, 


10962. .11153, 10973*. .11152, 






10990. 


.11166, 12195. 


.12296, 


12205. .12315-, 12230. .12301, 






12235. 


.12306, 12451. 


.12543; 


12451. .12525, 12473. .12553, 






12483. 


.12554, 12613. 










Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 






Strand 






Start 


19052 






End 


45741 




Naiue 


OJ991215 03. 0128. CIO 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13094 






End 


14092 




GI 


hone 






Score 


81 




Exons 


13094. 


.13189, 13142. 


.13189, 


13193. .13267, 13286 13468, 






13294. 


.13449, 13574. 


. 13681, 


13633. .13680, 13673 .. 13954 , 






13675. 


.13998, 13679. 


.1399V 


14008. .14091, 14018. .14092 




Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 






Strand 








19052 






End 


45741 




Name 


OJ991215 03. 0128. C10 


.o3.tc 


Method 


TBLASTX: Cress 




Start ■ 


13144 






End 


13441 




GI 


none 






Score 


'73 




Exons 


13144. 


.13185, 13145. 


.13189, 


13199. .13291, 13283. .13441, 






13285. 


.13440 










Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 






Strand 






Start 


19052 






End 


45741 




Name 


OJ991215 03. 0128. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13145 






End 


14655 




GI 


none 






Score 


68 




Exons 


13145. 


.13189, 13145. 


1 "31 ft Q 


13199. .13273, 13283 .. 13468, 






13288. 


.13443, 13541. 


.14008, 


13618. .14007, 14 4 37. .14 655, 






14445. 


.14651 










Seq. No. 


26383 " 






Seq. ID 


OJ991215_03.0128 


.C10 


belle LNO . 


54762 






Strand 






Start 


19052 






End 


45741 




Name 


OJ991215 03. 0128. C10 


•oS.tc 


Method 


TBLASTX: Cress 




Start 


13604 






End 


13893 




GI 


none 






Score 


220 




Exons 


13604. 


.13792, 13618. 


.13776, 


13799. .13843, 13819. .13893 




Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


.C10 


uene lno . 


54762 






Strand 






Start 


19052 






End 


45741 




Name 


OJ991215 03. 0128. C10 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


14380 






End 


14663 




GI 


none 






Score 


238 




Exons 


14380. 


.14658, 14448". 


.14663 








Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 






Strand 







26421 




Start 


19052 






End 


45741 


Name 


OJ991215 03. 0128. CIO 


.08. ts 


Method 


TBLASTX : Soybean 


Start 


14442 






End 


14664 


GI 


none 






Score 


219 


Exons 


14442. 


.14651, 14443. 


.14664 






Seq. No. 


26383 






Seq. ID 


OJ991215JD3.0128 


Gene No. 


54762 






Strand 




Q4- -a -r-t- 

o tar t 


19052 






End 


45741 ■ 


Name 


OJ991215 03. 0128. CIO 


. ol. tm 


Method- 


TBLASTX: Maize 


Start 


16295 






End 


16908 


GI 


none 






Score 


193 


Exons 


16295. 


.16507, 16295. 


.16492, 


16309. .16506, 1 6505 . . 168 94 , 




16506. 


.16889, 16507. 


.16908, 


16511. .16894, 16849.. 16902 


Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


VJCllC LNVJ • 


54762 






Strand 




Start 


19052 






End 


45741 


Name 


OJ991215 03. 0128. C10 


. o4 . ts 


Method 


TBLASTX : Soybean 


Start 


16354 






End ' 


16686 


GI 


none 






Score 


105 


Exons 


16354. 


.16599, 16373. 


.16555, 


16576. .16686 


Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


Gene No. 


54762 






Strands- 






19052 






End 


45741 


Name 


OJ991215 03. 0128. C10 


.o2. tc 


Method 


TBLASTX: Cress 


Start 


16459 






End 


17028 


GI 


none 






Score 


53 


Exons 


16459. 


.16599, 16460. 


.16555, 


16576. .16740, 16616 .. 1674 1, 




16741. 


.16890, 16936. 


.17028 






Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 




54762 






Strand 




Start 


19052 






End 


45741 


Name 


OJ991215 03. 0128. C10 


.o2. tw 


Method 


TBLASTX: Wheat 


Start 


16474 






End 


16848 


GI 


none 






Score 


83 


Exons 


16474. 


.16593, 16591. 


.16848, 


16618. .167-94 


Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


Gene No. 


54762 






Strand 




O LaJ. u 


19052 






End 


45741 


Name 


OJ991215 03. 0128. C10 


.o3.ts 


Method 


TBLASTX : Soybean 


Start 


16774 






End 


17313 


GI 


none 






Score 


67 


Exons 


16774. 


.16890, 16933. 


.17112, 


16933. .17139, 16961 .. 17140, 




17146. 


.17289, 17164. 


.17313, 


17208. .17312- 


Seq. No. 


26383 






Seq. ID 


OJ991215_03.0128 


Gene No. 


54762 






Strand 




Start 


19052 






End 


45741 


Name 


OJ991215 03. 0128. C10 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


16909 






End 


17526 


GI 


none 






Score 


2 63 


Exons 


16909. 


.17508, 16930. 


.17526, 


16961. .17521 



26422 




Seq. No. 


26383 




Seq. ID 


OJ991215_03. 0128 


.C10 


Gene No. 


54762 




Strand 






Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. CIO 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


17344 




End 


17572 




GI 


none 




Score; 


77 




Exons 


17344 . . 17571, 17414 . 


. 17572 








Seq. No. 


26383 




Seq. ID 


OJ991215_03. 0128 


. C10 


Gene No. - 


54762 




Strand 






Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. CIO 


.o5.gs 


Method 


GENSCAN 




Start 


19052 




End 


38397 




GI 


none 




Score 


.77 ' 




Exons 


19052. .19149, 20224. 


.20314, 


20824. .20984, 21009 21162, 






21318. .21413, 21568 . 


.21864, 


22609. .22669, 22773 .. 22924 , 






22961. .23190, 24275. 


.24355, 


24804. .24874, 25602 .. 25693, 






25787. .25933, 26023. 


.26079, 


26678. .26827, 27035 27 102, 






28140. .28265, 28563. 


.28636, 


28964. .29139, 29277 29432, 






29665. .29747, 30023. 


. 30119, 


30244. .30312, 30428 .. 30514 , 






30656. .30830, 31062. 


.31313, 


31664. .31751, 32286 .. 32605, 






33747. .33825, 35445. 


. 35495, 


35960. .36000, 37160 .. 37656, 






37733. .38080, 38170. 


.38397 








Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.C10 


Gene No . 


54762 




Strand 






Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. C10 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


20767 




End 


21165 




GI 


none 




Score 


44 




Exons 


20767. .21165, 20780. 


.20866, 


20908.. 21165 




Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.CIO 


Gene No . 


54762 




Strand 






Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. C10 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


20773 




End 


21060 




GI 


none 




Score 


86 




Exons 


20773. .20961, 20773. 


.21060 








Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 




Strand 






Start 


19052 




End 


4574 L 




Name 


OJ991215 03. 0128. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


20851 




End 


21140 




GI 


none 




Score 


194 




Exons 


20851. .21138, 20852. 


.21004, 


20853. .21140 




Seq. No. 


26383 




Seq. ID 


OJ991215,_03.0128 


.C10 


Gene No. 


54762 




Strand 






Start 


19052 




End 


45741 




Name 


atqqi oi c moo r>i n 

ojyyi^io Uo.uizo.ciu 


. 01 . tw 


Method 


TBLASTX: Wheat 




Start 


20875 




End 


21165 




GI 


none 




Score 


85 




Exons 


20875. .21165,. 21083. 


.21160 








Seq. No. 


"26383 




Seq. ID 


OJ991215_03.0128 


.C10 



26423 



Gene No. 54762 Strand 

Start 19052 End 45741 

Name OJ991215_03 . 0128 . CIO . o5 .gp Method AAT/GAP 

Start 22876 End 23188 

GI none Score' 606 

Exons 22876.. 23188 



Seq. No. 


26383 








Seq. .ID OJ991215 


_03. 0128 


. C10 


Gene No. 


.54762 








Strand - - 






Start 


19052 








End 4 5741 






Name 


OJ9912 


15_03. 0 


128 .C10 


.o2.ts 


Method TBLASTX: 


Soybean 




Start 


24689 








End 25216 






GI 


none 








Score 153 






Exons 


24689. 


.24874, 


24692. 


.24874, 


24721. .24876, 24739 


. .24876, 






24807. 


.24881, 


24959. 


.25036, 


24962. .25030, 25132 


. .25215, 






25133 . 


. 25216 












Seq. No. 


26383 








Seq. ID OJ991215 


_03. 0128 


.C10 


Gene No. • 


54762 








Strand . - 






Start - 


19052 








.End 4 57 4 1 






Name 


OJ9912 


15JD3.0 


128. C10 


. o7 . tm 


Method TBLASTX: 


Maize 




Start 


24689 








End 25190 






GI 


none 








Score 153 






Exons 


24689. 


.24874, 


24692. 


.24874, 


24721. .24876, 24739 


. .24876, 






24807. 


.24881, 


24959. 


.25036, 


24962. .25030', 25132 


. . 25185, 






25133. 


.25189, 


25134. 


.25190 








Seq. No. 


26383 








Seq. ID OJ991215 


_03.0128 


.C10 


Gene No. 


54762 








Strand 






Start 


19052 








End 45741 






Name 


OJ991215 03.0128. C10 


.o4 .np 


Method AAT/NAP 






Start 


24730 








End 325H 






GI 


6382536 






Score 1931 






Exons 


24730. 


.24874, 


24966. 


.25029, 


25132. .25241, 25602 


. .25693, 






25787. 


.25933, 


26023. 


.26191, 


26678. .26827, 27035 


. .27102, 






28140. 


.28265, 


28563. 


.28636, 


28729. .28836, 28964 


. .29093, 






29285. 


.29384, 


29665. 


.29747, 


30023. .30137, 30240 


. . 30312, 






30428. 


.30514, 


30656. 


.30824, 


31062. .31313, 31664 


. . 31737, 






32194. 


.32511 












GI Descrip. 


-(AC011020) putative 


glucosidase I [Arabidopsis 


thaliana 


] 


Seq. No. 


26383 








Seq. ID OJ991215 


03 . 0128 


. C10 


Gene No. 


54762 








Strand 






Start 


' 19052 








End 45741 






Name 


OJ991215 03. 0128. C10 


. o5 . ts 


Method TBLASTX: 


Soybean 




Start 


25784 








End 28642 






GI 


none 








Score 177 






Exons 


25784. 


.25936, 


25787. 


.25936, 


26014 . .26082, 26021 


. .26077, 






26536. 


.26595, 


26543. 


.26596, 


26676. .26828, 26677 


. .26832, 






26678. 


.26809, 


27029. 


.27103, 


27030. .27104, 27031 


. .27105, 






28114. 


.28266, 


28134. 


.28265, 


28135. .28278, 28553 


. .28642, 






28554. 


.28637, 


28564. 


.28638 








Seq.- No. 


26383 








Seq. ID OJ991215 


_03.0128 


.C10 


Gene No. 


54762 








Strand 






Start 


19052 








End 45741 






Name 


OJ991215 03. 0128. C10 


.o9.tm 


Method TBLASTX: 


Maize 





26424 




Start 


28208 




End 


29709 






GI 


none 




Score 


74 - ' 






Exons 


28208. .28267, 28210. 


.28266, 


28213. .28278, 28553 


. .28642, 






28554. .28637, 28564. 


.28638, 


28719. .28 


835, 28720 


. .28836, 






28729. .28836, 28730. 


.28837, 


28962. .29084, 28963 


. .29085, 






28964. .29092, 28979. 


.29107, 


29272. .29376, 29277 


. .29387, 






29278. .29376, 29662. 


.29709 










Seq. No. 


26383 




Seq. ID 


OJ991215 


_03.0128 


.C10 


Gene No. 


54762 




Strand 








Start 


19052 




End 


45741 






Name 


OJ991215 03. 0128. C10 


.o3. tw 


Method 


TBLASTX :i 


Wheat. 






U J J J 




End 


29391 






GI 


none 




Score 


129 






Exons 


28553. .28642, 28554. 


.28637, 


28564. .28638, 28719 


. .28835, 






28720. .28836, 28729. 


.28836, 


28962. .29084, 28963 


. .29085, 






28963. .29085, 28964. 


.29092, 


28979. .29107, 29272 


. .29376, 






29277. .29387, 29280. 


.29387, 


29281. .29391 






Seq. No. 


26383 




Seq. ID 


OJ991215. 


_0 3.01-2 8 


.C10 


Gene No. 


54762 




Strand 








Start 


19052 




- End 


45741 






Name 


OJ991215 03. 0128. C10 


. o5 . np 


Method 


AAT/NAP 






Start 


36598 




End 


43252 






GI 


2827651 




Score 


1028 






Exons 


36598. .36646, 37148. 


.37587, 


37700. .38 


053; '40025 


. .40719, 






41195. .41570, 43208. 


.43252 










GI Descrip. 


(AL021637) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


26383 




Seq. ID 


OJ991215 


_03.0128 


.C10 


Gene No. 


54762 




Strand 














End 


45741 






Name 


OJ991215 03. 0128. C10 


. o 6 . tm 


Method 


TBLASTX:! 


Maize 




Start 


37073 




End 


40467 






GI 


none 




Score 


275 






Exons 


37073. .37306, 37081. 


.37308, 


37219. .37308, 40255 


. .40467, 




- : 


40274. .40426 












Seq. No. 


26383 




Seq. ID 


OJ991215 


_03.0128 


.C10 


OCliC IN U ■ 






Strand 








Start . 


19052 




End 


45741 






Name 


OJ991215 03. 0128. C10 


.ol0. ts 


Method 


TBLASTX: , 


Soybean 




Start 


37108 




End 


40476 . 






GI 


none 




Score 


90 






Exons 


37108. .37308, 37136. 


.37306, 


40246. .40476, 40310 


. .40441 




Seq. No. 


26383 




Seq. ID 


OJ991215 


_03.0128 


.C10 


Gene No. 


54762 




Strand 








Start 


19052 




End 


45741 






Name 


OJ991215 03. 0128. C10 


.o5. tm 


Method 


TBLASTX: Maize 




Start 


37348 




End 


40720 






GI 


none 




Score 


270 






Exons 


37348. .37590, 37352. 


.37576, 


40480. .40551, 40480 


. .40719, 






40499. .40720 












Seq. No. 


26383 * 




Seq. ID 


OJ991215_ 


_03.0128 


.C10 


Gene No. 


54762 




Strand 









26425 




Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. CIO 


.06. tc 


Method 


TBLASTX: Cress 




Start 


37363 




End 


41335 




GI 


none 




Score 


121 




Exons 


37363. .37587, 37700. 


.37816, 


40501. .40719, 41195.. 41335 




Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.C10 




54762 




Strand 






Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. C10 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


37700 




End 


41363 




GI 


none 




Score 


141 




Exons 


37700. .37846, 37832. 


.37879, 


41193. .41363, 41195.. 41362 




Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 




Strand 






O l_ d. JL L. 


jl y \j «j £- 




End 


45741 




Name 


OJ991215 03. 0128. C10 


. o4 .'tw 


Method 


TBLASTX: Wheat 




Start 


37838 




End 


41554 




GI 


none 




Score 


74 




Exons 


' 37838. .37954, 37838. 


.38050, 


37839. .38054, 4 1327 .. 4 1554 , 






41343. .41552 










Seq. No. 


,26383 




Seq. ID 


OJ991215_03.0128 


.C10 








Strand 






Start 


' 19052 




End 


45741 




Name 


OJ991215 03. 0128. C10 


.o9. ts 


Method 


TBLASTX : Soybean 




Start 


37862 




End 


41542, 




GI 


none 




Score 


103 




Exons 


37862. .38047, 37866. 


.38054, 


41351. .41542, 41412. .41519 




Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 




Strand 






Start 


19052 




End 


45741 




Name 


OJ991215 03. 0128. C10 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


37881 




End 


41558 




GI 


none 




Score 


231 




Exons 


37881. .38054, 37883. 


.38080, 


38267. .38: 


392, 38309. .38377, 






38317. .38403, 41411. 


.41545, 


41418. .41558 




Seq. No. 


26383 




Seq. ID 


OJ991215 JD3.0128 


.C10 


Gene No. 


54762 




Strand 








1 90S2 

jl. j \J <j c. 




End 


45741 




Name 


OJ991215 03. 0128. C10 


. 06. gs 


' Method 


GENSCAN ' 




Start 


40204 




End 


45514 




GI 


none 




Score 


.59 




Exons 


40204. .40719, 41195. 


.41557, 


42035. .42313, 424 16 .. 42487, 






45392. .45514 










Seq. No. 


26383 




Seq. ID 


OJ991215_03.0128 


.C10 


Gene No. 


54762 




Strand 






Start 


19052 




End 


■45741 




Name 


OJ991215 03. 0128. C10 


. 06. np 


Method 


AAT/NAP 




Start 


43971 




End 


45741 




GI 


5922620 




Score 


130 




Exons 


43971. .44074, 45573. 


.45741 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



26426 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj|BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 26384 Seq. ID OJ991215_03 . 0128 . Cll 

Gene No. 54763 N Strand 

Start 1 End 745 

Name OJ991215_03 . 0128 . Cll . ol . np • " Method AAT/NAP 

Start 1 ■■- • End 7 45 

GI 3023304 Score 458 

Exons 1..161, 195.. 745 

GI Descrip. TUNGSTEN-CONTAINING ALDEHYDE FERREDOXIN OXIDOREDUCTASE 

gi|1065375|pdb|lAOR|A Pyrococcus furiosus gi 1 1065376 1 pdb I 1AOR | B 
Pyrococcus furiosus gi | 736274 | emb | CAA56170 | (X79777) 
aldehyde: ferredoxin oxidoreductase [Pyrococcus furiosus] 



Seq. No. 26384 Seq. ID 
Gene No. 54763 Strand 
Start " 1 " End- 
Name OJ991215_03. 0128. Cll. ol.gs Method 
Start 9 End 
GI none Score 
Exons 9.-625 



OJ991215_03. 0128. Cll 
745 

GENSCAN 

625 

.72 



Seq. No. 26385 

Gene No. 54764 

Start 1 

Name OJ990915_11 . 0103 .CI . ol .rip 

Start 1 

GI 4680179 

Exons 1..290, 324.. 820 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 26385 

Gene No. 54764 

Start 1 

Name , OJ990915__11 . 0103. CI .o2 . tw 

Start 114 _ ^ - " 

GI none 

Exons 114. .272,. 142. .213, 153.. 260, 



Seq. ID OJ990915_11.0103.C1 

Strand 

End 820 

Method AAT/NAP 

End . 820 

Score 520 

sativa subsp . indica] 

Seq. ID OJ990915_11.0103.C1 
Strand 

End 820 

Method TBLASTX : Wheat 

End 377 

Score 65 

291. .377, 328.-372 



Seq. No. 26385 

Gene No. 54764 

Start 1 

Name OJ990915_11 . 0103 .CI . ol . gs 

Start 212 

GI none 

Exons 212.. 749 



Seq. ID OJ990915_11.0103.C1 

Strand 

End 820 

Method GENSCAN 

End 749 

Score . 63 



Seq. No. 26385 

Gene No. 54764 

Start 1 

Name OJ990915_11 . 0103 . CI . ol . tw 

Start 579 

GI none 

Exons 579.. 815 



Seq. ID OJ990915_11.0103.C1 

Strand 

End 820 

Method TBLASTX : Wheat 

End 815 

Score 183 



26427 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990915_11.0103.C2 
Strand 

End 517 

Method AAT/GAP 

End 242 

Score 452 



26386 
54765 
1 

OJ990915_11.0103.C2.ol.gp 
1 

95437_1.R1084 
1..242 

'4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 
gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



26386 
54765 
1 

OJ990915_11.0103.C2.ol.gs 
62 

none 

62. .517 - 



Seq. ID OJ990915_11.0103.C2 

Strand 

End 517 

Method GEN SCAN 

End 517 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26387' 
54766 
1 

OJ990915_11.0103.C3.ol.np 
1 

4680179 
'1..1067 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



.Seq. ID OJ990915_11.0103.C3 

Strand + 

End 1067 

Method AAT/NAP 

End ■ 1067 

Score 1545 



26387 
54766 
1 

OJ990915_ll.0103.C3-ol.tw 
60 

none 

60. .599, 242. .595, .346. .600 



Seq. ID OJ990915_11.0103.C3 

Strand + 

End 1067 

Method TBLASTX : Wheat 

End 600 

Score 616 



Seq. No. 26387 

Gene No. 5476$. 

Start 1 '"*"*" 

Name OJ990915_11 . 0103 . C3 . ol . gs 

Start 108 

GI none 

Exons 108.. 537 



Seq. ID OJ990915_11 .0103. C3 

Strand + 

End 1067 

Method GENS CAN 

End 537 

Score .41 



Seq. No. 26387 

Gene No. 54766 

Start 1 

Name OJ990915_11 . 0103 . C3 . o2 . tm 

Start 216 

GI none 

Exons 216. .548, 242. .562, 243. .563 



Seq. ID OJ990915_11.0103.C3 

Strand + 

End 1067 

Method TBLASTX : Mai ze 

End 563 

Score 269 



Seq. No. 26387 

Gene No. 54766 

Start 1 . 

Name OJ990915 11 . 0103.C3 . ol . tc 



Seq. ID OJ990915_11.0103.C3 

Strand + 

End 1067 

Method TBLASTX: Cress 



26428 




Start 


297 


End 


623 




GI 


none 


Score 


88 




Exons 


297. .479, 480. .623, 482. .622 








Seq. No. 


26387 


Seq. ID 


OJ990915_11. 0103 


.C3 


Gene No. 


54766 


Strand 


+ 




Start 


1 


End 


1067 




Name 


OJ990915 11.0103.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


387 


End 


647 




GI 


none 


Score 


, 297 




Exons 


387. .647, 398. .646 








Seq. No. 


26387 


Seq. ID 


OJ990915__11 . 0103 


.C3 


Gene No . 


54766 


Strand 


+ 




Start 


1 


End 


1067 




Name 


OJ990915 11.0103.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


564 


End 


881 




GI 


none 


Score 


443 




Exons 


564. .881, 575. .877 t 








Seq. No. 


26387 


Seq. ID 


OJ990915_11. 0103 


.C3 


Gene No . 


54766 


Strand 


+ 




Start 


1 


End 


1067 




Name 


OJ990915 11.0103.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


606 


End 


1067 




GI 


none 


Score 


545 




Exons 


606. .1067, 662. .1066 








Seq. No. 


26387 


Seq. ID 


OJ990915_11. 0103 


.C3 


Gene No. 


54766 


Strand 


+ 




Start 


1 


End 


1067 




Name 


OJ990915 ll.0103.C3.o3. tm 


Method 


TBLASTX: Maize 




Start 


887 


End 


1067 




GI 


none 


Score 


220 




Exons 


887. .1066, 888. .1067 








Seq. No. 


26388 


Seq. ID 


OJ990915_11.0103 


.C4 


Gene No. 


54767 


Strand 


+ • 




Start 


177 


End 


725 




Name 


OJ990915 11.0103.C4.ol.np 


Method 


AAT/NAP 




Start 


177 


End 


725 




GI 


4512231 


Score 


904 




Exons 


177. .725 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


26389 


Seq. ID 


OJ990915_11.0103 


.C6 


Gene No. 


54768 


Strand 


+ 




Start 


1 


End 


949 




Name 


OJ990915 11.0103.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


476 




GI 


5852179 


Score 


232 




Exons 


1..186, 261. .476 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


26389 


Seq. ID 


OJ990915_11.0103 


,C6 


Gene No. 


54768 


Strand 


+ 




Start 


1 


End 


949 





26429 




Name 


OJ990915 ll.0103.C6.ol. 


gs 


Method 


GEN SCAN 


Start 


91 




End 


949 


GI 


none 




Score 


.91 


Exons 


91. .186, 227. .445, ,668. 


.949 






Seq. No. 


26389 




Seq. ID 


OJ990915_11.0103.C6 


Gene No. 


54769 




Strand 




Start 


1219 




End 


1307 


Name 


OJ990915 ll.0103.C6.o2. 


np 


Method 


AAT/NAP 


Start 


1219 




End 


1307 


GI 


4680179 




Score 


104 


Exons 


1219. .1307 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


26390 




Seq. ID 


OJ990915_11.0103.C9 


Cpnp Ma 


54770 




Strand 


+ 


Start 


52 




End 


2891 


Name 


OJ990915 ll.0103.C9.ol. 


gs 


Method 


GENSCAN 


Start 


52 




End 


2825 


GI 


none 




Score 


.83 


Exons 


52. .1173, 1341., 1506, 1658. .2367, 2431 


..2634, 2679.. 2825 


Seq. No. 


26390 




Seq. ID 


OJ990915_11.0103.C9 


fipnp No 


54770 




^Strand 


+ 


Start 


52 




End 


2891 


Name 


OJ990915 ll.0103.C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


649 




End 


1238 


GI 


none 




Score 


148 


Exons 


649. .831, 657. .830, 868 


. .1104 


, 870. .986, 880. .1047, 1185. .1238 


Seq. No. 


26390 




Seq. ID 


OJ990915_11.0103.C9 


Hpnp Wo 


54770 




Strand 


+ 


Start 


52 




End 


2891 


Name 


OJ990915 ll.0103.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1296 




End 


1752 


GI 


none 




Score 


131 


Exons 


1296. .1433, 1304. .1426, 


1416. 


.1703, 1438. .1752, . 1438. .1740 


Seq. No. 


26390 




Seq. ID 


OJ990915 11. 0103. C9 


Gene No. 


54770 




Strand 


+ 


Start 


52 




End 


2891 


Name 


OJ990915 ll.0103.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1350 




End 


2891 


GI 


5902445 




Score 


1605 


Exons 


1350. .2891 








GI- Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


26390 




Seq. ID 


OJ990915_11.0103.C9 


Gene No . 


54770 




Strand 


+ 


Start 


52 




End 


2891 


Name 


OJ990915 ll.0103.C9.ol. 


tm 


Method 


•TBLASTX: Maize 


Start 


1432 




End 


1782 


GI 


none 




Score 


389 


Exons 


1432. .1782, 1468. .1782 








Seq. No. 


26390 




Seq. ID 


OJ990915_11.0103.C9 


Gene No. 


54770 




Strand 


+ 



26430 



Start 52 End 

Name OJ990915_11 . 0103 . C9 . o2 . tm Method 

Start 1837 End 

GI none Score 

Exons 1837.. 2193, 1914.. 2192 

Seq. No. 26390 Seq. ID 

Gene No. 54770 Strand 

Start 52 End 

Name OJ990915_11 . 0103 . C9.o2 . tw Method 

Start 1867 End 

GI none Score 

Exons 1867.. 2289, 1870.. 2127, 1914.. 2291 

Seq. No. 26390 Seq. ID 

Gene No. 54770 Strand 

Start 52 End 

Name OJ990915_11 .0103 . C9 . ol . ts Method 

Start • 1945 End . 

GI none Score 

Exons 1945.. 2346, 1953.. 2105 

Seq. No. 26390 Seq. ID 

Gene No. 54770. Strand 

Start 52 . End 

Name OJ990915_11 . 0103 . C9 . o4 . tw Method 

Start 2436 End 

GI none Score 

Exons 2436.. 2663, 2437.. 2661, 2671.. 2844 

Seq. No. 26391 Seq. ID 

Gene No. 54771 Strand 

Start 1029 End 

Name OJ990915_11 . 0103 . C12 . ol . gs Method 

Start 1029 End 

GI none ^ Score 

Exons 1029.. 1241 



2891 

TBLASTX: Maize 

2193 ■ 

308 



OJ990915_11.0103.C9 
+ 

2891 

TBLASTX: Wheat 

2291 

463 



OJ990915_11.0103.C9 
+ 

2891 

TBLASTX: Soybean 

2346 

302 



OJ990915_11.0103.C9 
+ 

2891 • 

TBLASTX: Wheat 

2844 

212 



OJ990915_11.0103.C12 

1241 
GENSCAN 
1241 
.42 



Seq. No. 26392 

Gene No. 54772 

Start 40 

Name OJ990915_11 . 0103 . C13.ol .gs 

Start 4 0 

GI none 

Exons 40.. 129, 1387.. 1449 

Seq. No. 26393 

Gene No. 54773 

Start 134 

Name OJ990915_11.0103.C14 .ol.gs 

Start 134 

GI none 

Exons 134.. 396, 514.. 703, 738.. 899, 
2005. .2060 



Seq. ID OJ990915_11.0103.C13 

Strand + 

End 14 4 9 

Method GENSCAN 

End -' 1449 

Score .56 



Seq. ID OJ990915_11.0103.C14 
Strand 

End 2060 

Method GENSCAN 

End 2060 

Score .52 

936. .1058, 1171. .1425, 1516. .1578, 



Seq. No. 
Gene No. 



26393 
54773 



Seq. ID OJ990915_11.0103.C14 
Strand 



26431 




Start 134 End 2060 

Name OJ990915_11 . 0103 . C14 . ol . np Method AAT/NAP 

Start 1591 ' End 1689 

GI 5777617 Score 87 

Exons 1591.. 1689 



GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



Seq. No. 26394 Seq. ID 

Gene No; 54774 Stra'nd 

Start 818 . End 

Name OJ990915_11 . 0103 . C15 . ol . gs Method 

Start 818 End 

GI none Score 

Exons 818.. 826, 1393.. 1531 



OJ990915_11.0103.C15 
+ 

1531 
GEN SCAN 
1531 
.57 



Seq. No. 26395 Seq. ID 

Gene No. 54775 Strand 

Start 167 End 

Name OJ990915_11 . 0103 . C16 . ol . gs Method 

Start 167 End 

GI none Score 

Exons 167.. 299, 582.. 716 



OJ990915_11.0103.C16 
+ 

716 

GENSCAN 

716 

.41 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26396 Seq. ID OJ990915_ 

54776 * - Strand + 

240 End 2843 

OJ990915_11.0103.C17.ol.gs Method GENSCAN 

240 End 2761 

none Score . 69 

240. .421, 672. .722, 815 .. 14 66, 164 4 2001, 2173. .2761 



11.0103.C17 



Seq. No. 


26396 


Seq. ID 


OJ990915 11.0103.C17 


Gene No. 


54776 


Strand 


+ 


Start 


240 


End 


2843 


Name 


OJ990915 11.0103.C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


609 


End 


991 


GI 


none 


Score 


175 


Exons 


609. .845, 620.-. 847, 854. .991 


, 854. .988, 


859. .990 


Seq. No. 


26396 


Seq. ID 


OJ990915_11.0103.C17 


Gene No. 


54776 


Strand 


+ 


Start 


240 


End 


2843 


Name 


OJ990915 11.0103.C17.ol.np 


Method 


AAT/NAP 


Start 


615 


End 


2843 


GI 


6539553 


Score 


2064 


Exons 


615. .1898, 2812. .2843 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | 


BAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


26396 


Seq. ID 


OJ990915_11.0103.C17 


Gene No. 


54776 


Strand 


+ 


Start 


240 


End 


2843 


Name 


OJ990915 11.0103.C17.o2.tm 


Method 


TBLASTX: Maize 


Start 


744 


End 


1053 


GI 


none 


Score 


82 



26432 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



744. .836, 750. .845, 804. .1049, 850. .1053, 851. .1051 



26396 
54776 
240 

OJ990915_11.0103.C17.ol.tm 

1552 

none 

1552.. 1806, 1559.. 1873, 1579. 



Seq.. ID OJ990915_11.0103.C17 

Strand + 

End 2843 

Method TBLASTX: Maize 

End 1874 

Score 251 
.1872, 1707. .1874 



26397 Seq. ID 

54777 Strand 
1 End 
OJ990915_ll.0103.C18.ol.np Method 
1 End 
6539553 Score 
1. .738 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



OJ990915_11.0103.C18 
+ 

738 

AAT/NAP 

738 

1193 



26397 
54777 
1 

OJ990915_11.0103.C18.o2.tw 
2 

none 

2. .181, 3. .191 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_11.0103.C18. 
+ 

738 * - 

TBLASTX: Wheat 
191 
284 



26397 
54777 
1 

OJ990915_ll.0103.C18.ol.gs 
88 

none 

88. .173, 216. .548 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_11.0103.C18 
+ 

738 

GEN SCAN 

548 

.53 



26397 Seq. ID 

54777 Strand 

1 End 

OJ990915_11.0103.C18.ol.ts Method 

111 End 

5509260 Score 



OJ990915_11.0103.C18 
+ 

738 

TBLASTX: Soybean 

572 

249 



111. .443, 329. .424, 438. .572, 494. .553 



26397 
54777 
1 

OJ990915_11.0103.C18.ol.tc 

204 
none 

204. .443 

26397 
54777 



Seq. ID OJ990915_11.0103.C18 

Strand + 

End 738 

Method TBLASTX : Cress 

End 443 

Score 248 



Seq. ID OJ990915_11.0103.C18 
Strand + 



26433 * 




Start 


1 




End 


738 




Name 


OJ990915 ll.0103.C18.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


243 




End 


68 9 




GI 


none 




Score 


175 




Exons 


243. .443, 438. .689 










Seq. No. 


26397 




Seq. ID 


OJ990915_11.0103. 


C18 


bene wo. 






OLldllU 






Start 


1 




End 


738 




Name 


OJ990915 ll.0103.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


243 




End 


734 




GI 


none 




Score 


174 




Exons 


" 243. .443, 438. .587, 582 


. .734 








Seq. No. 


26398 




Seq. ID 


OJ990915_11.0103. 


C19 


Gene No. 


54778 




Strand 


+ 




O Lai L. 


1 




End 


758 




Name 


OJ990915 ll.0103.C19.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


758 




GI 


4680179 




Score 


1161 




Exons 


1..758 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26398 




Can T Pi 

oeq. iu 


nTQQfiQi r 11 nin*} 

\JOy¥\jy±D II.uIUj. 


C19 


bene wo . 


54778 




Strand 


i, 

T 




Start 


1 




End 


758 




Name 


OJ990915 ll.0103.C19.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 




tna 


ou y 




GI 


none 




Score 


H DO 




Exons 


1..309, 22. .303, 51. .305 








Seq. No. 


26398 




Seq. ID 


OJ990915JL1.0103. 


C19 


oene wo . 


54778 




Strand 


+ 




Start 


1 




End 


758 




Name 


OJ990915 ll.0103.C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


273 




GI 


none 




Score 


254 




Exons 


1..273, 69. .272 










Seq. No. 


26398 




Seq. ID 


OJ990915_11.0103. 


C19 


bene jno . 


54778 




Strand 


+ 




Start 


1 




End 


758 




Name 


OJ990915 11.0103.C19.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


16 




End 


333 




GI 


none 




Score 


90 




Exons 


16. .189, 190. .333, 192. 


.332 








Seq. No. 


26398 




Seq. ID 


OJ990915J.1.0103. 


C19 


bene wo . 


54778 




Strand. 


+ 




Start 


1 




End 


758 




Name 


OJ990915 11.0103.C19.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


97 




End 


357 




GI 


none 




Score 


297 




Exons 


97. .357, 102. .356 










Seq. No. 


26398 




Seq. ID 


OJ990915_11.0103. 


C19 


Gene No. 


54778 




Strand 


+ 





26434 




Start 


1 




End 


758 




Name 


OJ990915_11.0103.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


274 




End 


585 




GI 


none 




Score 


438 




Exons 


274.. 585, 285.. 536, 286 

* 


. . 585 








Seq. No. 


26398 




Seq. ID 


OJ990915_11.0103 


.C19 


Gene No. ; 


54778 




Strand . 


+ 




Start 


1 




End " 


758 




Name 


OJ990915_11 . 0103 .C19.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


316 




End 


756 




GI 


none 




Score 


312 




Exons 


316.. 588, 372.. 536, 376 


. .585, 


586. .756 


, 591. .755 




Seq. No. 


26398 




Seq. ID 


OJ990915_11. 0103 


.C19 


Gene No. 


54778 




Strand 


+ 




Start 


1 




End 


758 




Name 


OJ990915_11.0103.C19.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


586 




End 


756 




GI 


none 




Score 


184 




Exons 


586. .756, 594 . . 755 










Seq. No. 


26399 




Seq. ID 


OJ990915_11 . 0103 


.C20 


Gene No. 


54779 




Strand 






Start 


1" " 




End 


1532 




Name 


OJ990915_11.0103.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


477 




GI 


4680179 




Score 


354 




Exons 


1. .477 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26399 




Seq. ID 


OJ990915_11.0103 


.C20 


Gene No . 


54779 




Strand 






Start 


1 




End 


1532 




Name 


OJ990915_11.0103.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1* 




End 


279 




GI 


none 




Score 


114 




Exons 


1. .42, 53. .250, 55. .252 


, 259. 


• 2 7.?:". 






Seq. No. 


26399 




Seq. ID 


OJ990915_11.0103 


.C20 


Gene No. 


54779 




Strand 






Start 


1 




End 


1532 




Name 


OJ990915_11 . 0103.C20 .ol 


.gs 


Method 


GENSCAN 




Start 


83 




End 


1532 




GI 


none 




Score 


.54 




Exons 


83. .474, 700. .728, 767. 


. 1532 








Seq. No. 


26399 




Seq. ID 


OJ990915_11.0103 


.C20 


Gene No. 


54779 




Strand 






Start 


1 




End 


1532 




Name 


OJ990915 ll.0103.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


803 




End 


1257 




GI 


95437 1.R1084 




Score 


784 




Exons 


803. .1257 










GI Descrip. 


1 4512226/dbj | AB014738 . 1 | AB014738 l.Oe- 


134 Oryza sativa 





gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



26435 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26400 Seq. ID OJ990915_11 . 0103 . C21 

54780 Strand + 

1 End 136 

OJ990915_11.0103.C21.ol.np Method AAT/NAP 

1 End 136 

5922626 Score 132 

1. .136 . 

(AP0004 92) similar to epoxide hydrolases; coded for by A. 
thaliana cDNA T04215. (AF069298) [Oryza sativa] 
gi| 6016859 | dbj IBAA85202.il (AP000570) Similar to epoxide 
hydrolases; coded for by A. thaliana cDNA T04215. (AF069298) 
[Oryza sativa] 



Seq. No. 


26400 




Seq. ID 


OJ990915 


_11 


0103. C21 


Gene No. 


54781 




Strand 


+ 






Start 


50 




End 


1676 






Name 


OJ990915 ll.0103.C21.ol 


.gs 


Method 


GENS CAN 






Start 


50 




End 


1676 






GI 


none 




Score t 


.43 






Exons 


50. .98, 1588. .1676 












Seq. No. 


26401 




Seq. ID 


OJ990915 


_11 


0103. C22 


Gene No. 


54782 




Strand 


+ 






Start- 


1 




End- 


1757 






Name 


OJ990915 11.0103.C22.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1614 






GI 


4512242 




Score 


148 






Exons 


1. .110, 1595. .1614 " 












GI Descrip. 


(AB014750) polyprotein 


[Nicotiana tabacum] 






Seq. No. 


26401 




Seq. ID 


OJ990915 


_11 


0103. C22 


Gene No. 


54782 




Strand 


+. 






Start 


1 




End 


1757 






Name 


OJ990915 ll.0103.C22.ol 


.gs 


Method 


GENSCAN 






Start 


796 




End 


1757 






GI 


none 




Score 


.52 






Exons 


796. .891, 897. .1087, 1270.. 


1392, 1650. 


.1757 






Seq. No. 


26401 




Seq. ID 


OJ990915 


_11 


0103. C22 


Gene No. 


54783 




Strand 


+ 






Start 


2678 




End 


10327 






Name 


OJ990915 11.0103.C22.ol 


.gp 


Method 


AAT/GAP 






Start 


2169 




End. 


2552 






GI 


uC-osflcyp033a04bl 




Score 


599 






Exons 


2169. .2552 












GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


26401 




Seq. ID 


OJ990915 


_11. 


0103. C22 


Gene No. 


54783 




Strand 


+ 






Start 


2678 




End 


10327 






Name 


OJ990915 ll.0103.C22.o2 


.gs 


Method 


GENSCAN 






Start 


2678 




End 


10327 






GI 


none 




Score 


.78 






Exons 


2678- .2767, 3434.. 4199, 


4238.-4266, 4491. .8970, 


9699. .10327 



26436' 



Seq. No. 26401 Seq. ID 

Gene No. 54783 Strand 

Start 2678 End 

Name OJ990915_1 1 . 0103 . C22 . o3 . gp Method 

Start 3709 End 

GI 95437_l.ll084 Score 
Exons 3709.. 4163 

GI Descrip. 1 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type* retrotransposon RIRE3 DNA, internal region, complete 
sequence ' 



OJ990915_11.0103.C22 
+ 

10327 
AAT/GAP 
4163 
782 



Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 




54783 


Strand 


+ 


Start 


2678 


End 


10327 


Name 


OJ990915 11.0103.C22.o2.np 


Method 


AAT/NAP 


Start 


4488 


End 


8984 


GI 


4680179 


Score 


5430 


Exons 


4488.. 5549, 5583.. 8984 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




26401 


Seq. ID 


OJ990915 11 0103 C22 


Gene No. 


54784 


Strand 


+ _ 


Start 


11071 


End 


11456 


Name 


OJ990915 11.0103.C22.o4.gp 


Method 


AAT/GAP 


Start 


11071 


End 


11456 


GI 


uC-osflcyp033a04bl 


Score 


629 


Exons 


11071. .11456 






GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


26401 


Seq. ID 


OJ990915_11. 0103.C22 


Gene No. 


54785 


Strand 




Start 


10508 


End 


10639 


Name 


OJ.990915 11.0103.C22.o3.gs 


Method 


GENS CAN 


Start 


10508 


End 


10639 


GI 


none 


Score 


.46 


Exons 


10508.. 10639 






Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


Gene No. 


54786 


Strand 




Start 


11004 


End 


12930 


Name 


OJ990915 11.0103.C22.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3 


End 


6966 


GI • 


none 


Score 


123 


Exons 


3. .110, 5. .109, 6570. .6602, 6570. .6602, 6606. .6965, 6608. .664i 




6674. .6964, 6697. .6966 






Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


Gene No. 


54786 


Strand 




Start 


11004 


End 


12930 


Name 


OJ990915 11.0103.C22.o5.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


6980 


GI 


none 


Score 


119 


Exons 


3. .110, 3. .104, 56. .109, 6678. 


..6980, i 


6679. .6759, 6680. .6964 


Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


Gene No. 


54786 


Strand 





26437 




Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


,C22.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6 








End 


7016 




GI 


none 








Score 


113 




Exons 


. 6.-.110, 6516 


i. . 6695, 6524 


..6670, 6702.. 


7016 




Seq. No. 


26401 








Seq. ID 


OJ990915JL1.0103 


.C22 




54786 








Strand 






Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


.C22.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4713 








End 


4912 




GI 


none 








Score 


211 




Exons 


4713. .4910, 


4715 


. .4912 










Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103 


.C22 


UC11C J.N w • 


54786 








Strand 






Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


,C22.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


4946 








End 


5297 




GI 


none 








Score 


293 




Exons 


4946. .5140, ' 


4947 


. .5297 










Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103 


.C22 


UC11C 1MU • 


S4786 








St rand 






Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


.C22.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4947 








End 


5252 




GI 


none 








Score 


232 




Exons 


4947. .5252, 


4 961 

*4 ZJ \J -L 


5077 










Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103 


.C22 


Cone Kf /-\ 

UCllC IN {J . 










Strand 






Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


.C22.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


5574 








. End 


5927 




GI 


none 








Score 


189 




Exons 


5574. .5927 














Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103 


.C22 


UC11C . 


54786 








Strand 






Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


.C22.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


5610 








End 


6032 




GI 


none 








Score 


166 




Exons 


5610. .5819, 


5666 


5818 


5864 . 


.5977, 5865.. 6032 




Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103 


.C22 


flfiria Mo 


54786 








Strand 






Start 


11004 








End 


12930 




Name 


OJ990915 11. 


0103 


.C22.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6147 








End 


6629 




GI 


none 








Score 


52 




Exons 


6147. .6197, 


6251 


. .6586, 


6252. 


.6629, 6261.. 6626 




Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103 


.C22 


Gene No. 


54786 








Strand 






Start 


11004 








End 


12930 





26438 



Name 


OJ990915 11. 


0103 


.C22.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


6159 








End 


6448 


GI 


none 








Score 


276 


Exons 


6159. .6446, 


6255 


. . 6446, 


6257. 


.6448 




Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 


Vjciie inu. 


^4 7R 








oil aii^i 




Start 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


6981 








End 


7403 


GI 


none 








Score 


598 


Exons 


6981. .7403, 


7013 


. .7402 








Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 




S47ft fi 

J4 / OD 








Oil CL1 l\JL 




Start 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


6987 








End 


7232 


GI 


none 








Score 


207 


Exons 


. 6987.. 7232, 


7004 


. .7231 








Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 












Oil aiiu 




Start 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7052 








End 


7415 


GI 


none 








Score 


482 


Exons 


7052. .7402, 


7053 


. .7406, 


7053. 


.7415 




Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 




D 4 / O D 








oil dllta 




Start 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7406 








End 


7973 


GI 


none 








Score 


653 


Exons 


7406. .7969, 


7437 


. .7973 








Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 
















Start ■ 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


7680 








End 


7997 


GI 


none 








Score 


90 


Exons 


7680. .7853, 


7854 


. .7997, 


7856. 


.7996 




Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 


ucUc JNO • 


^4 7fffi 








Of- ranr J 




Start 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


7761 








End 


8021 


GI 


none 








Score 


297 


Exons 


7761. .8021, 


7764 


. .8012, 


7766. 


.8020 




Seq. No. 


26401 








Seq. ID 


OJ990915_11.0103.C22 


Gene No. 


54786 








Strand 




Start 


11004 








End 


12930 


Name 


OJ990915 11. 


0103 


.C22.o4 


. tm 


Method 


TBLASTX: Maize 



26439 




Start 


7820 


End 


8111 


GI 


none 


Score 


374 


Exons 


7820. .8107, 7821. .8111 






Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


uSUc LNU - 


J4 / O U 


^t rsnri 




Start 


11004 


End 


12930 


Name 


OJ990915 11.0103.C22.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7980 


End 


•8606 


GI 


none 


Score 


708 


Exons 


7980. .8606, 8036. .8494, 8481 


. .8603 




Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


bene inu . 


D H. f 0 \J 


Strand 




Start 


11004 


End 


12930 


Name 


OJ990915 11.0103.C22.ol.tm 


Method 


TBLASTX: Maize 


Start 


8160 


End 


8744 


GI 


none 


Score 


231 ■ 


Exons 


8160. .8321, 8168. .8314, 8319 


..8744, 8319. .8402, 8321. .8743 


Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


bcuc IN (J . 


Ji / Ou 


Strand 




Start 


11004 


End 


12930 


Name 


OJ990915 11.0103.C22.o6.tw 


Method 


TBLASTX: Wheat 


Start 


8606 


End 


8939 


GI 


none 


- Score 


324 


Exons 


8606. .8875, 8607. .8939, 8610 


. .8918 




Seq. No. 


26401 


Seq. ID 


OJ990915_11.0103.C22 


Gene No. 


54786 


Strand- 




Otdl L 


11004 


End 


12930 


Name 


OJ990915 11.0103.C22.o3.np 


Method 


AAT/NAP 


Start 


11004 


End 


12930 . 


GI 


4680186 


Score 


329 


Exons 


11004. .11205, 12043. .12096, 


12764. .12930 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


26402 


Seq. ID 


OJ990915_11.0103.C23 


Gene No. 


54787 


Strand 


+ 


Start 


1 


End 


2825 


Name 


OJ990915 11.0103.C23.ol.np 


Method 


AAT/NAP 


Qfarf 
u ten t 


1 


End 


2822 


GI 


6498441 


Score 


.3777 


Exons 


1..207, 400. .879, 1050. .2447 


, 2541. .2822 


GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


26402 


Seq. ID 


OJ990915_11.0103.C23 


OGIlt= 1NO • 


54787 


Strand 


+ 


Start 


1 


End 


2825 


Name 


OJ990915 11.0103.C23.ol.gs 


Method 


GEN SCAN 


Start 


89 


End 


2825 


GI 


none 


Score 


.57 


Exons 


89. .879, 1083. .2825 






Seq. No. 


26402 


Seq. ID 


OJ990915_11.0103.C23 



26440 



Gene No. 


54788 




Strand 


+ 


Start 


9015 




End 


10079 


Name 


OJ990915 11.0103.C23.o4, 


.gs 


Method 


GEN SCAN 


Start 


9015 




End 


9934 


GI 


none 




Score 


. 94 


Exons 


9015. . 9626, 9699, . 9934 








Seq. No. 


26402 




Seq. ID 


OJ990915_11.0103.C23 , 


Gene- No. 


54788 %. . 




Strand ■ 


+ 


Start 


9015 




End 


10079 


Name 


OJ990915 ll.0103.C23.o4. 


.np 


Method 


AAT/NAP 


Start 


9150 




End 


10079 


GI 


6714450 




Score 


554 


Exons 


9150. .9626, 9699. .9928, 


10027 


. .10079 




GI Descrip. 


(AC011620) putative epoxide hydrolase 


[Arabidopsis thaliana] 


Seq. No. 


26402 




Seq. ID 


OJ990915_11 . 0103. C23 


Gene No. 


54789 




Strand 




Start 


3466 




End 


8373 


Name 


OJ990915 ll.0103.C23.o2, 


,tw 


Method 


TBLASTX: Wheat 


Start 


727 




End 


1184 


GI 


none 




Score 


132 


Exons 


727. .888, 751. .903, 882. 


. .974, 


887. .98E 


\, 1035. .1184, 1046. .1183 


Seq. No. 


26402 




. Seq. ID 


■ OJ990915_11 . 0103.C23 


Gene No. 


54789 




Strand 




Start 


3466 




End 


8373 


Name 


OJ990915 ll.0103.C23.o2. 


,ts 


Method 


TBLASTX: Soybean 


Start 


891 




End 


• 1439 


GI 


5666795 




Score 


65 


Exons 


891. .971, 1047. .1184, 1239. .1439 




GI Descrip. 


4206306 2.0e-10 (AF049110) prpol [Zea mays] 


Seq. No. 


26402 




Seq. ID 


OJ990915_11.0103.C23 


Gene No. 


54789 




Strand 




Start 


3466 




End 


8373 


Name 


OJ990915 ll.0103.C23.o4. 


.tw 


Method 


TBLASTX: Wheat 


Start 


1187 




End 


1499 


GI 


none 




Score 


192 


Exons 


1187. .1363,. 1200. .1388, 


1239. 


.1499 




Seq. No. 


26402 




Seq. ID 


OJ990915_11.0103.C23 


Gene No. 


54789 




Strand 




Start 


3466 




End 


8373 


Name 


OJ990915 11.0103.C23.ol, 




Method 


TBLASTX: Maize 


Start 


1692 




End 


2015 


GI 


none 




Score 


362 


Exons 


1692.. 2015, 1709.. 2002 








Seq. No. 


26402 




Seq. ID 


OJ990915_11.0103.C23 


Gene No. 


54789 




Strand 




Start 


3466 




End 


8373 


Name 


OJ990915 ll.0103.C23.ol. 


, tw 


Method 


TBLASTX: Wheat 


Start 


1829 • 




End 


2210 • 


GI 


none 




Score 


373 


Exons 


1829. ."1885, 1830.. 2210, 


1931. 


.2179 





26441 



Seq. No. 


26402 






Seq. ID 


OJ990915_11.0103. 


C23 


Gene No. 


54789 






Strand 






Start 


3466 






End 


8373 




Name 


OJ990915 11 


.0103.C23.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2211 






End 


2813 




GI 


none 






Score 


265 




Exons 


2211. .2495, 


2212. .2502, 


2216. 


.2494, 2351. .2521, 2687. .2800, 




2688. .2813 












Seq. No. 


26402 






Seq. ID 


OJ990915_11.0103. 


C23 


Gene No . 


54789 






Strand 






Start 


3466 






End 


8373 




Name 


OJ990915 11 


. 0103.C23.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2682 






End 


2822 




GI 


none 






Score 


183 




Exons 


2682. .2822, 


2687. .2803 










Seq. No. 


26402 






Seq. ID 


OJ990915_11.0103. 


C23 


Gene No . 


54789 






Strand 


— 




Start 


3466 






End 


8373 




Name 


OJ990915 11 


.0103.C23.o2 


.gs 


Method 


GEN SCAN 




Start 


3466 






End 


4401 




GI 


none 






Score 


. 99 




Exons 


3466. .4401 












Seq. No. 


26402 






Seq. ID 


OJ990915_11.0103. 


C23 


Gene No. 


54789 






Strand 


— 




Start 


3466 






End 


8373 




Name 


OJ990915 11 


.0103.C23.o2 


,np 


Method 


AAT/NAP 




Start 


3469 






End 


6693 




GI 


6907089 






Score 


4098 




Exons 


3469. .5338, 


5432. .6693 










GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


26402 






Seq. ID 


OJ990915_11.0103. 


C23 


Gene No . 


54789 






Strand 






Start 


3466 






End 


8373 




Name 


OJ990915 11 


.0103.C23.o3 


.gs 


Method 


GENSCAN 




Start 


4468 






End 


6693 




GI 


none 






Score 


.77 




Exons 


4468. . 6693 












Seq. No. 


26402 






Seq. ID 


OJ990915_11.0103. 


C23 


Gene No. 


54789 






Strand 






Start 


3466 






End 


8373 




Name 


OJ990915 11 


.0103.C23.o3 


. np 


Method 


AAT/NAP 




Start 


5935 






End 


8373 




GI 


5922623 






Score 


417 




Exons 


5935. .5979, 


7535. .7611, 


7779. 


.7926, 8293.. 8373 




GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 





gi|6016856|dbj IBAA85199.il 
[Oryza sativa] 



(AP000570) hypothetical protein 



Seq. No. 
Gene No. 
Start 
Name 



26402 
54790 
9144 

OJ990915 



11.0103.C23.ol.ts 



Seq. ID 
Strand . 
End 

Method 



OJ990915_11.0103.C23 
9932 

TBLASTX : Soybean 



26442 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9144 
none 

9144. .9197, 9234. .9341, 9242, 
9444. .9626, 9692. .9799, 9693. 

26402 
54790 
9144 

OJ990915JL1.0103.C23.o2.tm 

9159 

none 

9159. .9197, 9210.. 9344, 9242. 
9427. .9468, 9438.-9476, 9443. 
9693. .9773, 9698.. 9784 



End 9932 
Score 57 

.9358, 9252. .9389, 9443. .9616, 

.9785, 9837.. 9932 

Seq. ID OJ990915_11.0103.C23 
Strand 

End 9932 
Method TBLASTX : Mai ze 
End 9784 
Score 47 

.9367, 9247. .9345, 9252. .9389, 
.9472, 9482..9628, 9483. .9626, 



Seq. No. 26402 

Gene No. 54790 

Start 9144 

Name OJ9'90915_11 . 0103 . C23 . ol . tc 

Start 9222 

GI none 

Exons 9222.. 9287, 9242.-9379, 9252. 
9582. .9620 



Seq. ID OJ990915_11.0103.C23 
Strand 

End 9932 

Method TBLASTX: Cress 

End 9620 

Score 317 

.9572, 9309. .9566, 9443. .9586, 



Seq. No. 26403 

Gene No. 54791 

Start 1 

Name OJ990915_11 . 0103 . C24 . ol . np 

Start 1 

GI 4680179 

Exons 1..710 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 26403 

Gene No. 54791 

Start 1 - 

Name OJ990915_11 . 0103 . C24 . ol . tw 

Start 12 

GI none 

Exons 12.. 341, 15.. 317, 34.. 342 



Seq. ID PJ990915_11.0103.C24 
Strand 

End 710. 

Method AAT/NAP 

End 710 

Score 848 

sativa subsp. indica] 

Seq. ID OJ990915_11.0103.C24 

Strand 

End 710 

Method TBLASTX : Wheat 

End 342 

Score 158 



Seq. No. 26403 

Gene No. 54791 

Start 1 

Name OJ990915_11 . 0103 .C24 . ol . tm 

Start 40 

GI none 

Exons 40.. 282, 42.. 332 



Seq. ID OJ990915_11.0103.C24 

Strand 

End 710 

Method TBLASTX : Mai ze 

End 332 

Score 163 



Seq. No. 26403 

Gene No. 54791 

Start 1 

Name OJ990915_11 . 0103 . C24 . ol . gs 

Start 71 

GI none 

Exons 71. .657 . 



Seq. ID OJ?90915_11.0103.C24 

Strand 

End 710 

Method GENSCAN 

End 657 

Score .47 



26443 



Seq. No. 26403 Seq. ID 

Gene No. 54791 Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C24 . o2 . tw Method 

Start 345 End 

GI none Score 

Exons 345. .461, 346. .423, 486. .650, 523. .591 

Seq. No. 26404 

Gene No. 54792 

Start 1 

Name OJ990915_11 . 0103 . C25 . ol . np 

Start 1 

GI 4680179 

Exons 1..732 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 26404 Seq. ID 

Gene No. 54792 Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C25 . ol . gs Method 

Start 40 End 

GI none Score 

Exons 40.. 612 



OJ990915_11.0103.C24 
710 

TBLASTX: Wheat 

650 

73 



Seq. ID OJ990915_11.0103.C25 
Strand 

End 732 

Method AAT/NAP 

End 732 

Score 998 

sativa subsp. indica] 



OJ990915_11.0103.C25 
732 

GENSCAN 

612 

.87 



Seq. No. 26404 Seq. ID 

Gene No. 54792 Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C25 . ol . tm Method 

Start 4 6 End 

GI none Score 

Exons 46..477, 53.. 247, 259.. 438 



OJ990915_11.0103.C25 
732 

TBLASTX: Maize 

477 

86 



Seq. No. 26404 Seq. ID 

Gene No. 54792 Strand 

Start ' 1 End 

Name OJ990915_11 . 0103 .C25 . ol . tw Method 

Start 100 End 

GI none Score 

Exons 100.. 477, 143.. 586, 532.. 582 



OJ990915_11.0103.C25 
732 

TBLASTX: Wheat 

586 

284 



Seq. No. 26405 

Gene No. 54793 

Start 1 

Name OJ990915_ll.0103.C26.ol.np 

Start 1 

GI 4680179 

Exons 1..301, 335.. 1375 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 26405 

Gene No. 54793 

Start 1 

Name OJ990915_11 . 0103 . C26 . o2 . tw 

Start 17 

GI none 

Exons 17.. 271, 78.. 218, 299. .394 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915_11.0103.C26 

1375 
AAT/NAP 
1375 
1024 



sativa subsp. indica] 

Seq. ID OJ990915_11.0103.C26 
Strand 

End 1375 

Method TBLASTX : Wheat 

End 394 

Score 68 



26444 




Seq. No. 


26405 




Seq. ID 


OJ990915 11.0103. 


C26 


Gene No. 


54793 




Strand 






Start 


1 




End 


1375 




Name 


OJ990915 11.0103.C26.ol 


. gs 


Method 


GENSCAN ' 




Start 


223 




End 


1255 




GI 


none 




Score 


.88 




Exons 


223. . 1255 










Seq. No. 


26405 




Seq. ID 


OJ990915 11.0103. 


C26 


Gene No. 


54793 




Strand 






Start. 


1 




End 


1375 




Name 


OJ990915 11.0103.C26.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


593 




End 


823 




GI 


none 




Score 


175 




Exons 


593. .823 










Seq. No. 


26405 




Seq. ID 


OJ990915_11.0103. 


C26 


Gene No. 


54793 




Strand 






Start 


1 




End 


1375 




Name 


OJ990915 11.0103.C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


638 




End 


943 




GI 


none 




Score 


90 




Exons 


638. .943, 813. .929 










Seq . No . 


26405' 




Seq.. ID 


OJ990915 11.0103. 


C26 


Gene No. 


54793 




Strand 






Start 


1 




End 


1375 




Name 


OJ990915 11.0103.C26.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


824 




End 


1186 




GI 


none 




Score 


139 




Exons 


824. .1186, 825. .1184 










Seq. No. 


26406 




Seq. ID 


OJ990915_11.0103. 


C27 


Gene No. 


54794 




Strand 


+ 




Start 


4924 




End 


5566 




Name 


OJ990915 ll.0103.C27.o3 


. np 


Method 


"aat/nap 




Start 


4924 




End 


5566 




GI 


5922623 




Score 


330 4 r 




Exons 


4924 . .5004, 5375. .5566 










GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 






gi| 6016856 |dbj [BAA85199 


-11 


(AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


26406 




Seq. ID 


OJ990915_11.0103. 


C27 


Gene No. 


54795 




Strand 






Start 


1 




End 


4847 




Name 


OJ990915 ll.0103.C27.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


4344 




GI 


6498441 




Score 


3002 




Exons 


1. .55, 296. .476, 530. .724, 


1053. . 1291, 


1728.. 1866, 2050. 


.24 



2487. .2950, 3281. .4344 
GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 26406 Seq. ID OJ990915_11 . 0103 . C27 



26445 



Gene No. 54795 . Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C27 . ol . gs Method 

Start 24 4 End 

GI none Score . 

Exons 244.. 366, 549.. 1113, 1543.. 2360 ' 

Seq. No. 26406 Seq. ID 

Gene No.- 54795 ' Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C27 . o3 . tw Method 

Start 1542 End 

GI none Score 

Exons 1542.. 1844, 1543.. 1746, 1655.. 1843 

Seq. No. 26406 Seq. ID 

Gene No. 54795 Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C27 . o2 . tm Method 

Start 1545 End 

GI none ~ Score 

Exons 



1545. .1901, 1549. .1758, 1685. .1867, II 



4847 
GEN SCAN 
2360 
.79 



OJ990915_11.0103.C27 
4847 

TBLASTX: Wheat 

1844 

206 



OJ990915_11.0103.C27 
4847 

TBLASTX: Maize 
1902 
163 
16. .1902 



Seq. No. 26406 Seq. ID 

Gene No. 54795 Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C27 . ol . ts Method 

Start 1632 End 

GI none Score 

Exons 1632.. 1856, 1633.. 1749 



,;OJ990915 11.0103.C27 
4847 

TBLASTX: Soybean 

1856 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26406 Seq. ID 

54795 Strand 

1 End 
OJ990915JL1 . 0103 . C27 . ol . tm Method . 

1929 End 

none Score 

1929. .2231, 1929. .2285, 1939. .2250 



OJ990915_11.0103.C27 
4847 

TBLASTX: Maize 

2285 

114 



Seq. No. 26406 Seq. ID 

Gene No. 54795 Strand 

Start 1 End 

Name OJ990915_11 . 0103 . C27 . ol . tw Method 

Start 1953 End 

GI none Score 

Exons 1953.. 2414, 1954.. 2415 



OJ990915_11.0103.C27 
4847 

TBLASTX: Wheat 

2415 

400 



Seq. No. 26406 Seq. ID 

Gene No. 54795 Strand 

Start 1 End . 

Name OJ990915_11 . 0103 . C27 . o2 . ts Method 

Start 2010 End 

GI none Score 

Exons 2010.. 2144, 2151.. 2375 



OJ990915_11.0103.C27 
4847 

TBLASTX : Soybean 

2375 

117 



Seq. -No. 
Gene No, 



26406 
54795 



Seq. ID 
Strand 



OJ990915 11.0103.C27 



26446 



Start 
Name 
Start 
GI 

Exons 



OJ990915_11.0103.C27.o2.gs 

2424 

none 

2424. .4847 



End 

Method 

End 

Score 



4847 
GENSCAN 
4847 
.66 



Seq. No. 
Gene No. 
Start' • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26406 Seq. ID 

■54795 Strand 

1 End 
OJ990915_11 . 0103 . C27 . o2 .'tw Method 

2583 End 

none Score 

2583. .3065, 2611. .2871, 2893. .3066. 



OJ990915_11.0103.C27 
4847 

TBLASTX: Wheat 

3066 

170 



OJ990915 11.0103.C27 



26406 Seq. ID 

54795 Strand 
1 End 4847 

OJ990915_11.0103.C27.o2.np Method AAT/NAP 
3603 End 4847 . 

6721562 Score 1773 

3603.. 4847 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 |dbj IBAA90373. 1 1 (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) .[Oryza 
sativa] 



Seq. No. 


26406 








Seq. ID 


OJ990915_11.0103.C27 


Gene No. 


54795 








Strand 




Start 


1 








End 


4847 


Name 


OJ990915 11, 


.0103 


.C27.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


3804 








End 


4196 


GI 


none 








Score 


93 


Exons 


3804. .4061, 


3838 


. .4077, 


4044. 


.4142, 4045. .4125, 4149. .4196 


Seq. No. 


26406 








Seq. ID 


OJ990915_11.0103.C27 


Gene No. 


54795 








Strand 




Start 


1 








End . 


4847 


Name 


OJ990915 11, 


.0103 


.C27.o3 


. tm 


Method 


. TBLASTX: Maize 


Start 


3906 








End 


4191 


GI 


none 








Score 


110 


Exons 


3906. .4154, 


3907 


. .4191 








Seq. No. 


26407 








Seq. ID 


OJ990915_11.0103.C28 


Gene No. 


54796 








Strand 




Start 


2165 








End 


2286 


Name 


OJ990915 11, 


.0103 


.C28.ol 


. gs 


Method 


GENSCAN 


Start 


2165 








End 


2286 


GI 


none 








Score 


.52 


Exons 


2165.. 2286 












Seq. No. 


26408 








Seq. ID 


OJ990915_11.0103.C29 


Gene No. 


54797 








Strand 


+ 


Start 


" 864 








End 


1089 


Name 


OJ990915 11. 


0103 


.C29.ol 


.gs 


Method 


GENSCAN 


Start 


864 








End 


1089 


GI 


none 








Score 


.49 



26447 



Exons 



864. .1089 



Seq. No. 


26408 


Seq. ID 


OJ990915_11.0103.C29 


bene no. 




our ana. 




otart 


1 / D / 


Hina 


z d y i 


Name 


ujyyuyij n. uiuo.bzy.oz.gs 


Me ufioa 


C U 1 M C C Ti KT 




1 / O / 


iLiLlCL 


Z DU 1 


bl 


none 


Score 




Exons 


1"7C"7 1 QOn OHQQ OOTQ 9C:fi£ 


9 i 




beq. no. 


9 £4 HQ 
Z D ft U 0 


Seq. ID 


OJ990915_11.0103.C29 


bene no. 


54798 


Strand 




JUal L 


1767 


End 


2691 


Name 


OJ990915 11.0103.C29.ol.np 


Method 


AAT/NAP 


Start 


2082 


End 


2465 


bl 


6539553 


Score 


539 


Exons 


2082. .2465 






bi uescrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE! 




(D85597) [Oryza sativa] gi | 6539590 | dbj | 


I BAA88206.1 | (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


26408 


Seq. ID 


OJ990915_11.0103.C29 


Gene No . 


54798 


Strand 




otart 


1767 


End 


2691 


Name 


OJ990915 11.0103.C29.ol.tw 


Method 


TBLASTX: Wheat 


btart 


2218 


End 


2456 


GI 


none 


Score 


188 


Exons 


2218. .2454, 2218. .2454, 2220 


. .2456 




Seq. No. 


26408 


Seq. ID 


OJ990915_11.0103.C29 


Gene No. 


54798 


Strand 




o tar z 


1767 


End 


2691 


Name 


OJ990915 11.0103.C29.o2.np 


Method 


AAT/NAP 


otart 


2464 


End 


2691 


bl 


5852179 


Score 


138 


Exons 


2464. .2691 






GI Descrip . 


(AL117265) zhb0009.1 [Oryza 


sativa] 




oeq. no. 


26409 


Seq. ID 


OJ990915 11.0103.C30 




54799 


Strand 


+ 


Start 


1 


End 


696 


Name 


OJ990915 11.0103.C30.ol.np 


Method 


AAT/NAP 


oLart 


1 


End 


696 


bl 


6063554 


Score 


133 


Exons 


1..27, 526. .696 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


26409 


Seq. ID 


OJ990915_11.0103.C30 


Gene No. 


54800 


Strand 




Start 


292 


End 


1671 


Name 


OJ990915 11.0103.C30.o2.np 


Method 


AAT/NAP 


Start 


108 


End 


1671 


GI 


6539553 


Score 


317 


Exons 


108.. 129, 1371.. 1671 







26448 



GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


26409 






Seq. ID 


OJ990915 


_11.0103 


-C30 


Gene No. 


54800 






Strand 








Start 


292 






End 


1671 






Name 


OJ990915 11 


.0103.C30.ol. 


gs 


Method 


GENSCAN 






Start 


.292 






End 


1398 






GI 


none 






Score 


.44 






Exons 


292. .372, 428. .551, 755. 


.878, 


1329. .1398 






Seq. No. 


26409 






Seq. ID 


OJ990915 


_11.0103 


.C30 


Gene No. 


54800 






Strand 








Start 


292 






End 


1671 






Name 


OJ990915 11 


.0103.C30.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1363 ~ 






End 


1625 






GI 


none 






Score 


.121 






Exons 


1363. .1464, 


1364. .1471, 


1458. 


.1529, 1463.. 1531, 


1560. .1625, 




1562 . . 1618 














Seq. No. 


26410 






Seq. ID 


OJ990915 


_11.0103 


.C31 


Gene No. 


54801 






Strand 








Start 


547 






End 


687 






Name 


OJ990915 11 


.0103.C31.ol. 


gs 


Method 


GENSCAN 






Start 


547 ~~ 






End 


687 






GI 


none 






Score 


.61 






Exons 


547. . 687 














Seq. No. 


26411 






Seq. ID 


OJ990915 


_11.0103 


.C32 


Gene No. 


54802 






Strand 


+ 






Start 


45 






End 


641 






Name 


OJ990915 11 


.0103.C32.ol. 


gs 


Method 


GENSCAN 






Start 


45 






End 


641 






GI 


none . 






Score 


.43 






Exons 


45. .641 














Seq. No. 


26412 






Seq. " ID 


" -'6^996 §15 


_11.0103 


.C33 


Gene No. 


54803 






Strand 








Start 


1 






End 


2729 






Name 


OJ990915 11 


.0103.C33.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


2618 






GI 


4775576 






Score 


1751 






Exons 


1..25, 182. 


.1255, 2292.. 


2324, 


2439. .2488, 2564. 


.2618 




GI Descrip. 


(AJ238785) 


MUSI protein 


[Zea mays] 








Seq. No. 


26412 






Seq. ID 


OJ990915 


JL1.0103 


-C33 


Gene No. 


54803 






Strand 








Start 


1 






End 


2729 






Name 


OJ990915 11 


.0103.C33.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


182 






End 


2594 






GI 


none 






Score 


237 






Exons 


182. .1258, 


186. .509, 582 


..1055, 968.. 1258, 2442 


. .2492, 






- 2565. .2594 














Seq. No. 


26412 






Seq. ID 


OJ990915 


JL1.0103 


.C33 



26449 



Gene No. 54803 Strand 

Start 1 , End 

Name OJ990915_11 . 0103 .C33 .ol. tm Method 

Start 296 End 

GI none Score 

Exons 296.. 529, 297.. 527, 348.. 530 



2729 

TBLASTX: Maize 

530 

272 



Seq. No. 26412 

Gene No. 54803 

Start 1 

Name OJ990915_11 . 0103 .C33.ol.ts 

Start 599 

GI none 

Exons 599. .745, 600 .. 743, 743 .. 829, 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ990915_11. 0.103. C33 
2729 

TBLASTX : Soybean 

869 

132 



112. .868, 813. .869 



Seq. No. 26412 

Gene No. 54803 

Start 1 

Name OJ990915_11 . 0103 . C33 . o2 . tm 

Start 713 

GI none 
Exons 



Seq. ID OJ990915_11.0103.C33 
Strand 

End 2729 

Method TBLASTX : Mai ze 

End 882 

Score 232 



713. .880, 714. .881, 717. .881, 775. .882 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



26412' Seq. ID 

54803 - Strand 
1 End 
OJ990915_1 1.0103. C33 . ol . gp Method 

1071 ' End 
73143 1.R1084 Score 



OJ990915_11.0103.C33 
2729 

AAT/GAP - 

2729 

770 



1071. .1255, 2292. .2324, 2439, .2488, 2564. .2729 
, 4775576/emb|CAB42554.1| 5.0e-39 (AJ238785) MUSI protein [Zea 
mays] 1 . 



Seq. ID OJ990915_11.0103.C34 
Strand 

End 1309 

Method AAT/NAP 

End ' 1309 

Score 2087 7 - * ' 



26413 
54804 
1 

OJ990915_11.0103.C34.ol.np 
1 ' 

6630696 - . . ' ' ■ 
1..1309 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915 11.0103.C34 



26413 
54804 
1 

OJ990915_11.0103.C34 .ol.gp 
378 

101595_1.R1084 
378. .452, 568. .1207 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



1309 
AAT/GAP 
1207 
1190 



26413 
54805 
3022 



Seq. ID 

Strand 

End 



OJ990915_11.0103.C34 
5069 



26450 



Name 

Start 

GI 

Exons 



OJ990915_11 . 0103 . C34 . ol . tm Method TBLASTX : Maize 

68 End 611 

none Score 57 

68. .163, '70. .132, 71. .133, 185. .340, 189. .452, 189. .476, 

190. .453, 579. .611 



Seq. No. 


26413 








Seq. ID 


OJ990915_11.0103.C34 


Gene No. 


54805 








Strand 


— 


Start 


3022 








End 


5069 


Name 


OJ990915 11 


. 0103 


.C34.o3. 


.tm 


Method 


TBLASTX: Maize 


Start 


958 








End 


1267 


GI 


none 








Score 


47 


Exons 


958. .1008, 


960. . 


1013, 998.. 1267, 1016. 


.1153, 1020.. 1220 


Seq. No. 


26413 








Seq. ID 


OJ990915_11.0103.C34 


Gene No. 


54805 








Strand 




Start 


3022 








End 


5069 


Name 


OJ990915 11 


.0103 


.C34 .o3. 


.tw 


Method 


TBLASTX: Wheat 


Start 


1019 








End 


1415 


GI 


none 








Score 


224 


Exons 


1019. .1303, 


1020 


. .1223, 


1280. 


.1414, 1317. .1415 


Seq. No. 


26413 








Seq. ID 


OJ990915_11.0103.C34 


Gene No. 


54805 








Strand 




Start 


3022 








End 


5069 . 


Name 


OJ990915 11 


.0103 


.C34.o5, 


. tw 


Method 


TBLASTX: Wheat 


Start 


2530 








End 


2858 


GI 


none 








Score 


35 


Exons 


2530. .2556, 


2531 


. .2557, 


2548. 


.2643, 2562.. 2654, 2563.-2655, 




2564. .2713, 


2663 


. .2737, 


2664. 


.2741, 2668. .2742, 2671. .2739, 




2730. .2810, 


2741 


. .2812, 


2742. 


.2858 





Seq. No. 26413 
Gene No. 54805 
Start 3022 

Name OJ990915_11 . 0103 . C34 . o2 . np 

Start 3022 
GI . 6630.696 

Exons 3022. .4338, 4371. .5069 - 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990915_11.0103.C34 
Strand 

End 5069 

Method AAT/NAP 

End 5069 

Score 2977 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26413 
54805 
3022 

OJ990915_11.0103.C34 . o2 . tw 

3158 

none 



Seq. ID OJ990915_11.0103.C34 
Strand 

End 5069 

Method TBLASTX : Wheat 

End 3610 

Score 126 



3158. .3259, 3158. .3442, 3160. .3447, 3163. .3441, 3441. .3542, 
3442. .3549, 3578.. 3610 



Seq. No. 26413 

Gene No. 54805 

Start 3022 

Name OJ990915_11 . 0103 . C34 . o2 . tm 

Start 3888 



Seq. ID OJ990915_11.0103.C34 
Strand 

End 5069 

Method TBLASTX : Mai ze 

End 4332 



26451 




GI 


none 








Score 


56 




Exons 


3888. .4331, 


3970. 


.4080, 


4153. 


.4332 






Seq. No. 


26413 








Seq. ID 


OJ990915_11.0103. 


C34 


Gene No . 


54805 








Strand 






Start 


3022 








End 


5069 




Name 


OJ990915 11 


.0103. 


C34.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


3891 








End 


4331 




GI 


none 








" Score 


53 




Exons 


3891. .'3992, 


.3987. 


.4331, 


4116. 


.4178, 4150. .4314 




Seq. No. 


26413 








Seq. ID 


OJ990915_11.0103. 


C34 


Gene No. 


54805 








Strand 






Start 


3022 








End 


5069 




Name 


OJ990915 11 


.0103. 


C34.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


4002 








End 


4483 




GI 


5509260 








Score 


114 




Exons 


4002. .4364, 


4150. 


.4362, 


4373. 


. 4483 






GI Descrip. 


— 














Seq. No. 


26413 








Seq. ID 


OJ990915JL1.0103. 


C34 


Gene No. 


54805 








Strand 






Start 


3022 








End 


5069 




Name 


OJ990915 11 


.0103. 


C34.ol 


.tc 


Method 


TBLASTX: Cress 




Start' 


4113 








End 


4368 




GI' 


none 








Score 


110 




Exons 


4113. .4367, 


4201. 


.4368 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26413 
54805 
3022 

OJ990915_ 

4418 

none 



11.0103.C34.ol.tw 



Seq. ID OJ990915_11.0103.C34 
Strand 
End 

Method 
End 
Score 



5069 

TBLASTX: Wheat 

5069 

148 



4418.. 4597, 4422.. 4577, 4581.. 5069, 4666.. 5061, 4968. .5063 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990915^ 11.0103.C37 



26414 
54806 
1 

OJ990915_11.0103.C37.ol.np 
1 

6539553 
1..595 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



595 

AAT/NAP 

595 

970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26414 
54806 
1 

OJ990915_11.0103.C37.ol.tw 
1 

none 



Seq. ID OJ990915_11.0103.C37 
Strand 
End 

Method 
End 
Score 



595 

TBLASTX: Wheat 

319 

95 



1..108, 1..96, 3. .107, 70. .318, 86. .319 



Seq. No. 



26414 



Seq. ID OJ990915_11.0103.C37 



26452 




Gene No . 


54806 




Strand 






Start 


1 




End 


595 




Name 


OJ990915 11.0103.C37.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4 




End 


396 




GI 


none 




Score . 


76 




Exons 


4. .396, 35. .154 










Seq. No. 


26414 




Seq. ID 


OJ990915_11.0103. 


C37 


Gene No . 


54806 




Strand 






Start 


1 




End 


595 




Name 


OJ990915 11.0103.C37.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


184 




End 


570 




GI 


none 




Score 


87 




Exons 


184 . .432, 415. .570 










Seq. No. 


26415 




Seq. ID 


OJ990915_11 . 0103. 


C38 


Gene No . 


54807 




Strand 






Start 


297 




End 


2312 




Name 


OJ990915 11.0103.C38.ol 


. gs 


Method 


GENSCAN 




Start 


297 




End 


2177 






none 




Score 


.41 




Exons 


297. .1393, 1451. .2177 










Seq. No. 


26415 




Seq. ID 


OJ990915_11.0103. 


C38 


Gene No. 


54807 - 




Strand 






Start 


297' 




End 


2312 




Name 


OJ990915 ll.0103.C38.ol 


.np 


Method 


. AAT/NAP 




Start 


300 




End 


2312 




GI 


4680179 




Score 


2926 




Exons 


300. .2312 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


26415 




Seq. ID 


OJ990915_11.0103. 


C38 


Gene No . 


54807 . 




Strand 






Start 


297 *" f 




End 


2312 




Name 


OJ990915 ll.0103.C38.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


345 




End 


678 




GI. 


none 




Score 


112 




Exons 


345. .677, 366. . 674, 409 


. .678 








Seq. No. 


26415 




Seq. ID 


OJ990915_11.0103. 


C38 


Gene No . 


54807 




Strand 






Start 


297 




End 


2312 




Name 


OJ990915 "ll-.0103.C38.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


525 ' 




End 


1124 




GI 


none 




Score 


119 




Exons 


525.-965, 540. .803, 541 


. .966, 


963. .1124, 969. .1121, 970. 


. 1122 


Seq. No. 


26415 




Seq. ID 


OJ990915_11.0103. 


C38 


Gene No . 


54807 




Strand 






Start 


297 




End 


2312 




Name 


OJ990915 ll.0103.C38.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


678 




End 


1304 




GI 


none 




Score 


270 




Exons 


678. .1304, 679. .1248, 963. .1298 






Seq. No. 


26415 




Seq. ID 


OJ990915_11.0103. 


C38 * 



26453 




Gene No. 


54807 








Strand 






Start 


297 








End 


2312 




Name 


OJ990915 11 


A 1 A A 

. 0103 


. C38 . o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


1245 








End 


14 99 




GI ■ 


none 








Score 


24 6 * 




Exons 


i a a c i » on 

1245 . . 14 99, 


i a c c 

1255 


1 A AT 

. . 14 97 










Seq. No. 


A f A 1 C 

2 6415 








Seq. ID 


/"\TAAAA1C 11 A 1 A A 

OJ990915 11.0103 


. C38 


Gene No. 


54807 








Strand 






Start 


297 








End 


2312 




Name 


OJ990915_11 


A 1 A A 

. 0103 


. C38 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


1262 








End 


1 C A A 

1523 




GI 


none 








Score 


165 




Exons 


1 A /" A 1 A A A 

1262 . . 1399, 


1263 


1 C A A 

. . 1523, 


1 A C A 

1264 . 


. 1518 






Seq. No. 


26415 








Seq. ID 


/-•v T A A A A 1 tT 11 A 1 A -5 

OJ990915 11.0103 


POO 

. C38 


Gene No. 


54807 








Strand 






Start 


297 








End 


2312 




Name 


OJ990915 11 


A 1 A "3 

. 0103 


. C38 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


1287 








End • 


1604 






none 








Score 


79 




Exons 


1 A A A 1 J ^ A 

1287 . .1430, 


1288 


. . 1428, 


1437 . 


.1604 






Seq. No. 


264 15 








Seq. ID 


/-v tA AAA1 CT *l 1 A 1 A A 

OJ990915 11.0103 


/"■« A A 

. C38 


Gene No. ;J 


- " 54807 








Strand 






Start 


297 








End 


2312 




Name 


OJ990915_11 


. 0103 


. C38 . o2 . 


tw 


Method 


TBLASTX : Wheat 




Start 


1311 








End 


1878 




GI 


none 








Score 


261 




Exons 


1311 . . 1766, 


1311 


. . 1847, 


1315. 


. 1878 






Seq. No. 


26415 








Seq. ID 


OJ990915_11 . 0103 


. C38 


Gene No. 


54807 








Strand 






Start 


297 








End 


2312 




Name 


OJ990915 11 


A 1 A A 

. 0103 


. C38 . o2 . 


tm 


Method 


TBLASTX : Max ze 




Start 


1878 








End 


2232 




GI 


none 








Score 


234 




Exons 


1878 . . 2231, 


1882 


. .2232 










Seq. No. 


264 15 








Seq. ID 


/~\ TAAAA1C 11 A 1 A A 

OJ990915_11 .0103 


r* a 0 

. C38 


Gene No. 


54807 








Strand 






Start 


297 








End 


2312 




Name 


OJ990915_11 


. 0103 


. C38 . o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


1881 








End 


2303 




GI 


none 








Score 


A c c 

355 




Exons 


i -j a a a a 
1881 . .2303, 


1882 


. .2271 










Seq. No. 


26415 








Seq. ID 


r"\ T A A A A 1 C 11 A 1 A A 

OJ990915_11 . 0103 


/-i A A 

. C38 


Gene No. 


54807 








Strand 






Start 


297 








* End 


2312 




Name 


/-n T A A A A 1 C -II 

OJ990915 11 


. 0103 


. C38 . o2 . 


ts 


Method 


TBLASTX: Soybean 




Start 


2052 








End 


2297 




GI 


none 








Score 


66 




Exons 


2052. .2297, 


2152 


. .2280 










Seq. No. 


26416 








Seq. ID 


OJ990915_11.0103 


.C39 


Gene No. 


54808 








Strand 







26454 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



80 End 175 

OJ990915_11 . 0103 . C39 . ol . gs Method GEN SCAN 

80 End 175 

none Score . 63 
80. .175 



26417 
54809 
1 

OJ990915_11.0103.C40.ol.np 
1 

5902445 
1. .702 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990915_11.0103.C40 

Strand + 

End 702 

Method AAT/NAP 

End 7 02 

Score . 650 



26417 
54809 
1 

OJ990915_11.0103.C40.ol.tw 
90 

none 



Seq. ID OJ99091*5_11.0103.C40 

Strand + 

End 702 

Method TBLASTX : Wheat 

End 680 

Score 359 



90. .188, 97. .543, 100. .273, 234. .338, 562. .675, 567. .680 



26417 
54809 
1 

OJ990915_11.0103.C40.ol.gs 

211 

none 

211. .652 

26417 
54809 
1 

OJ990915_11.0103.C40.ol.tm 

307 

none 

307. .570 



Seq. ID OJ990915_11.0103.C40 

Strand + 

End 702 • 

Method GEN SCAN 

End 652 

Score . 63 



Seq. ID OJ990915_11.0103.C40 

Strand + 

End 702 

Method TBLASTX : Mai ze 

End 570 

Score 200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26418 
54810 
13 

OJ990325_04.0114.Cl.ol.gs 
13 

none 
13. .66 



Seq. ID OJ990325_04.0114.C1 

Strand 

End 66 

Method GENSCAN 

End 66 

Score .93 



26419 
54811 
1 

OJ990325_04 . 0114 . C2 . ol . gp 
1 

2312838 
1. .59 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. ID OJ990325_04.0114.C2 
Strand 

59 

^AT/GAP 
59 
93 



End 

Method 

End 

Score 



26455 



Seq. No. 26420 Seq. ID 

Gene No. 54812 Strand 

Start 246 End 

Name OJ990325_04 . 0114 . C3 . ol . gs Method 

Start 24 6 ' End 

GI none Score 

Exons 246.. 421 



OJ990325_04.0114.C3 
+ 

421 

GENSCAN 

421 

.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26421 Seq. ID 

54813 Strand 

3821 * End 

OJ990325_04 . 0114 . C5 . o2 . gs Method 

3821 End 

none Score 



OJ990325_04.0114.C5 

+ 

16509 
GENSCAN 
16509 
.79 



3821. .3953, 4089. .4171, 4818. .4875, 5483. .5532, 6734. .6802, 
7112. .7246, 7339. .7510, 7592. .7683, 7766. .8173, 8712. .9633, 
10521. .10760, 10827. .11158, 11389 11537 , 121 94 .. 12800, 
13007. .13153, 13622. .13897, 14225 .. 14332 , 14563. . 14768, 
14843. .15146, 15258 .. 15911, 16336.. 16509 



26421 
54813 
3821 

OJ990325_04 
3842 
3176661 
3842. .3953, 
6734. .6802, 



.0114.C5.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4889, 



OJ990325_ 
+ 

16509 
AAT/NAP 
16506 
3342 
5567. .5724, 



04. 0114. C5 



.7683, 7763.. 8101, 



4089. .4171, 4818. 
7112.. 7271, 7424. 
9890.. 10284, 10521 10898, 10971 .. 11158 , 11389.. 
12169. .12770, 13007. .13153, 13622 .. 138 97 , 14225. 
14563. .14768, 14843 .. 1514 6, 15258 .. 1567 9, 15716. 
16336.. 16506 

GI Descrip. (AC004393) Similar to putative DNA polymerase gb|M29683 from 
cerevisiae. [Arabidopsis thaliana] 



6146. . 
8712. . 
11506, 
.14332, 
.15911, 



6194, 
9542, 



Seq. No. 


26421 








Seq. ID 


OJ990325 


Gene No. 


54813 








Strand 


+ 


Start . 


3821 








End 


16509 


Name 


OJ990325 04. 


0114. C5 


. ol.gp 


* Method 


AAT/GAP 


Start 


8981 








End 


9726 


GI 


none 








Score 


1049 


Exons 


8981. . 


9126,. 


9153. .9726 






Seq. No. 


26421 








Seq. ID 


OJ990325 


Gene No. 


54814 








Strand 


+ 


Start 


22896 








End 


27036 


Name 


OJ990325 04. 


0114. C5 


o4 . gs 


Method 


GENSCAN 


Start 


22896 








End 


27036 


GI 


none 








Score 


.8 


Exons 


22896. 


.23240 


, 23469 


.24235, 


24447. .24655, 24902 




25433. 


.25592 


, 25750 


.25858, 


26971. .27036 


Seq. No. 


26421 








Seq. ID 


OJ990325 


Gene No. 


54814 








Strand 


+ 


Start 


22896 








End 


27036 


Name 


OJ990325 04. 


0114. C5 


o3.np 


Method 


AAT/NAP 


Start 


23790 








End 


25879 



04. 0114. C5 



,25171, 



26456 



GI 129021 Score 774 

Exons 23790. .24235, 24447 .. 24720, 24880 .. 25237 , 25526.-25592, 

25750.. 25879 

GI Descrip. SPO0B-ASSOCIATED GTP-BINDING PROTEIN gi | 98326 | pir | | B32804 
GTP-binding protein, spoOB 3'-region - Bacillus subtilis 
gi|508979 (M24537) GTP-binding protein [Bacillus subtilis] 
gi I 2635257 |emb|CAB14752| (Z99118) GTPase activity [Bacillus 
subtilis] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26421 
54814 
22896 

OJ990325_04. 0114 . C5 . o3 . gp 

25736 

none 

25736.-25858, 25945.. 26195 

26421 
54815 
665 

OJ990325_04.0114.C5.ol.gs 

665 

none 

665. .811, 1534. .1767 



26421 
54816 
17361 

OJ990325_04 . 0114 . C5 . o3 . gs 
17361 



Seq. ID OJ990325_04 .0114 .C5 

Strand . + 

End 27036 

Method AAT/GAP 

End 26195 

Score 688 



Seq. ID OJ990325_04.0114.C5 
Strand 

End 17 67 

Method GENSCAN 

End 1767 

Score .8 



OJ990325 04. 0114 . C5 



none 

17361. 

19072. 

20200, 

21362, 



Seq. ID _ 
Strand 

End 22769 
Method GENSCAN 
End 22769 
Score .74 

17612, 18079. .18156, 18247 .. 18318, 18397 .. 184 96, 
19123, 19305. .19360, 19435 19480, 19560 19611, 
20250, 20671. .20762, 20857 20986, 21085 .. 21159, 
21472, 21566. .21658, 21886 22020, 22701.. 22769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26421 
548.16 
17361 

OJ990325_04.0114.C5.o2.gp 
17711 

,R1084 ' 
,17970, 
,18637, 
,19360, 



904 1_1, 
17711. , 
18597. , 
19305/, 



18079. 
18731. 
19435. 



Seq. ID OJ990325_04 .0114 .C5 
Strand 

End 227 69 

Method AAT/GAP 
End 19491 
Score 1452 
18247. .18318, 18397, 
18916. .18995, 19072. 



,18496, 
,19123, 



18156, 18247. .18318, 
18801, 18916. .18995, 
19491 

'2130052/pir MS65467 1.0e-112 xylose isomerase (EC 5.3.1.5) 
barley >gi_1296809_emb_CAA64545_ (X95257) xylose isomerase 
[Hordeum vulgare] 1 



Seq. No. 26421 

Gene No. 54816 

Start 17361 

Name OJ990325_04 . 0114 . C5 . o2 . np 

Start 17938 

GI 6175480 

Exons 17938. .17970, 18079 .. 18156, 
18597. .18637, 18731 .. 18801, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_04.0114.C5 

22769 
AAT/NAP 
21625 
1769 



18247. .18318, 18397. .184 96, 
18916. .18995, 19072 .. 19123, 



26457 




19305. .19360, 19435 19480, 19560 .. 19611 , 19716. . 19817, 
19896. .19950, 20030 20109, 20200 20250, 20671 .. 20762 , 
20857. .20986, 21085 .. 21159, 21362 21472, 21566.. 21625 
GI Descrip. XYLOSE I SOME RASE gi | 2130052 Ipir I I S65467 .xylose isomerase (EC 
5.3.1.5) - barley gi 1 1296809 | emb | CAA64545 | (X95257) xylose 
isomerase [Hordeum vulgare] 



Seq. No. 


26421 




Seq. ID 


OJ990325_04.0114 


.C5 


Gene No. 


54817 




Strand 






Start 


27948 




End 


28487 




Name 


OJ990325 04. 0114. C5 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11428 




End 


12675 




GI 


none 




Score 


163 




Exons 


11428. .11541, 11431 


.11556, 


12191. .12391, 12192. .12395, 






12355. .12396, 12396 


.12674, 


12399. .12674, 12556.. 12675 




Seq. No. 


26421 




Seq. ID 


OJ990325_04.0114 


.C5 


Gene No. 


54817 




Strand 






Start 


27948 




End 


28487 




Name 


OJ990325 04 0114 C5 


o5 . tm 


Method 


TBLASTX : Maize 




Start 


14646 




End 


14999 




GI 


none 




Score 


151 




Exons 


■ 14646. .14756, 14646 


.14768, 


14647. .14766, 14 651 .. 14782 , 






14840. .14998, 14841 


.14999 








Seq. No. 


26421 




Seq. ID 


OJ990325_04.0114 


.C5 


Gene No. 


54817 




Strand 






Start 


27948 




End 


28487 




Name 


OJ990325 04. 0114. C5 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15344 




End 


15776 




GI 


none 




Score 


576 




Exons 


15344. .15697, 15345 


.15716, 


15657. .15776, 15687. .15776 




Seq. No. 


26421 




Seq. ID 


OJ990325_04.0114 


.C5 


Gene No. 


54817 




Strand 






Start 


27948 




End 


28487 




Name 


OJ990325 04. 0114. C5 


06 . tm 


Method 


TBLASTX: Maize 




Start 


16303 




End 


16551 




GI 


none 




Score 


276 




Exons 


16303. .16539, 16306 


.16551, 


16337. .16549 




Seq. No. 


26421 




Seq. ID 


OJ990325_04.0114 


.C5 


Gene No. 


54817 




Strand 






Start 


27948 




End 


28487 




Name 


OJ990325 04. 0114. C5, 


ol . tm 


Method 


TBLASTX: Maize 




Start 


17898 




End 


21472 




GI 


none 




Score 


98 




Exons 


17898. .17972, 17900. 


.17977, 


17900. .17974, 18058 .. 18156, 





18077. .18166, 18077. .18157, 1824 6 .. 18335 , 18247 18318 , 

18396. .18497, 18397 .. 184 95, 18567 1864 1, 18576 .. 18635, 

18596. .18637, 18730 .. 18801 , 18731 .. 18802, 18756. . 18803, 

18905. .18997, 18914 .. 18997 , 18915 .. 18 998 , 19070 .. 19123, 

19072. .19128, 19074. .19127, 19291 .. 19362, 19304 .. 19360, 

19429. .19482, 19431 .. 19487 , 19555 19611 , 19556 .. 19612, 

19565. .19612, 19716 .. 19823, 1971 6 .. 19823, 19717 .. 19824 , 

19887. .19955, 19893 .. 19952, 20030 .. 20128 , 20030 .. 20110, 

20032. .20115, 20196. .20252, 20200 20256, 20200 .. 20259, 



26458 



20201. .20260, 20670 20741, 20674 207 63, 20675 20764 , 

20678. .20761, 20849 21028, 2084 9 .. 21028 , 20850 21029, 

21079. .21162, 21083. .21160, 21085 .. 21171, 21362 214 72 , 
21363. .21470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26421 
54817 
27948 

OJ990325_04 . 0114 . C5 . ol . ts 
17930 
none 
17930. 
18247. 
18397. 
18749. 
18925. 
19304. 
19556. 
19893. 
20195. 
20849. 
21085. 
21419. 



04. 0114. C5 



Seq. ID OJ990325_ 
Strand 

End 28487 

Method TBLASTX : Soybean 

End 21472 

Score 53 



.17986, 


18062. 


.18157, 


18079. 


.18162, 


18079. 


.18156, 


.18318, 


18248. 


.18319, 


18273. 


.18326, 


18395. 


.18466, 


.18495, 


18567. 


.18641, 


18596. 


.18637, 


18731. 


.18802, 


.18802, 


18914. 


.18997, 


18915. 


.18998, 


18924. 


.18998, 


.18999, 


19072. 


.19128, 


19074. 


.19127, 


19297. 


.19362, 


.19360, 


19429. 


.19482, 


19431. 


.19487, 


19549. 


.19611, 


.19612, 


19716. 


.19799, 


19716. 


.19823, 


19726. 


.19818, 


.19952, 


19895. 


.19933, 


20030. 


.20101, 


20032. 


.20115, 


.20260, 


20674. 


.20763, 


20678. 


.20761, 


20838. 


.21029, 


.21028, 


20857. 


.21039, 


21059.' 


.21160, 


21079. 


.21171, 


.21171, 


21101. 


.21184, 


21332. 


.21415, 


21345. 


.21419, 


.21472, 


21423. 


.21458 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26421 
54817 
27948 

OJ990325_04 .0114 .C5.ol.tw 
17932 



Seq. ID OJ990325_0.4.0114.C5 
Strand 

28487 

TBLASTX: Wheat 
18802 
65 



End 

Method 
End 

none Score 
17932. .17973, 17933 .. 17977, 18077 .. 18157 , 18079 .. 18156, 
18247. .18318, 18248 18319, 18263 .. 18319, 18397 .. 184 95 , 
18397. .18495, 18567 .. 18641, 18596 .. 18649, 18596 .. 18 634 , 
18597. .18635, 18731 .. 18802, 18732. .18800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26421 
54817 
27948 

OJ990325_04 . 0114 . C5 . ol . tc 

18058 

none 

18058. .18153, 18062. .18157, 
18392. .18466, 18567 .. 18641, 
18749. .18805, 18914 .. 18997 , 
19074. .19121, 19078. .19128, 
19429. .19488, 19431 .. 19481 . 



Seq. ID 
Strand 
End - 
Method 
End 
Score 



OJ990325 04. 0114. C5 



28487 

TBLASTX: Cress 
19488 
81 

18247. .18318, 18391 .. 18495, 
18596. .18637, 18731 .. 18802 , 
18915. .18986, 18931 .. 18999, 
19307. .19360, 19309 .. 19362 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26421 
54817 
27948 

OJ990325_04 . 0114 . C5 . o2 . tc 
19555 



Seq. ID OJ990325_04.0114.C5 
Strand 

28487 

TBLASTX: Cress 
21469 
69 



End 

Method 
End 

none Score 
19555. .19611, 19556. .19612, 19716 .. 19823, 19719 
19723. .19818, 19893 .. 19952, 19893 .. 19952 , 20030 
20032. .20115, 20200. .20253, 20853 .. 20987, 20886 
20912. .21028, 20913 .. 21029, 21059 .. 21160, 21076 



.19811, 
.20170, 
.20906, 
.21171, 



26459 




21076. .21171, 21101. .21175, 21345 21419, 21362 .. 214 15, 
21419.. 21469 



Seq. No. 


.26421 




Seq. ID 


OJ990325 


_04.0114 


-C5 


Gene No. 


54817 




Strand 








Start 


27948 




End 


28487 






Name 


jn-v f\ /*\ /*\ rt rt ^ rt A rt 1 *1 A j—m r* 

OJ990325_04 .0114 ,C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


24180 




End 


25846 






GI 


none 




Score 


84 






Exons 


rt A ^ rt f\ rt A rt rt rt rt Jl f rt rt 

24180. .24239, 24180. 


.24236, 


24182. .24241, 24441 


. .24722, 






24448. .24708, 24448. 


.24723, 


24880. .25179, 24891 


. .25172, 






25427. .25594, 25434 . 


. 25613, 


25435. .25593, 25736 


. . 2584 6, 






25741. .25815,- 25760. 


. 25843 










Seq. No. 


26421 




Seq. ID 


OJ990325 


04 . 0114 


.C5 


Gene No. 


54817 




Strand 








Start 


27948 




End 


28487 






Name 


t rt rt rt rt rt r - * rt ji rt "1 ji y^>i r* 

OJ990325 04 . 0114 . C5 . 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


24630 




End 


25143 






GI 


none 




Score 


135 






Exons 


rt a rt rt rt ji rt rt rt ji ✓* rt i 

24630. .24722, 24631. 


.24708, 


24866. .25057, 24866 


. .25024, 






24880. .25143, 24883. 


.25029, 


24891. .25124 






Seq. No. 


26421 




Seq. ID 


OJ990325 


_04 .0114 


.C5 


Gene No. 


54817 




Strand 








Start 


27948 




End 


28487 






Name 


OJ990325_04 .0114 .C5. 


o3. tc 


Method 


TBLASTX: 


Cress 




Start 


24880 




End 


25572 






GI 


none 




Score 


311 






Exons 


24880. .25149, 24883. 


.25146, 


24891. .25163, 25480 


. . 25572 




Seq. No. 


26421 




Seq. ID 


OJ990325 


04 .0114 


-C5 


Gene No. 


54817 




Strand 








Start 


27948 




End 


28487 






Name 


OJ990325_04 . 0114 . C5 . 


o5 . gs 


Method 


GENS CAN 






Start 


27948 




End 


28487 






GI 


none 




Score 


.92 






Exons 


27948. .28066, 28108. 


.28381, 


28408. .28487 






Seq. No. 


26422 




Seq.- ID 


OJ990325 


JD4 . 0114 


. C6 


Gene No. 


54818 




Strand 


+ 






Start 


464 




End 


523 






Name 


,rt t rt rt rt rt rt r* rt a rt ^ -i a y*** 

OJ990325_04 . 0114 .C6. 


ol . gs 


Method 


GEN SCAN 






Start 


464 




End 


523 






GI 


none 




Score 


.5 






Exons 


464. .523 












Seq. No. 


26423 




Seq. ID 


OJ990325 


_04 .0114 


.C7 




54819 




Strand 








Start 


2693 




End 


3782 






Name 


OJ990325 04. 0114. CI. 


ol . np 


Method 


AAT/NAP 






Start 


2693 




End 


3782 






GI 


6815053 




Score 


657 






Exons 


2693.. 2930, 2980.. 3135, 3636 


. .3782 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26423 




Seq. ID 


OJ990325 


_04 .0114 


-C7 



26460 




Gene No. 


54820 






Strand 




Start 


5030 






End 


5168 


Name 


OJ990325 04 


.0114 


. C7 . o2 .np 


Method 


AAT/NAP- 


Start 


5030 






End 


5168 


GI 


5852093 






Score 


71 


Exons 


5030. .5168 










GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza 


sativa] 




Seq. No. 


26423 






Seq. ID 


OJ990325_04.0114.C7 


Gene No. 


54821 






Strand 




Start 


9001 






End 


12675 


Name 


OJ990325 04 


.0114 


.C7 .o2 .gs 


Method 


GENSCAN 


Start 


9001 






End 


12401 


GI 


none 






Score 


.42 


Exons 


9001. .9046, 


9540 


..9596, 10081. .10716, 


11001. .11223, 12248. 



26423 



Seq. ID OJ990325_04 .0114 .C7 



Seq. No. 

Gene No. 54821 Strand 

Start 9001 End 12675 

Name OJ990325_04 . 0114 .C7 . o3 .np Method AAT/NAP 

Start 10068 End 12675 

GI 6069646 Score 393 

Exons 10068. .11091, 12614.. 12675 

GI Descrip. (AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi|6907112|dbj IBAA90639.il • (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to. 
sequence, 
(AC006248) 



Seq. No. 


26423 




Seq. ID 


OJ990325_04.0114 


.C7 


Gene No. 


54821 




Strand 






Start 


9001 




End 


12675 




Name 


OJ990325 04. 0114. C7 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10086 




End 


10487 




GI 


none 




Score 


97 




Exons 


10086. .10259, 10338 


. .10487 








Seq. No. 


26423 




Seq. ID 


OJ990325_04;0114 


.C7 


Gene No. ■ 


54821 




Strand 






Start 


9001 




End 


12675 




Name 


OJ990325 04. 0114. C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


10273 




End 


10554 




GI 


none 




Score 


124 




Exons 


10273. .10554, 10275 


. . 10550 








Seq. No. 


26423 




Seq. ID 


OJ990325_04.0114 


.01 


Gene No. 


54821 




Strand 






Start 


9001 




End 


12675 




Name 


OJ990325 .04. 0114. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10494 




End 


10882 




GI 


none' 




Score 


84 




Exons 


10494. .10655, 10513 


. .10656, 


10703. .10882 




Seq. No.. 


26423 




Seq. ID 


OJ990325_04.0114 


.CI 


Gene No. 


54821 




Strand 






Start 


9001 




End 


12675 




Name 


OJ990325 04. 0114. C7 


.o2.tm 


Method 


TBLASTX: Maize 





26461 



Start 
GI 

Exons 



10886 End 11111 

none Score 125 

10886*. .11110, 10887.. 11111 



Seq. No. -26424 . Seq. ID 

Gene No. 54822 Strand 

Start 1897 End 

Name. OJ990325_04 . 0114 . C8 . o2 . gs Method 

Start 1897 End 

GI none Score 

Exons 1897.. 2853 



OJ990325_04.0114.C8 

2853 
GEN SCAN 
2853 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26424 Seq. ID OJ990325_04 . 0114 . C8 

54822 Strand 

1897 End 2853 

OJ990325_04 . 0114 . C8 . ol . np ' Method AAT/NAP 

2122 End 2739 

6942018 Score 284 

2122. .2739 

(AF216581) AP2/EREBP-like transcription factor LEAFY PETIOLE 
[Arabidopsis thaliana] 



26424 Seq. ID 

54822 Strand 

1897 - End ■ 

OJ990325_04.0114.C8.ol.tw Method 

24 97 End 

none Score 

2497. .2682, 2612. .2680, 2622. .2687 



Seq. No. 26424 Seq. ID 

Gene No. 54822 Strand 

Start 1897 End 

Name OJ990325_04 . 0114 . C8 . ol . ts Method 

Start 2509 End 

GI none Score 

Exons 2509.. 2688, 2516.. 2689 

Seq. No. 26424 Seq. ID 

Gene No. 54822 Strand 

Start 1897 End 

Name OJ990325_04 . 0114 . C8 . ol . tc Method 

Start 2515 End 

GI none Score 

Exons 2515.. 2685 



OJ990325_04.0114.C8 
2853 

TBLASTX: Wheat 

2687 

78 



OJ990325_04.0114.C8 
2853 

TBLASTX : Soybean 

2689 

115 



OJ990325_04.0114.C8 
2853 

TBLASTX: Cress 

2685 

220 



Seq. No. 26424 Seq. ID 

Gene No. 54822 Strand 

Start 1897 End 

Name OJ990325_04 . 0114 . C8 . ol . tm Method 

Start 2515 End 

GI none Score 

Exons 2515.. 2685, 2612.. 2695 



Seq. No. 
Gene No. 
Start 



26425 
54823 
2240 



Seq. ID 

Strand 

End 



OJ990325_04.0114.C8 
2853 

TBLASTX: Maize 

2695 

84 



OJ990325_04. 0114. C10 
3331 



26462 




Name 


OJ990325 04. 0114. CIO. o2 


.gs 


Method 


GENSCAN 






Start 


2240 




End 


3331 






GI 


none 




Score 


.53 






Exons 


2240.. 2353, 2466.. 2583, 


2728. 


.2754, 3306.. 3331 






Seq. No. 


26426 




Seq. ID 


OJ990325 


_04 


0114. Cll 


bene ino • 


J H O *i 




Strand 


+ 






Start 


466 




End 


782 






Name 


OJ990325 04.0114.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


466 . 




End 


782 






GI 


none 




Score 


.43 






Exons 


466. .574, 690. .782 












Seq. No. 


. 26426 




Seq. ID 


OJ990325_ 


_04 


.0114 .Cll 


Gene No. 


54825 




Strand 


+ 






Start 


■ 4671 




End 


5615 






Name 


OJ990325 04.0114.Cll.o2 


.gp 


Method 


AAT/GAP 






Start 


4671 




End 


5615 






GI 


16721 2.R1084 




Score 


1855 






Exons 


4671. .5615 












GI Descrip. 


* 4454033/emb | CAA23030 . 1 


I l.Oe 


-58 (AL035394) putative potassium 




transport protein [Arabidopsis thaliana] ' 






Seq. No. 


26426 




Seq. ID 


OJ990325_ 


_04 


.0114. Cll 


Gene No. 


54826 . 




Strand 








Start 


1066 




End 


4147 






Name 


OJ990325 04.0114.Cll.ol 


• gp 


Method 


AAT/GAP 






Start 


1066 




End 


3950 






GI 


none 




Score 


1334 






Exons 


1066. .1274, 1541. .1612, 


1731. 


.1793, IE 


J69. .1930, 


24! 


39. .2649, 



3784. .3950 



Seq. No. 


26426 








Seq. ID 


OJ990325_04. 0114. Cll 


Gene No. 


54826 








Strand 




Start 


1066 








End 


4147 


Name 


OJ990325 04 


.0114 


.Cll.o2 


.gs 


Method 


GENSCAN 


Start 


1719 








End 


4147 


GI . 


none 








Score 


..75 


Exons - 


1719. .1801, 


2489 


. .2649, 


3478.. 


.3611, 3902. .4147 


Seq. No. 


26426 








Seq. ID 


OJ990325_04 .0114 .Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1867 








End 


4005 


GI 


none 








Score 


82 


Exons 


1867. .1938, 


1869 


. .1931, 


2480. 


.2650, 2487. .2600, 2487. .2660, 




2488. .2652, 


3783 


. .3887, 


3783. 


.3893, 3784. .3894, 3955. .4005 


Seq. No. 


26426 








Seq. ID 


OJ990325_04. 0114. Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.oS 


ts 


Method 


TBLASTX : Soybean 


Start 


2493 








End 


3869 


GI 


none 








Score 


140 


Exons 


2493. .2651, 


2494 


. .2652, 


3807. 


.3869 





26463 



Seq. No. 26426 

Gene No. 54827 

Start 4 905 

Name OJ990325_04 . 0114 . Cll . ol . tm 

Start 4902 

GI none 

Exons 4902.. 5207, 4906.. 5214, 5172. 

5640.. 5669, 5661.. 5993, 5664. 

>fr 6495.. 6662, 6524.. 6661 



OJ990325_04 .0114. Cll 
13536 

TBLASTX: Maize 
6662 
242 

.5681, 
.5994, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5639, 5281.. 5640, 5637. 
.5993, 5665.. 5994, 5914. 



Seq. No. 26426 
Gene No. 54827 
Start 4905 

Name OJ990325_04 . 0114 .Cll . ol . tc 

Start 4905 
GI none 
Exons 4 905. 

6495. 

7102. 
- 8303. 

8835. 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990325 04. 0114. Cll 



.5135, 4909. .5085, 5391. 

.6770, 6515.. 6775, 6524. 

.7176, 7108. .7158, 7236. 

,8419, 8304. .8420, 8450. 

.-8909, 8835.. 8912, 8836. 



13536 

TBLASTX: Cress 
9073 
77 

.5996, 5394.. 5873, 5395.. 5997, 

.6775, 6858.. 6905, 6909.. 6980, 

.7502, 7244. .7501, 8287. .8409, 

.8545, 8454. .8546, 8481. .8546, 

.9072, 8978. .9037, 8984. .9073 



Seq. No. 
'Gene No. 
Start 
Name 
Start . 
GI 

Exons 



26426 
54827 
4 905 

OJ990325_04 . 0114 . Cll . o3 . gs 

4905 

none 



Seq. ID OJ990325_04. 0114. Cll 

Strand • - 

End ■ 13536 • 

Method GEN SCAN 

End 13536 

Score . 64 



4905. .5992, 6526. .6780, 7246. .7506, 8130. .8183, 8302. .8544, 
8838. .9112, 9434. .9649, 10015 .. 10096, 13128 .. 13160, 13500. .13536 



Seq. No. 26426 

Gene No. 54827 

Start 4905 

Name OJ990325_04 . 0114 .Cll .o2 .ts 

Start 4905 

GI none 

Exons 4905.. 5120, 6488.-6775, 6495. 
7244.. 7288 



Seq. I'D OJ990325_04 .0114 .Cll 
Strand 

End 13536 

Method TBLASTX : Soybean 

End 7288 

Score 227 

.6770, 6858., 6980, -7090. .7161, 



Seq. No. 26426 Seq. ID 

Gene No.' 54827 Strand 

Start 4905 End 

Name OJ990325_04 . 0114 . Cll . o2 . tw Method 

Start* 4905 End 

GI none Score 

Exons 4905.. 5180, 4908.. 5135 



OJ990325_04. 0114. Cll 
13536 

TBLASTX: Wheat 

5180 

111 



Seq. No. 26426 

Gene No. 54827 

Start 4905 

Name OJ990325_04 . 0114 . Cll . ol . np 

Start 4908 

GI 6513926 

Exons 4908.. 5992, 6526.. 6780, 6869. 

8130. .8183, 8302. .8544, 8838. 



OJ990325 04. 0114. Cll 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6983, 
.9049, 10076.. 10152 



13536 
AAT/NAP 
10152 
2425 
7105. .7157, 



7246. .7506, 



GI Descrip. (AC011664) putative potassium transporter [Arabidopsis thaliana] 



26464 




Seq. No. 


26426 








Seq. ID 


OJ990325_04 .0114 .Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5397 








End 


5996 


GI 


none 








Score 


245 


Exons 


5397. .5972, 


5397 


. .5996, 


5398. 


.5994 




Seq. No. 


26426 








Seq. ID 


OJ990325_04 .0114 .Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.o3 


.gp 


Method 


AAT/GAP 


Start 


- 5844 








End 


5962 


GI 


none 








Score 


202 


Exons 


5844. .5962 












Seq. No. 


26426 








Seq. ID 


OJ990325_04. 0114. Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325JD4 


.0114 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6662 








End 


7466 


GI 


none 








Score 


136 


Exons 


6662. .6775, 


6663 


. . 6773, 


6666. 


.6782, .'&870. .6980, 6870. .6980, 




6901. .6981, 


6904 


. . 6981, 


7094. 


.7165, 7102. .7176, 7244. .7453, 




7245. .7451, 


7245 


. .7466 








Seq. No. 


26426 








Seq. ID 


OJ990325_04.0114.C11 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


7289 








End 


7503 


GI 


none 








Score 


81 


Exons 


7289. .7372, 


7289 


. .7501, 


7290. 


.7502, 7291.. 7503 


Seq. No. 


26426 








Seq. ID 


OJ990325_04. 0114. Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End . 


13536 


Name 


OJ990325 04 


.0114 


.Cll.o3 


. tm 


Method 


•TBLASTX : Maize 


Start 


7466 








End 


8547 


GI 


none 








Score 


176 


Exons 


7466. .7507, 


8129 


. .8173, 


8286. 


.8423, 8303. .8482, 8304. .8423, 




8417. .8545, 


8439 


. .8546, 


8455. 


.8547 




Seq. No. 


26426 








Seq. ID 


OJ990325_04 . 0114 . Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8303 








End 


8546 


GI 


none 








Score 


177 


Exons 


ooUJ . . o 4zo , 




. . 0 4z O, 


OjUO. 


.8431, 8314. .8427, 8434. .8544, 




8435. .8545, 


8436 


. ,8546 








Seq. No. 


26426 








Seq. ID 


OJ990325_04. 0114 .Cll 


Gene No. 


54827 








Strand 




Start 


4905 








End 


13536 


Name 


OJ990325 04 


.0114 


.Cll.o4 


.ts 


Method 


TBLASTX : Soybean 



264 65 




Start 


8303 


End 


9058 


GI 


none 


Score 


137 


Exons 


8303. .8482, . 8304. .8423, 8450 


..8545, 8457. .8546, 8499. .8546, 




8826.. 8966, 8839. .9036, 8842 


..9048, 8861. .9058 


Seq. No. 


26426 


Seq. ID 


OJ990325_04. 0114. Cll 


Gene No. 


54827 


Strand 


- 


Start 


4905 


End 


13536 


Name 


OJ990325_04 . 0114 . Cll . o5 . tm 


Method 


TBLASTX: Maize 


Start 


8864 


End 


9072 


GI 


none 


Score 


168 


Exons 


8864.. 9034, 8866.. 9036, 8866 


. .9072 




Seq. No. 


26427 


Seq. ID 


OJ990325_04.0114.C12 


Gene No. 


54828 


Strand 


+ 


Start 


275 


End 


350 


Name 


OJ990325_04 . 0114 . C12 .ol ,gs 


Method 


GENSCAN 


Start 


275 


End 


350 


GI 


none 


Score 


. 54 


Exons 


275. .350 






Seq. No. 


26427 


Seq. ID 


OJ990325_04.0114.C12 


Gene No. 


54829 


Strand 


- 


Start 


2251 . 


End 


2352 


Name 


OJ990325 04.0114 .C12 . o2 .gs 


. Method 


GENSCAN 


Start 


2251 


End 


2352 


GI 


none 


Score 


.73 


Exons 


2251. .2352 






Seq. No. 


26428 


Seq. ID 


OJ990325_04.0114.C13 


Gene No. 


54830 


Strand 


+ 


Start 


313 


End 


4397 


Name 


OJ990325 04.0114.C13.ol.np 


Method 


AAT/NAP 


Start 


313 


End 


4397 


GI 


6056403 


Score 


163 • 


Exons 


313. .465, 1461. .1533, 1620.. 


1716, 1820 


..2101, 2276. .2356, 




4290. .4397 






GI Descrip/ 


(AC009525) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


26428 


Seq. ID ■ 


OJ990325_04.0114.C13 


Gene No. 


54830 


Strand 


+ 


Start 


313 


End 


4397 


Name 


.OJ990325 04.0114.C13.ol.gs 


Method 


GENSCAN 


Start 


379 


End 


3616 


GI 


none 


Score 


.61 


Exons 


379.-465, 1461.. 1533, 1851.. 


2182, 2276 


. .3616 


Seq. No. 


26428 


Seq. ID 


OJ990325_04.0114.C13 


Gene No. 


54830 


Strand 


+ 


Start 


313 


End - * 


4397 


Name 


OJ990325 04.0114.C13.o2.np 


Method 


AAT/NAP 


Start 


379 


End 


4397 


GI 


2244929 


Score 


181 


Exons 


379.. 472, 1399.. 1533, 1623.. 


1915, 1997 


..2182, 2276..23S3, 




2868.. 3232, 3308.. 3452, 3492 


..3612, 4271. .4397 


GI Descrip. 


(Z97339) hypothetical protein [Arabidopsis thaliana] 



26466 




Seq. No. 


26428 






Seq. ID 


OJ990325_04 .0114 .C13 


Gene No. 


54830 






Strand 


+ 


Start 


313 






End 


4397 


Name 


OJ990325 04 


.0114 .C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1818 






End 


2679 


GI 


none 






Score 


134 


Exons 


1818. .1964, 


1825. . 1962, 


1966. . 


2181-, 1970.. 2200, 2266.. 2679, 




2273. .2638, 


2274. .2678, 


2275. . 


2679 




Seq. No. 


26428 






Seq. ID 


OJ990325_04.0114.C13 


Gene No . 


54830 






Strand 


+ 


Start 


313 






End 


4397 


Name 


OJ990325 04 


.0114 .C13.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2679 






End 


2908 


GI 


none 






Score 


211 


Exons 


2679. .2792, 


2680. .2904, 


2681. . 


2905, 2681. .2908, 2682. .2906 


Seq. No. 


26428 






Seq. ID 


OJ990325__04.0114.C13 


Gene No. 


54830 






Strand 


+ 


Start 


313 






End 


4397 


Name 


OJ990325 04 


. 0114 .C13.ol 


• gp 


Method 


AAT/GAP 


Start 


2839 






End 


3222 


GI 


none 






Score 


718 


Exons 


2839. .3222 










Seq. No. 


26428 






Seq. ID 


OJ990325_04 .0114 .C13 


Gene No . 


54830 






Strand 


+ 


Start 


313 






End 


4397 


Name 


OJ990325 04 


.0114.C13.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3383 






End ■ 


3621 


GI 


none 






Score 


284 


Exons 


3383. .3619, 


3394 . . 3621 








Seq. No. 


26429 






Seq. ID 


OJ990325_04 .0114.C14 


Gene No. 


54831 






Strand 


+ 


Start 


1 






End 


4766 


Name 


OJ990325 04 


.0114 .C14 .o2 


. np 


Method 


AAT/NAP 


Start 


1 






End 


4766 


GI 


6056403 






Score 


219 


Exons 


1..41, 2353 


..2399, 2482 


. .2639, 


3400. .3557, 3862. .4025, 




4581. .4766 










GI Descrip. 


(AC009525) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


26429 






Seq. ID 


OJ990325_04.0114.C14 


Gene No. 


54831 






Strand 


+ 


Start 


1 






End 


4766 


Name 


OJ990325 04 


.0114.C14.ol 


.gs 


Method 


GEN SCAN 


Start 


213 






End 


4713 


GI 


none 






Score 


.74 


Exons 


213. .585, 718. .2399, 2482. .2639, 3400 


..3557, 3865. .4025, 




4581. .4713 










Seq. No. 


26429 






Seq. ID 


OJ990325__04 .0114 .C14 


Gene No. 


54831 






Strand 


+ 


Start 


1 






End 


4766 


Name 


OJ990325 04 


.0114.C14.ol 


.gp 


Method 


AAT/GAP 


Start 


1758 






End 


2282 



26467 




GI 


4715781 








Score 


1039 


Exons 


1758. .2282 












Seq. No. 


26429 








Seq. ID 


OJ990325_04.0114.C14 


Gene No. 


54831 








Strand 


+ 


Start 


1 








End 


4766 


Name 


OJ990325 04. 


0114 


,C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1982 








End 


3494 


GI 


none 








Score 


464 


Exons 


1982. .2398, 


1983 


. .2399, 


1984. 


.2400, 1988. .2407, 2094. .2402, 




2474. .2566, 


2481 


. .2567, 


2490. 


.2567, 2491. .2568, 2551. .2637, 




2565. .2639, 


2577 


. .2648, 


3391. 


.3471, 3392. .3493, 3399. .3494 


Seq. No. 


26429 








Seq. ID 


OJ990325_04.0114.C14 


Gene No . 


54831 








Strand 


+ 


Start 


1 








End 


4766 


Name 


OJ990325 04. 


0114 


.C14 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3497 








End 


4045 


GI 


none 








Score 


88 


Exons 


3497-. .3568, 


3497 


. .3559, 


3502. 


.3570, -3854. .4045, 3855. .4031 


Seq. No. 


26430 








Seq. ID 


OJ990325 04.0114.C15 


Gene . 


54832 








Strand 


+ 


Start 


609 








End 


1948 


Name 


OJ990325 04. 


0114 


.CIS.ol. 


gs 


Method 


GENSCAN 


Start 


609 








End 


1948 


GI 


none 








Score 


.57 


Exons 


609. .741, 1372.. 


1464, 1908. .1948 




Seq. No. 


26430 








Seq. ID 


OJ990325 04.0114.C15 


Gene No . 


54832 








Strand 


+ ~~ 


Start 


609 








End 


1948 


Name 


OJ990325 04. 


0114 


.CIS.ol. 


gp 


Method 


AAT/GAP 


Start 


727 








End 


1279 


GI 


none 








Score 


1035 


Exons 


727. .1279 












Seq. No. 


26430 








Seq. ID 


OJ990325_04.0114.C15 


Gene No. 


54833 








Strand 


+ 


Start 


4992 








End • 


6392 


Name 


OJ990325 04. 


0114 


.C15.o3. 


gs 


Method 


GENSCAN 


Start 


4992 








End 


6392 


GI 


none 








Score 


.48 


Exons 


4992. .5078, 


5137 


. .5207, 


6197. 


. 6392 




Seq. No. 


26430 








Seq. ID 


OJ990325_04.0114.C15 


Gene No . 


54834 








Strand 




Start 


2608 








End 


4788 


Name 


OJ990325 04. 


0114 


.C15.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


710 








End 


1078 


GI 


none 








Score 


157 


Exons 


710. .826, 711. .827, 883. 


.912, 


916. .981, 


921.. 959, 1019.. 1078 


Seq. No. 


26430 








Seq. ID 


OJ990325_04.0114.C15 


Gene No. 


54834 








Strand 




Start 


2608 








End 


4788 


Name 


OJ990325 04. 


0114 


.C15.o2. 


gs 


Method 


GENSCAN 



26468 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2608 
none 

2608. .4788 

26430 
54.S34 ■ 
2 6?) 8 * 

OJ990325_04.0114.C15.ol.tm 

2617 

none 



End 
Score 



4788 
1 



Seq. ID OJ990325_04.0114.C15 

Strand'' - 

End 4 788 

Method TBLASTX: Maize 

End 4 629 

Score 213 



2617. .2727, 2747. .3373, 2749. .3861, 3187. .3459, 3523. .3822, 

3536. .3670, 3571. .3732, 3865. .4131, 3865. .4101, 3865. .4125, 

3866. .4105, 3878. .4132, 4003. .4128, 4124. .4414, 4144. .4416, 

4156. .4428, 4156. .4338, 4465.-4629, 4465. .4629 



26430 Seq. ID 

54834 Strand 

2608 End 
OJ990325JJ4 .0114 .CIS. ol.np Method 

2629 End 

4049345 Score 
2629. .4689 

(AL034567) putative protein [Arabidopsis thaliana] 



OJ990325_04.0114.C15 

4788 
AAT/NAP 
4689 
1446 



26430 
54834 . 
2608 

OJ990325_04.0114 .C15.ol.ts 

2761 

none 

2761. .3213 

26430 
54834 
2608 

OJ990325_04. 0114 .CIS. ol.tc 

2770 

none 

2770.. 3282 

26430 
54834 
2608 

OJ990325_04. 0114. CIS. o2.ts 

3217 

none 

3217. .3354, 3274. .3438, 3517, 
3838. .3948, 3866. .3982, 3868. 
4150. .4251, 4474. .4629 

26430 
54834 
2608 

OJ990325_04 . 01 14 . C15 . ol . tw 

3277 

none 

3277. .3450, 3472. .3507, 3523. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_04 . 0114 .CIS 
4788 

TBLASTX : Soybean 

3213 

323 



OJ990325_04 . 0114 . CIS 
4788 

TBLASTX: Cress 

3282 

264 



Seq. ID OJ990325_04.0114.C15 
Strand 

End 4788 

Method TBLASTX : Soybean 

End 4629 

Score 76 

.3660, 3548;. 3640, 3580.. 3852, 
.4101, 4016. .4102, 4136. .4252, 



Seq. ID OJ990325_04.0114.C15 
Strand 

End 4788 

Method TBLASTX : Wheat 

End 4410 

Score 78 

.3666, 3533.. 3667, 3583.. 3855, 



26469 






3865. .3954, 


3874.. 4101, 3905 


..3964, 3965. .4036, 4156. .4263, 


- 


4162. .4239, 


4180. .4410 






Seq. No. 


26430 




Seq. ID 


OJ990325_04.0114.C15 


Gene No. 


54834 




Strand 




Start 


2608' 




End 


4788 


Name 






Method 


TBLASTX: Cress 


Start 


3283 




End 


4476 


GI 


none 




Score 


58 


Exons 


3283. .3450, 


3286.. 3450, 3523 


..3804, 3523.. 3.681, 3856.. 4122, 




3868. .4149, 


3875. .3949, 4028 


..4129, 4030. .4152, 4156. .4410, 




4159. .4476, 


4187. .4309 






Seq. No. 


26431 




Seq. ID 


OJ990325_04.0114.C16 


oene ino . 


DH O JJ 




Strand 


+ 


Start 


3662 




End 


4663 


Name 


OJ990325 04. 


0114.C16.o2.gs 


Method 


.GEN SCAN 


Start 


3662 




End 


4663 


GI 


none 




Score 


.76 


Exons 


3662... 4012, 


4095.. 4197, 4257 


. .4663 




Seq. No. 


26431 




Seq. ID 


OJ990325_04.0114.C16 


Gene No. 


54836 




Strand 


+ 


Start 


6054 




End 


15141 


Name 




m 1 A PI £ r\"X rro 

uj.14 • L^xo. 0-3 . gs 


Method 


. GENSCAN 


Start 


6054 




End 


15141 


GI 


none 




Score 


.42 


Exons 


6054. .6803, 


7146.. 7230, 7542 


..7755, 7828. .8257, 8674. .8887, 




9007. .9142, 


9227.. 9251, 9761 


..9929, 11141. .11218, 11450. .11 




12016. .12263 


, 12327. .12649, 


13804. .13910, 14942. .15141 


Seq. No. 


26431 




Seq. ID 


OJ990325_04.0114.C16 


Gene No. 


54836 




Strand 


+ 


O Lai. L 


6054 




End 


15141 


Name 


OJ990325 04. 


0114.C16.ol.np 


Method 


AAT/NAP 


Start 


6201 




End 


9314 


GI 


2623295 




Score 


341 


Exons 


6201. .6364, 


7751.. 8257, 8674 


..8935, 9022.. 9142, 9227.. 9314 


GI Descrip. 


(AC002409) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


26431 




Seq. ID 


OJ990325_04.0114.C16 


Gene No. 


54836 




Strand 


+ 


Start 


6054 




End 


15141 


Name 


OJ990325 04. 


0114.C16.o2.np 


Method 


AAT/NAP 


Start 


10081 




End 


11560 


GI 


5042462 




Score ' 


143 


Exons 


10081. .10191 


, 11317. .11560 






GI Descrip'. 


(AC007789) putative negatively light-regulated protein [Ory 




sativa] 








Seq. No. 


26431 




Seq. ID 


OJ990325_04.0114.C16 


Gene No. 


54836 




Strand 


+ 


Start 


6054 




End 


15141 


Name 


OJ990325 04. 


0114.C16.o3.np 


Method 


AAT/NAP 


Start 


12087 




End 


12650 


GI 


1703574 




Score 


453 


Exons 


12087. .12650 









26470 



GI Descrip. (U80437) No definition line found [Caenorhabditis elegans] 



Seq. No. 


26431 






Seq. ID 


OJ990325_04.0114 


.C16 


Gene No. 


54836 






Strand 


+ 




Start 


6054 






End 


15141 




Name 


OJ990325_04 , 


0114 .C16, 


.ol.gp 


Method 


AAT/GAP 




Start 


13892 






End 


14214 




GI 


3762717 






Score 


496 




Exons 


13892. . 14214 












Seq. No. 


26431 






Seq. ID 


OJ990325_04.0114 


.C16 


Gene No. 


54837 






Strand 






Start 


1207 






End 


1588 




Name 


OJ990325_04 . 


0114. C16, 


. ol.gs 


Method 


GENSCAN 




Start 


1207 






End 


1588 




GI 


none 






Score 


. 67 




Exons 


1207 . . 1311, 


1520. .1588 








Seq. No. 


26431 






Seq. ID 


OJ990325_04.0114 


.C16 


Gene No. 


54838 






Strand 






Start 


3641 






End 


3967 




Name 


OJ990325_04 . 


0114. C16, 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


3641 






End 


3967 




GI 


none 






Score 


125 




Exons 


3641. .3766, 


3658. .3768, -3788 


..3907, 3911. .3967 




•Seq. No. 


26431 






Seq. ID 


OJ990325._04.0114 


.C16 


Gene No. 


54839 






Strand 






Start 


12099 






End 


12674 




Name 


OJ990325_04 . 


0114. C16, 


.ol.tc 


Method 


TBLASTX -.Cress 




Start 


12099 






End 


12614 




GI 


none 






Score 


511 




Exons 


12099. . 12614 


, 12119., 


.12235, 


12398. .12601 




Seq. No. 


26431 






Seq. ID 


OJ990325_04.0114 


.C16 


Gene No. 


54839 






Strand 






Start 


12099 






End 


12674 




Name 


OJ990325_04 . 


0114.C16. 


.ol.ts 


Method .. 


TBLASTX : Soybean 




Start 


12099 






End 


12647 . 




GI 


none 






Score 


552 




Exons 


12099. . 12614 


, 12119.. 


.12235, 


12317. .12607, 12528.. 12647 




Seq. No. 


26431 






Seq. ID 


OJ990325_04 .0114 


.C16 


Gene No. 


54839 






Strand 






Start 


12099 






End 


12674 




Name 


OJ990325_04 . 


0114 .C16, 


, ol.tm 


Method 


TBLASTX: Maize 




Start 


12099 






End 


12326 




GI 


none 






Score 


364 




Exons 


12099. .12326 


, 12119., 


.12208 








Seq. No. 


26431 






Seq. ID 


OJ990325_04.0114 


.C16 


Gene No. 


54839 






Strand 






Start 


12099 






End 


12674 




Name 


OJ990325 04. 


0114. C16. 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


12501 






End 


12674 




GI 


none 






Score • 


189 




Exons 


12501. .12617 


, 12503.. 


,12610, 


12528. .12674, 12598. .12663 





26471 




Sea No 


26432 




Seq. ID 


OJ990325 04 


.0114 


.C18 


Gene No. 


54840 




Strand 








Start 


59 




End 


239 






Name 


OJ990325 04.0114.C18. 


ol .gs 


Method 


GENSCAN 






Start 


59 




End 


239 






GI 


none 




Score 


.82 






Exons 


59.. 159, 185.. 239 












Sea No . 


26433" 




Seq. ID 


OJ990325 04 


. 0114 


.C19 


Gene No. 


54841 




Strand 








Start 


110 




End 


332 






Name 


OJ990325 04.0114.C19. 


ol.gs 


Method 


GENSCAN 






Start 


110 




End 


332 






GI 


none 




Score 


.7 






Exons 


110. .254', 282. .332 












Seq. No. 


26434 




Seq, ID 


OJ990325 04 


. 0114 


.C20 


Gene No. 


54842 




Strand 








Start 


12 




End : 


626 






Name 


OJ990325 04.0114.C20. 


ol.gs 


Method 


GENSCAN 






Start 


12 




End 


617 






GI 


none 




Score 


.82 






Exons 


12. .617 












Seq. No. 


26434 




Seq. ID 


OJ990325_04 


.0114 


.C20 


Gene No . 


.54842 




Strand 








Start 


12 




. End 


626 






Name 


. OJ990325 04.0114.C20. 


ol .np 


Method 


AAT/NAP 






Start 


288 




End 


626 






GI 


5042447 




Score 


250 






Exons 


288. .626 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Sea No 


26434 




Seq. ID 


OJ990325_04 


.0114 


.C20 


Gene No. 


54842 




Strand 








Start 


12 ' 




End 


626 






Name 


OJ990325 04.0114.C20. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


345 




End 


624 






GI 


none 




Score 


68 






Exons 


345. .623, 541. .624 












Seq. No. 


26434 




Seq. ID 


OJ990325_04 


.0114 


.C20 


Gene No. 


54842 




Strand 








Start 


12 




End 


626 






Name 


OJ990325 04.0114.C20. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


348 




End 


623 






GI 


none 




Score 


101 






Exons 


348.. 623, 354.. 623 












Seq. No. 


26435 




Seq. ID 


OJ990325_04 


.0114 


.C21 


Gene No. 


54843 




Strand 








Start 


1 




End 


734 






Name 


OJ990325 04.0114.C21. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


734 






GI 


6056403 




Score 


106 






Exons 


1..63, 179.. 234, 321. 


.393, 


678. .734 









26472 




GI Descrip. (AC009525) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


26435 


Seq. ID 


OJ990325_04,0114.C21 


Gene No. 


54843 


Strand 


— 


Start ■ 


1 


End 


734 


Name 


OJ990325 04.0114.C21.ol.gs 


Method 


GENS CAN - 


Start 


321 


End 


393 


GI 


none 


Score 


.43 


Exons 


321. .393 






Seq. No. 


26436 


Seq. ID 


OJ990325_04.0114.C22 


Gene No. 


54844 


Strand 




Start 


1 


End 


652 


Name 


OJ990325 04.0114.C22.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


350 


GI 


2384675 


Score 


264 


Exons 


1..44, 108. .350 






GI Descrip. 


(AF012659) putative potassium 


transporter AtKT4p [Arabidopsis 




thaliana] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26436 
54844 
1 

OJ990325_04.0114.C22.ol.tc 
4 

none 



Seq. ID OJ990325_04.0114.C22 

Strand ■ - 

End 652 

Method TBLASTX: Cress 

End 352 

Score 120 



4. .78, 93. .215, 109. .225, 110. .226, 256. .351, 260. .352, 287. .352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26436 
54844 
1 

OJ990325_04 . 0114 . C22 . ol . tm 
92 

none 



Seq. ID OJ990325_04.0114.C22 
Strand 

End 652 

Method TBLASTX : Mai ze 

End 352 

Score 176 



92.. 229, 109.. 288, 110.. 229, 223.. 351, 245.. 352 



26436 
54844 
1 

OJ990325_04.0114.C22.ol.ts 

109 

none 



Seq. ID OJ990325_04.0114.C22 
Strand 

End 652 • 

Method TBLASTX : Soybean 

End 352 

Score 137 



109. .288, 110. .229, 256. .351, 263. .352, 305. .352 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26436 
54844 
1 

OJ990325_04 . 0114 . C22 . ol . tw 

109 

none 



Seq. ID OJ990325_04.0114.C22 
Strand 

End 652 

Method TBLASTX : Wheat 

End 352 

Score 177 



109. .231, 110. .232, 112. .237, 120. .233, 240. .350, 241. .351, 
242. .352 



Seq. No. 26436 Seq. ID OJ990325_04 . 0114 . C22 

Gene No. 54844 Strand 

Start 1 End 652 

Name OJ990325_04 . 0114 . C22 . ol . gs Method GENSCAN 



26473 



Start 


134 


End 


652 




GI 


none 


Score 


.53 




Exons 


134. .316, 644. .652 








Seq. No. 


26437 


Seq. .ID 


OJ990325_04.0114. 


C24 


Gene No.' 


54845 


Strand 






Start 


1 


End 


547 




Name 


OJ990325. 04 .0114 1 .C24 .ol.np 


Method 


AAT/NAP 




Start . 


1 


End 


547 




GI 


4809193 


Score 


248 




Exons 


1..91, 170. .224, 304. .383, 


477. .547 






GI Descrip. 


(AF140230) xylose isomerase 


[Oryza sativa] 




Seq. No. 


26437 


Seq. ID 


OJ990325_04.0114. 


C24 


Gene No. 


54845 


Strand 






Qf art 


1 


End 


547 




Name 


OJ990325 04.0114.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


66 


End 


537 




GI 


none 


Score 


38 




Exons 


66. .98, 68. .97, 161. .229, 167. .226, 304. .402, 304. .384, 






306. .389, 473. .529, 477. .533, 477. .536 


, 478. .537 




Seq. No. 


26437 


Seq. ID 


OJ990325_04.0114. 


C24 




5484 5 ■ " - 


Strand - 






Start . • 




End 


547 '.' 




Name 


OJ930325 04.0114.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


68 


End 


530 




GI 


none 


Score 


50 




Exons 


68 97 167 226 167 226 


304 444. 


306. .389, 477. .530 


Seq. No. 


26437 


Seq. ID 


OJ990325JD4.0114. 


C24 


(Ipn q Mo 


54845 


Strand 






Start 


1 


End 


547 




Name 


OJ990325 04.0114.C24.ol.gs 


Method 


GENSCAN 




Start 


170 


End 


303 




GI 


none 


Score 


.76 




Exons 


170. .303 








Seq. No. 


26438 


Seq.' ID 


OJ990325_04.0114. 


C25 




54846 


Strand 


+ 




Start 


337 


End 


396 




Name 


OJ990325 04.0114.C25.ol.gs 


Method 


GENSCAN 




Start 


337 


End 


396 




GI 


none 


Score 


.56 




Exons 


337. .396 








Seq. No. 


26439 


Seq. ID 


OJ990325_04.0114. 


C28 




54847 


Strand 


+ 




Start 


462 


End 


633 




Name 


OJ990325 04.0114.C28.ol.gs 


Method 


GENSCAN 




Start 


462 


End 


633 




GI 


none 


Score 


.7 




Exons 


462.. 633 








Seq. No. 


26440 


Seq. ID 


OJ990325JD4.0114. 


C34 


Gene No. 


54848 


Strand 


+ 




Start 


62 


End 


500 





26474 



Name 

Start 

GI 

Exons 



OJ990325_04.0114 .C34.ol.gp 
62 

none 
62. .385 



Method AAT/GAP 
End 385 
Score 590 



Seq. No. 26440 

Gene No. 54848 

Start 62 

Name OJ990325_04 . 0114 . C34 . ol . gs 

Start 126 

GI none 

Exons 126.. 500 



Seq. ID OJ990325_04 .0114 .C34 

Strand + 

•End 500 

Method GENSCAN 

End 500 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



26441 Seq. ID 

54849 Strand 
1 End 
OJ990325_04 . 0114 . C36 . ol . np Method 
1 End 
4809193 Score 
1..94, 170. .239, 330. .409,. 489. .543, 622. .705 
(AF140230) xylose isomerase [Oryza sativa] 



OJ990325_04 . 0114 . C36 
+ 

705 

AAT/NAP- 
705 
319 



26441 Seq. ID 

5484 9 . . .... Strand - 

1 " *' End ' 

OJ990325_04 .0114 .C36.ol.tm Method 

179 End 

none Score 



OJ990325_04.0114.C36 

+ . 
705 . ■ 

TBLASTX: Maize 

703 

83 



179. .238, 180. .239, 183. .239, 191. .241, 311. .409, 319. .396, 
324. .407, 329. .409, 484. .552, 487. .546, 643. .699, 644. .703, 
644. .700 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26441 
54849 
1 

OJ990325_04.0114.C36.ol.ts 

179 

none 



Seq. ID OJ990325_04.0114.C36 

Strand + 

End 705 

Method TBLASTX : Soybean 

End 703 

Score 113 



179. .244, 324. .407, 327. .407, 338. .409, 344. .412, 487. .546, 
506. .544, 636. .659, 644. .703, 644. .703 



26441 
54849 
1 

OJ990325_04.0114.C36.ol.tc 

186 

none 



Seq. ID OJ990325_04.0114.C36 

Strand + 

End 705 

Method TBLASTX: Cress 

End 703 

Score 74 



186. .239, 269. .409, 324. .407, 487. .546, 487. .546, 501. .557, 
616. .675, 644. .703, 644. .703 



Seq. No. 26441 Seq. ID 

Gene No. 54849 Strand 

Start 1 End 

Name OJ990325_04 . 0114 . C36 . ol . gs Method 

Start 410 End 

GI none Score 

Exons 410.. 543 



OJ990325_04 . 0114 . C36 
+ 

705 . 
GENSCAN 
543 
.7 



26475 




Q p/-r Ma 


26442 








Seq. ID 


OJ990325 

\*f \mf ~S \S 


04 , 


. 0114 


.C37 


Gene No. 


54850 








Strand 


+ 








Start 


69 








End 


291 








Name 


OJ990325 04.0114 


.C37 


.ol. 


.gs 


Method 


GEN SCAN 








Start 


69 








End 


291 








GI 


none 








Score 


.44 








Exons 


69. .291 




















26443 








Seq. ID 


OJ990325 


04 , 


. 0114 


.C38 


Gene No. 


54851 








Strand 


+ 








Start 


584 








End 


1843 








Name 


OJ990325 04.0114 


.C38 


.ol, 


.gs 


Method 


GENSCAN 








Start 


584 








End 


1282 








GI 


none 








Score 


1 








Exons 


584. .1282 


















Seq. No. 


26443 








Seq. ID 


OJ990325_ 


_04 , 


.0114 


.C38 


Gene No. 


54851 








Strand 


+ 








Start 


584 








End 


1843 








Name 


OJ990325 04.0114 


.C38 


.ol, 


.np - 


Method 


AAT/NAP 








Start 


584 








End 


1843 








GI 


1922937 








Score 


104 








Exons . 


S84..976, 1821.. 


1843 

















Gi 'Descrip. (AC000106)' Similar to Glycine SRC2 (gb | AB000130 ) 1 ESTs 



gb|H76869,gb|'T21700,gb|ATTS5089 come from this gene. 
[Arabidopsis thaliana] 



Seq. No. 


26444 




Seq. ID 


OJ990325_04, 


.0114. 


C39 


Gene No. 


54852 




Strand 


+ 






Start 


285 




End 


360 






Name 


OJ990325 04.0114.C39.ol, 


.gs 


Method 


GENSCAN 






Start 


285 




End 


360 






GI 


none 




Score 


.53 






Exons 


285. .360 












Seq. No. 


26445 




Seq. ID 


OJ990325_04, 


.0114. 


C40 


Gene No. 


54853 




Strand . 


+ 






Start 


1 




End 


570 






Name 


OJ990325 04.0114.C40.ol, 


.np 


Method 


AAT/NAP 






Start 


1 




End 


570 






•gj; 


5257279 




Score 


449 






Exons 


1. .570 












GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


26445 




Seq. ID 


OJ990325_04, 


,0114. 


C40 


Gene No. 


54853 




Strand 


+ 






Start 


1 




End 


570 






Name 


OJ990325 04.0114.C40.ol. 


,tm 


Method 


TBLASTX: Maize 




Start 


130 




End 


492 






GI 


none 




Score 


237 






Exons 


130. .492, 213. .461 












Seq. No. 


26445 




Seq. ID 


OJ990325JD4. 


,0114. 


C40 


Gene No. 


54853 




Strand 


+ 






Start 


1 




End 


570 







26476 



Name OJ990325_04 . 0114 . C40 . ol . tw Method 

Start 175 End 

GI none . Score 

Exbns 175.. 546, 237.. 545, 248.. 562 

Seq. No. 26446 Seq. ID 

Gene No. 54854 Strand 

Start 207 End 

Name OJ990325_04 . 0114 .C41 . ol . gs ' Method 

Start 207 • End' 

GI none Score 

Exons 207.. 336 



TBLASTX : Wheat 

562 

332 



OJ990325_04.0114.C41 
336 

GENS CAN 

336 

.47 



Seq. No. 


26447 












Seq. ID 


OJ990325 


Gene No. 


54855 












Strand 




Start 


216 












End 


323 


Name 


OJ990325 


04 


.0114 


.C42 


.ol 


. gs 


Method 


GEN SCAN 


Start 


216 












End 


323 




none 












Score 


.84 


Exons 


216. .323 
















Seq. No. 


26448 












Seq. ID 


OJ990325 


Gene No. 


54856 












Strand 




Start. 


319 












End 


419 • 


Name 


OJ990325* 


04 


;0114 


.C43 


.ol 


. gs 


V, Method 


- GEN SCAN 


Start 


319 












"""End 


419 


GI 


none 












Score 


.84 


Exons 


319. .419 

















Seq. No. 


26449 






Seq. ID 


OJ990325 


_04.0114.C44 


Gene No. 


"54857 






Strand 






Start 


40 






End 


175 




Name 


OJ990325 04 


.0114 


.C44.ol.gs 


Method 


GENSCAN 




Start 


40 






End 


175 




GI 


none 






Score 


.56 




Exons 


40. .175 












Seq. No. . 


26450 






Seq. ID 


OJ990325_ 


_04.0114.C45 


Gene No. 


54858 






Strand 


+ 




Start 


461 






End 


786 




Name 


OJ990325 04 


.0114 


.C45.ol.np 


Method 


AAT/NAP 




Start 


461 






End 


786 




GI 


5922631 






Score 


385 




Exons 


461. .786 












GI Descrip. 


(AP000492) 


ESTs 


C26347 (C12145 


,AU078074 (C12145) 


correspond 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to, a region of the 
predicted gene.; Similar to prpol; Zea mays - retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 26450 Seq. ID OJ990325_04 . 0114 . C4 5 

Gene No. 54858 Strand + 

Start 4 61 End 78 6 

Name OJ990325_04 .0114 .C45.ol.gs Method GENSCAN 

Start 464 End 723 



26477 



GI none 

Exons 464 . . 723 

Seq. No. 26451 

Gene No. 54859 

Start 386 

Name OJ990325_04 . 0114 .C4 6.ol.gs 

Start 386 

GI none 

Exons 386.. 468, 568.. 596 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990325_04.0114.C46 
+ 

596 

GENS CAN 

596 

.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 

Start . * 
GI 

Exons 

GI Descrip. 



26451 Seq. ID 

54860 Strand 

1 End 
OJ990325_04.0114 .C4 6.ol.np Method 

1 End 

5852181 Score 
1..52, 778. .915 

(AL117265) zhbOO.ll-.l [Oryza sativa] . 



OJ990325_04.0114.C46 
915 

AAT/NAP 

915 

115 



OJ990325 04.0114.C47 



26452 Seq. ID 

54861 - Strand 
1 , End 582 

OJ990325._04.0114.C47.ol.np Method AAT/NAP 
1. - ■ - - - End 582 

5922631 Score 297 ~ 

1.-57, 256. .582 

(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 26452 Seq. ID 

Gene No. 54861 Strand 

Start 1 End 
.Name , OJ990325JD4 . 0114 .C47.ol.gs Method 

Start 286 End 

GI none Score 

Exons 286. .514 



OJ990325__04.0114.C47 
582 

GENS CAN 

514 

.42 



Seq. No. 


26453 






Seq. ID 


OJ990325_ 


_04 


0114 


.C50 


Gene No. 


54862 






Strand 


+ 








Start 


1046 






End 


1759 








Name 


OJ990325 04 


.0114.C50.ol 


. gs 


Method 


GENSCAN 








Start 


1046' 






End 


1759 








GI 


none 






Score 


.84 








Exons 


1046. .1094, 


1345. .1482, 


1533. 


.1759 










Seq. No. 


26453 






Seq. ID 


OJ990325_ 


_04 


0114 


.C50 


Gene No. 


54862 






Strand 


+ 








Start 


1046 






End 


1759 








Name 


OJ990325 04 


.0114.C50.ol 


.gp 


Method 


AAT/GAP 








Start 


1198 






End 


1721 








GI 


LIB3434-038 


-P1-K1-F1 




Score 


762 









26478 



Exons 1198.. 1721 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 26453 ^ - Seq. ID 

Gene No. 54863 Strand 

Start 2109 End 

Name OJ990325_04 . 0114 . C50 . o2 . gs Method 

Start 2109 End 

GI none Score 

Exons 2109.. 2233 



OJ990325_04.0114.C50 

2233 
GEN SCAN 
2233 
.95 



Seq. No. 26454 Seq. ID 

Gene No. 54864 Strand 

Start 282 End 

Name OJ990325_04 . 0114 . C51 . ol . gs Method 

Start 282 End ■ 

GI none Score 

Exons 282.. 425 



OJ990325_04.0114.C51 
+ 

425 

GENSCAN 

425 

.51 



Seq. No. 
Gene No. 
Start 
Name 
Start 
Gl" 
Exons 

GI Descrip. 



26455 Seq. ID OJ990325_04 . 0114 . C52 

54865 Strand + 

1 End 8 64 

OJ990325_04.0114.C52.ol.np Method AAT/NAP 

1 .' * . . ' End . - 864 ' 

'6539553 Score 1130 

1..864 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


26455 




Seq. ID 


OJ990325_04.0114 


.C52 


Gene No. 


54865 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ990325 04.0114.C52.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


340 




GI 


none 




Score 


282 




Exons 


1..324, 2. .340 










Seq. No. 


26455 




Seq. ID 


OJ990325_04.0114 


.C52 


Gene No. 


54865' 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ990325 04.0114.C52.ol 


. gs 


Method 


GENSCAN 




Start 


92 




End 


415 




GI 


none 




Score 


.97 




Exons 


* 92. .415 










Seq. ' No. 


26455 




Seq. ID 


OJ990325_04.0114 


.C52 


Gene No. 


54865 




Strand 


+ 




Start 


1 




End 


864 




Name 


OJ990325 04.0114.C52.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


151 




End 


489 




GI 


none 




Score 


195 




Exons 


151.. 393, 164.. 391, 387 


. .488, 


388. .489 






Seq. No. 


26455 




Seq. ID 


OJ990325_04.0114 


.C52 



26479 




Gene No. 


54865 




Strand 


+ 
















Name 


OJ990325 04.0114.C52.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


347 




End 


806 




GI 


none 




Score 


55 




Exons 


347. .391, 352. .393, 355 


. .390, 


' 387. .416, 


388. .420, 434.. 


775, 




435. .797, 436. .804, 438 


. .806 








Seq. No. 


26455 




Seq. ID 


OJ990325_04.0114 


.C52 


bene ino . 


D 4 O DO 










Start 


1 




End 


864 




Name 


OJ990325 04.0114.C52.o2 


.ts 


Method 


TBLASTX : Soybean 




Start. 


387 




End 


693 




GI 


none 




Score 


75 




Exons 


. 387. .455, 388. .465, 484 


. .693, 


489. .620 






Seq. No. 


26456 




Seq. ID 


OJ990325_04.0114 


.C54 


bene inu . 


J40D0 




q+- v-anri 

Oil d I L\JL 






Start 


44 




End 


561 




Name 


OJ990325 04Z0114.C54.ol 


. gs 


Method 


GENS CAN 




Start 


44 




End 


421 




GI 


none 




Score 


.85 




Exons 


44 . .276, 316. .421 










Seq. No-^;- v v 


26456 " ■ " * 




*Seq. ID 


OJ99O325_04.0114 


.C54 


Gene No. 


54866 




Strand 








44 




End 


561 




Name 


OJ990325 04.0114.C54.ol 


,np 


Method 


AAT/NAP 




Start 


.47 




End 


561 




GI 


5902445 




Score 


804 




Exons 


47. .561 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


26456 




Seq. ID 


OJ990325_04.0114 


.C54 


uene ino . 


54866 




Strand 






Start 


44 




End 


561 




Name 


OJ990325 04.0114.C54.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


74 




End 


520 




GI 


none 




Score 


95 




Exons 


74. .187, 179. .517, 381. 


.509, 


416. .520 






Seq. No. 


26456 




Seq. ID 


OJ990325_04.0114 


.C54 


bene ino . 


54866 




Strand 






Start 


44 




End 


561 




Name 


OJ990325 04.0114.C54.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


95 




End 


358 




GI 


none 




Score 


97 




Exons 


95. .196, 96. .197, 176.. 


358, 177.. 302 






Seq. No. 


26457 




Seq. ID 


OJ990325_04.0114 


.C55 


Gene No. 


54867 




Strand 






Start 


1 




End 


1119 




Name 


OJ990325 04.0114.C55.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1064 




GI 


5902445 " 




Score. 


1631 




Exons 


1. .1064 










GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 





26480 



Seq. No. 26457 Seq. ID 

Gene No. 54867 Strand 

Start • 1 End 

Name OJ990325_04 . 0114 . C55 . ol . gs Method 

Start ' 84 End 

GI none Score 

Exons 84.. 1064 



OJ990325_04.0114.C55 

1119 
GENSCAN 
1064 
1 



Seq. No. 26457 Seq.. ID 

Gene No. 54867 Strand 

Start 1 End 

Name OJ990325_04 . 0114 . C55 . ol . ts Method 

Start 102 End 

GI none Score 

Exons 102.. 500, 103.. 450 



OJ990325_04.0114.C55 
1119 

TBLASTX: Soybean 

500 

136 



Seq. No. 26457 Seq. ID 

Gene No. 54867 Strand 

Start 1 End 

Name OJ990325_04 . 0114 . C55 . o2 . tw Method 

Start 124 End 

GI none Score 

Exons. . 124.. 504,, 129.. 548 



OJ990325_04.0114.C55 
1119 

TBLASTX: Wheat 

548 

265 



Seq. No. 26457 Seq. ID 

Gene No. 54867 Strand 

Start 1 End 

Name OJ990325_04 .0114 . C55 . o2 . tm Method 

Start 222 End 

GI none Score 

Exons 222.. 605, 223.. 501 



OJ990325_04.0114.C55 
1119 

TBLASTX: Maize 

605 

141 



Seq. No. 26457 Seq. ID 

Gene No. 548 67 Strand 

Start 1 End 

Name OJ990325_04 .0114 . C55 . o3 . tw Method 

Start 54 9 End 

GI none Score 

Exons 549.. 662, 549.. 662, 550.. 663 



OJ990325_04.0114.C55 
1119 

TBLASTX: Wheat 
663 

8 6 ■ A - 



Seq. No. 26457 Seq. ID 

Gene No. 54867 Strand 

Start 1 End 

Name OJ990325_04 . 0114 . C55 . ol . tm Method 

Start 633 End 

GI none Score 

Exons 633.. 989, 643.. 948 



OJ990325_04 . 0114 .C55 
1119 

TBLASTX: Maize 

989 

187 



Seq. No. 26457 Seq. ID 

Gene No. 54867 Strand 

Start 1 End 

Name OJ990325_04 . 0114 . C55 . ol . tw Method 

Start 663 End 

GI none • Score 

Exons 663.. 1118, 664.. 1119 



OJ990325_04 . 0114 .C55 
1119 

TBLASTX: Wheat 

1119 

270 



26481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26457 
54867 
1 

OJ990325_04 .0114 .C55.o2.ts 

714 

none 

714. .848, 855. .1079 



Seq. ID OJ990325_04.0114.C55 
Strand 

End 1119 

Method TBLASTX : Soybean 

End 1079 ■ 

Score 138 



Seq. ID OJ990325_04.0114.C56 
Strand + 

568 

AAT/NAP 
568 
282 



26458 
54868 
1 

OJ990325_04.0114.C56-ol.np 
1 

6598522 
1..46, 182. .568 

(AC006194) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



26458 
54868 . 
1 

OJ990325_04.0114.C56.ol.tc 

154 

none 

154;. 231, 280%537, 387.. 536 

26458 
54868 
1 

OJ990325_04.0114.C56.ol.tw 

199 

none 

199. .231, 259. .567, 261. .536 

26459 
54869 
51 

OJ990325_04.0114.C58.ol.gs 
51 

none 

51. .127, 489. .555 • 



Seq. ID OJ990325_04.0114.C56 

Strand + 

End 568 

Method TBLASTX : Cress 

End 537 

Score 61. 



Seq. ID OJ990325_04.0114.C56 

Strand + 

End 568 

Method TBLASTX : Wheat 

End 567 

Score 40 



Seq. ID OJ990325_04.0114.C58 

Strand + 

End 555 

Method GENSCAN 

End 555 

Score .87 



26460 
54870 
180 

OJ990325_04 .0114 .C59.ol.np 
180 

4680179 
180.. 531 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990325_04.0114.C59 
Strand + 

531 

AAT/NAP 
531 
340 



End 

Method 

End 

Score 



26460 
54870 
180 

OJ990325_04.0114.C59.ol.tw 

275 

none 



Seq. ID OJ990325_04.0114.C59 

Strand + 

End 531 

Method TBLASTX : Wheat 

End 526 

Score 237 



26482 




Exons 


27S..526, 295. .330, 296. .472, 436. .480 








Seq. No. 


26460 


Seq. ID 


OJ990325_04. 


0114 


.C59 


UCllc LN(J . 


54870 


Strand 


+ 






Start 


180 


End 


531 






Name 


OJ99fn?5 04 0114 C59 61 tm 




TBLASTX: Maize 




Start 


275 ~~ 


End 


526 






GI 


none 


Score 


203 






Exons 


275 . . 526 










Seq. No. 


26461 


Seq. ID 


OJ990325_04. 


0114 


.C61 


Gene No. 


54871 


Strand 








Start 


1 


End 


102 






Name 


OJ990325 04.0114.C61.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


102 






GI 


4107139 


Score 


188 






Exons 


1. .102 










GI Descrip.. 


5257279/dbj IBAA81778.il 0.0e+00 (AP000364) Similar 


to Transposon 




MAGGY gag and pol gene homologues. (L35053) [Oryza 


sativa] 


Seq. No. 


26461 


Seq. ID 


OJ990325_04 . 


0114 


C61 


Gene No. 


54871 


Strand 








Start 


1 


End 


102 






Name 


OJ990325 04.0114.C61.ol.np 


Method 


AAT/NAP 






Start 


' 1 


End 


102 






GI: * 


5257279 


Score 


155 






Exons 


1. .102 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


26462 


Seq. ID 


OJ990325_04 . 


0114 


.C62 


Gene No. 


54872 


Strand 








Start 


1 


End 


556 






Name 


OJ990325 04.0114.C62.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


556 






GI 


5257279 


Score 


474 






Exons 


1..556 . 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


26462 


Seq. ID 


OJ990325_04. 


0114 


..C62 




54872 


Strand 








Start 


1 


End 


556 






Name 


OJ990325 04.0114.C62.ol.tw 


Method 


TBLASTX: Wheat • 




Start 


5 


End 


368 






GI 


none 


Score 


107 






Exons 


5. .151, 176. .367, 186. .368, 


267. .368 








Seq. No. 


26462 


Seq. ID 


OJ990325_04. 


0114 


.C62 




54872 


Strand 








Start 


1 


End 


556 






Name 


OJ990325 04.0114.C62.ol.gs 


Method 


GENSCAN 






Start 


41 


End 


427 






GI 


none 


Score 


.41 






Exons 


41. .427 










Seq. No. 


26463 


Seq. ID 


OJ990325_04 . 


0114 


.C63 



26483 



Gene No. 


54873 


Strand 






1 


End 


240 


Name 


OJ990325 04.0114.C63.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


240 


GI 


6692119 . 


Score 


113 


Exons 


1..240 






GI Descrip. 


(AC007764) F22C12.1 [Arabidopsis thaliana] 


Seq. No. ■ 


9 64 f>A 


OCLj • XL/ 


\JKJ Zf \J -J C. 


Gene ■ No . 


D *± 0 f 4 


Jli C3.li.lwl. 




Start 


347 


End 


1055 


Name 


OJ990325 04.0114.C64.ol.gs 


Method 


GEN SCAN 


Start 


347 


End 


1 nss 


GI 


none 


Score 


A 


Exons 


347. .1055 






Seq. No. 


26465 


Seq. ID 


vU .7 J \J ^> 


Gene No. 


54875 


Strand 




Of 3 t~4- 


96 


End 


339 


Name ' 


OJ990325 04.0114.C65.ol.np 


Method 


AAT/NAP 


Start 


96 


End 


O 3 -7 


GI 


5902447 


Score 


1 

1 j j 


Exons 


96. .339 






GI Descrip. 


(AB030283) orf4 [Oryza sativa] 




Seq. No. 


26465 


Seq. ID 


O TQQPl ?9 


Gene No. 


54875 


Strand 




Start 


96 


End 


O O -7 


Name 


OJ990325 04.0114.C65.ol.gs 


Method 




Start 


126 


End 


260 


GI 


none 


Score 


.62 


Exons 


126. .260 






Seq. No. 


26466 


Seq. ID 




Gene No. 


54876 


Strand 




Start 


1 


End 


^9 


Name 


OJ990325 04.0114.C66.ol.np 


Method 


AAT /MAP 




1 • 


End 


T39 


GI 


6691716 


Score 


410 


Exons 


1. .332 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 


gil 6691717 |dbj IBAA89397.1 | 


(AP000570) 


hypothet 




[Oryza sativa] 






Seq. No. 


26466 


Seq. ID 


OJ99032 


Gene No. 


54877 


Strand 




Start 


147 


End 


284 


Name 


OJ990325 04.0114.C66.ol.gs 


Method 


GEN SCAN 


Start 


147 


End 


284 


GI 


none 


Score 


.71 


Exons 


147. .284 







Seq. No. 26467 

Gene No. 54878 

Start 63 

Name OJ990325_04 . 0114 . C68 . ol . gs 

Start 63 



Seq. ID OJ990325_04.0114.C68 

Strand 

End 719 

Method GEN SCAN 

End 514 



26484 




GI 


none 


Score 


.92 




Exons 


63. .514 








Seq. No./. 


26467 


Seq. ID 


OJ990325_04 


.0114. C68 


Gene No 


54878. 


Strand 


— 




Start 


63 


End 


719 




Name 


OJ990325 04.0114.C68.ol.np 


Method 


AAT/NAP 




Start 


75 


End * V 


719 




GI 


6691716 


Score 


650 




Exons 


75. .514, 589. .719 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gil 6691717 | db j I BAA89397.il 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


26468 


Seq. ID 


OJ990325JD4 


.0114. C69 


Gene No. 


54879 


Strand 






Start 


1 


End 


116 




Name 


OJ990325 04.0114.C69.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


116 




GI 


5902447 . 


Score 


109 




Exons 


1. .116 








GI Descrip. 


(AB030283) orf4 [Oryza sativa] 






Seq. No. 


26468 


Seq. ID 


OJ990325_04 


.0114 .C69 


Gene No . ■ 


54'880 


Strand 






Start 


206 


End 


356 




Name 


OJ990325 04.0114.C69.o2.np 


Method 


AAT/NAP 




Start 


206 


End 


356 




GI 


5902448 


Score 


185 




Exons 


206. .356 








GI Descrip. 


(AB030283) orf3 [Oryza sativa] 






Seq. No. 


26468 


Seq. ID 


OJ990325_04 


.0114. C69 




54880 


Strand 






Start 


206 


End 


356 




Name 


OJ990325 04.0114.C69.ol.gs 


Method 


GENSCAN 




Start 


215 


End 


316 




GI 


none 


Score 


.87 




Exons 


215. .316 








Seq. No. 


26469 


Seq. ID 


OJ990325_04 


.0114 .C70 


Gene No. 


54881 


Strand 


+ 




Start 


680 


End 


1061 




Name 


OJ990325 04.0114.C70.o2.gp 


Method 


AAT/GAP 




Start 


680 


End 


1061 




GI 


uC-osflcyp033a04bl 


Score 


679 




Exons 


680. .1061 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


26469 


Seq. ID 


OJ990325_04 


.0114. C70 


Gene No. 


54882 


Strand 






Start 


613 


End 


2189 




Name 


OJ990325 04.0114.C70.ol.np 


Method 


AAT/NAP 




Start 


613 


End 


2189 




GI 


4680186 


Score 


379 




Exons 


613. .813, 1652. .1707, 2162. 


.2189 







26485 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 

'Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26470 
54883 
235 

OJ990325_04 . 0114 . C72 . ol . gs 

235 

none 

235. .337, 1017. .1145 



Seq. ID OJ990325_04.0114.C72 

Strand + 

End 1145 

Method GENSCAN 

End 1145 

Score .78 



26470 
54884 
1 

OJ990325_04 . 0114 . C72 . ol . np 
1 

5852181 
1..152 

(AL117265) zhbOOll.l [Oryza sativa] 



Seq. ID OJ990325_04.0114.C72 
Strand 

152 

AAT/NAP 
152 
141 



End 

Method 
End 
Score 



26471 
54885 
350 

OJ990325_04.0114.C73.ol.gs 

350 

none 

350. .441, 1792. .1879 



Seq. ID OJ99.0325_04.0114.C73 

Strand + 

End 1879 

Method GENSCAN 

End 1879 

Score .53 



Seq. ID OJ990325_04.0114.C73 
Strand 

643 

AAT/GAP 
643 
359 



26471 
54886 
368 

OJ990325_04 .0114 -C73.ol.gp 

368 

61605_3.R1084 
368. .643 

1 1402920/emb | CAA66965 | 2.0e-20 (X98321) .peroxidase [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



Seq. ID OJ990325_04.0114.C73 
Strand 

End 1850 

Method AAT/NAP 

End 1850 

Score 168 



26471 
54887 
1015 

OJ990325_04.0114.C73.ol.np 
1015 
6063554 
1015. .1189, 1823. .1850 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



26471 
54887 
1015 

OJ990325_04.0114.C73.o2.gp 
1622 

101153_1.R1084 
1622.*. 1850 

, 5852170/emb|AL117265.1 IOST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : t 17804 1 



Seq. ID OJ990325_04.0114.C73 
Strand 

End 1850 

Method AAT/GAP 

End 1850 

Score 417 



26486 



Seq. No. 26472 Seq. ID 

Gene No. 54888 Strand 

Start 319 End 

Name OJ990325_04 . 0114 . C74 . ol .gs Method 

Start 319 End 

GI none Score 

Exons 319.. 374 



OJ990325_04.0114.C74 
+ 

374 

GENSCAN 

374 

.43 



Seq. No. 26473 Seq. ID 

Gene No. 54889 Strand 

Start 322 End 

Name OJ990325_04 . 0114 . C77 . ol . gs Method 

Start 322 End 

GI none , Score 

Exons 322.. 678 



OJ990325_04.0114.C77 
+ 

875 

GENSCAN 

678 

.48 



Seq. No. 


26473 


Seq. ID 


OJ990325_04.0114.C77 


Gene No. 


54889 


Strand 


+ 


Start 


322 


End 


875 


Name 


OJ990325 04.0114.C77.ol.tw 


Method 


TBLASTX: Wheat 


Start 


346 


End 


696 


GI 


none 


Score 


48 


Exons 


346.. 408., 454. .696, 465. .695 






Seq. No. 


26473 


■Seq. ID 


OJ990325__04.0114.C77 


Gene No. 


54889 


Strand 


+ 


Start 


322 


End 


875 


Name 


OJ990325 04.0114.C77.ol.np 


Method 


AAT/NAP 


Start 


418 


End 


875 


GI 


6630696 


Score 


299 


Exons 


418. .875 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


26473 


Seq. ID 


OJ990325_04.0114.C77 


Gene No.. 


54889 


Strand 


+ 


Start 


322 


End 


875 


Name 


OJ990325 04.0114.C77.ol.tm 


Method 


TBLASTX: Maize 


Start 


450 


End 


696 . 


GI 


none 


Score 


215 


Exons 


450. .695, 451. .696 






Seq. No. 


26474 


Seq. ID 


OJ990325_04.0114.C78 


Gene No. 


54890 


Strand 


+ 


Start 


1 


End 


281 


Name 


OJ990325 04.0114.C78.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


281 


GI 


6539553 


Score 


429 


Exons 


1. .281 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 



(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 



26474 



26487 



Seq. ID OJ990325_04.0114.C78 



Gene No . 


oh o yu 






Strand. 


T 


Start 


1 






End 


281 


Name 


OJ990325 04.0114 


.C78 


.ol.tw 


Method 


TBLASTX:! 


Start 


2 






End 


281 


GI 


none 






Score 


418 


Exons 


2. .280, 3. .281 










Seq. No. 


26474 






Seq. ID 


OJ990325 


bene no. 


j^o yu 






O LldllU 


i 


Start 


1 






End 


281 


Name 


OJ990325 04.0114 


.C78 


.ol. tm 


Method 


TBLASTX : ! 


Start 


6 






End 


242 


GI 


none 






Score 


169 


Exons 


6. .161, 14. .160, 


171 


. .242 






Seq. No. 


26474 






Seq. ID 


OJ990325 


Gene No . 


04 o yu 






our ana. 




Start 


1 






End 


281 


Name 


OJ990325 04.0114 


.C78 


. ol . ts 


Method 


TBLASTX: 


Start 


9 






End 


278 


GI 


none 






Score 


160 


Exons 


9. .164, 11. .160, 


167 


. .232, 


174. .278 




Seq. No. 


26475 






Seq. ■ ID 


OJ9.90325 


Gene No. 


54891 






Strand 


+ ■ 




1 






End 


OJl 


Name 


OJ990325 04.0114 


.C81 


.ol .np 


Method 


AAT/NAP 


Start 


1 






End 


631 


GI 


5042447 






Score 


172 


Exons 


1..631 










GI Descrip. 


(AC007789) putative ; 


polyprotein [Oryza 


sativa] 


Seq. No. 


26475 






Seq. ID 


OJ990325 


Gene No . 


54891 






Strand 


i 

t 


Start 


1 






End 


631 


Name 


OJ990325 04.0114 


.C81 


.ol.gs 


Method 


GENS CAN 


Start 


55 






End 


387 


GI 


none 






Score 


.41 


Exons 


55. .387 










Seq. No. 


26476 






Seq. ID 


OJ990325 


bene jno. 


54892 






Strand 




Start 


157 






End 


899 


Name 


OJ990325 04.0114 


.C83 


. ol . gs 


Method 


GENSCAN 


Start 


157 






End 


899 


GI 


none 






Score 


.69 


Exons 


157. .163, 864. .8 


99 








Seq. No. 


26477 






Seq. ID 


OJ990325 


Gene No . 


54893 






Strand 




Start 


236 






End 


273 


Name 


OJ990325 04.0114 


.C84 


. ol . gs 


Method 


GENSCAN 


Start 


236 






End 


273 


GI 


none 






Score 


.6 


Exons 


236. .273 










Seq. No. 


26478 






Seq. ID 


OJ990325 



26488 



Gene No. 54894 Strand + 

Start 264 End 648 

Name OJ990325_04 . 0114 .C85 . ol . gp Method AAT/GAP 

Start . 264 End 648 

GI , uC-osflcyp033a04bl Score 620 

Exons 264..648 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


26478 


Seq. ID 


OJ990325_04 


.0114 


.C85 


Gene No. 


54895 


Strand 








Start 


168 


End 


2291 






Name 


OJ990325 04.0114.C85.ol.gs 


Method 


GENSCAN 






Start 


168 


End 


1804 






GI 


none 


Score 


.8 






Exons 


168. .337, 1479. .1804 










Seq. No. 


26478 


Seq. ID 


OJ990325_04 


.0114 


.C85 


Gene No. 


54895 


Strand 








Start 


168 


End 


2291 






Name 


OJ990325 04.0114.C85,ol.np 


Method 


AAT/NAP 






Start 


193 


End 


2146 






GI 


4680186 


Score 


216 






Exons 


193. .415, 2101. .2146 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


, indica] 






Seq. No. 


26478 


Seq. ID . 


OJ990325J)4 


.0114 


.C85 


UC11C LW • 


54895 


Strand 








Start 


168 


End 


2291 






Name 


OJ990325 04.0114.C85.o2.np 


Method 


AAT/NAP 






Start 


1470 


End 


2291 






GI 


5902448 


Score 


1305 






Exons 


1470. .2291 










GI Descrip. 


(AB030283) orf3 [Oryza sativa; 


] 








Seq. No. 


26478 


Seq. ID 


OJ990325_04 


.0114 


.C85 


Gene No . 


54895 


Strand 








Start 


168 


End 


2291 






Name 


OJ990325 04.0114.C85.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1943 


.End 


2233 






GI 


none 


Score 


209 






Exons 


1943. .2233 










Seq, No. 


26479 


Seq. ID 


OJ990325_04 


.0114 


.C86 


Gene No. 


54896 


Strand 


+ 






Start 


254 


End 


1347 






Name 


OJ990325 04.0114.C86.ol.np 


Method 


AAT/NAP 






Start 


254 


End 


1347 






GI 


4680186 


Score 


237 






Exons 


254. .305, 1143. .1347 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


26479 


Seq. ID 


OJ990325_04 


.0114 


.C86 


Gene No. 


54897 


Strand 








Start 


892 


End 


1277 






Name 


OJ990325 04.0114.C86.ol.gp 


Method 


AAT/GAP 






Start 


892 


End 


1277 







26489 



GI 


uC-osflcyp033a04bl 


Score 


585 




Exons 


892. .1277 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genom: 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


26480 


Seq. ID 


OJ990325_04.0114 


.C87 


fipnp No. 


54898 


Strand 


+ 




Start 


119 


End 


404 




Name 


OJ990325 .04 .0114 .C87.ol.gs 


Method 


GEN SCAN 




Start 


119 


End 


404 




GI 


none 


Score 


.45 




Exons 


119. .404 








Seq. No. 


26481 


Seq. ID 


OJ990325_04.0114 


.C89 


Gene No. 


54899 


Strand 






Start 


1 


End 


596 




Name 


OJ990325 04.0114.C89.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


541 




GI 


5902445 


Score 


823 




Exons 


-1. .541 








GI Descrip*. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


26481 


c prr in 

OCI^i J. u 




.C89 


Gene No . 


54899 


JLl Cl llvi 






Start 


1 




*J ^ u 




Name 


OJ990325 04.0114.C89.ol.tm 


Method 


TBLASTX: Maize 




Start 


110 


End 


401 




GI 


none 




17 9 




Exons 


110. .400, 120. .401 








Seq. No. 


26481 


Seq. ID 


OJ990325_04.0114 


.C89 


Gene No . 


54899 


Strand 






Start 


1 


End 


596 




Name 


' OJ990325 04.0114.C89.ol.tw 


Method 


TBLASTX: Wheat 




Start 


140 


End 


596 




GI 


none 


Score 


154 




Exons 


140. .595, 141. .401, 164. .478, 


471. .596 






Seq. No. 


26481 


Seq. ID 


OJ990325_04.0114 


.C89 


Gerie No. 


54899 


Strand 






Start 


1 


End 


596 




Name 


OJ990325 04.0114.C89.ol.gs 


Method 


GENSCAN 




Start 


251 


End 


541 




GI 


none 


Score 


.71 




Exons 


251. .541 








Seq. No. 


26482 


Seq. ID 


OJ990325_04.0114 


.C90 


Gene No . 


54900 


Strand 


+ 




Start 


105 


End 


617 




Name 


OJ990325 04.0114.C90.ol.gs 


Method 


GENSCAN 




Start 


105 


End 


617 




GI 


none 


Score 


.74 




Exons 


105. .287, 452. .617 








Seq. No. 


26483 


Seq. ID 


OJ990325_04 .0114 


.C91 


Gene No. 


54901 


Strand 






Start 


330 


End 


454 





26490 



Name 


OJ990325 04 


.0114.C91.ol.gs 


Method 


GENSCAN 


Start 


330 




End 


454 


GI 


none 




Score 


.85 


Exons 


330. .454 








Seq. No. 


26484 




Seq. ID 


OJ990325 


Gene No. 


54902 




Strand 


+ 


o tai L 


x 




End 


713 


Name 


OJ990325 04 


.0114.C92.ol.np 


Method 


AAT/NAP-'. 


Start 


1 




End 


713 


GI 


6721516 




Score 


265 


Exons 


1..53, 276. 


.523, 672. .713 






GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


26484 




Seq. ID 


OJ990325 


Gene No. 


54902 




Strand 


+ 


Start 


1 




End 


713 


Name 


OJ990325 04 


.0114.C92.ol.gs 


Method 


GENSCAN 


Start 


118 




End 


136 


GI 


none 




Score 


.64 


Exons 


118. .136 









Seq. No. 26485 Seq. ID 

Gene No. 54903 Strand 

Start 454 * End 

Name OJ990325_04 . 0114 . C94 . ol . gs ■ Method 

Start 454 End 

GI none Score 

Exons 454.. 582, 691.. 1036 



OJ990325_04 .0114. C94 

1036 
GENSCAN 
1036 
.51 



Seq. No. 


26486 




Seq. ID 


OJ990325 


_04 


.0114 


.C97 


Gene No. 


54904 




Strand 


+ 








Start 


119 




End 


482 








Name 


OJ990325 04 


.0114.C97.ol.np 


Method 


AAT/NAP . 








Start 


119 




End 


482 








GI 


4240195 




Score 


113 








Exons 


119. .482 














GI Descrip. 


, (AB020660) 


KIAA0853 protein 


[Homo sapiens]' 








Seq. No. 


26486 




Seq. ID 


OJ990325 


_04 


.0114 


.C97 


Gene No. 


54904 




Strand 


+ 








Start 


119 




End 


482 








Name 


OJ990325 04 


.0114.C97.ol.gs 


Method 


GENSCAN 








Start 


135 




End 


479 








GI 


none 




Score 


.98 








Exons 


135. .479 















Seq. No. 26487 Seq. ID 

Gene No. 54 905 Strand 

Start 224 End 

Name OJ990325_04 . 0114 .C99. ol . gp • Method 

Start 224 End 

GI none Score 

Exons 224.-346, 433.. 683 



OJ990325_04.0114.C99 
+ 

683 

AAT/GAP 

683 

688 



Seq. No. 
Gene No. 



26487 
54905 



Seq." ID OJ990325_04.0114.C99 
Strand + 



26491 



Start 
Name 
Start 
GI 

Exons 



224 End 

OJ990325_04.0114.C99.ol.tm Method 

232 End 

none " Score 
232.. 303, 236.. 349, 24£ 
432. .533 



683 

TBLASTX: Maize 
533 
164 

.355, 422. .448, 430. .528, 430. .528, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26487 Seq. ID 

54905 Strand 
224 . End 
OJ990325_04.0114.C99.ol.gs Method 

238 End 

none Score 
238. .341 



OJ990325_04.0114.C99 
+ 

683 

GENSCAN 

341 

.53 



OJ990405 08. 0103. CI 



26488 Seq. ID 

54906 Strand 
1118. End 1345 

OJ990405_08.0103.Cl.ol.np Method AAT/NAP 

1118 End 1345 

5922636 Score 99 

1118.. 1229, 1255.. 1345 

(AP000492) ESTs C99517 (E20319) , AU078 130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi I 6016869 | dbj | BAA85212 . l.| (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 





predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


26489 


Seq. ID 


OJ990405_08.0103 


.C2 


Gene No. 


54907 


Strand 


+ 




Start 


1 


End 


1176 




Name 


OJ990405 08.0103.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1176 




GI . 


4680183 


Score 


190 




Exons 


1..118, 408. .476, 1085. .1176 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq.. No. 


26489 


Seq. ID 


OJ990405_08.0103 


.C2 


Gene No. 


54908 


Strand 






Start 


377 


End 


1054 




Name 


OJ990405 08.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


377 


End 


1054 




GI 


none 


Score 


.4 




Exons 


377.. 479, 963.. 1054 








Seq. No. 


26490 


Seq. ID 


OJ990405_08.0103 


.C3 


Gene No. 


54909 


Strand 


+ 




Start 


1135 


End 


3537 




Name 


OJ990405 08.0103.C3.ol.gs 


Method 


GENSCAN 




Start 


1135 


End 


3420 




GI 


none 


Score 


.57 




Exons 


1135.. 1353, 1495.. 1708, 1993. 


.3420 






Seq. No. 


26490 


Seq. ID 


OJ990405_08.0103 


.C3 


Gene No. 


54909 


Strand 


+ 




Start 


1135 


End 


3537 




Name 


OJ990405 08.0103.C3.ol.tw 


Method 


TBLASTX: Wheat 





26492 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1896 End 2283 

none Score 354 

1896. .2282, 1907. .2281, 2020. .2283 

26490 Seq. - ID OJ990405_08 . 0103 . C3 

54 909 Strand + 

1135 End 3537 

OJ990405_08.0103.C3.ol.np Method AAT/NAP 

1902 End 3537 

6539553 Score 2821 

1902.. 3537 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Segv, No. 

Gene No! 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26490 
54909 
1135 

OJ9904 05_08.0103.C3.o2.tm 

2031 

none 

2031.. 2342, 2039.. 2344 



.26490 
54909 
1135 

OJ990405JD8. 0103. C3.ol. tin 
2850 
none 

2850.. 3164, 2870 



Strand' 
End 

Method 
End 
Score 
3163, 2998.. 3165 



Seq. ID OJ990405_08.0103.C3 

Strand + 

End 3537 

Method TBLASTX: Maize 

End 2344 

Score 363 



Seq. ID OJ990405_08.0103.C3 



264 90 
54909 - 
1135 

OJ990405_08.0103.C3.ol.ts 

3192 

none 

3192.. 3347, 3330.. 3524 

26491 
54910 
1 

OJ990405_08.0103.C4.ol.np 
1 

6539553 
1. .1411 
(AP00083 
(D85597) 
Similar 
[Oryza s 



Seq. ID 

Strand 

End 

Method 
End r 
Score 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



.+ 

3537 

TBLASTX: Maize 

3165 

396 



OJ990405_08.0103-.C3 
+ 

3537 

TBLASTX: Soybean 

3524 

85 



OJ990405_08.0103.C4 
+ 

1411 
AAT/NAP 
1411 
2204 



6) Similar to Oryza australiensis retrotransposon RIRE1 

[Oryza sativa] gi | 6533,590 I dbj | BAA88206 . 1 1 (AP000837) 
to Oryza australiensis' retrotransposon RIRE1 (D85597) 
ativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26491 Seq. ID 

54910 Strand 

1 End 

OJ990405_08 . 0103 . C4 . o2 . tw Method 

59 End 



OJ990405_08.0103.C4 
+ 

1411 

TBLASTX: Wheat 
251 



26493 



GI none 

Exons 59.. 130, 60.. 251, 60.. 251 

Seq. No. 26491- 

Gene No. 54910 

Start 1 

Name OJ990405J38 . 0103 . C4 . ol . tm 

Start 108 

GI none 

Exons 108.. 416, 224.. 382, 435.. 602 

Seq. No. 26491 

Gene No. 54910 

Start 1 

Name OJ990405_08 . 0103 . C4 . ol . ts 

Start 204 

GI none 
Exons 



Score 



268 



Seq. ID OJ990405_08.0103.C4 

Strand + - 

End 1411 

Method TBLASTX : Maize 

End 602 

Score 221 



Seq. ID OJ990405_08.0103.C4 

Strand + 

End 1411 

Method TBLASTX : Soybean 

End 602 

Score 197 



204. .428, 212. .382, 213. .383, 429. .602, 437. .475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26491 
54910 
1 

OJ990405_08.0103.C4 .o2.tc 

237 

none 

237.. 419, 432.. 626 

26491 
54910" 
1 

OJ990405_08.0103.C4.ol.tw 

252 

none 



Seq. ID OJ990405_08.0103.C4 

S't-rand " + 

End 1411 

Method TBLASTX : Cress 

End 626 

Score . 112 



Seq. ID OJ990405_08.0103.C4 

Strand + 

End 1411 

Method TBLASTX : Wheat 

End 1007 

Score 635 



252. .716, 260. .739, 760. .990, 768. .1007, 790. .987, 818. .1006 



26491 
54910 
1 

OJ990405_08.0103.C4.o2.tm 

936 

none 



Seq. ID OJ990405_08.0103.C4 

Strand + 

End 1411 

Method TBLASTX: Maize 

End 1239 

Score 155 



936.. 1145, 965. .1096, 1141. .1239, 1145. .1237 



26491 
54910 
1 

OJ990405_08.0103.C4.o2.ts 
942 

5509260 



Seq. ID OJ990405_08.0103.C4 

Strand + 

End 1411 

Method TBLASTX : Soybean 

End 1348 

Score 161 



942. .1145, 1141. .1245, 1145. .1348 



26491 • 

54910 

1 

6J990405_08.0103.C4 .ol.tc 
1020 



Seq. ID OJ990405_08.0103.C4 

Strand + 

End 1411 

Method TBLASTX : Cress 

End 1279 



26494 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



none Score 

1020. .1145, .1022. .1099, 1145. .1279 

26491 Seq. ID 

54910 Strand 

1 End 

OJ990405_08.0103.C4 .o3.tw Method 

1062 End 

none Score 
1062. .1145, 1145. .1345 



163 



OJ990405_08.0103.C4 
+ 

1411 

TBLASTX: Wheat 

1345 

80 



Seq. No. 26492 Seq. ID OJ990405_08 . 0103 . C5 

Gene No. 54911 Strand + 

Start 1 End 1723 

Name OJ990405_08 . 0103 .C5 . ol . np Method AAT/NAP 

Start 1 End 38 9 

GI 6539553 Score 628 

Exons , 1. . 389 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa]^ gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ990405_08.0103.C5 



Seq. No. 26492 

Gene No. 54911 Strand + 

Start '1 End 1-723 

Name OJ990405_08 . 0103 . C5 . ol . gs Method GEN SCAN 

Start 51 End 1723 

GI none Score .71 

Exons 51. .388, 583.-665, 1197. .1343, 1536. .1723 



Seq. No. 


26492 




Seq. ID 


OJ990405_08.0103.C5 


Gene No. 


54912 




Strand 




Start 


527 




End 


3192 


Name 


. OJ990405 08.0103.C5.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2 




End 


253 


GI 


none 




Score 


321 


Exons' 


2. .253, 3. .215, 5-.. .253 








Seq. No. 


26492 




Seq. ID 


OJ990405_08.0103.C5 


Gene No. 


54912 




Strand 




Start 


527 




End 


3192 


Name . . 


OJ990405 08.0103.C5.o2 


.np 


Method 


AAT/NAP 


Start 


527 




End 


3149 


GI 


3645898 




Score 


480 


Exons 


527. .548, 2005. .2111, ; 


2139. . 


3149 




GI Descrip. 


(U68408) in-frame stop 


codon 


; possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


26492 




Seq. ID 


OJ990405_08.0103.C5 


Gene No. 


54912 




Strand 




Start 


527 




End 


3192 


Name 


OJ990405 08.0103.C5.o2 


.gs 


Method 


GENSCAN 


Start 


2149 




End 


3192 


GI 


none 




Score 


1 



Exons 2149.. 3192 



26495 




Seq. No. 


26492 






Seq. ID 


OJ990405_08.0103.C5 


Honfi Mo 


•J *± .7 










Start 


527 






End 


3192 


Name 


OJ990405 08.0103 


.C5.ol. 


tm ; ■ 

V- 


Method 


TBLASTX: Maize 


Start 


2533 




End 


2934 


GI 


none 






Score 


64 


Exons 


2S33..2934, 2632 


. .2793 








Seq. No. 


26492 






Seq. ID 


OJ990405_08.0103.C5 


belle . 


J4 Jit, 






9r rand 




Start 


527 






End 


3192 


Name 


OJ990405 08.0103 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2692 






End 


3087 


GI 


none 






Score 


62 


Exons 


2692.. 3084, 2987 


. .3085, 


2992 


. .3087 




Seq. No. 


26493 






Seq. ID 


OJ990405_08.0103.C6 










St rand 




Start 


1287 






End 


3542 


Name • 


OJ990405 08.0103 


-C6-ol. 


gs 


Method 


GENSCAN 


Start 


1287 






End 


3542 


GI 


none 






Score 


.58 


Exons 


1287.. 1315, 3341 


. .3542 








Seq. Np. 


264 94 






Seq. ID 


OJ990405_08.0103.C7 




D ft :? X *4 






Strand 


+ 


Start 


3539 






End 


7473 


Name 


OJ990405 08.0103 


,C7.o2. 


gs 


Method 


GENSCAN 


Start 


3539 






End 


7473 


GI 


none 






Score 


.75 


Exons 


3539.. 3550, 4091 


. .4105, 


4908 


..5217, 5296. .5571, 7310. .7473 


■ Seq. No. 


26494 






Seq. ID 


OJ990405_08.0103.C7 










Strand 




Start 


331 






End 


2841 


Name 


OJ990405 08.0103 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


331 






End 


2841 


GI 


none 






Score 


.42 


Exons 


331. .347; 2217.. 


2382, 2689. . 


2841 




Seq. No. 


26494 






Seq. ID 


OJ990405_08.0103.C7 


Gene No. 


54916 






Strand 




Start 


5597 






End 


5907 


Name 


OJ990405 08.0103 


.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


5597 






End 


5907 


GI 


72524 1.R1084 






Score 


418 


Exons 


5597. .5907 










GI Descrip. 


, 5091496/dbj IAB023482.2 


IAB023482 3.0e- 


■84 Oryza sativa genomic 




DNA, chromosome 


6, clone P0680A03, complete sequence 1 


Seq. No. 


26494 






Seq. ID 


OJ990405__08.0103.C7 


Gene No. 


54917 






Strand 




Start 


7459 






End 


14529 


Name 


OJ990405 08.0103 


.C7.ol. 


np 


Method 


AAT/NAP 


Start 


7459 






End 


12913 


GI 


5091513 






Score 


1914 


Exons 


7459.-7678, 7833 


. .7946, 


8723 


..8798, 8858. .8915, 8978. .9907, 



26496 



10740. .11860, 12880. .12913 
GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 


26494 






Seq. ID 


OJ990405_08.0103. 


C7 


Gene No. 


54917 






Strand 






Start 


7459 






End 


14529 




Name 


OJ990405 08 


.0103 


. C7.o3.gs 


Method 


GEN SCAN 




Start 


8449 






End 


14529 




GI 


none 






Score 


.63 




Exons 


8449. .9062, 


9087 


..9555, 9734 


..9922, 10862. .11038, 11170. 


.11751, 




13255. .13813, 14444. .14529 








Seq. No. 


26495 






Seq. ID 


OJ990405 08.0103 


C8 


Gene No. 


54918 






Strand 


+ ~~ 




Start 


i 






End 


499 




Name 


o.tqqo40s 08 


.0103 


.C8.ol.np 


Method 


AAT/NAP 




Start 


1 ~" 

X 






End 


499 




GI 


JO 1 






Score 


60 




Exons 


1..182, 367 


. .499 










\J J. L/C OLl -L . 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 






Seq. No. 


0 fid QS 






Seq. ID 


OJ990405_08.0103. 


C8 


Gene No. 


S4 Q1 Q 

-J *a J JL ./ 






Strand 


- 




Start 


QQQ 

J -7 J 






End 


2772 




Name 


o.TQQ040 c i or 


• UlUj 


PQ a1 nc 


Method 


GEN SCAN 




Start 


QQQ ~~ 






End 


2681 




GI 


none 






Score 


.69 




Exons 


999. .1106, 


1 7 *}7 
± 1 o 1 ■ 


. Z OOZ , ZOO 4 . 


.2681 






Seq. No. 


964 QS 

U *a .7 »j 






Seq. ID 


OJ990405_08.0103. 


C8 


Gene No. 


S4 Q1 Q 

J *i ^ J. j 






Strand 






Start 


J Zs J 






End 


2772 




Name 


OJQQ0405 08 


.0103 


.C8.o2. tm 


Method 


TBLASTX: Maize 




Start 


1554 ~ 






End 


1919 




GI 


none 






Score 


193 






1554. .1919 












Seq. No. 


26495 






Seq. ID 


OJ990405_08.0103. 


C8 . 


Gene No. 


54 919 






Strand 






Start 


999 






End 


2772 




Name 


OJ990405 08 


.0103 


.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1821 






End 


2291 




GI 


none 






Score 


66 




ill AUliO 


1821. .1919, 


1941 


..2288, 2068 


. .2127-, 2094.. 2291 




Seq. No. 


26495 






Seq. ID 


OJ990405_08.0103. 


C8 


Gene No. 


54919 






Strand 






Start 


999 






End 


2772 




Name 


OJ990405 08 


.0103 


.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


2163 






End 


2772 




GI 


none 






Score 


150 




Exons 


2163. .2288, 


2280 


..2600, 2290 


..2601, 2602. .2772, 2621. .2719 


Seq. No. 


26495 






Seq. ID 


OJ990405_08.0103. 


C8 


Gene No. 


54919 






Strand 






Start 


999 






End 


2772 




Name 


OJ990405- 08 


.0103 


.C8.o2.tw 


Method 


TBLASTX: Wheat 





26497 




Start 


2376 


End 


2772 






GI 


none . 


Score 


69 






Exons 


2376.-2423, 2445. .2600, 2445. 


.2600, 2599.. 2772, 


2648. .2719 


Seq. No. 


26496 


OtrUJ . ±Lf • 






■ U1U J • U J 


Gene No . 


o h yzu 


Cf- ranH 
u L.I allUl 








Start 


45 










Name 


OJ990405 08.0103.C9.ol.gs 


Mo f~ Vi (H 


\D Ej IN O yrtlN 






Start 


45 


Fnrt 

J-iliUl 








GI 


none 










Exons 


45. .408 










Seq. No. 


26497 


Seq. ID 


OJ990405 


_08 


.0103. C10 


Gene No. 


54921 


Strand 


+ 






Start 


1 


End 


291 






Name 


OJ990405 08.0103.C10.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


291 






GI 


LIB3434-038-P1-K1-F1 


Score 


364 






Exons 


1. .291 










GI Descrip. 


? 5257255/dbj | AP000364 . 1 |'AP000364 . 0 . Oe+00 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








Seq. No. 


26497 


Seq. ID 


OJ990405 


_08 


.0103. C10 


Gene No . 


54922 


Strand 


+ 






Start 


514 




- 838 - - 






Name 


* OJ990405 08.0103.C10.ol.gs 


Metrfi'od;.- 


SENSCAN 






Start 


514 


End 


838 






GI 


none 


Score 


.59 






Exons 


514. .540/ 777. .838 










Seq. No. 


26498 


Seq. ID 


OJ990405 


_08 


.0103. Cll 


Gene No . 


54923 


Strand 


+ 






Start 


1241 


End ■ 


2650 






Name 


OJ990405 08.0103.Cll.ol.gs 


Method 


GENSCAN 






Start 


1241 . 


End 


2650 






GI 


none 


Score 


.57 






Exons 


1241. .1294, 1641. .1887, 2496. 


.2650 








Seq. No. 


26498 


Seq. ID 


OJ990405 


_08 


.0103. Cll 


Gene No. 


54924 


Strand 








q+- -a *-+■ 


1 


End 


2856 






Name 


OJ990405 08.0103.Cll.ol.np 


Method 


• AAT/NAP 






Start 


1 - 


End 


1067 






GI 


6815109 


Score 


119 






Exons 


1..216, 947. .1067 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26498 


Seq. ID 


OJ990405 


_08 


0103. Cll 


Gene No. 


54924 


Strand 










1 


End 


2856 






Name 


OJ990405 08.0103.Cll.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


2856 






GI 


5042454 


Score 


237 






Exons 


1..24, 1679. .2081, 2549. .2605 


, 2813.. 2856 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


26499 


Seq. ID 


OJ990405 


_08 


0103. C12 



26498 



Gene No. 54 925 Strand + 

Start 8575 End 8834 

Name OJ990405_08 . 0103 .C12 . ol . gp Method AAT/GAP 

Start 8575 * End 8834 

GI . 61605_3.R1084 Score 435 

Exons 8575.. 8834 

GI Descrip. 1 1402920/emb | CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 


26499 


Seq. ID 


OJ990405_08.0103.C12 




54926 


Strand 


+ 


Start 


9931 


End 


10531 


Name 


OJ990405 08.0103.C12.o3.gs 


Method 


GENSCAN 


Start 


9931 - 


End 


10531 


GI 


none 


Score 


.54 


Exons 


9931.. 10063, 10125.. 10531 






Seq. No. 


26499 


Seq. ID 


OJ990405_08.0103.C12 


Gene No . 


54927 


Strand 




Start 


1 - 


End 


6817 


Name 


OJ990405 08.0103.ci2.ol.np 


Method 


AAT/NAP 


Start ' : 


1 


End 


2243 


GI 


6815109 


Score 


167 


Exons 


1..73, 1530. .1787, 2143. .2243 




GI. Descrip. 


(AP001081) 'hypothetical protein [Oryza 


sativa] 


Seq. No. 


26499 


Seq. ID 


OJ990405_08.0103.C12 


Gene No. 


54927 


Strand 




Start 


1 


End 


6817 


Name 


OJ990405 08.0103.C12.ol.gs 


Method 


GENSCAN 


Start 


496 


End 


4815 


GI 


none 


Score 


.57 


Exons 


496.-824, 1898. .2032, 4347. 


.4815 




Seq. No. 


26499 


Seq. ID 


OJ990405_08 . 0103. C12 


Gene No. 


54927 


Strand 




Start 


1 


End 


6817 


Name 


OJ990405 08.0103.C12.o2.np 


Method 


AAT/NAP 


Start 


4136 


End 


6817 


GI 


5915822 


Score 


672 


Exons 


4136.. 4776, 6782.. 6817 






GI Descrip. 


CYTOCHROME P450 79A1 (CYTOCHROME P450TYR) gi | 2130096 | pir || S 




cytochrome P450tyr - sorghum gi 1984543 


( U32 62 4 ) cytochrome 




[Sorghum bicolor] 






Seq. No. 


26499 


Seq. ID 


OJ990405_08.0103.C12 


Gene No. 


54928 


Strand 




Start 


7016 


End 


7580 


Name 


OJ990405 08.0103.C12.o2.gs 


Method 


GENSCAN 


Start 


7016 


End 


7580 


GI 


none 


Score 


.66 


Exons 


7016. .7225, 7458. .758Q 






Seq. No. 


26499 


Seq. ID 


OJ9904 05_08 .0103.C12 


Gene No. 


54929 


Strand 




Start 


8577 


End 


12001 


Name 


OJ99040.5 08.0103.C12.ol.tm 


Method 


TBLASTX: Maize 



26499 



Start 4247 

GI none 

Exons 4247.. 4318, 4330 4374 , 44 11 . 

Seq. No. 26499 

Gene No. 54929 

Start 8577 

Name OJ990405_08 . 0103 .C12 . ol . ts 

Start 4354 

GI none 

Exons 4354..4773, 4354.. 4773, 4700. 

Seq. No. 26499 

Gene No. 54929 

Start 8577 

Name OJ990405_08 . 0103 . C12 . ol . tc 

Start 4408 

GI none 

Exons 4408.. 4779, 4412.. 4774 

Seq. No. 26499 

Gene No. 54 929 

Start 8577 

Name OJ990405_08 . 0103 . C12 . ol . tw 

Start 4480 
GI • none 

Exons 4480.. 4761 



End 4779 
Score 138 
.4779, 4412. .4774 



Seq. ID OJ990405_08.0103.C12 
Strand 

12001 

TBLASTX : Soybean 
4774 
155 



End 

Method 
End 
Score 
4774 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_08.0103.C12 
12001 

TBLASTX: Cress 

4779 

204 



OJ990405_08.0103.C12 
12001 

TBLASTX: Wheat 
4761 

179 •'• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26499 
54929 
8577 

OJ990405_08.0103.C12.o2.gp 

8577 

4107138 

8577.. 9431 

5852170/emb|AL117265 
indica (GLA4 ) genomic 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405_08.0103.C12 

12001 
AAT/GAP 
9431 
1247 



HOST17804 1.0e-149 Oryza sativa 
DNA, chromosome 4, BAC clone :tl7804 



26499 
54929 
8577 

OJ990405_08.0103.C12.o3.np 
9212 
6063554 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990405 08.0103.C12 



12001 
AAT/NAP 
12001 
427 

9212. .9387, 10339 .. 10578, 10696 .. 10998, 11872. .12001 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



26499 Seq. ID 

54929 Strand 

8577 End 

OJ990405_08 . 0103 . C12 . o4 . np Method 

10731 End 

6063554 Score 
10731. .10998,. 11872.. 12001 

(AP000615) ESTs AU075609 (C63344) ,.C71850 (£0464) ,C98611 (E0464 ) 



OJ990405_08.0103.C12 

12001 
AAT/NAP 
12001 
186 



26500 



/ 




correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


26500 




Seq. ID 


OJ9y0405_Uo . 


010 3 


. CI J 


Gene No. 


54930 




Strand 








Start 


118 




End 


4 937 






Name 


OJ990405 08.0103.C13.ol 


.gs 


Method 


GENSCAN 






Start 


118 




End 


a o n o 

4893 






GI 


none 




Score 


A T 

. 47 






Exons 


118. .176, 853. .1203, 1247. .1837, 2210. 


. 3022 , 3229 . . 


a o n *3 

4893 




Seq. No. 


26500 




Se*q. ID 


OJ990405_08. 


0103 


.C13 


Gene No. 






Strand 








Start 


118 




End 


4937 






Name 


OJ990405 08.0103.C13.ol 


.np 


Method 


AAT/NAP 






Start 


505 




End 


4937 






GI 


4680179 




Score 


5492 






Exons 


505. .3855, 3883. .4937 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. ' No. 


26500 




Seq. ID 


OJ990405JD8. 


0103 


.C13 


Gene No. 


54931 




Strand 








Start 


5166 




End 


13611 






Name 


OJ990405 08.0103.C13.o2 


. np 


Method 


AAT/NAP 






Start 


5164 ' 




End 


5960 






GI - 


-45122*31 




Score 


1268 






Exons 


5164. .5960 












GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 








Seq. No. 


26500 




Seq. ID 


OJ990405_08. 


0103 


.C13 


Gene No. 


54931 




Strand 








Start 


5166 




End 


13611 






Name 


OJ990405 08.0103.C13.o2 


. gs 


Method 


GENSCAN 






Start 


5166 




End 


12752 






GI 


none 




Score 


.81 






Exons 


5166. .5960, 8316. .8443, 


8449. 


.8549, 8632. .9037, 10689.. 


11112, 




11739... 12752 












Seq. No. 


26500 




Seq. ID 


OJ990405_08. 


0103 


.C13 


Gene No. 


54931 




Strand 








Start 


5166 




End 


13611 






Name 


OJ990405 08.0103.C13.o3 


• np 


Method 


AAT/NAP 






Start 


7847 




End 


9139 






GI 


5852178 




Score 


417 






Exons 


7847. .7941, 8305. .8420, 


8452. 


8663, 9070.. 9139 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] - 








Seq. No. 


26500 




Seq. ID 


OJ990405_08. 


0103 


. C13 


Gene No. 


54931 




Strand 








Start 


5166 




End 


13611 " 






Name 


OJ990405 08.0103.C13.ol 


• gp 


Method 


AAT/GAP 






Start 


10108 




End 


10568 






GI 


3761526 




Score 


837 






Exons 


10108. .10568 












Seq. No. 


26500 




Seq. ID 


OJ990405_08. 


0103 


.C13 


Gene No'. 


54931 




Strand 









26501 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5166 End 13611 

OJ990405_08.0103.C13.o4.np Method AAT/NAP 
10480 End 13611 

5915822 . Score 1426 

10480. .11112, 11739. .12601/-. 12728. .12801, 13513. .13611 
CYTOCHROME P450 79A1 (CYTOCHROME P450TYR) gi | 2130096 | pir M S68203 
cytochrome P450tyr - sorghum gi 1984543 (U32624) cytochrome P-450 
[Sorghum bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26500 
54931 
5166 

OJ990405_08.0103.C13.o5.np 

11715 

5915822 



OJ990405 08.0103.C13 



Seq. ID 
Strand 

End 13611 
Method AAT/NAP 
End 13611 
Score 709 
11715. .12601, 12728. .12801, 13513.. 13611 

CYTOCHROME P450 79A1 (CYTOCHROME P450TYR) gi | 2130096 | pir | | S68203 
cytochrome P450tyr - sorghum gi 1984543 (U32624) cytochrome P-450 
[Sorghum bicolor] 



Seq. No. 
Gene No. 
Start 
Name 
Start .. 
GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990405 08.ul03.C13 



26500 
54931 
5166 

OJ990405_08.0103.C13.o2.gp 
11864 . ' 

44 962_1.R1084 " " 
11864. .12694 

'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



13611 
AAT/GAP 
12694 
"1600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26500 Seq. ID 

54932 Strand 

13555 End 

OJ990405_08 .0103.C13.o8 .tm Method 

4 95 End 

none Score 



OJ990405_08.0103.C13 
13990 

TBLASTX: Maize 

741 

48 



495. .527, 495. .527, 529. .741, 530. .715 



26500 
54932 
13555 ; 

OJ990405_08.0103.C13.o6.tw 

550 

none 

550. .882, 572;. 883 



Seq. ID OJ990405_08.0103.C13 
Strand 

End 13990 

Method TBLASTX: Wheat 

End 883 

Score 167 



26500 
54932 
13555 

OJ990405_08.0103.C13.ol.tm 
745 
none 

745. .1170, 746. .943, 766. .1008, 1010. .1171, 1168. .1200, 
1175.. 1201, 1200.. 1301, 1205.. 1300 



Seq. ID OJ990405_08.0103.C13 
Strand 

End 13990 

Method TBLASTX : Mai ze 

End 1301 

Score • 97 



Seq. No. 
Gene No. 



26500 
54932 



Seq. ID OJ990405_08.0103.C13 
Strand - 



26502 



Start 
Name 
Start 
GI 

Exons 



13555 End 
OJ990405_08.0103.C13.ol.tw Method 
883 End 
none Score 
883. .1200, 884. .943, 1004. .1201, 1077. 
1205:. 1480 



13990 

TBLASTX: Wheat 

1480 

43 

,1202, 1200. .1424, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start * 
Name 
Start 
GI 

Exons 



26500 Seq. ID 

54 932 Strand 

13555 End 
OJ990405_08 . 0103 . C13 . o3 . tm Method 

1349 End 

none Score 

1349. .1639, 1353. .1640, 1354. .1641 



26500 
54932 
13555 

OJ990405_08.0103.C13.o3.ts 
1439 
none 

1439. .1699, 1440. .1688 

26500 
54 932 
13555 

OJ990405_08.0103.C13.o5.tc 
1463 
none 

1463. .1606, 1464. .1604, 1607. .1789 



Seq. ID 
Strand 
End 

Method . 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990405_08.0103.C13 
13990 

TBLASTX: Maize 

1641 . 

313 



OJ990405_08.0103.C13 
13990 

TBLASTX : Soybean 

1699 

182 



OJ990405_08.0103.C13 
13990 

TBLASTX: Cress 

1789 

87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26500 Seq. ID 

54 932 Strand 

13555 End 
OJ9904 05_08 . 0103 . C13 . o2 . tw Method 

1487 End 

none . Score 

1487. .2026, 1491. .1838 

26500 Seq. ID 

54932 Strand 

13555 End 
OJ9904 05_08 . 0103 . C13 . o2 . tm Method 

2054 End 

none * Score 

2054. .2407, 2061. .2402 

26500 Seq. ID 

54932 Strand 

13555 End 
OJ9904 05_08 . 0103 . C13 . o3 . tw Method 

2054 End 

none Score 

2054. .2404, 2054. .2479, 2061. .2477 



26500 
54932 



Seq. ID 
Strand 



OJ9904 05J38 . 0103 . C13 
13990 

TBLASTX: Wheat 

2026 

298 



OJ990405_08.0103.C13 
13990 

TBLASTX: Maize 

2407 

201 



OJ990405_08.0103.C13 
13990 

TBLASTX: Wheat 

2479 

212 



OJ990405 08.0103.C13 



26503 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI. 

Exons 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13555 

OJ990405_08, 

2225 

none 

2225. .2473 

26500 
54932 
13555 

OJ990405_08. 

2444 

none 

2444. .2746, 

26500 
54932 
13555 

OJ990405_08. 

2480 

none 

2480. .2743, ' 

26500 
54932 

13555 ' . 

OJ990405_08. 

2495 

none 

2495. .2746, 
2859. .2888 

26500 
54932 
13555 

OJ990405_08. 

2831 

none 

2831. .3043, 
3044. .3313 

26500 
54932 
13555 

OJ990405_08. 

3043 

none 

3043. .3303, 

26500 
54932 
13555 

OJ990405_08. 

3445 

none 

3445. .3798, 



0103.C13.o5.ts 



End 13990 

Method TBLASTX : Soybean 

End 2473 

Score 207 



0103.C13.o5.tm 
2574.. 2693, 2807. 

0103.C13.o5.tw 
2481. .2744, 2689. 

0103.ci3.o2.ts 
2505.. 2738, 2801. 



Seq. ID OJ990405_08.0103.C13 
Strand 

13990 

TBLASTX: Maize 
2938 
96 



End 

Method 
End 
Score 
.2938 



Seq. ID OJ990405_08.0103.C13 
Strand 

13990 

TBLASTX: Wheat 
2763 
259 



End 

Method 
End 
Score 
.2763 



0103.C13.o4.tw 



2874. .3044, 2914, 



0103.C13.o6.tm 
3044. ,3253 

0103.C13.o8.tw 
3659. .3799 



Seq. ID OJ990405_08 . 0103.C13 
Strand 

End 13990 

Method TBLASTX : Soybean 

End 28 90 

Score 170 

.2854, 2811. .2852, 2858. .2890, 



Seq. ID OJ990405_08.0103.C13 
Strand 

End 13990 

Method TBLASTX : Wheat 

End 3313 

Score 111 

.3045, 3003.. 3203, 3043.. 3312, 



Seq. ID OJ990405_08.0103.C13 
Strand 

End 13990 

Method TBLASTX: Maize 

End 3303 

Score 125 



Seq. ID OJ990405_08.0103.C13 
Strand 

End 13990 

Method TBLASTX : Wheat 

End 37 99 

Score 79 



Seq. No. 



26500 



Seq. ID OJ990405_08.0103.C13 



26504 




Gene No. 


54932 


Strand 






Start 


13555 


End 


13990 




Name 


ujyyu4Uo uo, 


U1U o . Clo . o / . tw Method 


TBLASTX : Wheat 




start 


/I 1 "5 o 

4 lo*> 


End 


4 452 




GI 


none 


Score 


/? o 

68 




Exons 


4 1 . . 4 4 O / , 


4<£oo . .440^ 






beq. no. 


or cnn 
/ DOUU 


Seq. ID 


/^TOAA/IAC AO ATAO 

OJyyU405 08.0103 


. C13 


Gene No. 


54932 


Strand 






Start 


. 13555 


End 


13990 




Name 


n TQQn a nc; no 
uu yyu4Uo Uo . 


uiuj. tio.o / , tm Metnoa 


TBLASTX : Maize 




Start 


^ 1 A A 

414 4 


End 


4 4 4 9 




bl 


none 


Score 


O A 

84 




Exons 


4144. .44 J// 


4z/o..444y, 4Jzz..443o 






beq. jnio . 


o c c n n 


Seq. ID 


ATfifin^rtC AO A 1 A O 

ojyyu4Uo Oo.uioo 


. C13 


Gene No. 


54932 


Strand 






Start 


13555 


End 


13990 




Name 


r\ TQQH A fit; PlQ 


0103.C13.o9.tw Method 


TBLASTX: Wheat 




btart . 


A A R Q 

4 4 oy 


End 


4729 






none 


Score 


53 




Exons 


//ICQ / COQ 

44oy. . 4 ouy , 


4531. .4704, 4531. .4713, 4532. .4729 




beg. jno. 


0 £ Rflft 
ZDOUU 


Seq. ID 


OJ990405_08.0103 


O 1 o 

. C13 


Gene No. 


54932 


• Strand 






Start 


13555 


' ' ' " End 


13990 




Name 


uj yyu4uo uo. 


0103.C13.olO.tw Method 


TBLASTX: Wheat 




start 


O (1 vl o 

oy4o 


End 


11100 • 




GI 


none 


Score 


194 




Exons 


QAji O A A C O 

o94o . . 3\)bZ, 


10819. .11100 






beq. no. 


Z DOUU 


Seq. ID 


OJ990405_08.0103 


. C13 


Gene No. 


54932 


Strand 






Start 


13555 


End 


13990 




Name 


OJ990405 08. 


0103.C13.o4.tc Method 


TBLASTX: Cress 




O 4- — > v- 4- 

btart 


10495 


End 


10735 




bl 


none 


Score 


106 




Exons 


10495. .10734, 10565.. 10735 






beg. no. 


26500 


Seq. ID 


OJ990405_08.0103 


. C13 


Gene No. 


54932 


Strand 






Start 


13555 


End 


13990 




Name 


OJ990405 08. 


0103 . C13 . o4 . tm Method 


TBLASTX: Maize 




otart 


10591 


End 


13918 




bl 


none 


Score 


61 




Exons 


10591. .10716, 10747. .11112, 10751 10882, 13850. .13918 




beg. no. 


26500 


Seq. ID 


OJ990405_08.0103 


. C13 




54932 


Strand 






Start 


13555 


End 


13990 




Name 


OJ990405 08. 


0103.C13.ol.ts Method 


TBLASTX: Soybean 




Start 


10727 


End 


12165 




GI 


none 


Score 


98 




Exons 


10727. .10885 


, 10729. .11112, 10768. .11112, 11039 .. 11113, 





11721. .11822, 11863. .11919, 118 65 .. 12164 , 11942 .. 11959, 
11974.. 12165 



26505 



Seq. No. 26500 

Gene No. 54 932 

Start 13555 

Name OJ990405JD8 . 0103.C13.ol . tc 

Start 10741 

GI none 
Exons 



Seq. ID OJ990405_08.0103.C13 
Strand 

End 13990 

Method TBLASTX : Cress 

End 11115 

Score 138 



10741. .11091, 10750. .11115, 11021. .11101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26500 Seq. ID 

54932 Strand 

13555 End 

OJ990405_08.0103.C13.o3.tc Method 

11754 End 

none Score 



OJ990405_08.0103.C13 
13990 

TBLASTX: Cress 

12170 

66 



11754. .11843, 11755. .11826, 11862 12059, 118 66 .. 118 98 , 
12081.. 12170 



Seq. No. 26500 Seq. ID 

Gene No. 54 932 Strand 

Start 13555 , End 
Name ' OJ990405_08 . 0103 . C13 . o2 . tc Method 

Start 12177 End 

GI none Score 

Exons 12177. .12575, 13787.. 13903 



OJ990405_08.0103.C13 
13990 

TBLASTX: Cress 

13903 

80 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26500 Seq. ID 

54932 - Strand 

13555 End 

OJ990405_08.0103.C13.o4.ts Method 

12324 End 

none Score 



OJ990405_08.0103.C13 
13990 

TBLASTX : Soybean 

13915 

87 



12324. .12575, 12367 12582 , 13787 .. 13915, 13824. .13907 



Seq. No. 26500 Seq. ID 

Gene No. 54932 Strand 

Start 13555 End 

Name OJ990405_08 . 0103 . C13 . o3 . gs Method 

Start 13555 End 

GI none Score 

Exons 13555. .13735, 13785.. 13990 



OJ990405_08 .0103.C13 

13990 
GENSCAN 
13990 
.9 



Seq. No. 26501 Seq. ID 

Gene No. 54933 Strand 

Start 230 End 

Name OJ9904 05_08 . 0103 . C14 . ol . gs Method 

Start 230 End 

GI none Score 

Exons 230.. 461, 503.. 900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26501 Seq. ID 

54934 Strand 

1959 End 
OJ990405_08.0103.C14 .o2.gs Method 

1959 End 

none Score 

1959. .2086, 2420. .2843, 3471. .4358 



OJ990405_08.0103.C14 
+ 

900 

GENSCAN 

900 

.52 



OJ990405_08.0103.C14 

5591 
GENSCAN 
4358 
.67 



26506 




Seq. No. 


26501 








Seq. ID 


OJ9904 05_08 .0103.C14 


Gene No. 


54934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


.0103. 


C14.ol 


.np 


Method 


AAT/NAP- 


Start 


2215 








End 


5591 


GI 


4544456 








Score 


970 


Exons 


2215. .2843, 


3471. 


.4413, 


5568. 


.5591 




GI Descrip. 


(AC006592) 


putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


26501 








Seq. ID 


OJ990405_08.0103.C14 


UCilC LH\J . 


54934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


. 0103 . 


C14 . ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2379 








End 


4292 


GI 


none 








Score 


67 


Exons 


2379. .2471, 


94 fil 


9R49 


9488 


.2679, 2752. .2844, 4224. .4292 


Seq. No. 


26501 








Seq. ID 


OJ990405_08.0103.C14 


Gene No. 


54934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


01 03 

■ VJ -L \J «J . 


n 4 nl 




Method 


TBLASTX : Soybean 


Start 


2458 








End 


3867 


GI 


none 








Score 


143 


Exons;,/,' ' 


2458. .2823, 


947 ^ 


9ft 4 1 


947ft 


.2843, 3471.. 3554, 3597. -.3653, 




3669. .3866, 


167 6 

JO/D. 


1R 67 

• jOu / 








Seq. No. 


26501 








Seq. ID 


OJ990405_08 .0103.C14 


UCl 1C Vi\J a 


54 934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


m oi 


n 4 oi 




Method 


TBLASTX: Cress 


Start 


2472 








End 


2849 


GI 


none 








Score 


178 


Exons 


2472. .2846, 


9481 


.284 9 








Seq. No. 


26501 








Seq. ID 


OJ990405_08.0103.C14 


Gene No. 


54934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


. 0103 . 


C14 .o3 


. tc 


Method 


TBLASTX: Cress 


Start 


3486 








End 


3872 


GI 


none 








Score 


59 


Exons 


3486. .3575, 


34 90 


3558 


3567 . 


.3632, 3583.. 3630, 3669.. 3761, 




3676. .3762, 


3783 . 


. 3872 








Seq. No. 


26501 








Seq. ID 


OJ990405_08.0103.C14 


Gpnp No 


54934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


.0103. 


C14.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3882 








End 


4277 


GI 


none 








Score 


168 


Exons 


3882. .4001, 


4017. 


.4277 








Seq. No. 


26501 








Seq. ID. 


OJ990405_08.0103.C14 


Gene No. 


54934 








Strand 




Start 


1959 








End 


5591 


Name 


OJ990405 08 


.0103. 


C14.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


4023 








End 


4340 


GI 


none 








Score ■■ 


247 



26507 



Exons 



4023. .4340 



Seq. No. 26502 . Seq. ID 

Gene No. . 54 935 Strand 

Start %^ 4 4 ■ End 

Name ~ OJ990405_08 . 0103 . C15 . ol . gs Method 

Start 44 End 

GI none Score 

Exons 44 . .214 



OJ990405_08.0103.C15 
+ 

214 

GEN SCAN 

214 

.61 



Seq. No. 26502 Seq. ID OJ99040"5_08 . 0103 . C15 

Gene No. 54 936 Strand 

Start 1 End 222 

Name OJ990405J38 . 0103 . C15 . ol . np Method AAT/NAP 

Start " 1 ,End 222 

GI 5922636 Score 127 

Exons 1..222 

GI Descrip. (AP000492) ESTs C99517 (E20319) , AU078130 (E20319) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi I 6016869 | dbj | BAA85212 . 1 1 (AP000570) ESTs . 
C99517 (E20319) ,AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



oeq . no . 


26503 




Seq. ID 


OJ990405 


Uo . UlUo 


. Lib 


t^ene no . 


.54937 




Strand : 


+ 






otart 


718 " 




End 


3073 






Name 


OJ990405 08.0103.C16. 


ol .gs 


Method . 


GENSCAN 






Start 


718 . 




End 


3073 






GI 


none 




Score 


.65 






Exons 


718. .729, 2120. .2183, 


2637. . 


2749, 2972 


. .3073 






Seq. No. 


26503 




Seq. ID 


OJ990405_ 


08.0103 


-C16 


Gene No. 


54938 




Strand 


+ 






Start 


4 606 • 




End 


14915 






Name 


OJ990405 08.0103.C16. 


o2 . gs 


.Method 


GENSCAN 






Start 


4606 


End 


14893 






GI 


none 




Score 


.89 






Exons 


4606. .4827, 6634.. 6714, 9162 


..9284, 10588. .10710 


, 10752 


. .10907, 




11549. .14893 












Seq. No. 


26503 




Seq. ID 


OJ990405_ 


08.0103 


.C16 


Gene No. 


54938 




Strand 


+ 






Start 


4606 




End 


14915 






Name 


OJ990405 08.0103.C16. 


ol . np 


Method 


AAT/NAP 






Start 


10145 




End 


14915 






GI 


4680203 




Score 


1676 






Exons 


10145. .10172, 11491.. 


13282, 


13439. .13663, 13940. 


.14915 




GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum bicolor] 






Seq. No. 


26503 




Seq. ID 


OJ990405 


08.0103 


.C16 


Gene No. 


54939 




Strand 


+ 






Start 


16911 




End 


20434 






Name 


OJ990405 08.0103.C16. 


o4 . gs 


Method 


GENSCAN 






Start 


16911 




End 


20434 






GI 


none 




Score 


.59 






Exons 


16911. .16945, 17017. . 


19269, 


19355. .19606, 19887. 


.19968, 





20243. .20434 



26508 




064. INO . 


Z DjUj 


Con T H 




nft 
uo . 


U1UJ 


• V_, J. D 


Gene No. . 


54940 


Strand 


+ 








Start 


22896 


End 


24169 








Name 


OJ990405 08.0103.C16.o5.gs 


Method 


GENSCAN 








Start 


22896 


End 


24169 








GI 


none 


Score 


.65 








Exons 


22896. .23661, 23859.. 24169 












Se'qi No. 


26503 


Seq. ID 


OJ990405_ 


_08. 


0103 


.C16 


Gene No. 


54940 


Strand 


+ 








Start 


22896 


End 


24169 








Name 


OJ990405 08.0103.C16.o3.np 


Method 


AAT/NAP 








Start 


23640 


End 


23753 








GI 


6324074 


Score 


80 








Exons 


23640. .23753 












GI Descrip. 


Contains seven cysteine rich 


zinc finger motifs 


of 


the 


'CCHC 



retroviral-type' ; Gis2p gi | 1730843 | sp | P5384 9 | YNZ5_YEAST 
HYPOTHETICAL 17.1 KD PROTEIN IN SIP3-MRPL30 INTERGENIC REGION 
gi|2131945|pir| IS63228 hypothetical protein YNL255c - yeast 
(Saccharomyces cerevisiae) gi | i255963 I emb | CAA65489 | (X96722) ORF 
N0852 [Saccharomyces cerevisiae] gi 1 1302303 | emb | CAA9 6162 | (Z71 



Seq. No. 
Gene No. 
Start-' " 
Name 
Start 
GI 

Exons 



26503 
54941 
15466 
OJ9904 
4968 
none 
4968. . 
5024. . 
5171. . 
5302. . 
5386. . 
5467. . 
5493. . 
5653. . 
21656. 



05 08.0103.C16.o4.tm 



5108, 4980 

5134, 5164 

5248, 5176 

5454, 5303 

5463, 5398 

5544, 5482 

5630, 5506 

5709, 2150 
.21769 



..5135, 5002 

..5286, 5165 

..5289, 5278. .5415, 

..5476, 5306.. 5446, 

..5490, 5398. .5490, 

..5631, 5483. .5632, 

..5625, 5518.. 5640, 
1. .21587, 21501. .215 



Seq. ID OJ990405_08.0103.C16 
Strand 
End 

Method 
End 
Score 
5127, 
5278, 



21769 

TBLASTX: Maize 
21769 
70 

5017. .5094, 5021. .5098, 
5165. .5278, 5168. .5281, 
5288. .5413, 5297. .5455, 
5308. .5445, 5311. .5463, 
5436. .5465, 5453. .5542, 
5487. .5630, 5488. .5634, 
5535. .5657, 5535. .5624, 
96, 21631. .21738, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



26503 
54941 
15466 

OJ990405_08.0103.C16.o2.tw 
12044 
none 
12044, 
12512, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12334, 12046. .12336, 12392 .. 12508 , 12395 
12637, 12529. .12636 



OJ990405_08.0103.C16 
21769 

TBLASTX: Wheat 

12637 

218 

12493, 



26503 Seq. ID 

54941 Strand 

15466 End 

OJ990405_08 . 0103 . C16 . ol . ts Method 

12062 End 

none Score 



OJ990405_08.0103.C16 
21769 

TBLASTX : Soybean 

12360 

281 



12062, .12334, 12079 .. 12222, 12265.. 12360 

26503 Seq. ID OJ9904 05_08 . 0103 . C16 



26509 




Gene No. 


54941 




Strand 






Start 


15466 




End 


21769 




Name 


OJ990405 08.0103.C16. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


12377 




End 


12652 




GI 


none 




Score 


221 




Exons 


. 12377. .12652, 12412. . 


12651 








Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103 


■ C16 


Gene No. 


54941 




Strand 






Start 


15466 




End 


21769 




Name 


OJ990405 08.0103.C16. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


12401 




End 


12733 




GI 


none 




Score 


288 




Exons 


12401. .12733, 12487.. 


12537, 


12571. .12678 




Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103 


.C16 


Gene No. 


54941 




Strand 






Start 


15466 




End 


21769 ■ 




Name 


OJ990405 0o.U10o.Clo. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


12539 




End 


13024 




GI 


none 




Score 


102 




Exons 


12539. .12643, 12547.. 


12642, 


1264 6. .12738, 12 650. .12739, 






12807. .12842, 12836.. 


12883, 


12884. .12931, 12931 .. 13020, 






12935. .13024 










Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103 


.C16 


Gene No. 


54941 




Strand 






Start 


15466 




End • 


21769 




Name 


OJ990405 08.0103.C16. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


12638 




End 


12973 




GI 


none 




Score 


57 




Exons 


12638. .12679, 12683.. 


12781, 


12685. .12774, 12827 .. 12925, 






12838. .12909, 12935.. 


12973 








Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103 


.C16 


Gene No. 


54941 




Strand 






Start • 


15466 




End 


21769 




Name 


OJ990405 08.0103.C16. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


13529 




End 


13912 • 




GI 


none 




Score 


56 




Exons 


13529. .13597, 13597.. 


13911, 


13598.. 13912 




Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103 


.C16 


Gene No. 


54941 




Strand 






Start 


15466 




End 


21769 




Name 


OJ990405 08.0103.C16. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13553 




End 


14686 




GI 


none 




Score 


555 




Exons 


13553. .14269, 13606.. 


14181, 


14278. .144 60, 14288. .14476, 






14453. .14554, 14464.. 


14583, 


14585. .14' 


686, 14587.. 14679 




Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103 


.C16 


Gene No. 


54941 




Strand 






Start 


15466 




End . 


21769 




Name 


OJ990405 08.0103.C16. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


13844 




End 


14269 




GI 


none 




Score 


317 





26510 




Exons 


13844. .14269, 13852. 


.14181 






Seq. No. 


26503 




Seq. ID' 


OJ990405_08.0103.C16 


bene no. 


R A Q A 1 




Strand 




Start 


15466 




End 


21769 


Name 


OJ990405 08.0103.C16 


.o3.tm 


Method 


TBLASTX: Maize 


Start 


14162 




End 


14452 


GI 


none 




Score 


146 


Exons 


14162. .14332, 14210. 


.14326, 


14344. .14 451, 14 345. .14 452 


Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103.C16 


Gene No . 


dh y 4 ± 




u Li aiiu 




Start 


15466 




CjILKJL 


?1 76Q 


Name 


OJ990405 08.0103.C16 


,o3.ts 






Start 


14534 






1 A 74 6 


GI 


none 




OLUI C 


187 


Exons 


14534. .14746, 14534. 


.14692 






Seq. No. 


26503 




Seq. ID 


OJ990405_08.0103.C16 


bene wo . 


R A QA 1 
0 ft Z7 X 




o II aiiu 




Start 


15466 




tr nr j 


^ X / O _7 


Name 


OJ990405 08.0103.C16 


. o3.gs 


H — V~» 

netnou 




Start 


15466 




Cjna. 


1 ^fi^l 
IjOjI 


GI 


none 




Score 


ft ^ 


Exons 


15466.. 15831 








Seq. No. 


26504 




Seq. ID 


OJ990405_08.0103.C17 


bene no. 






OCX ail (J 


4. 


Start 


293 






ft ^ Q 


Name 


OJ990405 08.0103.C17 


. ol .gs 






Start 


293 








GI 


none 




Score 




Exons 


293. .859 








Seq. No. 


26505 




Seq. ID 


OJ990405_08.0103.C19 


Gene No . 






Strand 


+ 


Start 


88 




End ' 


135 


Name 


OJ990405 08.0103.C19 


. ol . gs 


Method 


GEN SCAN 


Start 


88 




End 


135 


GI 


none 




Score 


.46 


Exons 


88. .135 








Seq. No. 


26506 




Seq. ID 


OJ990405_08.0103.C20 


Gene No. 


54944 




Strand 


+ 


Start 


1 




End 


1051 


Name 


OJ990405 08.0103.C20 


.ol.np 


Method 


AAT/NAP 




x 




End 


1051 


GI 


5915822 




Score 


474 


Exons 


1..85, 381. .1051 








GI Descrip. 


CYTOCHROME P4 50 79A1 


(CYTOCHROME P450TYR) gi | 2130096 | pir | | S68203 




cytochrome P4 50tyr - 


sorghum gi 1984543 


(U32624) cytochrome P-450 




[Sorghum bicolor] 








Seq. No. 


26506 




Seq. ID 


OJ990405_08.0103.C20 


Gene No. 


54944 




Strand 


+ 


Start 


1 




End 


1051 


Name 


OJ990405 08.0103.C20 


.ol.tc 


- Method 


TBLASTX: Cress 



26511 



Start 


414 








End 


791 


GI 


none 








Score 


415 


Exons 


414. .782, 


417. .791 










Seq. No. 


26506 








Seq. ID 


OJ990405 


bene rsio . 


R A QAA 








D L-X ailU. 




Start 


1 








End 


1051 


Name 


OJ990405 


08.0103.C20 


.ol 


tm 


Method 


TBLASTX : 


Start 


414 








End 


883 


GI 


none 








Score 


.290 


Exons 


414. .800, 


419. .511, 


584 


.775, 


821. .883 




Seq. No. 


26506 








Seq. ID 


OJ990405 


bene ino . 


£ A QA A 
D 4 .7*1 4 








O LI cli J. Li 




Start 


•1 








End 


1051 


Name 


OJ990405 


08.0103.C20 


.ol 


gs 


Method 


GEN SCAN 


Start 


420 








End 


890 


GI 


none 








Score 


.63 


Exons 


420. .890 












Seq. No. 


26506 








Seq. ID" 


'OJ990405 


bene ino . 










Of- v-anH 
O L. X dllCJ. 


_i_ 


Start 


1 








End 


1051 


Name 


OJ990405 


08.0103.C20 


.ol 


ts 


Method 


TBLASTX: 


Start 


420 








End ■ 


805 


GI 


none 








Score 


396 


Exons 


420. .788, 


420. .785, 


440 


. .805 






Seq. No. 


26507 








Seq. ID 


OJ990405 


bene jno . 


CLA QA ^ 








C +- ranr l 

OLianu 




Start 


359 








End 


526 


Name 


OJ990405 


08.0103.C23 


.ol 


.gs 


Method 


GENSCAN 


Start 


359 








End 


526 


GI , 


none 








Score 


.45 


Exons 


359. .526 












Seq. No. 


26508 








Seq. ID 


OJ990405 


bene ino . 


c A QA 








Oil a. 11 CI 




Start 


544 








End 


645 


Name 


OJ990405 


08.0103.C24 


.ol 


.gs 


Method 


GENSCAN 


Start 


544 








End 


645 


GI 


none 








Score 


.79 


Exons 


544. .645 












Seq. No. 


26509 








Seq. ID 


OJ990405 


bene ino . 


QA1 








oLI dilU 




Start 


268 








End 


392 


Name 


OJ990405 


08.0103.C26 


.ol 


gs 


Method 


GENSCAN 


Start 


268 








End 


"392 


GI 


none 








Score 


.73 


Exons 


268.-392 












Seq. No. 


26510 








Seq. ID 


OJ990405 


Gene No. 


54948 








Strand 




Start 


331 








End 


504 


Name 


OJ990405 


08.0103.C27 


.ol 


gs 


Method 


GENSCAN 


Start 


331 








End 


504 



26512 



GI 


none 


Score 


.51 


Exons 


331. .504 






Seq. No. 


26511 


Seq. ID 


OJ990405_08. 0103.C29 


Gene No . 


54949 


Strand 


+ 


Start 


112 


End 


220 


Name 


OJ990405 08.0103.C29.ol.gs 


Method 


GENSCAN 


Start 


112 


. End 


220 


GI 


none 


Score 


.56 


Exons 


112.. 220 






Seq. No. 


26512 


Seq. ID 


OJ990405_08 . 0103 .C32 


Gene No. 


54950 


Strand 


+ 


Start 


1 


End 


684 


Name 


OJ990405 08.0103.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


684 


GI 


5091513 


Score 


837 


Exons 


1..684 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


26512 


Seq. ID 


OJ990405 08.0103.C32 


Gene No. 


54950 


Strand 


+ 


Start 


1 


End 


684 


Name 


OJ990405 08-0103. C32.ol.gs 


Method 


GENSCAN 


Start 


196 


End 


64 9 


GI 


none 


Score 


. 65 


Exons . 


196... 649 






Seq. No. 


26513 


Seq. ID 


OJ9904 05_08 .0103.C35 


Gene No. 


54951 


Strand 




Start 


1 


End 


716 


Name 


OJ990405 08.0103.C35.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


716 


GI 


6539553 


Score 


1157 


Exons 


1. .716 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi| 


6539590 |dbj 


IBAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


26513 


Seq. ID 


OJ990405_08.0103.C35 


Gene No . 


54951 


Strand 




Start 


1 


End 


716 


Name 


OJ990405 08.0103.C35.ol.gs 


Method 


GENSCAN 


Start 


83 


End 


638 


GI 


none 


Score 


.69 


Exons 


83. .638 






Seq. No. 


26513 


Seq. ID 


OJ990405_08.0103.C35 


Gene No. 


54951 


Strand 




Start 


1 


End 


716 


Name 


OJ990405 08.0103.C35.ol.tm 


Method 


TBLASTX: Maize 


Start 


338 


End 


660 


GI 


none 


Score 


385 


Exons 


338. .505, 339. .653, 340. .633, 340. .660 




Seq. No. 


26514 


Seq. ID 


OJ990405_08.0103.C36 



26513 




Gene No. 


54952 


Strand 


+ 


Start 


1 


End 


593 


Name 


OJ990405 08.0103.C36.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


593 


GI 


3192687 


Score 


850 


Exons' 


1. .593 






GI Descrip. 


(AF064539) gp4 [Bacteriophage 


N15] 




Seq. No. 


26514 


Seq. ID 


OJ990405_08.0103.C36 




54952 


Strand 


+ 


Start 


1 


End 


593 


Name 


OJ990405 08.0103.C36.ol.gs 


Method 


GENSCAN 


Start 


151 


End 


570 


GI 


none 


Score 


.41 


Exons 


151.. 289, 443.. 570 






Seq. No. 


26515 


Seq. ID 


OJ990405_08. 0103.C38 


Gene No. 


54953 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990405 08.0103.C38.bl.np 


Method 


AAT/NAP 


Start 


1 


End 


716 


GI 


5915822 


Score 


466 


Exons 


1. .716 






GI Descrip. 


CYTOCHROME P450 79A1 (CYTOCHROME P450TYR) gi | 2130096 | pir | | S68203 




cytochrome P450tyr - sorghum gi 1984543 


(U32624) cytochrome P r 450 




[Sorghum bicOlor] 






Seq. No. 


26515 


Seq. ID 


OJ990405_08.0103.C38 


Gene No. 


54953 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990405 08.0103.C38.ol.gp 


Method 


AAT/GAP 


Start 


75 


End 


716 


GI 


44962 1.R1084 


Score 


1245 


Exons 


75. .716 






GI Descrip. 


•4176420/dbj IBAA37167 1 2.0e-ll (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 






Seq. No. 


26515 


Seq. ID 


OJ990405_08.0103.C38 


"JC11C LHKJ • 


54953 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990405 08.0103.C38.ol.gs 


Method 


GENSCAN 


Start 


107 


End 


625 


GI 


none 


Score 


.91 


Exons 


107. .625 






Seq. No. 


26515 


Seq. ID 


OJ990405_08 . 0103 . C38 




54953 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990405 08-0103. C38.ol.ts 


Method 


TBLASTX : Soybean 


Start 


187 


End 


445 


GI 


none 


Score 


222 




187. .402, 194. .445 






Seq. No. 


26515 


Seq. ID 


OJ990405_08.0103.C38 


Gene No. 


54953 


Strand 


+ 


Start 


1 


End 


716 


Name 


OJ990405_08 . 0103 .C38 . ol . tc 


Method 


TBLASTX : Cress 




26514 








Start 


194 


End 


592 


GI 


none 


Score 


255 


Exons 


194. .592 






Seq. No. 


26516 


Seq. ID 


OJ990405_08.0103.C39 


VJCllC Vl\J . 


54954 


Of ranH 


-i- 


Start 


587 


End 


719 


Name 


GJ990405 08.0103.C39.ol.gs 


Method 


GENS CAN 


Start 


587 


End 


719 


GI 


none. 


Score 


.9 


Exons 


587. .719 






Seq. No. 


26517 


Seq. ID 


OJ990405_08.0103.C42 




54955 






Start 


113 


End 


637 


Name 


OJ990405 08.0103.C42.ol.gs 


Method 


GEN SCAN 


Start 


113 


.End 


637 


GI 


none 


Score 


.82 


Exons 


113. .194, 474. .637 






Seq. No. 


■ 26518 


Seq. ID 


OJ990415_02.0103.C1 


Gene No. 


54956 


Strand 




Start 


1 


End 


4046 


Name 


OJ990415 02.0103.Cl.ol.np 


Method 


AAT/NAP 


Start. 


-1 


End 


250 


GI 


6721517 


Score 


217 


Exons 


1..133, 187. .250 






GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


26518 


Seq. ID 


OJ990415_02.0103.C1 


Gene No. 


54956 


Strand 




Start 


1 


End 


4046 


Name 


OJ990415 02.0103.Cl.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


4046 


GI 


4680203 


Score 


2454 


Exons 


1..113, 1333.. 1971, 2248;. 4046 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


26518 


Seq. ID 


OJ990415_02.0103.C1 




54956 


Strand 




Start 


1 


End 


4046 


Name 


OJ990415 02.0103.Cl.o2.gs 


Method 


GEN SCAN 


Start 


2306 


End 


3809 


GI 


none 


Score 


.86 


Exons 


2306.. 2895, 3063.. 3096, 3235. 


.3672, 3687.. 3809 


Seq. No. 


26518 


Seq. ID 


OJ990415_02.0103.C1 


Gene No. 


54957 


Strand 




Start 


4627 


End 


7249 


Name 


OJ990415 02.0103.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1333 


End 


2367 


GI 


none 


Score 


62 


Exons 


1333. .1398, 1337. .1402, 1404. 


.1469, 1415. .1450, 1444. .2361, 




1460. .2362, 1873. .2367 






Seq. No. 


26518 


Seq. ID 


OJ990415_02.0103.C1 


Gene No. 


54957 


Strand 





26515 



Start 
Name 
Start 
GI 

Exons . 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



4627 

OJ990415_02, 

1627 

none 

1627. .1776, 

26518 
54957 
4627 

OJ990415_02, 

2005 

none 

2005. .2235, 

26518 
54957 
4627 

OJ990415_02. 

2549 

none 

2549. .2791 



0103.Cl.ol.tc 
1627.. 2070, 1631. 

0103.Cl.o2.tm 
2005.. 2319, 2033. 

0103.Cl.o2.ts 



End 724 9 

Method TBLASTX : Cress 
End . 2074 
Score 91 
.2074, 1637. .2074 



Seq. ID OJ990415_02.0103.C1 
Strand 

7249 

TBLASTX: Maize 
2319 
67 



End 

Method 
End 
Score 
.2308 



Seq. ID OJ990415_02.0103.C1 
Strand 

End 7249 

Method TBLASTX : Soybean 

End 2791 

Score 186 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26518 
54957 
4627 

OJ990415_02, 

2621 

none 

2621. .2812, 

26518 
54957 
4627 

OJ990415_02, 

2660 

none 

2660. .2884, 
2969. .3070, 

26518 
54957 
4627 

OJ990415_02, 

3283 

none 

3283. .3363, 

26518 
54957 
4627 

OJ990415_02. 

3353 

none 

3353. .3595, 

26518 
54957 . 



0103.Cl.ol.tm 



Seq. ID OJ990415_02.0103.C1 
Strand 

End 7249 

Method TBLASTX : Mai ze 

End 3072 

Score 4 6 

2825. .2944, 2825. .2950, 2944. .3066, 2950. .3072 



Seq. ID OJ990415_02.0103.C1 
Strand 

End 7249 

Method TBLASTX : Wheat 

End 3115 

Score 108 

.2950, 2865. .2951, 2965. .3069, 
.3115 



0103.Cl.o2.tw 



2718. .2861, 2864, 
3067.. 3114, 3071. 



0103.Cl.ol.ts 



3340.. 3546, 3358, 



0103.Cl.o3.tw 



3361.. 3606, 3362. 



Seq. ID OJ990415_02.0103.C1 
Strand 

End 7249 

Method TBLASTX : Soybean 

End 3573 

Score 81 
.3573, 3359.. 3565 

Seq. ID OJ990415_02.0103.C1 
Strand 

End 7249 

Method TBLASTX : Wheat 

End 3740 

Score 195 

.3598, 3589... 3696, 3603.. 3740 

Seq. ID OJ990415_02.0103.C1 
Strand 



26516 




Start 


4627 


End 


7249 




Name 


OJ990415 02.0103.Cl.o3.gs 


Method 


GENS CAN 




Start 


4627 


End 


7249 




GI 


none 


Score 


.46 




Expns 


4627.. 4655, 4847.. 4982, 5234. 


.5330, 6929.. 6988, 7032.. 7249 


Seq. No. 


26519 


Ge*r% T n 
Octj • ± U 


O.TQQOdl^ 09 m 0*3 


P9 


Gene No. 


54958 


uLI ell 1U 






Of -a -rf- 
uLal L 


i 

x ... , , 


CjIIQ. 


97 9 




Name 


OJ990415 02.0l63.C2.ol.np 




r\r\ 1 / lN.tt.Ir 




Start 


1 


End 


2726 




GI 


4680179 


Score 


930 




Exons 


1..56, 1462. .1617, 1645. .2726 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


DUJJop • -LI 1LIJ. Oct J 




Seq. No. 


26519 


Seq. ID 


O.TQQOzll^ 09 0*1 0*3 


r 9 


ucUc JNO . 


54958 


Strand 






Start 


1 


End 


9796 




Name 


OJ990415 02.0103.C2.ol.gs 


Method 


GEN SCAN 




Start 


44 


End 


2666 




GI 


none - 


Score 


7 ^ 




Exons 


44. .252, 1560. .2125, 2560. .2666 






Seq. No. 




Seq. ID 


nTQQO/iiR 09 m m 


P9 


uene ino . 




Strand 






Start 


1 


End 


'* 9 7 9 £ 




Name 


otqqh^ 1 no mm no ^ 1 -i-t* 
ujyyu4io uz.uiuj.tz.oi.tw 


Method 


TBLASTX: Wheat 




Start 


2139 


End 


2495 




GI 


none 


Score 


74 




Exons 


2139.. 2495, 2140 .. 2280, 2395 . 


.2487 






Seq. No. 


26520 


Seq. ID 


OJ990415 02.0103 


.C3 


Gene No. 


54959 


Strand 


+ 






3360 


End 


9640 




Name 


OJ990415 02.0103.C3.o2.gs 


Method 


GENSCAN 




Start 


3360 


End 


9640 




GI 


none 


Score 


.79 




Exons 


3360.. 3432, 3885.. 4004, 6930. 


.6986, 7302.. 7542, 7575.. 7689 




8846.:9640 








Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103 


.C3 


Gene No. 


54960 


Strand 


+ 




O Lai L. 


9887 


End 


14335 




Name 


OJ990415 02.0103.C3.ol.np 


Method 


AAT/NAP 




Start 


9887 


End 


14335 




GI 


4680179 


Score 


5461 




Exons 


9887.. 10918, 10946.. 14335 








GI ■ Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103 


.C3 


Gene No. 


54961 


Strand 


+ 




Start 


15038 


End 


15825 




Name 


OJ990415 02.0103.C3.o2.np 


Method 


AAT/NAP 




Start ' 


14955 


End 


15825 




GI 


5852178 


Score 


349 




Exons 


14955. .15258, 15290 .. 15394 , 15731.. 15825 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza sativa] 







26517 



O r*t N7/-\ 

oeq. no. 






oeq . i u 


Gene No. 


54961 




Strand 


Start 


15038 




End 


Name 


OJ990415 02. 0103. C3. 


o4 . gs 


Method 


Start 


15038 




■ End 


GI 


none 




Score 


Exons 


15038. .15258, 15325. 


.15409 




Seq. No. 


26520 




Seq. ID 




54962 




Strand 


Start 


19894 




End 


Name 


OJ990415 02. 0103. C3. 


o3 . np 


Method 


Start 


19894 




End 


GI 


226691 




Score 


Exons 


19894. .19914, 22476. 


.22827 




GI Descrip. 


RNA polymerase beta 1 


-2 [Oryza sativa] 


oeq . IN O . 






Seq. ID 


Gene No. 


54962 




Strand 


Start 


19894 




End 


Name 


OJ990415 02. 0103. C3. 


ol .gp 


Method 


Start 


21699 




End 


GI. 


none 




Score 


Exons 


21699. .22195 • 






Seq. No. 


26520 




Seq. ID 


Gene No. 


54963 




Strand 


Start 


34783 




End 


Name 


OJ990415 02. 0103. C3. 


08 .np 


Method 


O Lai L. 


34783 




End 


GI 


6691716 




Score 


Exons 


34783.-35667, 35865. 


.36037, 


36119. .364 




36851. .36962, 37113. 


.37217, 


37290. .375 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 




gi| 6691717 | db j |BAA8 9397.1| 


(AP000570) 




[Oryza sativa] 






Seq. No. 


26520 




Seq. ID 




54963 




Strand 


Start 


34783 




End 


Name 


OJ990415 02. 0103. C3. 


o9.gs 


Method 


Start 


34783 




End 


GI 


none 




Score 


Exons 


34783.-35667, 35793. 


.36513, 


36588. .367 




37113. .37217, 37290. 


'.37505 




Seq. No. 


26520 




Seq. ID 


Gene No. 


54964 




Strand 


Start 


17532 




End 


Name 


OJ990415 02. 0103. C3. 


o4 .np 


Method 


Start 


17189 




End 


GI 


6714302 




Score 


Exons 


17189. .17210, 17960. 


.18067, 


22857. .229 




23583. .23609 






GI Descrip. 


(AC013354) F15H18.8 


[Arabidopsis thali 



OJ990415_02.0103.C3 
+ 

15825 
GEN SCAN 
15409 
.69 



OJ990415_02.0103.C3 
+ 

22827 
AAT/NAP 
22827 
446 



OJ990415_02.0103.C3 

+ -v' ■ ' 

22&1 
AAT/GAP 
22195 
928 



OJ990415_02.0103.C3 
+ 

37596 
AAT/NAP 
37596 
2125 

38, 36609. .36775, 



sativa] 
hypothetical 



protein 



OJ990415_02.0103.C3 
+ 

37596 
GENSCAN 
37505 
.46 

75, 36851. .37040, 



OJ990415_02.0103.C3 

23609 
AAT/NAP 
23609 
88 



26518 




Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103.C3 


Gene No . 


54964 


Strand 




Start 


.17532 


End 


23609 


Name 


OJ990415 02 .0103.C3.o5.gs 


Method 


GEN SCAN 


Start 


17532 


End 


18498 


GI 


none 


Score 


.47 


Exons 


17532. . 17654, 18165 .. 18256, 1 


8390. .18498 


Seq. No. 


26520 


Seq. ID 


OJ990415 02. 0103. C3 


Gene No . 


54964 


Strand 




Start 


17532 


End 


23609 


Name 


OJ990415 02 .0103.C3.o6.gs 


Method 


GEN SCAN 


Start 


19276 


End 


20261 


GI 


none 


Score 


.75 


Exons 


19276. .19355, 20159. .20261 






Seq. No. 


26520 


Seq. ID 


OJ990415JD2.0103.C3 


Gene No. 


54964 


Strand 




Start 


17532 


End 


23609 


Name 


OJ990415 02 .0103.C3.o2.gp 


Method 


AAT/GAP 


Start 


22501 


End 


23253 


GI 


LIB3432-013-P1-K1-E3 


Score 


816 


Exons 


22501. .22581, 22861. .23253 






GI Descrip. 


1 1334 4 6/sp| P12093IRPOD ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERAS 




BETA" CHAIN >gi 6698 6 pir RNRZC2 DNA-directed RNA polymerase 




(EC 2.7.7.6) beta 1 '-2 chain - 


rice chloroplast 




>gi 11973 emb CAA33988 (X15901) RNA polymerase beta", subunit- 




[Oryza sativa] ' 






Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103.C3 


Gene No. 


54965 


Strand 




Start 


23983 


End 


24635 


Name 


OJ990415 02.0103.C3.o5.np 


Method 


AAT/NAP 


Start 


23983 


End 


24334 


GI 


5823335 


Score 


349 


Exons 


23983. .24105, 24199. .24334 






GI Descrip. 


(AF176001) putative transcription factor [Arabidopsis thaliana] 


Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103.C3 


Gene No. 


54965 


Strand 




Start 


23983 


End ' 


24635 


Name 


OJ990415 02.0103.C3.o3.gp 


Method 


AAT/GAP 


Start 


24197 


End 


24635 


GI 


3761372 


Score 


759 


Exons 


24197. .24635 






GI Descrip. 


1945282/embl Y11351 IOSMYB1402 


2. Oe-15 0 


.sativa mRNA for myb 




factor, 1402 bp 






Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103.C3 


Gene No. 


54966 


Strand 




Start 


27724 


End 


32949 


Name 


OJ990415 02.0103.C3.o9.tm 


Method 


TBLASTX: Maize 


Start 


3025 


End 


3336 


GI 


none 


Score 


76 


Exons 


3025.. 3234, 3085. .3222, 3241. 


.3336 ■ 




Seq. No. 


26520 


Seq. ID 


OJ990415_02.0103.C3 




26519 








Gene No. 


54966 




Strand 






Of p r f 


0110 d 




End 


32949 




Name 


OJ990415 02. 


0103.C3.o8.tm 


Method 


TBLASTX: Maize 




Start 


3574 




End 


3957 




GI 


none 




Score 


61 




Exons 


3574. .3690, 


3575.. 3685, 3700 


..3759, 3701.. 3748, 3754.. 3957 




3755. .3913 










Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


,C3 








Strand 


- 




Start 


27724 




End 


32949 




Name 


OJ990415 02. 


0103.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


3631 




End 


3925 




GI 


none 




Score 


163 




Exons 


3631-. .3915, 


3632. .3925 








Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


■ C3 


Carta 






Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 


0103.C3.o6.tm 


Method 


TBLASTX :Maize 




Start 


3958 




End 


4703 




GI 


none 




Score 


52 




Exons 


3958. .4077, 


4131.. 4703, 4275 


..4400, 4447. .4530, 4461. .4640 


Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 




ucilc vlU • 






Strand- 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 


0103. C3. oil. tm 


Method 


TBLASTX: Maize 




Start 


4707 




End 


5041 




GI 


none 




Score 


71 




Exons 


4707. .4904, 


4895. .5041 








Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


C3 




Jl -/DO 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 


0103.C3.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


10091 




End 


10289- 




GI 


none 




^Score 


198 




Exons 


10091. .10288 


, 10107.. 10289 








Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


C3 


UC11C • 






Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 


0103.C3.olO.tm 


Method 


TBLASTX :Maize 




Start 


10341 




End 


10679 




GI 


none 




Score 


225 




Exons 


10341, .10679 


, 10422. .10583, 


10571.. 10642 




Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103. 


C3 








Strand 






Start 


27724 




End 


32949 




Name . 


OJ990415 02. 


0103.C3.o7 ,tw 


Method 


TBLASTX: Wheat 




Start 


10341 




End 


10685 




GI 


none 




Score 


292 




Exons 


10341. .10685 










Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103. 


C3 



26520 




Gene No. 


04 yob 




Strand. 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


11024 




' ' End 


11377 




GI 


none 




Score 


260 




Exons 


11024. .11377 










Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 


Gene No. 


R A Q c a 

o4yoo 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


. 11497 




End 


11980 




GI 


none 




Score 


520 




Exons 


11497. .11937, 11498 


. .11980, 


11609. .11977 




Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


-C3 


Gene No . 






Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


.-,11567 




End 


12010 




GI 


none 




Score 


359 




Exons 


11567. .12010 










Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 


Gene No. 


54966 




Strand 






Start 


otto/ 




End 


32949 




Name 


OJ990415 02. 0103. C3 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


11921 




End 


12313 




GI 


none 




Score 


57 




Exons 


11921. .11953, 11921 


. .11953, 


11957. .12001, 11959. .12000, 






12065. .12313, 12073 


. .12210 








Seq. No. 


26520 




Seq. ID 


OJ990415__02.0103 


.C3 


_ __ _ XT _ 

Gene No . 


o4yob 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


12029 




End 


12331 




GI * 


none 




Score 


56 




Exons 


12029. .12322, 12048 


. .12122, 


12067. .12330, 12068.. 12331 




Seq. No. 


26520 




Seq. ID 


OJ990415J32.0103 


.C3 


Gene No . 


z> 4 y DO 




Strand . 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


12065 




End 


12399 




GI 


none 




Score 


306 




Exons 


12065. .12397, 12118 


. .12399 








Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 


bene no. 


o^y DO 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


12332 




End 


12757 




GI 


none 




Score 


580 




Exons 


12332. .12757, 12334 


. .12750, 


12449. .12757 




Seq. No. . 


26520 




Seq. ID 


OJ990415J)2.0103 


.C3 



26521 




bene wo . 


O H Z7 DO 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3 . 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


12338 




End 


12586 




GI 


none 




Score 


206 




Exons 


12338. .12586, 12364. 


.12468, 


12523. .12567 




Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 


bene iNu . 






Strand 






Start 


27724 ' 




End 


32949 




Name 


OJ990415 "02. 0103. C3. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


12404 




End 


12757 




GI 


none 




Score 


445 




Exons 


12404. .12757, 12409. 


.12705 








Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


-C3 


bene ino . 


D H y D o 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12785 




End 


13324 




GI* 


none 




Score 


614' 




Exons 


12785. .13324, 12967. 


.13320, 


12992. .13324 




Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 


bene ino . 






Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


13022 




End 


13348 




GI 


none 




Score 


82 




Exons 


13022. .13204, 13205. 


.13348, 


13207. .13347 




Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 


bene ino . 


O fl 17 O D 




Strand 






Start 


27724 




End 


32949 




Name 


OJ990415 02. 0103. C3. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


13112 




End 


13372 




GI 


none 




Score 


295 , 




Exons 


13112. .13372, 13123. 


.13371 








Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


-C3 








Strand 






Start 


27724 




End - 


32949 




Name 


OJ990415 02. 0103. C3. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


13170 




End 


13462 




GI 


none 




Score 


94 




Exons 


13170. .13355, 13171. 


.13458, 


13172. . 13462 




Seq. No. 


26520 




Seq. ID 


OJ990415JD2.0103 


• C3 


Gene No. 


54966 




Strand 








97794 




End 


32949 




Name 


OJ990415_02.0103.C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13331 




End 


13957 




GI 


none 




Score 


685 




Exons 


13331. .13957, 13333. 


.13365, 


13390. . 13836, 13502 .. 13915, 






13897. .13956 










Seq. No. 


26520 




Seq. ID 


OJ990415_02.0103 


.C3 



26522 ^ 



Gene No. 


54966 




Start 


0*7 "7 O A 
Z 1 1 Z$ 




Name 


OJ990415 02. 0103. C3. 


ol . tm 


Start 


13510 




GI 


none 




Exons 


13510. .13665, 13511. 


.13672, 




13790. .14074, 13897. 


.14094 


Seq. No. 


.26520 




Gene No. 






Start 


27724 




Name 


OJ990415 02. 0103. C3. 


06. tw 


Start 


13958 




GI 


none 




Exons. 


13958. .14290, 13961. 


.14074, 


Seq. No. 


26520 




Gene No. 


04 yob 




Start 


27724 




Name 


OJ990415 02. 0103. C3. 


o2. tc 


Start 


22518 




GI 


none 




Exons 


22518. .22775, 22583. 


.22765 


Seq. No. 


26520 




Gene No. 


54966 




Start 


Z f /Z4 




Name 


OJ990415 02. 0103. C3. 


ol.tc 


Start 


23980 




GI 


none 




Exons 


23980. .24114, 23982. 


.24113, 




24291. .24341, 24308. 


.24334 


Seq. No. 


26520 




Gene No. 


54966 






Z f 1 ZQ 




Name 


OJ990415 02. 0103. C3. 


o2.ts 


Start - 


23980 




GI 


none 




Exons 


23980. .24102, 23982. 


.24113, 




24202. .24303, 24291. 


.24335, 


Seq. No. 


26520 




Gene No. 


54966 




otart 


Z / /Z4 




Name 


OJ990415 02. 0103. C3. 


o9. tw 


Start 


23980 




GI 


none 




Exons 


23980. .24117, 23982. 


.24116, 




24202. .24294, 24291. 


.24335 


Seq. No. 


26520 




Gene No. 


54966 




Start 


27724 




Name 


OJ990415 02. 0103. C3. 


o3 . tm 


Start 


23980 




GI 


none 





Strand 
End 

Method 

End 

Score 



32949 

TBLASTX: Maize 

14095 

220 

33, 13670. . 14095, 



Seq. ID OJ990415_02.0103.C3 
Strand 

End 32949 

Method TBLASTX : Wheat 

End 14290 

Score 303 
14053.. 14238 

Seq. ID OJ990415_02.0103.C3 
Strand 

End 32949 

Method TBLASTX : Cress 

End 22775 

Score 236 



Seq. ID OJ990415_02.0103.C3 
Strand 

End 32949 

Method TBLASTX : Cress 

End 24341 

Score 140 
24189. .24311, 24202 .. 24309, 



Seq. ID OJ990415_02.0103.C3 
Strand 

End 32949 

Method , TBLASTX: Soybean 

End ' 24335 ' - 

Score 133 
23989. .24114, 24 18 9 .. 24302, 
24308. .24334 

Seq. ID OJ990415_02.0103.C3 
Strand 

End 32949 

Method TBLASTX : Wheat 

End 24335 

Score 104 
23986. .24129, 24 189 .. 24332 , 



Seq. ID OJ990415_02.0103.C3 
Strand 

End 32949 

Method TBLASTX : Maize 

End 24356 

Score 194 



26523 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ~ ■ 
GI Descrip. 



23980. .24114, 23982 .. 24113, 24189 .. 24302, 24202 24303, 
24225. .24311, 24291 .. 24356, 24305. .24355 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415 02. 0103. C3 



26520 
.54,966 
27724 

OJ990415_02.0103.C3.o6.np 
27724 
6063554 

27724. .27901, .2-9029 ... 29295, 29835.-29874 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



32949 
AAT/NAP 
29874 
142 



Seq. No. 


26520 


Seq. ID 


OJ990415_02. 


0103. C3 


Gene No. 


54966 


Strand 






Start 


27724 


End 


32949 




Name 


OJ990415 02.0103.C3.o8.gs 


Method 


GEN SCAN 




Start 


28414 


End 


32949 




GI 


none 


Score 


.42 




Exons 


28414. .28530, 29026 29295, 


29330. .29641, 31685. .31 


835, 




31876. .31973, 31979 32161, 


32243. .32372, 32846.-32949 


Seq. No. 


26520 


Seq. ID 


OJ990415_02. 




Gene No. 


54 966 ' 


Strand 






Start 


27724 


End 


32949 :V: " 




Name 


OJ990415 02.0103.C3.o7.np 


Method 


AAT/NAP 




Start 


28436 


End 


29331 




GI 


5852178 


Score 


392 




Exons 


28436. .28538, 28898 .. 28994 , 


29026. .29331 




GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 






Seq. No. 


26520 


Seq. ID 


OJ990415_02. 


0103. C3 


Gene No. 


54966 


Strand 






Start 


27724 


End 


32949 




Name 


OJ990415 02.0103.C3.o4.gp 


Method 


AAT/GAP 




Start 


30295 


End 


30370 




GI . 


LIB3477-003-P1-K1-E9 


Score 


82 




Exons 


30295.. 30370 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


JL173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


26520 


Seq. ID 


OJ990415_02. 


0103. C3 


Gene No. 


54966 


Strand 






Start 


27724 


End 


32949 




Name 


OJ990415 02.0103.C3.o5.gp 


Method 


AAT/GAP 




Start 


31630 


End 


32047 




GI 


568184 


Score 


640 




Exons 


31630. .31807, 31880. .32047 








Seq. No. 


26520 


Seq. ID 


OJ990415_02. 


0103. C3 


Gene No. 


54967 


Strand 






Start 


34903 


End 


35193 




Name 


OJ990415 02.0103.C3.oll.tw 


Method 


TBLASTX: Wheat 


Start 


34903 


End 


35193 




GI 


none 


Score 


217 





26524 



Exons 34903. .35193 



Seq. No. 


26521 


Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 


Strand 




Start 


319 


End 


6429 


Name 


OJ990415 02.0103.C4.ol.gs 


Method - 


GENS CAN 


Start 


319 


End 


6429 


GI. 


none 


Score 


. 97 


Exons ^. 


319- -173.1, 1768.. 3400, 3497.. 


6429 




Seq. No. 


26521 


Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 


Strand 




Start 


319 


End 


6429 


Name 


OJ990415 "02.0103.C4 .o5.tw 


Method 


TBLASTX: Wheat 


Start 


331 


End 


945 


GI 


none 


Score 


80 


Exons 


331. .468, 454. .612, 667. .945, 


683. .784, 


836. . 925 


Seq. No.' 


26521 


Seq. ID 


OJ990415_02 . 0103. C4 


Gene No.- 


54968 


Strand 




Start 


319 


End 


6429 


Name 


OJ990415 02.0103.C4.ol.np 


Method 


AAT/NAP 


Start 


355 


End 


6429 


GI 


5922631 


Score 


6633 


Exons 


355.. 2882, 3489.. 4412, 4539.. 


4690, 473c 


J. .5297, 5343. .5552, . 




5802. .6046, 6305.'. 6429 






GI Descrip. 


(AP000492) ESTs C26347 (C12145 


) ,AU078074 (C12145) correspond 




region of the predicted gene. 


; similar 


to prpol; Zea mays 



retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj |BAA85207.1| (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


26521 


Seq. ID 


OJ990415_02.0103 


C4 


Gene No. 


54968 


Strand 






Start 


319 


End 


6429 




Name 


OJ990415 02.0103.C4.o4.tm . 


Method ■ 


TBLASTX: Maize 




Start 


370 


End 


603 




GI 


none 


Score 


100 




Exons 


370. .471, 371. .472, 451. .603, 


452. .511 






Seq. No. 


26521 


Seq. ID 


OJ990415JD2.0103 


C4 


Gene No. 


54968 


Strand 






Start 


319 


End 


6429 




Name 


OJ990415 02.0103.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


715 


End 


988 




GI 


none 


Score 


56 




Exons 


715. .801, 811. .894, 824. .898, 


881. . 988, 


889. .987 




Seq. No. 


26521 


Seq. ID 


OJ990415_02.0103 


C4 


Gene No. 


54968 


Strand 






Start 


319 


End 


6429 




Name 


OJ990415 02.0103.C4 .o3.tw 


Method 


TBLASTX: Wheat 




Start 


1060 


End 


1447 




GI 


none 


Score 


158 




Exons 


1060. .1446, 1136. .1447 









26525 




oeq. v*o • 










Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








Strand 




Start 


319 








End 


6429 


Name 


OJ990415 02 


.0103. 


C4.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


1090 • 








End 


1453 


GI 


none 








Score 


67 


Exons 


1090. .1137, 


1091. 


.1138, 


1124. 


.1432, 1129. .1452, 1142. .1453 


beq. ino . 


96^9 1 
Z DjZ X 








Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








Strand 




Start 


319 








FnH 


6499 

U 1 t. z? 


Name 


OJ990415 02 


.0103. 


C4.o9. 


tw 


L L11UU 


TRT.A9TX • Whp^t 


Start 


1450 










1 74 Q 


GI 


none 










1 9S 


Exons 


1450. .1581, 


1615. 


.1749 








Cart "M x-\ 

oeq. in o ■ 


9 6^91 
Z OOZ J. 








Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








Strand 




Start 


319 








IliIlU. 


fid 9 Q 


Name 


OJ990415 02 


.0103. 


C4.o4 . 


tw 


f\A /-~\ W a 


1 OJ-iriO 1 A . l/VJlca L 


Start 


1765 








LjIiU 


9 1 R 7 
Z -L O / 


GI 


none 








Score 


9 £^ 
Z D J 


Exons 


1765. .2187, 


1775. 


.2179 








beq. INO • 


ZDjZ 1 








Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








• Strand 




Start 


319 










9 Q 
O ft Z :? 


Name 


OJ990415 02 


.0103. 


C4.o2. 


ts 


MennoQ 


i oLiHo i a . ooyoean 


Start 


1808 








Lnu 


91 Q£ 

z ± y o 


GI 


none 








Score 


1 R1 


Exons 


1808. .2188, 


1810. 


.2052, 


2092. 


91 Qfi 




oeq. INO. 


9 9 1 








Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








Strand 




Start 


319 








End 


6429 


Name 


OJ990415 02 


.0103. 


C4.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


2191 








End 


2473 


GI 


none 








Score 


65 


Exons 


2191. .2472, 


2203. 


.2337, 


2396. 


.2473 




oeq. in o . 


9 6^91 








Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








Strand 




Start 


319 








End 


6429 


Name 


OJ990415 02 


.0103. 


C4 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2311 








End 


2755 


GI 


none 








Score 


90 


Exons 


2311. .2337, 


2335. 


.2478, 


2348. 


.2479, 2500. .2754, 2501. .2755 


Seq. No. 


26521 








Seq. ID 


OJ990415_02.0103.C4 


Gene No. 


54968 








Strand 




Start 


319 








End 


6429 


Name 


OJ990415 02 


.0103. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2422 








End 


2823 


GI 


none 








Score 


47 


Exons 


2422. .2823, 


2456. 


.2626, 


2620. 


.2790, 2648. .2806 



26526 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



26521 
54968 
319 

OJ990415_02. 

2477 

none 

2477. .2857, 



0103.C4.o2.tw 



2482. .2901 



Seq. ID OJ990415_02.0103.C4 
Strand 

End 6429 

Method TBLASTX : Wheat - 

End- 2901 

Score 296 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26521 
54968 
319 

OJ990415_02, 

2986 

none 

2986. .3342, 



0103.C4 .o2.tm 



2996. .3301 



Seq. ID OJ990415_02.0103.C4 
Strand 

End 6429 

Method TBLASTX : Maize 

End 3342 

Score 214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26521 
54968 
319 

OJ99-0415_02. 

3016 

none 

3016. .3471, 



0103.C4.ol.tw. 



3017. .3472 



Seq. ID OJ990415_02.0103.C4 
Strand 

End 6429 

Method TBLASTX : Wheat 

End 3472 

Score 267 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



26521 
54968 
319 

OJ990415_02. 

3067 

none 

3067. .3201, 

26521 
54968 
319 

OJ990415_02. 

3472 

none 

3472. .3588, 



0103.C4.o3.ts 



3208. .3432 



0103.C4.o6.tw 



Seq. ID OJ990415_02.0103.C4 
Strand 

End 6429. 

Method TBLASTX : Soybean 

End 3432 

Score 134 



Seq. ID OJ990415_02.0103.C4 

Strand - "> 

End 6429 

Method TBLASTX : Wheat 

End 414 9 

Score 150 



3692.. 3928, 3694.. 3924, 3973.. 4149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26521 
54968 
319 

OJ990415_02, 

3694 

none 

3694. .3840, 

26521 
54968 
319 

OJ990415_02. 

4726 

none 

4726. .5127, 



0103.C4 ,o6.tm 



3695. .3841 



0103.C4.o7.tw 



4859. .5128 



Seq. ID OJ990415_02.0103.C4 
Strand 

End 6429 

Method TBLASTX : Mai ze 

End 3841 

Score 110 



Seq. ID OJ990415_02.0103.C4 
Strand 

End 6429 

Method TBLASTX : Wheat 

End 5128 

Score 117 



Seq. No. 



26522 



Seq. ID OJ990415_02.0103.C5 



26527 




Gene No. 


54969 








Strand 


+ 




Start 


361 








End 


951 




Name 


OJ990415 02 


.0103 


.C5.ol. 


gs 


Method 


GENSCAN 




Start 


361 








End 


951 




GI 


none 








Score 


.5 




Exons 


361. .472, 827. .951 










Seq. No. 


or COO 








Seq. ID 


OJ990415 


_02.0103.C5 


Gene No . 


O 4 .? / U 








Strand . 


+ 




Start 


zoiu 








End 


7789 




Name 


OJ990415 02 


.0103 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


2610 








End 


7789 




GI 










Score 


.75 




Exons 


ZOIU. . Z 00 0 , 


O r u / 


. . 4 0 y 4 , 


4433. 


.5310, 5481. .6230, 


6432. .7789 


Seq. No. 










Seq. ID 


OJ990415 


_02.0103.C5 


Gene No. 


Q71 








Strand 






otart 


Z J. 0 4 








End 


5142 




Name 


ujyyu4±o uz 




. Lj . OI . 


np 


Method 


AAT/NAP 




Start 


O 1 Q A 
Z ±o4 








End 


5142 




GI 


£7 / O T O Q 

o / 4 z / z y 








Score 


1331 




Exons 


2184. .3223, 


5121 


. .5142 










GI Descrip. 


(AF121139) 


RIM2 


protein 


[Oryza sativa] 






Seq. No. 


O £ c o o 
z oozz 








Seq. ID 


OJ990415 


... 

_0 : 2:. 0103.C5 


Gene No. 


o4 y /z 








Strand 






Start 


ODOU 








End 


8712 




Name 


ujyyu4io uz 




. Lj . OI . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


i inn 
1 / UU 








End 


3022 




GI 


none 








Score 


55 




Exons 


1700. .1792, 


1717 


. .1791, 


1781. 


.1861, 1809. .1862, 


1866. .1964 




1 ft £7 1 Qft "3 
loo / . . 1 JO J/ 


i ft Aft 
1000 


1 QOyi 

. . 1 y 0 4 , 


1875. 


.2015, 1886. .2014, 


1944. .2057 




1 QQ/1 on c; o 
±y y4 . . zuo j, 


ou 


01m 
. . Z 1U / , 


2061. 


.2108, 2068.. 2124, 


2099. .3016 




oi i "^ni i 


O O QO 

zz yz 


. . Jul / / 


2837. 


.3022 






Seq. No. 


ZOOZZ 








Seq. ID 


OJ990415 


_02.0103.C5 


Gene No. 


04 y / z 








Strand 






Start 


8560 








End 


8712 




Name 


OJ990415 02 


.0103 


-C5.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


99R9 








End 


2729 




GI 


none 








Score 


94 




Exons 


OORO 0/1 0,1 

ZZoZ . • Z4 j1 , 


0000 

ZZoZ 


0*7 0 r 

. . Z / ZD f 


2286. 


.2729, 2292..2729 




Seq. No. 


OCC.OO 








Seq. ID 


OJ990415 


_02.0103.C5 


bene No . 


04 y / z 








Strand 






Start 


8560 








End 


8712 




Name 


OJ990415 02 


.0103 


.C5.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2660 








End 


2974 




GI 


none 








Score 


130 




Exons 


2660. .2974, 


2688 


. .2963 










Seq. No. 


26522 








Seq. ID 


OJ990415 


_02.0103.C5 


Gene No. 


54972 








Strand 






Start 


8560 








End 


8712 




Name 


OJ990415 02 


.0103 


.C5.o4. 


gs 


Method 


GENSCAN 




Start 


8560 








End 


8712 




GI 


none 








Score 


. 97 





26528 




Exons 


8560.. 8712 








Seq. No. 


26523 




Seq. ID 


OJ990415_02.0103.C7 


Gene No. - 


54973 




Strand 




Start 


1 




End 




Name 


OJ990415 02.0103.C7.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


346 


GI 


4512229 




Score 


510 


Exons 


1. .346 








GI Descrip. 


(AB014740) ORFO protein 


[Oryza sativa] 




Seq. No. 


26524 




Seq. ID 


OJ990415_02.0103.C9 


Gene No. 


54974 




Strand 


+ 


Start 


766 




End 


819 


Name 


OJ990415 02.0i03.C9.ol. 


gs 


Method 


GEN SCAN 


Start 


766 




End 


819 


GI 


none 




Score 


.4 


Exons 


766. .819 








Seq. No. 


26525 




Seq. ID 


QJ990415_02. 0103. C10 


Gene No. 


54975 




Strand 




Start 


1421 




End 


3883 


Name 


OJ990415 02. 0103. CIO. ol 


.gs 


Method 


GEN SCAN 


Start 


1421 




End 


3689 


GI 


none 




Score 


■ .85 


Exons 


1421.. 1577, 2185.. 2283, 


2550. . 


2657, 2743.. 2916, 3005.. 3288, 




3363. .3689 








Seq. No. 


26525 




Seq. ID 


OJ990415_02. 0103. C10 


Gene No. 


54975 




Strand 




Start 


1421 




End 


3883 


Name 


OJ990415 02. 0103. C10. ol 


.np 


Method 


AAT/NAP 


Start 


1510 




End 


3883 


GI 


226743 




Score 


185 


Exons 


1510.. 1623, 3693.-3883 








GI Descrip. 


sulfated surface glycoprotein 


SSG185 [Volvox carteri] 


Seq. No. 


26525 




Seq. ID 


OJ990415_02.0103.C10 


Gene No. 


54975 




Strand 




Start 


1421 




End 


3883 


Name 


OJ990415 02. 0103. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


1697 




End ■ 


1802 


GI 


LIB3477-003-P1-K1-E9 




Score 


124 


Exons 


1697.. 1802 








GI Descrip. 


'2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 


S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


26525 




Seq. ID 


OJ990415_02. 0103. C10 


Gene No. 


54975 




Strand 




Start 


1421 




End 


3883 


Name 


OJ990415 02. 0103. C10. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2585 




End 


3229 


GI 


none 




Score 


52 


Exons 


2585.. 2659, 2586.. 2663, 


2733. . 


2936, 2737.. 2880, 2868.. 2927, 




3161.. 3229, 3163.. 3228 









26529 




Seq. No. 


26526 Seq. ID 


OJ990415_02.0103.C11 


laene wo. 


0*1:7/0 OLlanu 


T 


Start . 


1060 End 


1203 


Name 


OJ990415 02.0103.Cll.ol.gs Method 


GENS CAN 


Start 


1060 r . End 


1203 


GI 


none Score 


.87 


Exons 


1060. .1203 




Seq. No. 


26526.. Seq. ID 


OJ990415_02.0103.C11 v. . 


Gene No. 


54977 Strand 




Start 


574 End 


1216 


Name 


OJ990415 02:0103. Cll.ol.np Method 


AAT/NAP 


Start 


574 End 


1216 


GI . 


5295955 Score 


277 


Exons 


574. .1216 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 




Seq. No. 


26527 Seq. ID 


OJ990415_02.0103.C12 


Gene No. 


54978 Strand 


*+ 


Start 


1 End 


12798 


Name 


OJ990415 02.0103.C12.o2.np Method 


AAT/NAP 


O 1_ as. U 


1 End 


11245 


GI 


5295955 Score 


243 


Exons ' 


.1..37, 3235.. 3314, 3375 . . 3574 , -4 905 . . 4 974 , 5516. .5630, 




6202. .6385, 11109. .11245 




GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 




[Oryza sativa] 




Seq. No. 


26527 Seq. ID 


OJ990415_02.0103.C12 


Gene No. 


54978 Strand 


+ 


O L. ai L. 


1 End 


12798 


Name 


OJ990415 02.0103.C12.o3.np Method 


AAT/NAP 


Start 


7249 End 


12798 


GI 


4680179 Score 


1514 


Exons 


7249.. 7321, 10313 .. 11305, 11333.. 12128 


, 12746. .12798 


GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


26527 Seq. ID 


OJ990415_02.0103.C12 . 


Gene No. 


54978 Strand 


+ 


u Lai u 


1 End 


12798 


Name 


OJ990415 02.0103.C12.o4.np Method 


AAT/NAP 


Start 


7249 End 


12258 


GI 


4680179 Score 


1513 


Exons 


7249.. 7321, 10313 .. 11305, 11333 .. 12258 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


26527 Seq. ID 


OJ990415_02.0103.C12 


Gene No. 


54978 Strand 


+ 


ouairi. 


1 End 


12798 


Name 


OJ990415 02.0103.C12.o5.gs Method 


GENSCAN 


Start 


7843 End 


12149 


GI 


none Score 


.78 


Exons 


7843. .7914, 9257. .9444, 9446. .9611, 9638. .9961, 10306 .. 104 97 , 




10700. .11411, 11794. .11972, 11991. .12149 


Seq. No. 


26527 Seq. ID 


OJ990415_02.0103.C12 



26530 




Gene No. 


54979 




Strand 






Start 


1 




End 


2540 




Name 


OJ990415_02.0103.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 




. End 


2540 




GI 


4680204 




Score 


292 




Exons 


1 . . 127, 2080 . . 2540 










GI Descrip. 


(AF114171) hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


26527 




Seq. ID 


OJ990415 02.0103 


.C12 


Gene No . 


54979 




Strand 


- 




Start 


1 




End 


2540 




Name 


OJ990415 02 . 0103 .C12 . ol 


. gs 


Method 


GENS CAN 




Start 


25 




End 


187 




GI 


none 




Score 


.89 




Exons 


25. .187 










Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


. C12 


Gene No. 


54979 




Strand 






Start 


1 




End 


2540 




Name 


OJ990415 02.0103.C12.o2 


.gs 


Method 


GENSCAN 




Start 


535 




End 


2463 




GI 


none 




Score 


.66 




Exons 


535. .616, 1101. .1219, 1626.. 


1762, 2214 


..2463 . * 




Seq. No. 


.. 26527 ' 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54980 




' Strand 






Start 


6612 




End 


6996 




Name 


OJ990415 02.0103.C12.o4 


.gs 


Method 


GENSCAN 




Start 


6612 




End 


6996 




GI 


none 




Score 


.92 




Exons 


6612.. 6936, 6941.. 6996 










Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54981 




Strand 






Start 


7435 




End 


7964 




Name 


OJ990415 02.0103.C12.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2200 




End 


2503 




GI 


none 




Score 


91 




Exons 


2200.. 2337, 2201.. 2281, 


2335 


..2502, 2360.. 2503 




Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54981 




Strand 






Start . 


7435 




End 


7964 




Name 


OJ990415 02.0103.C12.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


4389 




End 


4677 




GI 


none 




Score 


51 




Exons 


4389. .4481, 4390. .4455, 


4406 


..4477, 4470. .4550, 4498. .4551, 




4555. .4674, 4557. .4673, 


4564 


..4677, 4575.-4676 




Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54981 




Strand 






Start 


7435 




End 


7964 




Name 


OJ990415 02.0103.C12.ol 


.gp 


Method 


AAT/GAP 




Start 


7435 




End 


7964 




GI 


uC-osflM202048cl2bl 




Score 


828 




Exons 


7435. .7964 











GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 2.0e-16 Oryza sativa genomic 



26531 




DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54982 




Strand 






Start 


10712 




End 


11056 




Name 


OJ990415_02 . 0103. CI 2 


.ol . tm 


Method 


TBLASTX: Maize - 




Start 


10712 




End 


11011 




GI 


none 




Score 


226 




Exons 


10712. .11011, 10738. 


. 10857, 


10930.. 11010 




Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54982 




Strand 






Start 


10712 




End 


11056 




Name 


OJ990415_02 . 0103.C12 


.ol . tw 


Method 


TBLASTX: Wheat 




Start 


10712 




End 


11056 




GI 


none 




Score 


303 




Exons 


10712. . 11056, 10738 . 


. 10857 








Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54983 




Strand 






Start 


11243 




End ■ 


11617 




Name 


OJ990415_02. 0103.C12 


.05. tw 


Method 


TBLASTX: Wheat 




Start 


11243 




End 


11617 




GI 


none 




Score 


65 




Exons 


11243. .11290, 11363. 


. 11617, 


11410. .11550 




Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54984 




Strand 






Start 


11639 




End 


11936 




Name 


OJ990415_02. 0103.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11639 




End 


11936 




GI 


none 




Score 


113 . 




Exons 


11639. . 11701, 11640. 


.11750, 


11796. .11936, 11807.. 11935 




Seq. No. 


26527 




Seq. ID 


OJ990415_02.0103 


.C12 


Gene No. 


54985 




Strand 






Start 


11898 




. End 


12083 




Name 


OJ990415_02 . 0103.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11898 




End 


12083 




"GI 


none 




Score 


189 




Exons 


11898. . 12083, 11999. 


. 12082 








Seq. No. 


26528 




Seq. ID 


' OJ990415_02.0103 


.C13 


Gene No. 


54986 




Strand 






Start 


1 




End 


698 




Name 


OJ990415_02. 0103.C13 


. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


698 




GI 


5852180 




Score 


105 




Exons 


1. .222, 618. . 698 










GI Descrip. 


(AL117265) zhbOOOlO. 


1 [Oryza 


sativa] 






Seq. No. 


26528 




Seq. ID 


OJ990415_02.0103 


.C13 


Gene No. 


54986 




Strand 






Start 


1 




End 


698 




Name 


.OJ990415 02.0103.C13 


. ol . gs 


Method 


GENSCAN 




Start 


16 




End 


99 




GI 


none 




Score 


.49 





26532 



Exons 



16. .99 



Seq. No. 26528 
Gene No. 54 98 6 

Start .1 

Name OJ9904 15_02 . 0103 . C13 . o2 . gp 

Start 510 

GI uC-osflM202048cl2bl 
Exons ' 510... 659 

GI Descrip. ■ 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ990415_02.0103.C13 
Strand 

698 

AAT/GAP 
659 
219 



End 

Method 

End 

Score 



Seq. No. 26529 

Gene No. 54 987 

Start 21 

Name OJ990415_02 . 0103 . C14 . ol . gs 

Start 21 

GI none 

Exons 21.. 103 



Seq. ID OJ990415_02.0103.C14 
Strand 

End 103 

Method GEN SCAN 

End 103 

Score .85 



Seq. No. 
Gene No. 
Start 
Name 

Start v,,, 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 



26530 
54988 
1 

OJ990415_02.0103.C15.ol.np 
1 

6705984 
1..810 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ990415_02.0103.C15 
Strand 

End 810 

Method AAT/NAP 

End, 810 

Score 763 



26530 
54988 
1 

OJ990415_02.0103.C15.o2.tm 
1 

none 

1. .243, 13. .195 



Seq. ID OJ990415_02.0103.C15 
Strand 

End 810 

Method TBLASTX : Mai ze 

End 243 

Score 73 



Seq. No. 26530 

Gene No. 54988 

Start 1 

Name OJ990415_02.0103.C15.o2.tw 

Start 1 

GI none 

Exons 1..270 



Seq. ID OJ990415_02.0103.C15 
Strand 

End 810 

Method TBLASTX : Wheat 

End 270 

Score 173 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



26530 
54988 
1 

OJ990415_02.0103.C15.ol.tw 

568 

none 



Seq. ID OJ990415_02.0103.C15 
Strand 

End 810 ■ 

Method TBLASTX : Wheat 

End 776 

Score 141 



568. .774, 608. .775, 620. .775, 732. .776 



26530 
54988 
1 

OJ990415 02.0103.C15.ol.tm 



Seq. ID OJ990415_02.0103.C15 
Strand 

End 810 

Method TBLASTX: Maize 



26533 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



583 End 
none Score 
583. .801, 595. .798 

26530 
54988 
1 

OJ990415_02.0103.C15.ol.ts 
583 
none 

583. .801, 595. .798 

26531 
54989 
1 

OJ990415_02.0103.C16.ol.np 
1 

5902446 
1. .429 

• (AB030283) orf5 [Oryza sativa] 

26531 
54989 
1 

OJ990415_02.0103.C16.ol.gs 
9 

none 

9. .416, 489. .579 



801 
116 



Seq. ID OJ990415_02.0103.C15 
Strand 

End 810 

Method TBLASTX : Soybean 

End 801 

Score 110 



Seq. ID OJ990415_02.0103.C16 
Strand 

End 57 9 

Method AAT/NAP 

End 429 

Score 674 



Seq. ID OJ990415_02.0103.C16 
Strand 

End 57 9 

Method GENS CAN 

End 57 9 

Score .96 



26532 
54990 
1 

OJ990415_02.0103.C18.ol.np 
1 

5852178 
1..109, 471. .566 

(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990415_02.0103.C18 

Strand + 

End 566 

Method AAT/NAP 

End 566 

Score 204 



Seq. ID OJ990415_02.0103.C21 
Strand 

End 64 8 

Method AAT/GAP 

End 419 

Score 668 



26533 
54991 
1 

OJ990415_02.0103.C21.ol.gp 
1 

LIB3432-013-P1-K1-E3 
1.-419 

, 133446/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 1 1 -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 1 1 subunit-2 
[Oryza sativa] 1 



26533 
54991 
1 

OJ990415_02.0103.C21.ol.np 
1 

6714302 



Seq. ID OJ990415_02.0103.C21 
Strand 

End 64 8 

Method AAT/NAP 

End 64 8 

Score 115 



26534 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..95, 571. .648 

(AC013354) F15H18.8 [Arabidopsis thaliana] 



26533 
54991 
1 

OJ990415_02.0103.C21.ol.gs 
27 

none 

27.. 95, 585.. 646 

26534 
54992 
1 

OJ990415_02.0103.C22.ol.np 

1 " 

6714302 
1..48, 244. .317, 708. .727 

(AC013354) F15H18.8 [Arabidopsis thaliana] 



Seq. ID OJ990415_02.0103.C21 
Strand 

End 648 

Method GENS CAN 

End 64 6 

Score .57 



Seq. ID OJ990415_02.0103.C22 

Strand + 

End 727 

Method AAT/NAP 

End 727 

Score 48 



26534 Seq. ID 

54992 Strand 
1 * End 

OJ990415_02.0103.C22.ol.gp Method 
.133 End 
7900_1.R1084 ■ Score 
133. .153, 244. .317 k 

'4757718/ref |NP_004292.1|pACTL6| 4.0e-24 actin-like 6 
>gi_4001803 (AF041474) BAF53a [Homo ■ sapiens] 

>gi_4218064_dbj_BAA74577_ (AB015907) actin-related protein [Homo 
sapiens] ' 



OJ990415_02.0103.C22 
+ 

727 

AAT/GAP 
317 
"113 



26534 Seq. ID 

54992 Strand 

1 End 
OJ9904 15_02 . 0103 . C22 . ol . gs Method 

24 4 End 

none Score 
244. .317 



OJ990415_02.0103.C22 
+ 

727 

GENSCAN 

317 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



26534 Seq. ID OJ9904 15_02 . 0103 . C22 

54992 Strand + 

1 End 727 

OJ9904 15_02 . 0103 . C22 . o2 . gp Method AAT/GAP 

483 End 727 

LIB3432-013-P1-K1-E3 Score 413 

483. .727 

'133446/spl P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta 1 '-2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta' 1 subunit-2 
[Oryza sativa] 1 



26535 
54993 
1 

OJ990415 02.0103.C23.ol.np 



Seq. ID OJ990415_02.0103.C23 

Strand + 

End 322 

Method AAT/NAP 



26535 




Start 


1 




End 


322 








GI 


5852178 




Score 


114 








Exons 


1..24, 228. .322 














GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 










Seq. No. 


26535 




Seq. ID 


OJ990415_ 


_02 


.0103 


.C23 


Gene No. 








4. 








Start 


228 




End 


344 








Name 


OJ990415 02.0103.C23 


. ol . gs 


Method 


GENSCAN 








Start 


228 




End 


344 








GI 


none 




Score 


.69 








Exons 


228. .344 














Seq. No. 


26536 




Seq. ID 


OJ990415_ 


_02 


.0103 


.C25 


Gene No . 


Cy| QQC 




otianu 










Start 


201 




End 


317 








Name 


OJ990415 02.0103.C25 


.ol . gs 


Method 


GENSCAN 








Start 


201 




End 


317 








GI 


none 




Score 


.82 








Exons 


.201. .317 














Seq. No. 


26536 




Seq. ID 


OJ990415_ 


_02 


.0103 


.C25 


Gene No. 


54996 




Strand 












99^ 




Hi! in. 










Name 


OJ990415 02.0103.C25 


. ol . np 


Method • 


AAT/NAP 








Start 


223 




End 


756 








GI 


5852178 




Score 


166 








Exons 


223. .317, 654. .756 














GI Descrip. 


(AL117265) zhb0008.1 


[Oryza 


sativa] 










Seq. No. 


26537 




Seq. ID 


OJ990415_ 


_02 


.0103 


.C26 


Gene No . 


/ 




OLialiQ 










Start 


134 




End 


478 








Name 


OJ990415 02.0103.C26 


.ol .gs 


Method 


GENSCAN 








Start 


134 




End 


478 








GI 


none 




Score 


.57 








Exons 


134. .478 














Seq. No. 


26538 




Seq. ID 


OJ990415_ 


JD2 


.0103 


.C28 


Gene No. 


54998 




Strand 


+ 










463 




End 


642 








Name 


OJ990415 02.0103.C28 


. ol .np 


Method 


AAT/NAP 








Start 


463 




End 


642 








GI 


4680204 




Score 


136 








Exons 


463..642 














GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


26539 




Seq. ID 


OJ990415_ 


_02 


.0103 


.C29 


Gene No. 


54999 




Strand 












1 




End 


1575 








Name 


OJ990415 02.0103.C29 


ol .np 


Method 


AAT/NAP 








Start 


1 




End 


1575 








GI 


" 6705984 




Score 


2172 








Exons 


1. .1575 














GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 








Seq. No. 


26539 




Seq. ID 


OJ990415_ 


_02 


.0103 


.C29 



26536 



Gene No. 54999 

Start 1 

Name OJ990415JD2 . 0103. C29. o2 . tm 

Start 85 

GI ■ none 1 

Exons 85.. 354, 86.. 355, 138.. 356 

Seq. No. 26539 

Gene No. 54999 

Start 1 

Name OJ990415_02 . 0103.C29.o2 . tw 

Start 124 

GI none 

Exons 124.. 522, 134.. 520 

Seq. No. 26539 

Gene No. 54999 
Start . 1 

Name OJ990415_02 . 0103.C29.ol .gs 

Start 201 

GI none 

Exons 201.. 372, 388.-524, 645.. 815, 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1575 

TBLASTX: Maize 

356 

182 



OJ990415_02.0103.C29 
1575 

TBLASTX: Wheat 

522 

273 



Seq. ID OJ990415_02.0103.C29 
Strand 

End 1575 

Method GEN SCAN 

End 1529 

Score . 55 
858. .1529 



Seq. No. 26539 

Gene No. 54999 

Start 1 

Name OJ9904 15_02 . 0103 . C29 . o4 . tm 

Start 361 

GI none 

Exons 361.. 660, 515.. 646 

Seq. No. 26539 

Gene No. 54999 

Start 1 

Name OJ990415_02 . 0103.C29. o3 . tw 

Start 553 

GI none 

Exons 553.. 912, 560.. 907, 562.. 912 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990415_02 . 0103 . C29 
1575 

TBLASTX: Maize 

660 

62 



OJ990415_02.0103.C29 
1575 

TBLASTX: Wheat 

912 

264 



Seq. No. 26539 Seq. ID 

Gene No. 54999 Strand 

Start 1 End 

Name OJ9904 15_02 . 0103 . C29 . o2 . ts Method 

Start 589 End 

GI none Score 

Exons 589.. 771, 784.. 858, 877.. 942 



OJ990415_02.0103.C29 
1575 

TBLASTX : Soybean 

942 

67 



Seq. No. 26539 

Gene No. 54999 • 

Start 1 

Name OJ990415_02 . 0103.C29.ol . tm 

Start 661 

GI none 

Exons 661.. 1005, 662.. 1006 

Seq. No. 26539 

Gene No. 54999 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand ■ 



OJ990415_02.0103.C29 
1575 

TBLASTX: Maize 

1006 

331 



OJ990415 02.0103.C29 



26537 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1 End 1575 

OJ9904 15_02 .0103.C2 9.ol.tc Method TBLASTX : Cress 

724 End 1083 

none Score 286 

724. .1083, 725. .1051 



Seq. ID OJ990415_02.0103.C29 
Strand 

1575 



26539 
54999 

1 End 
OJ9904 15_02 . 0103 . C29 . ol . tw Method TBLASTX : Wheat 

1039 End 1'4 65 

none Score 371 

1039. .1464, 1040. .1465, 1379. .1465 



Seq. .ID OJ990415_02.0103.C29 
Strand 

1575 



26539 
54999 

1 End 
OJ9904 15_02 . 0103 . C2 9 . ol . ts Method TBLASTX : Soybean 

1181 End .1453 

none Score 58 

1181. .1270, 1186. .1272, 1268. .1453, 1276. .1452 



26539 
54999 
1 



Seq. ID OJ990415_02.0103.C29 
Strand 

End 1575 



OJ990415 02.0103.C29.o3.tm Method TBLASTX: Maize 



1225 
none 

1225. .1476, 1238.. 1468 



End 
Score 



1476 
92 



Seq. ID OJ990415_02.0103.C29 
Strand 

End 1575 



26539 
54999 
1 

OJ9904 15__02 . 0103 . C2 9 . ol . gp Method AAT/GAP 

End 1575 
Score 164 



1474 

83529_1.R1084 
1474.. 1575 

'4521194/dbj | AB013613 . 1 1 AB013613 6.0e-79 Oryz'a sativa DNA, 
centromere sequence RCB11 1 



26540 
55000 
230 



Seq. ID OJ990415_02.0103.C30 

Strand 

End 777 



OJ9904 15_02 . 0103 . C30 . ol . gs Method GENS CAN 



230 
none 

230. .346, 592. .777 

26541 
55001 
1098 



End 
Score 



777 
.6 



Seq. ID OJ990415_02.0103.C31 
Strand + 
End 2068 



OJ990415_02 . 0103 . C31 . ol . gs Method GENSCAN 



1098 
none 



End 
Score 



2068 
.89 



1098.. 1230, 1313.. 1575, 1650.. 1764, 1905.. 2068 

26541 Seq. ID OJ9904 15_02 . 0103 . C31 



26538 




Gene No . 


55002 


Strand 








Start 


7565 


End 


7966 






Name 


OJ990415. 02.0103.C31.o2.gs 


Method 


GENSCAN 






Start 


7565 


End 


7966 






GI 


none 


Score 


.69 






Exons 


7565. .7966 










Seq. No. 


26542 


Seq. ID 


OJ990415_02. 


0103 


.C32 


Gene No. 


55003 


Strand 


+ 






Start 


1 


End 


85 






Name 


OJ990415 02.0103.C32.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


85 






GI 


2315 3.R1084 


Score 


103 






Exons 


1. .85 










GI Descrip. 


, 5922603/dbj | AP0004 92. 1 1 AP000492 LOe- 


4 6 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 • 








Seq. No. 


26542 


Seq. ID 


OJ990415_02. 


0103 


.C32 


Gene No. 


55004 


Strand 


+ 






Start 


15045 


End 


15938 






Name 


OJ990415 02.0103.C32.o3.np 


Method 


AAT/NAP 






Start 


15045 


End 


15938 






GI 


5852178 


Score 


433 






Exons 


15045. .15349, 15381 15481, 


15843. .15938 






GI Descrip. 


(AL117265) zhb0008.1 • [Oryza 


sativa] 








Seq. No. 


26542 


Seq. ID 


OJ990415_02. 


0103 


.C32 


Gene No. 


55005 


Strand 


+ 






Start 


18073 


End 


21921 ' 






Name 


OJ990415 02.0103.C32.o4.np 


Method 


AAT/NAP 






Start 


17982 


End 


21921 






GI 


4680179 


Score 


3546 






Exons 


17982. .20529, 21854.. 21921 










GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


26542 . 


Seq. ID 


OJ990415_02. 


0103 


.C32 


Gene No . 


55005 


Strand 


+ 






Start 


18073 


End 


21921 






Name 


OJ990415 02.0103.C32.o6.gs 


Method 


GENSCAN 






Start 


18073 


End 


20836 






GI 


none 


Score 


.92 






Exons 


18073. .19753, 19822 .. 20120, 


20346. .20511, 20520.. 20836 




Seq. No. 


26542 


Seq. ID 


OJ990415JD2. 


0103 


.C32 


Gene No. 


55005 


Strand 


+ 






Start 


18073 - 


End 


21921 






Name 


OJ990415 02.0103.C32.o7.np 


Method 


AAT/NAP 






Start 


18661 


End 


21921 






GI 


5257279 


Score 


1961 






Exons 


18661. .19638, 19854 .. 20016, 


20131. .20529, 21854.. 21921 




GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 






homologues. (L35053) [Oryza 


sativa] 








Seq. No. 


26542 


Seq. ID 


OJ990415_02. 


0103 


.C32 


Gene No. 


55005 


Strand 


+ 






Start 


18073 


End 


21921 






Name 


OJ990415 02.0103.C32.o6.np 


Method 


AAT/NAP 







26539 




Start 


19132 


End 


21921 








GI 


4680179 


Score 


2022 








Exons 


19132. .20529, 21854.. 21921 












GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica; 






Seq. No. 


26542 


Seq. ID 


OJ990415_ 


02 


0103 


C32 


Gene No. 


55005 


Strand 


+ 








Start 


18073 


End 


21921 








Name 


OJ990415 02 0103 C32- o5 no 


Method 


AAT/NAP 








Start 


19342 ~~ 


End 


21921 








GI 


5852179 


Score 


87 








Exons 


19342. .19369, 20541 .. 20815, 


21802. .21921 








GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 










Seq. No. 


26542 


Seq. ID 


OJ990415_ 


_02 


0103 


C32 


Gene No. 


55006 


Strand 










Start 


930 


End 


6210 








Name 


OJ990415* 02.0103.C32.ol.np 


Method 


AAT/NAP 








Start 


700 


End 


6210 








GI 


6705984 


Score 


2483 








Exons 


700. .782, 1919. .2043, • 3189. 


5951, 5981 


. .6210 








GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26542 
55006 
930 

OJ990415_02.0103.C32.ol.gs 

930 

none 



Seq. ID OJ990415_02.0103.C32 
Strand 

End 6210 

Method GENS CAN 

End 1974 

Score .73 



930.. 997, 1148.. 1303, 1602.. 1768, 1898.. 1974 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26542 
55006 
930 

OJ990415_02 . 0103 . C32 . o2 . gs 

3087 

none 



Seq. ID OJ990415_02.0103.C32 
Strand 

End 6210 

Method GENS CAN 

.End 6111 

Score . 65 

3087.. 3106, 3243.. 3550, 3813.. 3953, 4089.. 4559, 4904.. 5096, 
5178. '.'6111 



Seq. No. 


26542 






Seq. ID 


OJ990415 


Gene No. 


55007 






Strand 




Start 


8716 






End 


9445 


Name 


OJ990415 02 


.0103.C32.o2. 


np 


Method 


AAT/NAP 


Start 


7041 






End 


9445 


GI 


6742729 






Score 


1147 


Exons 


7041. .7116, 


8423. .9445 








GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 




Seq. No. 


26542 






Seq. ID 


OJ990415 


Gene No. 


55007 






Strand 




Start 


8716 






End 


9445 


Name 


OJ990415 02 


.0103.C32.o3. 


gs 


Method 


GEN SCAN 


Start 


8716 






End 


9429 


GI 


none 






Score 


.43 


Exons 


8716. .9429 











26540 




Seq. No. 


26542 






Seq. ID 


OJ990415_02.0103.C32 


VJCIlC LW • 


JJUvO 






Strand 




Start 


15073 






End 


17586 


Name 


OJ990415 02 


.0103.C32.o5. 


gs 


Method 


GENSCAN 


Start 


15073 






End 


17586 


GI 


none 






Score 


.92 


Exons 


15073. .1548 


6, 16894. .17084, 17463.. 175 


86 


Seq. No. 


26542 






Seq. ID 


OJ990415_02.0103.C32 


ucllc INU ■ 


sJ *J \J \J ^ 






Strand 




Start 


21021 






End 


21862 


Name 


OJ990415 02 


0103 C32 06. 


ts 


Method 


TBLASTX : Soybean 


Start * 


3163 






End 


19389 


GI 


none 






Score 


68 


Exons 


3163. .3303, 


3178 3354. 


3188. 


.3325, 19141. .19389 


Seq. No. 


26542 






Seq. ID 


OJ990415 02 0103 C32 


UC11C I'U • 


55009 






Strand 




Start 


21021 






End 


21862 


Name 


OJ990415 02 


0103 C32 ol 


tm 


Method 


TBLASTX * Maize 


Start 


3193 






End 


19560 


GI 


none 






Score 


4 4? 
*i i 


Exons 


3193. .3291, 




1, 19212.. 19553 




Seq. No. 


26542 






Qorr m 

oeq ■ x u 


OJ990415 02 0103 C32 










Strand 




Start 


21021 






End 


21862 


Name 


OJ990415 02 




tw 


Method 


TBLASTX * Wheat 


Start 


3193 






End 


19560 


GI 


none 






Score 


64 


Exons 


3193. .3357, 


3212 3349 


19135 


. .19560, 


19137 19553 19210 19560 


Seq. No. 


26542 






Seq. ID 


OJ990415 02 0103 C32 




■J -J \J VJ -7 






Strand 




Start 


' 21021 






End 


21862 


Name 


OJ990415 02 


0103 C32 o4 


tm 


Method 


TBLASTX: Maize 


Start 


3292 






End 


19200 


GI 


none 






Score 


102 


Exons 


3292. .3630, 


3293 3550 


18868 


. .19200, 


18921. .19199 


Seq. No. 


26542 






Seq. ID 


OJ990415_02.0103.C32 




55009 






Strand 




Start 


21021 






End 


21862 


Name 


OJ990415 02 


.0103.C32.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


3370 






End 


19134 


GI 


none 






Score 


62 


Exons 


3370. .3597, 


3548. .3664, 


18852 


. .18926, 


18870. .19133, 18871. .19134 


Seq. No. 


26542 






Seq. ID 


OJ990415_02.0103.C32 


Gene Nov * 


55009 






Strand 




Start 


21021 






End 


21862 


Name 


OJ990415 02 


.0103.C32.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3388 






End 


19119 


GI 


none 






Score 


97 


Exons 


3388. .3630, 


3389. .3550, 


3548. 


.3736, 3549.. 3728, 18724 .. 18756, 



18724. .18783,. 18760 18813, 187 62 .. 18800, 18868 .. 19119, 
18876.. 19109 



26541 




Seq. No. 


Zod4Z 








Seq. ID 


OJ990415_02.0103.C32 


Gene No . 


55009 








Strand 




Start 


21021 








End 


21862 


Name 


OJ990415 02 


.0103. 


C32.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3659 








End 


18813 


GI 


none 








Score 


141 


Exons 


3659. .4126, 


3690. 


.3992, 


3752. 


.4078, 18367. .18813 


/- 

Seq. No. 


Z DO 4 z 








Seq. ID 


OJ990415_02.0103.C32 


Gene No. 


55009 








Strand 




Start 


21021 










9 1 ft 69 


Name ■ 


OJ990415 02 


.0103. 


C32.o3. 


tw 


i v jei,noQ 


1 OJ-ltio I A . WflcaL 


Start 


3713 








tj no 


91 ft 69 


GI 


none 








Score 


1 69 
IDZ 


Exons 


3713. .4153, 


3717. 


.4091, 


18301 


. . 10 /O J/ 


IftdHR 1ft7dD 91ft1ft 91 ft69 


beq. no. 


o c c; a o 








Seq. ID 


OJ990415_02.0103.C32 


Gene No. 


55009 








Strand 




Start 


21021 








End 


21862 


Name 


OJ990415 02 


.0103. 


C32.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3845 








End 


18648 


GI 


none 








Score 


199 


Exons 


3845. .4156, 


18337 


. .18648 






Seq. No.' 


26542 








Seq. ID 


OJ990415_02.0103.C32 - * 


Gene No. 


55009 








Strand 




Start 


21021 








End " 


21862 


Name 


OJ990415 02 


.0103. 


C32.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


4451 








End 


4942 


GI 


none 








Score 


141 


Exons 


4451. .4657, 


4491. 


.4658, 


4513. 


.4659, 4615.. 4659, 4661.. 4942, 




4695. .4922 












Seq. No. 










Seq. ID 


OJ990415_02.0103.C32 


Gene No. 


55009 








Strand 




Start 


21021 








End 


21862 


Name 


OJ990415 02 


.0103. 


C32.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4466 








End 


4702 


GI 


none 








Score 


121 


Exons 


4466. .4702, 


4478. 


.4696 








beq. No. 










Seq. ID 


OJ990415_02.0103.C32 


Gene No. 


55009 








Strand 




Start 


21021 








End 


21862 


Name 


OJ990415 02 


.0103. 


C32.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4499 








End 


4849 


GI 


none 








Score 


99 


Exons 


4499. .4630, 


4500. 


.4631, 


4 632. 


.4826, 4634. .4849 


Seq. No. 


26542 








Seq. ID 


OJ990415_02.0103.C32 


Gene No. 


55009 








Strand 




Start 


21021 








End 


21862 


Name 


OJ990415 02 


.0103. 


C32.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


5263 








End 


5850 


GI 


none 








Score 


209 


Exons 


5263. .5313, 


5359. 


.5661, 


5360. 


.5842, 5683.. 5850 



26542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26542 
55009 
21021 

OJ990415__02. 

5431 

none 

5431. .5649, 

26542 
55009 
21021 

OJ990415_02, 

5683 

none 

5683. .5724, 

26542 
55009 
21021 

OJ990415JD2. 

7759 

none 

7759. .7851, 
7954. .8277 

26542 
55009 
21021 

OJ990415JD2, 

8440 

none 

8440. .8772, 

26542 
55009 
21021 

OJ990415__02, 

8445 

none 

8445. .8729, 

26542 
55009 
21021 

OJ990415_02, 

8959 

none 

8959. .9201, 

26542 
55009 
21021 

OJ990415_02. 

9031 

none 

9031. .9225, 



0103.C32.o4 .ts 
5644. .5820 

0103.C32.olO.tm 



Seq. ID OJ990415__02.0103.C32 
Strand 

End 21862 

Method TBLASTX: Soybean 

End 5820 

Score 107 



Seq. ID QJ990415__02.0103.C32 
Strand 

End 21862 

Method TBLASTX: Maize 

End 5874 

Score 35 



5686. .5874, 5687. .5842, 5764.. 5850 



0103.C32..o8.tm 



7786. .785i, 7853. 



0103.C32.o7.tw 
8445. .8771, 8498. 

0103.C32.o9.tm 
8446. .8718 

0103.C32.o7.ts 
9017. .9196 

0103.C32.o5.tm 
923S..9426, 9236. 



Seq. ID OJ990415__02.0103.C32 
Strand 

End 21862 

Method TBLASTX : Mai ze 

End 8280 

Score 53 

.7957, 7876.. 8280, 7905.. 7958, 



Seq. ID OJ990415_02.0103.C32 
Strand 

21862 

TBLASTX: Wheat 
8773 
291 



End 

Method 
End 
Score 
.8773 



Seq. ID OJ990415_02.0103.C32 
Strand 

End 21862 

Method TBLASTX : Mai ze 

End 8729 

Score 116 



Seq. ID OJ990415__02.0103.C32 
Strand 

End 21862 

Method TBLASTX : Soybean 

End 9201 

Score 83 



Seq. ID OJ990415__02.0103.C32 
Strand 

End 21862 

Method TBLASTX : Mai ze 

End 9454 

Score 95 
.9454 



26543 




Seq. No. 


26542 




Seq. ID 


OJ990415_02.0103 


.C32 


Gene No. 


55009 




Strand 






Start 


21021 




End 


21862 




Name 


OJ990415 02.0103.C32 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


9065 




End 


9433 




GI 


none 




Score 


151 




Exons 


9065.. 9271, 9070.. 9273, 9070 


..9294, 9272. .9364, 9274. .9372, 




9275.-9367, 9379.. 9432, 9380 


. .9433 






Seq. No. 


26542 




Seq. ID 


OJ990415_02.0103 


.C32 


Gene No . 


55009 




Strand 






Start 


9 1 091 




End 


21862 




Name 




A i n 4- t.j 
. 0 X u . tw 


Method 


TBLASTX: Wheat 




Start 


1 7 QQ9 




End 


21814 




GI 


none 




Score 


121 




Exons 


17QQ9 1 ROH/l 180^7 
±/yyZ..loZUfi, IoUj / . 


1 Q1 1 Q 


18211. .18297, 18219. .18296, 






Z 1DU y . . Z 1 / Zl , ZlD/4. 


01 coc 
. Z 1 DO D , 


21728. .21814, 21736.. 21813 




beq. wo. 


26542 




•Seq. ID 


OJ990415_02.0103 


.C32 


Gene No. ' 


DOUU y 




Strand 






Start 


9 1 AO 1 
Z1UZ 1 




End 


21862 




Name 




rt O 4- T T 

. oz . tw 


Method 


TBLASTX: Wheat 




Start 


i y Do o 




End 


20126 






none 




Score 


135 




Exbns 


i yoo o . . i y / jo , ly/ofi. 


oni 00 
. ZU ±ZZ , 


19758. .20126, 19764 .. 20126 • 




beq. no. 


26542 




Seq. ID 


OJ990415_02.0103 


.C32 


Gene No. 


oouuy 




Strand 






Start 


o i no i 

Z 1UZ 1 




End 


21862 




Name 


OTQQrtyiic: no m nV r^o 
ujyyu^io uz.uiuo.uoz 


•ol. tm 


Method 


TBLASTX: Maize 




Start 


1 Q7 c; c 
i y / DO 




End 


20090 




GI 


none 




Score 


262 




Exons 




9 nn qh 


19886. .20089 




oeq. no. 


26542 




Seq. ID 


OJ990415_02.0103 


.C32 


Gene No. 


jjUUj 




Strand 






Start- 


9 1 no i 

Z 1 U Z 1 




End 


21862 




Name 


riiQQn/11 c no mm r^o 
ujyyu^io uz.uiuo.uoz 


rtO -J- rt 

♦ oz . ts 


Method 


TBLASTX : Soybean 




Start 


1 QQ1 A 

jl yy l h 




End 


20174 




GI 


none 




Score 


292 




Exons 


1 QQ1 A 0017/1 1 QQOc; 

lyyift . . zui i h t xyyzo. 


om n 
. ZUI / O 








O e» rt» Mrt. 

beq. no. 


26542 




Seq. ID 


OJ990415_02.0103 


.C32 


Gene No. 


55009 




Strand 






Start 


21021 




End 


21862 




Name 


OJ990415 02.0103.C32 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20091 




End 


20408 




GI 


none 




Score 


431 




Exons 


20091. .20408, 20102. 


.20404 








Seq. No. 


26542 




Seq. ID 


OJ990415_02.0103 


.C32 


Gene No. 


55009 




Strand 






Start 


21021 




End 


21862 




Name 


OJ990415 02.0103.C32 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20132 




End 


20519 




GI 


none 




Score 


492 





26544 



Exons 20132. .20512, 20136. .20519 



Seq. No. 


26542 


Seq. ID 


OJ990415_02.0103.C32 


Gene No. 


55009 


Strand 




Start 


21021 


End 


21862 


Name 


OJ990415 02.0103.C32.o7.gs 


Method 


GENSCAN 


Start 


21021 


End 


21850 


GI 


none 


Score 


.47 


Exons 


- 21021. .21195, 21303. .21332, 


21783. .21850 


Seq. No. 


26543 


Seq. ID 


OJ990415_02.0103.C33 


Gene No. 


55010 


Strand 




Start 


1034 


End 


1611 


Name 


OJ990415 02.0103. C33.ol.gp 


Method 


AAT/GAP 


Start 


745 


End 


1611 


GI 


none 


Score 


1063 


Exons 


745. .1095, 1323. .1611 






Jct|. 1NU ■ 


26543 


Seq. ID 


OJ990415_02.0103.C33 


Gene No. 


55010 


Strand 




Start 


1034 


End 


1611 


Name 


OJ990415 02.0103.C33.ol.tw 


Method 


TBLASTX: Wheat 


Start 


966 


End 


1586 


GI 


none 


Score 


116 


Exons 


966.. 1091, 966.. 1085, 970.. 1086, 1329. 


.1385, 1337. .1459, 




1338. .1526, 1339. .1467, 1441 


1.1542, 1446. .1586, 1552. .1578 


Seq. No. 


26543 


Seq. ID 


OJ990415_02.0103.C33 


Gene No. 


55010 


Strand 




Start 


1034 


End 


1611 


Name 


OJ990415 02.0103.C33.ol.gs 


Method 


GENSCAN 


Start 


1034 


End 


1505 


GI 


none 


Score 


.75 


Exons 


1034.. 1089, 1337.. 1505 








26544 


Seq.. ID 


OJ990415_02.0103.C34 


Gene No. 


55011 


Strand 


+ 


Start 


1 


End 


.174 


Name 


OJ990415 02.0103.C34.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


174 


GI 


6705984 


Score 


267 


Exons 


1.-174 






GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa] 




26544 


Seq. ID 


OJ990415_02.0103.C34 


Gene No. 


55012 


Strand 


+ 


Start 


107 


End 


2841 


Name 


OJ990415 02.0103.C34.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


518 


GI 


none 


Score 


266 


Exons 


1. .222, 3. .149, 17. .166, 226 


..306, 231 


..287, 331. .384, 397. 




456. .518 






Seq. No. 


26544 


Seq. ID 


OJ990415_02.0103.C34 


Gene No. 


55012 


Strand 


+ 


Start 


107 


End 


2841 


Name 


OJ990415 02.0103.C34.ol.gs 


Method 


GENSCAN 



26545 




Start 


107 




End 


1998 


GI 


none 




Score 


.77 


Exons 


107. .273, 1576. .1998 








Seq. No. 


26544 




Seq. ID 


OJ990415 02.0103.C34 


Gene No. 


55012 




Strand 


+ 


Start 


1U / 




tna 


9 P A 1 
Z O H 1 


Name 


OJ990415 02.0103.C34.o2 


. tm 


Method 


TBLASTX : Maize 


Start 


528 




End 


865 


GI 


none 




Score 


66. ..- . 


Exons 


528. .662, 532. .666, 533 


. .667, 


663. .767 


, 664. .708, 705. .791, 




769. .864, 770. .865 








Seq. No. 


26544 




Seq. ID 


OJ990415_02.0103.C34 


Gene No. 


55012 




Strand 


+ 


Start 


107 




End 


2841 


Name 


OJ990415_02.0103.C34.ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


1 1 AO 




End 


2037 


GI 


none 




Score 


149 


Exons 


1102.. 1275, 1103.. 1198, 


1105. 


.1215, 1277. .1660, 1278. .1652, 




1279.. 1692, 1360.. 1659, 


1667. 


.1732, 168 6. .1727, 1687. .1731, 




1734.. 1796, 1738.. 1797, 


1776. 


.1916, 1777. .1905, 1807. .1923, 




1845.. 1925, 1922.. 1990, 


1929. 


.1991, 1930. .1986, 1975. .2037 


Seq. No. . 


26544 




Seq. ID 


OJ990415_02.0103.C34 


Gene No. 


55012 




Strand 


+ 


Start 


10 / 




End 


2841 


Name 


OJ990415 02.0103.C34.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1103 




End 


1509 


GI 


none 




Score 


149 


Exons 


1103. .1198, 1105. .1209, 


1105. 


.1275, 1278. .1505, 1279. .1509, 




1360. .1509 








Seq. No. 


26544 




Seq. ID 


OJ990415_02.0103.C34 


Gene No. 


55012 




Strand 


+ 


otart 


107 




End 


2841 


Name 


QJ990415 02.0103.C34.o2 


.np 


Method 


AAT/NAP 


Start 


1167 




End 


2841 


GI 


4680203 




Score 


748 


Exons 


1167.. 2024, 2807.. 2841 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55013 




Strand 


+ 


Start 


313 




End 


11236 


Name 


OJ990415 02.0103.C35.ol 


.gs 


Method 


GENSCAN 


Start 


313 




End 


10851 


GI 


. none 




Score 


.65 


Exons 


313.. 513, 526.-593, 633 


..1122, 1321. .2962, 3432. .3539, 




3801. .3903, 4007. .4124, 


6432. 


.7097, 7482. .7685, 7891. .8059, 




8285. .8602, 8789. .9474, 


9531. 


.10216, 10259. .10851 


Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55013 




Strand 


+ 


Start 


313 




End 


11236 


Name 


OJ990415 02.0103.C35.ol 


.np 


Method 


AAT/NAP 


Start 


313 




End 


11236 



2654 6 




GI 


4680179 




Score 


4981 


Exons 


313. .2951, 10028.. 11236 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55013 




Strand 


+ 


Start 


313 




End 




Name 


OJ990415 02.0103.C35.ol 


• gp 


Method 


AAT / GAP 


Start 


4371 




End 


A A A A 

4 4 4 U 


GI 


uC-osroM202024h08al 




Score 


Q A 

o 4 


Exons 


4371. .4440 








GI Descrip. 


, 5852170/emb|AL117265. 1 


IOST17804 5.0e-£ 


i4 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4, 


BAC clone: tl7804 f 


Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55014 




Strand 




Start 


4576 




End 


10346 


Name 


OJ990415 02.0103.C35.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


571 




End 


7851 


GI 


none 




Score 


225 v 1 -. 


Exons 


571. .798, 601. .789, 603 


. .797, 


7668. .7703, 7 690. .7851, * 7692. .7850 


Seq. No. 


26545 




Seq. ID 


riTdofi/i 1 ao moo poc 

uu yyu4io . uiu j . ljo 


Gene No. 


55014 




Strand 




Start 


4576 




End . 


1 A "3 A a 


Name 


OJ990415 02.0103.C35,o6 


.tm 


Method 


i rjiiAo i a : Mai ze 


Start 


826 




End- 


O O A O 


GI 


none 




Score 


206 


Exons 


826. .1122, 843. .1013, 7903. .8202, 7929. 


.8033, 8021.. 8059, 




8121. .8201 








Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55014 




Strand 




Start 


4576 




End 


10346 


Name 


OJ990415 02.0103.C35.o6 


.tw 


Method 


TBLASTX: Wheat 


Start 


827 




End 


8247 


GI 


none 




Score 


70 


Exons, 


827.. 1063, 828.. 1025, 829.. 1122, 1101.. 


1169,' 7902. .803,3, 




7903.. 8247 








Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No . 


55014 




Strand 




Start 


4576 




End 


10346 


Name 


OJ990415 02.0103.C35.o7 


.tm. 


Method 


TBLASTX: Maize 


Start 


1474 




End ■ 


8868 


GI 


none 




Score 


203 


Exons 


1474. .1749, 8548. .8868 








Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55014 




Strand 




Start 


4576 




End 


10346 


Name 


OJ990415 02.0103.C35.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


1483 




End 


8949 


GI 


none 




Score 


259 


Exons 


1483.. 1830, 1666.. 1809, 


8602. 


.8949, 8781. .8942 


Seq. No. 


26545 




Seq. ID 


OJ990415_02.0103.C35 



26547 




Gene No . 


O0U14 








Strand 




Start 


4576 








End 


10346 


Name 


OJ990415 02 


.0103. 


C35.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2007 








End 


9507 


GI 


none 








Score 


525 


Exons 


2007. .2450, 


2011. 


.2490, 


9084. 


.9506, 9088. .9507 


Seq. No. 


26545 








Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55014 








Strand 




Start 


40 / D 








End 


10346 


Name 


OJ990415 02 


.0103. 


C35.o3 


tm 


Method 


TBLASTX: Maize 


Start 


2076 








End 


9620 


GI 


none 








Score 


349 


Exons 


2076. .2321, 


2080. 


.2514, 


2152. 


.2514, 9153. .9500, 9157. .9501, 




9501. .9599, 


9522. 


.9620 








Seq. No. 


26545 








Seq. ID 


OJ990415_02.0103.C35 


Gene No . 


jOUI 4 








Strand 




Start 


4576 








End 


10346 


Name 


OJ990415 02 


.0103. 


C35.o4 


ts 


Method 


TBLASTX : Soybean 


Start 


2080 








End 


9438 


GI 


none 








Score 


182 


Exons 


2080. .2364, 


2163. 


.2363, 


9124. 


.9438 




Seq. No. 


26545 








Seq. ID 


OJ990415_02.0103.C35 


Gene No. - 


55014 








Strand 




Start 


4576 








End 


10346. 


Name 


ojyyu4io uz 


. UlUo . 


Cio . 01 


ts 


Method 


TBLASTX: Soybean 


Start 


2434 








End 


9905 


GI 


none 








Score 


57 


Exons 


2434. .2466, 


2434. 


.2466, 


2466. 


.2495, 2470. .2514, 2473. .2514, 




2478. .2669, 


2565. 


.2828, 


2569. 


.2829, 2569.. 2838, 9510.. 9542, 




9510. . 9542, 


9546. 


.9599, 


9546. 


.9626, 9654.. 9905, 9665.-9895 


Seq. No. 


26545 








Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55014 








Strand 




Start 


4 O / O 








End 


10346 


Name 


OJ990415 02 


.0103. 


C35.o5 


tw 


Method 


TBLASTX: Wheat 


Start 


2551 








End 


9887 


GI 


none 








Score 


312 


Exons 


2551. .2811, 


2562. 


.2813, 


2572. 


.2811, 9645. .9746, 9649. .9861, 




9657. .9887, 


9665. 


.9877, 


9792. 


.9887 




Seq. No. 


26545 








Seq. ID 


OJ990415_02.0103.C35 


Gene No . 


ccni / 
03U14 








Strand 




Start 


4576 








End 


10346 


Name 


OJ990415 02 


.0103. 


C35.o4 


tm 


Method 


TBLASTX: Maize 


Start 


2569 








End 


9991 


GI 


none 








Score 


302 


Exons 


2569. .2916, 


2574. 


.2834, 


9651. 


.9986, 9707.. 9991 


Seq. No. 


26545 








Seq. ID 


OJ990415_02.0103.C35 


Gene No. 


55014 








Strand 




Start 


4576 








End 


10346 


Name 


OJ990415 02 


.0103. 


C35.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2814 








End 


10306 


GI 


none 








Score 


328 



26548 



Exons 


2814. .3080, 2815. .3072, 9890. 


.10243, 




10048. .10305, 10127.. 10306 




Seq. No. 


26545 


Seq. ID 


bene inu * 




OUi dllU 


Start 


4576 


End 


Name 


OJ990415 02.0103.C35.o3.ts 


Method 


Start 


2854 


End 


GI 


none 


Score 


Exons 


2854.. 3072, 9927.. 10175 




Seq. No. 


26545 


Seq. ID 


Gene No. 


55014 


Strand 






CjLLKJL 


Name 


OJ990415 02.0103.C35.ol.tm 


Method 


Start 


2917 


End 


GI 


none 


Score 


Exons 


2917.. 3072, 2919.. 3080, 9993. 


.10346, ! 




10307. .10339 




Seq. No. 


26545 


Seq. ID 


Gene No. 


55014 


Strand 


Start 


4576 


End 


Name 


OJ990415 02.0103.C35.o2.gp 


Method 


Start 


4576 \ 


End 


GI 


uC-osflM202048c!2bl 


Score 


Exons 


4576. .5097 




GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 2.0e- 




DNA, chromosome 8, clone : P0 02 6F07 ' 


Seq. No. 


26545 


Seq. ID 


ueiic LNU . 


55015 


Strand 


Start 


■ 10377 


End 


Name 


OJ990415 02.0103.C35.ol.tw 


Method 


Start , 


10377 


End 


GI 


none 


Score 


Exons 


10377. .10913, 10379.. 10912 




Seq. No. 


26545 


Seq. ,ID 




55015 


Strand 


Start 


10377 


End 


Name 


OJ990415 02.0103.C35.o5.tm 


Method 


Start 


10562 


End 


GI 


none 


Score 


Exons' 


10562. .10876, 10563.. 10877 




Seq. No. 


26545 


Seq. ID 


Con q M 


55015 


Strand 


Start 


10377 


End 


Name 


OJ990415 02.0103.C35.o2.ts 


Method 


Start 


10701 


End 


GI 


none 


Score 


Exons 


10701. .10955, 10703.. 10951 




Seq. No. 


26545 


Seq. ID 


Gene No. 


55016 


Strand 


Start 


10878 


End 



10346 

TBLASTX: Soybean 

10175 

152 



10346 

TBLASTX: Maize 

10346 

209 



10346 
AAT/GAP 
5097 
836 



10955 

TBLASTX: Wheat 

10913 

603 



10955 

TBLASTX: Maize 

10877 

266 



10955 

TBLASTX : Soybean 

10955 

290 



11233 



26549 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



_ Method TBLASTX: Maize 

End 11203 
Score 119 

10955, 10880. .10954, 10890 .. 10991, 10939 .. 11199, 
11203, 10982. .11197, 11022.. 11198 



'OJ990415_02.0103.C35,o2.tm 
10878 
none 
10878. 
10958. 



26545 
55016 
10878 - 

OJ990415_02.0103.C35.o4.tw 

10920 

none 



Seq. ID OJ990415_02.0103.C35 
Strand 

End 11233 

Method TBLASTX : Wheat 

End 11233 

Score 61 



10920. .10955, 10958. .11233, 10984 .. 11223, 10997.. 11230 



Seq. No. 26546 

Gene No. 55017 

Start 1 

Name OJ990415_02 . 0103 . C37 . ol . gp 

Start 1 

GI ^ 568184 

Exons 1 . . 177 



Seq. ID OJ990415__02.0103.C37 
Strand 

End 291 

Method AAT/GAP 

End 177 

Score 301 



Seq. No. 26546 

Gene No. 55017 

Start 1 

Name ' OJ990415_02 . 0103 . C37 . ol . gs 

Start 46 

GI none 

Exons 46.. 291 



Seq. ID OJ990415_02.0103.C37 
Strand 

End 291 

Method GENSCAN 

End 291 

Score .4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26547 Seq. ID OJ990615_07 . 0103 . CI 

55018 Strand + 

1 End 607 

OJ990615_07.0103.Cl.ol.np Method AAT/NAP 

1 End 607 

3377836 Score 105 

1..33, 412. ".607 

(AF075598) contains similarity to reverse transcriptases 
[Arabidopsis thaliana] 



26547 
55018 
1 

OJ990615_07.0103.Cl.ol.gs 

106 

none 

106. .240, 313. .591 

26547 
55018 
1 

OJ990615_07.0103.Cl.ol.tm 

160 

none 

160. .222, 349. .606, 367. .534 



Seq. ID OJ990615_07.0103.C1 

Strand + 

End 607 

Method GENSCAN 

End 591 

Score .69 



Seq. ID OJ990615_07.0103.C1 

Strand + 

End 607 

Method TBLASTX : Maize 

End 606 

Score 58 



,Seq. No. 



26548 



Seq. ID OJ990615_07.0103.C2 



26550 




Gene No. 


55019 




Strand 


+ 






Start 


234 " 




End 


399 






Name 


OJ990615 07.0103.C2.ol. 


gs 


Method 


GENS CAN 






Start 


234 




End 


399 






GI 


none 




Score 


.58 






Exons 


234. .399 












Seq. No. 


26549 




Seq. ID 


OJ990615_07. 


0103 


.C3 


Gene No. 


55020 




Strand 








Start 


1 




End 


543 






Name 


OJ990615 07.0103.C3.ol. 


np 


-Method 


AAT/NAP 






Start 


1 




End 


543 






GI 


4680179 




Score 


393 






Exons 


1. .543 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 






Seq. No. 


26549 




Seq. ID 


OJ990615_07. 


0103 


.C3 


Gene No. 


55020 




Strand 








Start 


1 




End 


543 






Name 


OJ990615 07.0103. C3.ol. 


tm 


Method 


TBLASTX: Maize ' 




Start 


92 




End 


259 






GI 


none 




Score 


76 






Exons 


92. .259, 93. .242 












Seq. No. 


26549 




Seq. ID 


OJ990615_07. 


0103 


-C3 


Gene No. 


55020 




Strand 








Start 


1 




End 


543 






Name 


OJ990615 07.0103.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


113 




End 


,4 69 






GI 


none 




Score 


59 






Exons 


113. .250, 120. .179, 164 


. .232, 


251 . . 4 69, 


.353. .409 






Seq. No. 


26550 




Seq. ID 


OJ990615_07. 


0103 


.C6 


Gene No. 


55021 




Strand 








Start 


14 




End 


581 






Name 


OJ990615 07.0103.C6.ol. 


gs 


Method 


GENS CAN 






Start 


14 




End 


581 






GI , 


none 




Score 


.98 






Exons 


14. .88, 142. .345, '491. . 


581 

- 










Seq. No. 


26551 




Seq. ID 


OJ990615_07. 


0103 


,C7 


Gene No. 


55022 




Strand 


+ 






Start 


79 




End 


558 






Name 


OJ990615 07.0103.C7.ol. 




Method 


GENS CAN 






Start 


79 




End 


558 






GI 


none 




Score 


.64 






Exons 


79. .337, 437. .558 












Seq. No. 


26552 




Seq. ID 


OJ990615_07. 


0103 


.C9 


Gene No. 


55023 




Strand 








Start 


1110 




End 


1203 






Name 


OJ990615 07.0103.C9.ol. 


np 


Method 


AAT/NAP 






Start 


1110 




End 


1203 






GI 


6630699 




Score 


70 






Exons 


1110. .1203 












GI Descrip. 


. (AP000969) hypothetical 


protein [Oryza 


sativa] 







gi I 6721536] dbj IBAA89566.il (AP001073) hypothetical protein 



26551 




[Oryza sativa] 



Seq. No. 


26553 


Seq. ID 


OJ990615_07 


.0103. 


C10 


Gene No. 


55024 


• Strand 


— 






Start 


400 


End 


1393 






Name 


OJ9906I5 07.0103.C10.ol.gs 


Method 


GEN SCAN 






Start 


400 


End 


1393 






GI 


none 


Score 


.71 






Exons 


400. .446, 1279. .1393 


- 








Seq. No. 


26554 


Seq. ID 


OJ990615_07 


.0103. 


Cll 


Gene No. 


55025 


Strand 


— 






Start 


172 


End 


1076 






Name 


OJ990615 07.0103.Cll.ol.gs 


Method 


GENS CAN 






Start 


172 


End 


1076 






GI 


none 


Score 


.49 






Exons 


172. .250, 765.-873, 1017.. 


1076 








Seq. No. 


26555 


Seq. ID 


OJ990615_07 


.0103. 


C12 


Gene No. 


55026 


Strand 


+ 






Start 


117 


End 


2163 






Name 


OJ990615 07.0103.C12.ol.gs 


Method 


GENS CAN . 






Start 


117 


End 


2131 






GI 


none 


Score 


.7 






Exons 


117. .206, 836. .909, 1761.. 


2005," 2076. . 


2131 






oeq . jno • 


o c c c c 


Seq. ID 


OJ990615_07 


.0103. 


C12 


Gene No. 


55026 


Strand 


+ 






Start 


117 


End 


2163 






Name 


OJ990615 07.0103.C12.ol.np 


Method 


AAT/NAP 






Start 


119 


End 


2163 






GI 


3237273 


Score 


337 






Exons 


119.. 206, 1761.. 2005, 2141 


. .2163 








GI Descrip. 


(U59489) sucrose-phosphate 


synthase [Musa acuminata] 




Seq. No. 


26555 


Seq. ID 


OJ990615JD7 


.0103. 


C12 


Gene No. 


55026 


Strand 


+ 






Start . 


117 


End . , 


-:2163 






Name 


OJ990615 07.0103.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1758 


End 


2003 






GI 


none 


Score 


145 * 






Exons 


1758. .1922, 1908. .2003 










Seq. No. 


26556 


Seq. ID 


OJ990615_07 


.0103. 


C15 


Gene No. 


55027 


Strand 


+" 






Start 


180 


End 


296 






Name 


OJ990615 07.0103.C15.ol.gs 


Method 


GENSCAN 






Start 


180 


End 


296 






GI 


none 


Score 


.41 






Exons 


180. .296 










Seq. No. 


26557 


Seq. ID 


OJ990615_07 


.0103. 


C16 


Gene No. 


55028 


Strand 








Start 


582 


End 


616 






Name 


OJ990615 07.0103.C16.ol.gs 


Method 


GENSCAN 






Start 


582 


End' 


616 






GI 


none 


Score 


.85 







26552 




Exons 582.. 616 



oeq • INO . 




Seq. ID 


OJ990615_07.0103. 


C17 


Gene No. 


55029 


Strand 


+ 




Start 


1 ' 


End 


754 . 




Name 


OJ990615 07.0103. C17.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


754 




GI 


5902445 


Score 


641 




Exons 


1. .754 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


26558 


barf t n 

beq. xjj 


ujyyuoio u/.uiuj. 


C17 


Gene No. 


55029 


otrana 






Start 


1 


bna 


/ 04 




Name 


OJ990615 07.0103.C17.ol.tm 


Metnoa 


TOT A CTV • M-4 1 rr a 

i dLAo i a : Ma i z e 




Start 


135 


hna 


4 y 4 




GI 


none 


Score 


£ o y 




Exons 


135. .494, 308. .490 








Seq. No. 


26558 


beq. lu 


vjuyyubxo u/.uiuo. 


C17 


Gene No. 


55029 


Strand 


+ 




Start 


1 


i-i _ -j 
End 


1 d4 




Name 


OJ990615 07.0103.C17.ol.tw 


Method 


TBLASTX : Wneat 




Start 


204 


j-i _ j 
End • 


c o "7 




GI 


none . ; 


■.Score 


o4 y 




Exons 


204.. 515, 302.. 517, 494. .625, 


511. .627 






Seq. No. 


26558 


Seq. ID 


ujyyubio u/.uiuo. 


C17 


Gene No. 


55029 


Strand 


+ 




Start 


1 


End 


/o4 




Name 


OJ990615 07.0103.C17.ol.ts 


Metnoa 


mnT ACT 1 V .Oat t V-» « 

i bLiAb i a : boyoean 




Start 


258 


T-l _ J 

End 


c o o 
bo^ 




GI 


none 


Score 


1 Ql 

lo / 




Exons 


258. .512, 302. .442, 512. .682 








Seq. No. 


26558 


Seq. ID 


OJ990615_07.0103. 


C17 


Gene No. 


55029 


Strand 


+ 




Start 


1 


End 


/ 0 4 




Name 


OJ990615 07.0103.C17.ol.gs 


Method 


btjJNbL/iN 




Start 


290 


End 


4 y U 




GI 


none 


Score 


. 51 




Expns 


290.. 490 








Seq. No. 


26559 


Seq. ID 


OJ990615_07.0103. 


C18 


ijcne ino . 


55030 


Strand 


+ 




Start 


696 ' 


End 


970 




Name 


OJ990615 07.0103.C18.ol.gp 


Method 


AAT/GAP 




Start 


696 


End 


970 




GI 


61605 1.R1084 


Score 


481 




Exons 


696. .970 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 




Seq. No. 


26559 


Seq. ID 


OJ990615_07.0103. 


C18 


Gene No. 


55031 


Strand 






Start 


535 


End 


1130 




Name 


OJ990615 07.0103.C18.o2.gp 


Method 


AAT/GAP 





26553 



Start 535 End 1130 

GI 4107138 Score 800 . 

Exons 535.. 1130 

GI Descrip. 5852170/emb I AL117265 . 1 | OST17804 1.0e-149 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 804 



Seq. No. 26560 Seq. ID OJ990615 

Gene No. .55032 Strand + 

Start ' ' 699' End 1444 

Name • OJ990615_07 . 0103 . C19 . ol .np Method AAT/NAP 

Start 699 End 1444 

GI 5852179 Score 342 

Exons 699.. 932, 1007.. 1248, 1292.. 1444 
GI Descrip. 



07.0103.C19 



(AL117265) zhb0009.1 [Oryza sativa] 



Seq. No. 


26560 




Seq. ID 


OJ990615_07. 


0103. C19 


Gene No. 


55033 




Strand 






Start 


764 




End 


1161 




Name 


OJ990615 07.0103.C19.ol 


gs 


Method 


GENSCAN 




Start 


764 


End 


1161 




GI 


none 




Score 


.93 




Exons 


764. .904, 958. .1161 










Seq. No. 


26561 




Seq. ID 


OJ990615_07. 


0103. C20 


Gene No. 


55034 , 




Strand 


+ 




Start 


900. 




-End 


1283 




Name 


OJ990615 07.0103.C20.ol 


gp 


Method 


AAT/GAP 




Start 


900 




End 


1283 




GI 


uC-osflcypl62a07al 




Score 


471 




Exons 


900.. 1060, 1160.. 1283 










GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2.0e- 


-40 (AF111709 


) polyprotein 




[Oryza sativa subsp. indica] ' 









Seq. No. 


26561 


Seq. ID 


OJ990615_07.0103 


.C20 


Gene No. 


55035 


Strand 






Start 


348 


End 


1283 




Name 


OJ990615 07.0103.C20.ol.np 


Method 


AAT/NAP 




Start 


321 


End 


1283 




GI 


4680179 


Score 


635 




Exons 


321. .1283 








GI Descrip. 


(AF111709)- polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


26561 


Seq. ID 


OJ990615_07.0103 


.C20 


Gene No. 


55035 


Strand 






■Start 


348 


End 


1283 




Name 


OJ990615 07.0103.C20.ol.gs 


Method 


GENSCAN 




Start 


348 


End 


1130 




GI 


none 


Score 


.93 




Exons 


348. .1130 








Seq. No. 


26561 


Seq. ID 


OJ990615_07.0103 


.C20 


Gene No. 


55035 


Strand 






Start 


348 


End 


1283 




Name 


OJ990615 07.0103.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


792 


End 


1079 




GI 


none 


Score 


42 




Exons 


792. .854, 819. .1079, 895. .1056 







26554 




oeq . lno . 


Z DO D J. 


Con T n 








Gene No. 


55035 


Strand 








Start 


348 


End 


1283 






Name 


OJ990615 07.0103.C20.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


963 


End 


1266 






GI 


none 


Score 


75 ■ 






Exons 


963.. 1265, 964.. 1104, 1141 


. .1266 








Seq. No. 


26562 


Seq. ID 


OJ990615 


_07.0103 


.C21 


(Ian o No ' 


55036 


Strand 


+ 






Start 


1 


End 


590 






Name 


OJ990615 07.0103.C21.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


590 






GI 


5042447 


Score 


144 






Exons 


1..45, 428. .590 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


26563 


Seq. ID 


OJ990615 


JD7.0103 


.C22 




55037 


Strand 








Start 


1 


End 


1102 






Name 


OJ990615 07.0103.C22.ol,np 


Method 


AAT/NAP 






Start 


1 


End 


1102 






GI 


4680186 


Score 


387 






Exons 


1..64, 902. .1102 










GI Descrip. 


(AF111709) unknown [Oryza : 


sativa subsp. 


indica] 






Seq. No. 


26563 


Seq. ID 


OJ990615 


_07.0103 


.C22 


Gene No. 


55038 


Strand 










654 


End 


1035 






Name 


OJ990615 07.0103.C22.ol.gp 


Method 


AAT/GAP 






Start 


654 


End 


1035 






GI 


uC-osflcyp033a04bl 


Score 


663 






Exons 


654. .1035 










GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Oct|. IN (J • 


26563 


Seq. ID' 


OJ990615 


_07.0103 


.C22 


Gene No. 


55039 


Strand 








Start 


1462 


End 


2039 






Name 


OJ990615 07.0103.C22.o2.gs 


Method 


GENSCAN 






Start 


1462 


End 


2039 






GI 


none 


Score 


.45 






Exons 


1462.. 1636, 1912.. 2039 










Seq. No. 


26564 


Seq. ID 


OJ990615 


_07.010'3 


.C23 


UC11C L\\J . 


55040 


Strand 


+ 






Start 


421 


End 


621 






Name 


OJ990615 07.0103.C23.ol.np 


Method 


AAT/NAP 






Start 


421 


End 


621 






GI 


4680186 


Score 


334 






Exons 


421. .621 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. 


indica] 






Seq. No. 


26564 


Seq. ID 


OJ990615 


_07.0103 


.C23 


Gene No. 


55041 


Strand 








Start 


173 


End 


5565 







26555 




Name OJ990615_07 . 0103 . C23 . ol . gp Method AAT/GAP 

Start 173 End 554 

GI uC-osflcyp033a04bl Score 667 

Exons 173.. 554 

GI Descrip. * 6016845/db j | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 





DNA, chromosome 1, clone : P0711E10 1 . 






Seq. No. 


26564 






Seq. ID 


OJ990615._07.0103 


.C23 


Gene No. 


55041 






Strand 


— ■ 




Start 


173 






End 


'5565 




Name 


OJ990615 07 


.0103.C23.o2 


.np 


Method 


AAT/NAP 




Start 


349 






End 


5565 






4680179 






Score 


4960 




Exons 


349. .458, 1162. .4452, 4486.-5565 






GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26564 






Seq. ID 


ojyyubiD u/.uiuo 


.C23 


Gene No. 


55041 " 






Strand 






Start 


173 






End 


5565 ' 




Name 


OJy yu olo u / 


. UlUo . CZ J . OZ 


.gs 


Method 


GENS CAN 






3802 






End 


5562 




GI 


none 






Score 


.86 




Exons 


3802. .5562 












Seq. No. 


26564 






Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 


55042 






Strand 






Start 


5811 






End 


6616 




Name 


OJyyufolo u / 


. UlUo . L/Zo . Oo 


. tw 


Method 


TBLASTX: Wheat 




o car r. 


1212 






End 


1425 




GI 


none 






Score 


122 




Exons 


1212'. .T424, 


1222. .1425 










Seq. No. 


26564 






Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 


55042 






Strand 






Start 


5811 






End 


6616 




Name 


uj yyuoio u / 


rum c"~> ^ ^ i 


4-TY1 

. tm 


Method 


TBLASTX: Maize 




OLdl C 


1272 






End 


1871 




GI 


none 






Score 


127 




Exons 


1272. .1712, 


1287. .1550, 


1288. 


.1710, 1710. .1871, 1716. .1868 


Seq. No. 


26564 






Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 


~ 55042 






Strand . 






Start 


5811 






End 


6616 




Name 


OJ990615 07 


.0103.C23.ol 


.tw 


Method 


TBLASTX: Wheat . 




o t.dl L. 


1425 . . 






End 


2050 




GI 


none 






Score 


83 




Exons 


1425. .1940, 


1428. .1679, 


1537. 


.1863, 1710. .1904, 1943. .2050 


Seq. No. 


26564 






Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 


55042 






Strand 






Start 


5811 






End 


6616 




Name 


OJ990615 07 


.0103.C23.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


1991 






End 


2407 




GI 


none 






Score 


126 




Exons 


1991. .2407, 


1992. .2297, 


2243. 


.2383 






Seq. No. 


26564 






Seq. ID 


OJ990615_07.0103 


.C23 



26556 




Gene No. 










Strand 






Start 


5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2009 








End 


2269 




GI 


none 








Score 


143 




Exons 


2009.. 2269, 


2010. 


.2264 










Seq. No. 


26564 








Seq. ID 


OJ990615_07.0103 


.C23 


Gene No . 


c c r\ a o 








Strand 






Start 


. 5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2057 








End 


2624 




GI 


none 








Score 


233 




Exons 


2057. .2593, 


2058. 


.2309, 


2063. 


.2521, 2367. .2624 




Seq. No. 


26564 








beq . X D 


Uuj1?UD1j U / . U1U J 


.C23 


Gene No . 


CCA Jl O 








Strand 






Start 


- 5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o2 


. tm 


Method 


TBLASTX: Maize 




Start " 


2615 










9 Q"7 




GI 


none 








Score 


1 CO 




Exons 


2615. .2977, 


2624. 


.2977, 


2628. 








Seq. No. 


26564 








.beq. id 


ujyyuoi 0 u / . uiuj 


.C23 


Gene No. 










b trariu 






Start 


5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2627 








End 


3026 




GI 


none 








Score 


350 * 




Elxons 


2627. .3010, 


2628. 


.3011, 


2688. 


.3026 






Seq. No. 


26564 








Seq. ID 


OJ990615_07.0103 


.C23 


Gene No . 










Strand 






Start 


5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


2798 








End . 


3034 




GI 


none 








Score - 


84 




Exons 


2798. .'3034, 


2799. 


.3005 










Seq. No. 


26564 








Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 










Strand 






Start 


5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


3016 








End 


3516 




GI 


none 








Score 


59 




Exons 


3016. .3330, 


3058. 


.3168, 


3137'. 


.3190, 3334.. 3516, 3392.. 3508 


Seq. No. 


26564 








Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 


55042 








Strand 






Start 


5811 








End 


6616 




Name 


OJ990615 07 


.0103. 


C23.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3028 








End 


3354 




GI 


none 








Score 


273 




Exons 


3028. .3354, 


3047. 


.3352 










Seq. No. 


26564 








Seq. ID 


OJ990615_07.0103 


.C23 


Gene No. 


55042 ■ 








Strand 







26557 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene , No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



5811 

OJ990615_07. 

3066 

none 

3066. .3317, 
3431. .3460 

26564 
55042 
5811 

OJ990615_07. 

3403 

none 

3403. .3780, 

26564 
55042 
5811 

OJ990615_07. 

3584 

none 

3584. .3868, 

26564 
55042 
5811 

OJ990615_07. 

4054 

none 

4054. .4167, 

26564 
55042 
5811 

OJ990615_07. 

4783 

none 

4783. .5088, 

26564 
55042 
5811 

OJ990615_07. 

4969 

none 

4969. .5328, 

26564 
55042 
5811 

OJ990615_07. 

5811 

none 

5811. .5888, 

26565 
55043 



0103.C23.ol.ts 



End 6616 

Method TBLASTX : Soybean 

.End 34 62 

Score 71 



3067. .3426, 3068. .3358, 3392. .3424, 3430. .3462, 



0103.C23.o4.tw 
3446. .3889 

0103.C23.o5.tm 
3586.-3867 

0103.C23.o7.tw 
4055. .4168, 4086. 

0103.C23.o6.tm 
4910. .5074 

0103.C23.o6.tw 
4970. .5329 

0103.C23.o3.gs 
6153.. 6368, 6401. 



Seq. ID OJ990615_07.0103.C23 
Strand 

End 6616 

Method TBLASTX : Wheat 

End 3889 

Score 226 



Seq. ID OJ990615_07.0103.C23 
Strand 

End 6616 

Method TBLASTX : Mai ze 

End 38 68 

Score 158 



Seq. ID OJ990615_07.0103.C23 
Strand. 

End 6616 

Method TBLASTX : Wheat 

End 4423 

Score 65 

.4181, 4213. .4422, 4280. .4423 

Seq. ID OJ990615_07.0103.C23 
Strand 

End 6616 

Method TBLASTX : Maize 

End 5088 

Score 62 



Seq. ID OJ990615_07.0103.C23 
Strand 

End 6616 

Method TBLASTX : Wheat 

End 5329 

Score 136 



Seq. ID OJ990615_07.0103.C23 
Strand 

6616 
GENS CAN 
6616 
.5 



End 

Method 
End 
Score 
.6616 



Seq. ID OJ990615_07.0103.C24 
Strand + 



26558 




Start 


69 


End ■ 


4-701 


Name 


OJ990615 07.0103.C24.ol.gs 


Method 


GENSCAN 


Start 


69 


End 


697 


GI 


none 


. Score 


.99 


Exons 


69.. 697 fc 






Seq. No. 


'26565 


Seq. ID 


OJ990615_07.0103.C24 


Gene No. 


55043 


Strand 


+ 


U Lai L 


69 


End 


4701 


Name 


OJ990615 07.0103.C24.o2.np 


Method 


AAT/NAP 


Start 


588 


End 


4701 


GI 


4206306 


Score 


906 


Exons 


588. .638, 2543. .4701 






GI Descrip. 


(AF049110) prpol [Zea mays] 






Seq. No. 


26565 


Seq. ID 


OJ990615_07.0103.C24 


Gene No. 


55043 


Strand 


+ 


Start 


69 


End 


4701 


Name 


OJ990615 07.0103.C24.ol.gp 


Method 


RAT /CAP 


Start 


1445 


End 


1829 


GI 


uC-osflcyp033a04bl 


Score 


608 ■ 


Exons 


1445. .1829 






GI Descrip. 


•6016845/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone: P0711E10 ' 




Seq. No. 




Seq. ID 


OJ990615_07.0103.C24 


Gene No . 


C C A A O 


Strand 


+ 


Start 


69 


End 


4701 


Name 


OJ990615 07 .0103.C24 .o3.gs 


Method 


GENSCAN 


Start 


1831 


End 


4396 


GI 


none 


Score 


.82 


Exons 


1831.. 1907, 2501.. 2645, 2669. 


.2856, 3564. .4396 


Seq. No. 


26565 


Seq. ID 


OJ990615_07.0103.C24 


Gene No. 


55044 


Strand 




j Lai L. 


1 


End 


4701 


Name 


OJ990615 07.0103.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


4701 


GI 


5852180 


Score 


578 


Exons 


1..516, 568. .680, 1672. .1733, 


4613. .4701 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 




Seq. No. 


26565 


Seq. ID 


OJ990615_07.0103.C24 


Gene No. 


55044 


Strand 




OLaX L 


1 


End 


4701 


Name 


OJ990615 07.0103.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2580 


End 


2983 


GI 


none 


. Score 


53 


Exons 


2580. .2606, 2640. .2672, 2649. 


.2681, 2654. .2683, 2680. .2940, 




2681.. 2983, 2693.. 2983 






Seq. No. 


26565 


Seq. ID 


OJ990615_07.0103.C24 


Gene No. 


55044 


Strand 




Start 


1 


End 


4701 


Name 


OJ990615 07.0103.C24.o2.tm 


Method 


TBLASTX: Maize 


Start 


2649 


End 


2851 


GI 


none 


Score 


52 



26559 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

■Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2649. .2681, 2680. .2850, 2684. .2851 



26565 
55044 
1 

OJ990615_07. 

2852 

none 

2852. .3310, 

26565 
55044 
1 

OJ990615_07. 

2984 

none 

2984. .3304, 

26565 
55044 . 
1 

OJ990615_07. 

2999 

none 

2999. .3280, 



0103.C24.ol.tm 
2852. .3241, 3160. 

0103.C24.o2.tw 
3001. .3108, 3281. 

0103.C24.o2.ts 
3037.. 3105, 3281. 



Seq. ID OJ990615_07.0103.C24 
Strand 

4701 

TBLASTX: Maize 
3310 
529 



End 

Method 
End 
Score 
.3309 



Seq. ID OJ990615_07.0103.C24 
Strand 

4701 

TBLASTX: Wheat 
3382 
194 



End 

Method 
End 
Score 
.3382 



26565 
55044 
1 

OJ990615_07.0103.C24.ol.ts 

3619 

none 

3619.. 3756, 3621.. 3770, 3777. 



26565 
55044 
1 

OJ990615J37, 

3664 

none ' 

3664. .3747, 



26565 
55044 
1 

OJ990615_07, 

4249 

none 

4249.-4626 

26565 
55044 
1 

OJ990615_07. 

4405 

none 

4405. .4662, 



0103.C24 .o3.tw 
3793. .4062 

0103.C24.o3.tm 



0103.C24.o3.ts 



4464. .4655 



Seq. ID OJ990615_07.0103.C24 
Strand 

End 4701 

Method TBLASTX : Soybean 

End 3481 

Score 213 
.3481, 3325. .3465 

Seq. ID OJ990615_07.0103.C24 
Strand 

End 4701 

Method TBLASTX : Soybean 

End 4 029 

Score 138 
.3944, 3778. .4029 

Seq. ID OJ990615_07.0103.C24 
Strand 

End 4701 

Method TBLASTX : Wheat, 

End 4062 

Score 75 



Seq. ID OJ990615__07.0103.C24 
Strand 

End 4701 

Method TBLASTX : Mai ze 

End 4626 

Score 199 



Seq. ID OJ990615_07.0103.C24 
Strand 

End 4701 

Method TBLASTX: Soybean 

End 4 662 

Score 183 



26560 




Seq. No. 


26566 






Seq. ID 


OJ990615_07.0103.C25 


Gene No.. 


55045 






Strand 


+ 


otart 


l 






End 


1425 


Name 


OJ990615 07.0103.C25 


.ol 


.np : 


Method 


AAT/NAP 


Start 


1 - 






End 


1374 


GI 


4544372 * 






Score 


547 


Exons 


1..27, 131.. 1374 










GI Descrip. 


(AC006920) putative : 


retroelement pol polyprotein [Arabidops: 




thaliana] 










beq. wo. 


Z DO DO 






Seq. ID 


OJ990615_07.0103.C25 


Gene No. 


55045 






Strand 


+ 


Start 


1 






End 


1425 


Name 


OJ990615 07.0103.C25 


.ol 


. gs 


Method 


GENS CAN 


Start 


10 






End 


1395 


GI 


none 






Score 


.5 


Exons 


10. .312, 427. .1395 










Seq. No. 


26566 






Seq. ID 


OJ990615_07.0103.C25 


Gene No. 


55045 






Strand 


+ 


Of-, -w-4- 

o rar l 


1 






End 


1425 


Name 


OJ990615 07.0103.C25 


.o2 


.np 


Method 


AAT/NAP 


Start 


272 






End 


1425 


GI 


629693 






Score 


524 


Exons 


272. .1425 










GI Descrip. 


probable integrase - 


common 


tobacco (fragment) 




gi | 530742 | emb | CAA56791 | 


(X80830) integrase [Nicotiana tabac 


beq. jno. 


26566 






Seq. ID 


OJ990615_07.0103.C25 


Gene No. 


55046 






Strand 




Start 


1731 






End 


1939 


Name 


OJ990615 07.0103.C25 


.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


160 






End 


537 


GI 


none 






Score 


199 


Exons 


160.. 537 










beq . no . 


26566 






Seq. ID 


OJ990615_07.0103.C25 


Gene No. 


55046 






Strand' 




Start 


1731 






End 


1939 


Name 


OJ990615 07.0103.C25 


.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


235 






End 


'624 


GI 


none 






Score 


167 


Exons 


235. .537, 568. .624 










beq. no. 


26566 






Seq. ID 


OJ990615_07.0103.C25 


Gene No. 


55046 






Strand 




Start 


1731 






End 


1939 


Name 


OJ990615 07.0103.C25 


.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


394 






End 


792 


GI 


none 






Score 


206 


Exons 


394. .792, 498. .614 










Seq. No. 


26566 






Seq. ID 


OJ990615_07.0103.C25 


Gene No. 


55046 ■ 






Strand 




Start 


1731 






End 


1939 


Name 


OJ990615 07.0103.C25 


.ol 


.tw 


Method 


TBLASTX: Wheat 



26561 




Start 


952 






End 


1359 




GI 


none 






Score 


215 




Exons 


952. .1359, 


1182. .1325 










Seq. No. 


26566 






Seq. ID 


OJ990615_07.0103 


.C25 


Gene No. 








Strand 






Start 


1731 






End 


1939 




Name 


OJ990615 07 


.0103.C25.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1135 






End 


1385 




GI 


none 






Score 


251 




Exons 


1135. .1380, 


1135. .1302, 


1137. 


.1307, 1344. .1385 




Seq. No. 


26566 






Seq. ID 


uj?yuDij u/.uxuo 


.C25 


Gene No. 








Strand 






Start 


1731 






End 


xy jy 




Name 


OJ990615 07 


.0103.C25.o2 


.gs 


Method 






Start 


1731 






End 


x y o y 




GI 


none 






Score 


. yy 




Exons 


1731. .1939 












Seq. No. 


'26567 






Seq. ID 


ujyyubxo u/.uxuo 


.C27 


Gene No. 


55047 






Strand 


+ 




b car z 


X 






End 


A C\ Q 




Name 


OJ990615 07 


.0103.C27.ol 


.np 


Method 


7\ 7\ rp / \l 7\ ri 

AAI/JMAr 




Start 


1 ' 






End 


a n o 




GI 


6721512 






Score 


TOO 

XUz 




Exons 


1..82, 163. 


.276, 304. .408 








GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26568 






Seq. ID 


OJ990615_07.0103 


.C28 


Gene No. 


C C f\ A O 

55048 






Strand 






Start 


156 






End 


235 




Name 


OJ990615 07 


.0103.C28.ol 


.gs 


Method 


GENSCAN 




Start 


156 






End 


235 




GI 


none 






Score 


.54 




Exons 


156. .235 












Seq-. No. . 


26569 






Seq. ID 


OJ990615_07.0103 


.C29 


Gene No. 


55049 






Strand 






Q4- a 


X 






End 


1696 




Name 


OJ990615 07 


.0103.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1696 




GI 


4680179 






Score 


2463 




Exons 


1. .1696 












GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26569 






Seq. ID 


OJ-990615_07.0103 


.C29 


Gene No. 


ooU4 y 






Strand 






Start 


1 






End 


1696 




Name 


OJ990615 07 


.0103.C29.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


41 






End 


570 




GI 


none 






Score 


265 




Exons 


41. .514, 43 


. .570, 49. .567 








Seq. No. 


26569 






Seq. ID 


OJ990615_07.0103 


.C29 


Gene No. 


55049 






Strand 






Start 


1 






End 


1696 





26562 



Name OJ990615_07 . 0103 . C29 . o3 . tm Method 

Start 41 End 

GI none Score 

Exons 41.. 289, 43.. 288 

Seq. No. 26569 Seq. ID 

Gene No. 55049 Strand 

Start 1 End 

Name . OJ990615_07 . 0103 . C29 . ol . gs Method 

Start 103 End 

GI none Score 

Exons 103. .357, 541. .746, 768. .1617 



TBLASTX: Maize 

289 

143 



OJ990615_07.0103.C29 

1696 
GEN SCAN 
1617 
.66 



Seq. No. 26569 Seq. ID 

Gene No. 55049 Strand 

Start 1 End 

Name OJ990615_07 . 0103 . C29 . o2 . tm Method 

Start 295 End 

GI none Score 

Exons 295.. .612, 299.. 601 

Seq. No. 26569 Seq. ID 

Gene No. 55049 Strand 

Start 1 End 

Name OJ990615_07 . 0103 . C29 . ol . ts Method 

Start 529 End 

GI none Score 

Exons 529.. 789, 530.. 751, 538.. 777 



OJ990615_07.0103.C29 
1696 

TBLASTX: Maize 

612 

249 



OJ990615_07.0103.C29 
1696 

TBLASTX: Soybean ' 

■789 

177 



Seq. No. 26569 Seq. ID 

Gene No. 55049 Strand 

Start 1 End 

Name OJ990615J37 . 0103 . C29 . ol . tc Method 

Start- 553 End 

GI none Score 

Exons 553.-696, 554.. 694, 697.. 879 

Seq. No. 26569 , Seq. ID 

Gene No'. 55049 ■ Strand 

Start 1 End 

Name OJ990615_07 . 0103 . C29 . ol . tw Method 

Start 576 End 

GI none Score 

Exons 576.. 842, 577.. 1116, 581.. 934 



OJ990615_07.0103.C29 
1696 

TBLASTX: Cress 

879 

87 



OJ990615_07.0103.C29 
1696 

TBLASTX: Wheat 

1116 

141 



Seq. No. 26569 Seq. ID 

Gene No. 55049 Strand 

Start 1 End 

Name OJ990615_07 . 0103 . C29 . o4 . tm Method 

Start 613 ' End 

GI none Score 

Exons 613.. 933, 614.. 934, 628.. 960 



OJ990615_07.0103.C29 
1696 

TBLASTX: Maize 

960 

158 



Seq. No. 26569 Seq. ID 

Gene No. 55049 Strand 

Start 1 End 

Name OJ990615 07 . 0103 . C29 . ol . tm Method 



OJ990615_07.0103.C29 
1696 

TBLASTX: Maize 



26563 




Start 


1144 






End 


1497 




GI 


none 






Score 


195 




Exons 


1144. .1497, 


1151. .1492 










Seq. No. 


26569 






Seq. ID 


OJ990615JD7.0103. 


C29 


Gene No. 


55049 






Strand 






Start 


1 






End 


1696 




Name 


OJ990615 07 


.0103.C29.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1144 






End 


1569" 




GI 


none 






Score 


223 




Exons 


1144. .1494, 


1144. .1569, 


1151. 


.1567 






Seq. No. 


26569 






Seq. ID 


OJ990615_07.0103. 


C29 


Gene No. 


55049 






Strand 






Start 


1 






End 


1696 




Name 


OJ990615 07 


.0103.C29.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1505 






End 


1690 




GI 


none 






Score 


114 




Exons 


1505. .1690, 


1520. .1666, 


1537. 


.1689 






Seq. No. 


26569 






Seq. ID 


OJ990615_07.0103. 


C29 


Gene No. 


55049 






Strand 






Start 


1 






End 


1696 




Name 


OJ990615 07 


.0103.C29.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


1570 






End 


1696 




GI 


none 






'Score 


118 




Exons 


1570. .1692, 


1571. .1693, 


1572. 


.1694, 1580.. 1696, 1599.. 1694 


Seq. No. 


26570 






Seq. ID 


OJ990615_07.0103. 


C30 


Gene No. 


55050 






Strand 






Start 


1 






End 


2523 




Name 


OJ990615 07 


.0103.C30.ol 


. np 


Method 


AAT/NAP 




Start 


1 






End 


2523 




GI 


4680179 






Score 


2946 




Exons 


1..1816, 1844. .2523 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


26570 






Seq. ID 


OJ990'615_07.0103. 


C30 


Gene No. 


55050 






Strand 






Start 


1 






End 


2523 




Name 


OJ990615 07 


.0103.C30.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


56 






End 


449 




GI 


none 






Score 


137 




Exons 


56. .370, 56 


..448, 57. .449 








Seq. No. 


26570 






Seq. ID 


OJ990615_07.0103. 


C30 


Gene No. 


55050 






Strand 






Start 


1 






End 


2523 




Name 


OJ990615 07 


.0103.C30.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


107 






End 


532 




GI 


none 






Score 


201 




Exons 


107. .532, 120. .485 










Seq. No. 


26570 






Seq. ID 


OJ990615_07.0103. 


C30 


Gene No. 


55050 






Strand 






Start 


1 






End 


2523 




Name 


OJ990615 07 


.0103.C30.ol 


. gs 


Method 


GENSCAN 





26564 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



149 
none 

149. .562, 57S..2462 

26570 
55050 
1 

OJ990615_07.0103.C30.ol.ts 

434 

none 



End 
Score 



2462 
.54 



Seq. ID OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX : Soybean 

End 829 

Score 185 



434. .685, 444. .677, 740. .793, 750. .791, 797. .829, 797. .829 



26570 
55050 
1 

OJ990615_07.0103.C30.o4.tw 

452 

none 

452. .682, 453. .680 

26570 
55050 
1 

OJ990615_07 . 0103 . C30 . o2 . tm 

740 

none 

740.. 1183, 945.. 1187; 



.Seq. ID ' OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX : Wheat 

End 682 

Score 233 



Seq. ID OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX : Mai ze 

End 1187 

Score 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26570 
55050 
1 

OJ990615_07.0103.C30.ol.tw 

769 

none 



Seq. ID OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX : Wheat 

End 1253 

Score 204 



769. .1143, 770. .1252, 773. .1216, 813. .1253 



26570 
55050 
1 

OJ990615_07.0103.C30.o2.ts 

902 

none 

902. .1216 



Seq. ID OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX : Soybean 

End 1216 

Score 198 



Seq. No. 26570 

Gene No. 55050 

Start 1 

Name OJ990615JD7 . 0103. C30 . o4 .tm 

Start 1188 

GI none 

Exons 1188.. 1343, 1190.. 1381 

Seq. No. 26570 

Gene No. 55050 

Start 1 

Name OJ990615_07 . 0103 . C30 . o5 . tw 

Start 1385 



Seq. ID OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX : Mai ze 

End 1381 

Score 156 



Seq. ID OJ990615_07.0103.C30 
Strand 

End 2523 

Method TBLASTX .-Wheat . 

End- 1738 



26565 




GI 


none 






Score 


56 




Exons 


1385. .1738, 


1454. .1561 










Seq. No. 


26570 






Seq. ID 


OJ990615_07.0l03 


.C30 


Gene No. 








Strand 






Start 


1 






End 


2523 




Name 


OJ990615 07 


.0103.C30.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2072 - 






End 


2423 




GI 


none . 






Score 


74 




Exons 


2072. .2422, 


2250. .2423 










Seq. No. 


26570 






Seq. ID 


OJ990615_07.0103 


.C30 


Gene No. 








Strand 






Start 


1 






End 


2523 




Name 


OJ990615 07 


.0103.C30.o3 


,tm 


Method 


TBLASTX: Maize 




Start 


2117 






End 


2422 




GI 


none 






Score 


97 




Exons 


2117. .2422, 


2135. .2422 










Seq. No. 


26571 






Seq. ID 


OJ990615_07.0103 


.C31 


Gene No. 








Strand 






Start 


220 






End 


5505 




Name 


OJ990615 07 


.0103.C31.ol 


. gs 


Method 


GENSCAN 




Start 


220 






End 


5360 




GI 


none 






Score 


.58 




Exons " 


220. .1017, 


3306. .4185, 


4515. . 


4557, 4685.. 5360 




Seq. No. 


26571 






Seq. ID 


OJ990615_07.0103 


.C31 


Gene No. 


55051- 






Strand 






Start 


o o n 






End 


5505 




Name 


OJ990615 07 


.0103.C31.ol 


.np 


Method 


AAT/NAP 




Start 


223 






End 


1017 




GI 


4512231 






Score 


1299 




Exons 


223. .1017 












GI Descrip. 


(AB014741) 


ORF0 protein 


[Oryza sativa] 






Seq. No. 


26571 






Seq. ID 


OJ990615_07.0103 


.C31 


Gene No. 


■55051 






Strand 














End 


5505 




Name 


OJ990615 07 


.0103.C31.o2 


.np 


Method 


AAT/NAP . 




Start 


4527 






End 


5505 




GI 


4680179 






Score 


1460 




Exons 


4527. .5505 












GI Descrip. 


(AF111709) 


polyprotein. 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26571 






Seq. ID 


OJ990615_07.0103 


.C31 


Gene No . 


ooUol 






Strand 






Start 


220 






End 


5505 




Name 


OJ990615 07 


.0103.C31.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4572 






End 


4905 




GI 


none 


• 




Score 


78 




Exons 


4572. .4904, 


4623. .4754, 


4624. 


.4905 






Seq. No. 


26571 






Seq. ID 


OJ990615_07.0103 


.C31 


Gene No. 


55051 






Strand 






Start 


220 






End 


5505 




Name 


OJ990615 07 


.0103.C31.ol 


.tm 


Method 


TBLASTX: Maize 





26566 




Start 


4767 


End 


5352 




GI 


none 


Score 


227 




Exons 


4767. .5192, 


4768. .5193, 5190. .5351, 5197. .5352 




Seq. No. 


26571 


^Seq. ID 


ojyyubio u/.uiuo 


C31 


Gene No. 


55051 


Strand 






Start 


220 


tna 


ccr\c 
jjUO 




Name 


OJ990615 07. 


uiu j . Loi . oi . tw Metnoa 


i dIjAo i a : wnea z 




Start 


.4905 


bna 






GI 


none 


Score 


324 




Exons 


4905. .5504, 


4906.. 5475 






Seq. No. 


26571 


beq. id 


ujyyuoiD u/.uiuj 


C31 


Gene No. 


55051 


btrana 






Start 


220 


End 


c c n c 




Name 


OJ990615 07. 


u jlu J . l . o£ . tm jyiennoa 


i oiiAb i a : Mai ze 




Start 


5352 


XT' _ _J 


c c n c 




GI 


none 


Score 


105 




Exons 


5352. .5504, 


5355.. 5462, 5365.. 5505 






Seq. No. 


26572 


Seq. - ID 


ujyyuoio u / . uiuo 


-C32 


Gene No. 


55052 


Strand 






Start 


671 


End 


1 "7 T 1 
1 / / / 




Name 


OJ990615 07. 


0103 . C32 . ol . gs Method 


GEN SCAN 




Start 


671 


End 


1 "7 *"J 1 
±111 




GI 


none 


Score 


. yb 




Exons 


671. .756, 1663. .1777 






Seq. No. 


26572 


Seq. ID 


OJ990615_07.0103 


.C32 


Gene No. 


55052 


Strand 






Start 


671 


End 


1777 




Name 


OJ990615 07. 


0103 . C32 . ol . np Method 


AAT/NAP 




Start 


1270 


End 


1458 




GI 


5042463 


Score 


75 




Exons 


1270. .1458 








GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 




Seq. No. 


26573 


Seq. ID 


OJ990615_07.0103 


.C33 


Gene No. 


55053 


Strand 


+ 




Start 


1 ■ 


End 


356 




Name 


OJ990615 07. 


0103.C33.ol.np Method 


AAT/NAP 




Start 


1 


End 


356 




GI 


4680186 


Score 


300 




Exons 


1..50, 156.. 


356 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


26573 


Seq. ID 


OJ990615_07.0103 


C33 


Gene No. 


55054 


Strand 






Start 


1 


End 


289 




Name 


OJ990615 07. 


0103 . C33-. ol . gp Method 


AAT/GAP 




Start 


1 


End 


289 




GI . 


uC-osflcyp033a04bl Score 


493 




Exons 


1. .289 








GI Descrip. 


'6016845/dbj 


IAP000570.1IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


26574 


Seq. ID 


OJ990615_07.0103 


C34 



26567 



Gene No. 55055 Strand + 

Start 590 End 1044 

Name • OJ990615_07 . 0103 .C34 . ol . gp Method AAT/GAP 

Start 590 End 1044 

GI 95437_1.R1084 Score 770 
Exons 590.. 1044 

GI Descrip. 1 4512226/dbj | AB014738 . 1 | AB014738 1.0e-134 Oryza sativa 

gypsy-type retrotransposon RIRE3 DNA, internal region, complete 
sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



26575 Seq. ID 

55056 Strand 

1 End 505 

OJ990615_07 .0103. C35 . ol . np Method AAT/NAP 

1 End 505 

4680186 Score 330 
1..47, 289. .505 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990615_07 .0103.C35 
+ 



Seq. "ID OJ990615_07.0103.C35 
Strand 

438 

AAT/GAP 
438 
647 



26575 
55057 
57 

OJ990615_07.0103.C35.ol.gp 
57 

uC-osflcyp033a04bl 
57. .438 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



Seq. No. 


26576 




Seq. ID 


OJ990615_07.0103 


.C37 


Gene No. 


55058^ 




Strand 


+ 




Start 


1 




End 


66 




Name 


OJ990615 07.0103.C37.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


66 




GI 


4512231 




Score 


112 




Exons 


1. .66 










GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa 


] 




Seq'. No. 


26576 




Seq. ID 


OJ990615_07.0103 


.C37 


Gene No. 


55059 




Strand 


+ 




Start 


11 




End 


1167 




Name 


OJ990615 07.0103.C37.o2 


.np 


Method 


AAT/NAP 




Start 


11 




End 


1167 




GI 


4680179 




Score 


728 




Exons 


11. .56, 336. .1167 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


26576 




Seq. ID 


OJ990615_07.0103 


.C37 


Gene No. 


55059 




Strand 


+ 




Start 


11 




End 


1167 




Name 


OJ990615 07.0103.C37.o2 


.tw 


Method 


TBLASTX: Wheat 




■Start 


497 




End 


695 




GI 


none 




Score 


203 




Exons 


497. .694, 498. .695, 501 


. .695 








Seq. No. 


26576 




Seq. ID 


OJ990615_07.0103 


.C37 


Gene No. 


55059 




Strand 


+ 





26568 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
->GI . 
Exons 

GI Descrip. 



11 

OJ990615_07.0103-C37.ol.tw 

746 

none 

746. .919, 747.;i097 

26576 
550.59 
11 

OJ990615_07.0103.C37-ol.tm 

747 

none 

747. .1052, 747. .1034 



End 

Method 

End 

Score 



1167 

TBLASTX: Wheat 

1097 

312 



26577 
55060 
1 

OJ990615_07.0103.C39.ol.np 
1 

6907087 



Seq. ID OJ990615_07.0103.C37 

Strand + 

End 1167 

Method TBLASTX : Mai ze 

End 1052 

Score 240 



Seq. ID OJ990615_07.0103.C39 



Strand + 
End 5297 
Method AAT/NAP 
End 5297 
Score 785 
1..214, 408. .810, 4376. .4655, 5196. .5297 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. ■ 


26577 




Seq. ID 


OJ990615_07 


.0103. 


C39 


Gene No. 


55060 




Strand 


+ 






Start 


1 




End 


5297 






Name 


OJ990615 07.0103.C39.ol 


.gs 


Method 


GEN SCAN 






Start 


66 




End 


1551 






GI 


none 




Score 


.57 






Exons 


66. .165, 291. .412, 477. 


.580, 


622. .804, 


1081. .1191, 


1312. 


.1551 


Seq. No. 


26577 




Seq. ID 


OJ990615 07 


.0103. 


C39 


Gene No. 


55061 




Strand 


+ 






Start 


5763 




End 


6146 






Name 


OJ990615 07.0103.C39.o3 


.gp 


Method 


AAT/GAP 






Start 


5763 




End 


6146 






GI 


uC-osflcyp033a04bl 




Score 


673' 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



5763. .6146 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990615_07.0103.C39 
Strand 

End 1073 

Method AAT/GAP 

End 1073 

Score 164 



26577 
55062 
963 

OJ990615_07.0103.C39.ol.gp 
963 

uC-osflcyp088bl2bl 
963. .1073 

, 5257255/dbj | AP000364.il AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



26577 
55063 
2560 

OJ990615_07.0103.C39.o2.gs 



Seq. ID OJ990615_07.0103.C39 
Strand 

End 4 966 

Method GENSCAN 



26569 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2560 End 4966 

none Score .71 

2560. .2996,. 3082. .3192, 3361. .3607, 3789.-3944, 4352. .4816, 
4821. .4915, 4924. .4966 



26577 
55064 
5190 

OJ990615_07.0103.C39.o3.gs 

5190 

none 

5190. .5296, 5743. .5803 



Seq. ID OJ990615_07.0103.C39 
Strand 

End 7600 

Method GENSCAN 

End 5803 



Score 



,65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26577 Seq. ID 

55064 Strand 

5190 End 

OJ990615_07.0103.C39.o2.np Method 

5692 End 

4680186 Score 
5692.. 5896, 7553.. 7600 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990615_07.0103.C39 

7600 
AAT/NAP 
7600 
212 



26577 Seq. ID 

55064 Strand 

5190 . End 
OJ990615_07.0103.C39.o4.gs Method 

7021 End 

none Score 

7021. .7093, 7384. .7439 



OJ990615_07.0103.C39 

7600 
GENSCAN 
7439 
.81 



Seq. No. 26578 Seq. ID OJ990615_07 . 0103 . C42 

Gene No. 55065 Strand + 

Start 63 End 560 

Name OJ990615_07 . 0103 . C42 . ol .np Method AAT/NAP 

Start 63 End 560 

GI 6721562 Score 581 

Exons 63 . .560 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 

alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 26579 Seq. ID 

Gene No.. 55066 Strand 

Start 79 End 

Name OJ990615_07 . 0103 . C4 3 . ol . gs Method 

Start 79 End 

GI none Score 

Exons 79.. 629 



OJ990615_07.0103.C43 
+ 

629 

GENSCAN 

629 

.64 



Seq. No. 26579 Seq. ID 

Gene No. 55067 Strand 

Start 1 End 

Name OJ990615_07 . 0103 .C43 . ol .np ' Method 

Start 1 . End 

GI 5852180 Score 



OJ990615_07.0103.C4 3 
686 

AAT/NAP 

686 

417 



26570 



Exons 


1..514, 566. .686 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 










Seq. No. 


26580 


Seq. ID 


OJ990615 


_07 


0103 


.C45 


Gene No. 


55068 . : 


Strand. 


+ 








Start 


■361 V" 


End 


429 








Name . 


OJ990615 07.0103.C45.ol.gs 


Method 


GEN SCAN 








Start 


361 


End 


429 








GI 


. none 


Score 


.72 








Exons 


361. .429 












Seq. No. 


26581 


Seq. ID 


OJ990615 


_07 


0103 


.C46 


Gene No. 


55069 


Strand 


+ 








Start 


729 


End 


1110 








Name 


OJ990615 07.0103.C46.ol.gp 


Method 


AAT/GAP 








Start 


729 


End 


1110 








GI 


uC-osflcyp033a04bl 


Score 


675 








Exons 


729. .1110 












GI Descrip. 


1 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 




DNA, chromosome 1, clone: P0711E10 f 










Seq. No. 


26581 


Seq. ID 


OJ990615 


_07 


0103 


.C46 


Gene No. 


55070 


Strand 










Start 


662 


End 


2008 








Name 


OJ990615 07.0103.C46.ol.np 


Method 


AAT/NAP 








Start 


662 


End - 


. 2008 








GI 


4680186 


Score 


377 









Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



662. .862, 1702. .1752, 1967. .2008 
(AF111709) unknown [Oryza sativa subsp. 



indica] 



26582 Seq. ID OJ990615_07 . 0103 . C47 

55071 Strand 

1 End 539 

OJ990615_07 . 0103 . C47 . ol . np Method . AAT/NAP 

1 End 539 

6907087 Score 437 

1. .539 

(AP001129) ESTs 'C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 





sativa] 












Seq. No. 


26582 




Seq. ID 


OJ?90615_07 


0103 


.C47 


Gene No. 


55071 




Strand 








Start 


1 




End 


539 






Name 


OJ990615 07.0103.C47.ol 


.gs 


Method 


GENS CAN 






Start 


63 




End 


384 






GI 


^ none 




Score 


.4 






Exons 


63. .141, 205. .384 












Seq. No. 


26583 




Seq. ID 


OJ990615_07 


0103 


.C'48 


Gene No. 


55072 




Strand 


+ 






Start 


150 




End 


966 






Name 


OJ990615 07.0103.C48.ol 


.np 


Method 


AAT/NAP 






Start 


150 




End 


966 






GI 


4680179 




Score 


697 






Exons 


■ 150. .966 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica' 







26571 









oeq. ijj 


nTQQn^i ^ 0 7 m 




Gene No. 


55072 




Strand 


+ — 




Start 


150 




.End 


966 




Name 


OJ990615 07.0103.C48. 


ol.gs 


Method 


GENSCAN 




Start 


153 




End 


947 




GI 


none 




Score 


.75 




Exons. 


■ 153. .947 










O ti . IN U . 






oeq • x u 




C A P 


Gene No. 


55072 




Strand 






Start 


150 




End 


966 




Name 


OJ990615 07.0103.C48. 


ol . tw 


Method 


TBLASTX : Wheat 




Start 


366 




End ■ 


728 




GI 


none 




Score 


292 




Exons 


366. .728, 368. .727 










JC^. IN (J . 






ocq • x u 


O.TQQOfil R 07 01 0^ 


CA R 


Gene No. 


55072 




Strand 






Start. 


150 




End 


966 




Name 


OJ990615 07.0103.C48. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


609 




End 


914 




GI 


none 




Score 


224 




Exons 


609. .914, 623. .739 










o e q . in o . 






oeq. iu 


ATQQn^l Q 07 oin*5 




Gene No. 


55072 




Strand 


+ ~~ 




Start 


150 




End 


966 




Name 


OJ990615 07.0103.C48. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


729 




End 


959 




GI 


none 




Score 


170 




Exons 


729. .959 










oeq . ino • 


£. DO O H 




oeq. xu 


OTQQO^IR 07 010*3 




Gene No. 


55073 




Strand 






Start 


295 




End 


678 




Name 


OJ990615 07.0103.C49. 


ol . gs 


Method 


GENSCAN 




Start 


295 




End 


586 




GI 


none 




Score 


.61 




Exons 


295. .533, 554. .586 










Seq. No. 


26584 




Seq. ID 


OJ990615_07.0103. 


C4 9 


Gene No. 


55073 




Strand 






OLdl t 






End 


o / o 




Name 


OJ990615 07.0103.C49. 


ol.gp 


Method 


AAT/GAP 




Start 


419 




End 


678 




GI 


61605 1.R1084 




Score 


470 




Exons 


419. .678 










GI Descrip. 


'5852170/emb|AL117265 


.1IOST17804 l.Oe- 


137 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


, BAC clone :tl7804 




Seq. No. 


26585 




Seq. ID 


OJ990615_07.0103. 


C51 


Gene No. 


55074 




Strand 






Start 


94 




End 


416 




Name 


OJ990615 07.0103.C51. 


ol . gs 


Method 


GENSCAN 




Start 


94 




End 


416 




GI 


none 




Score 


.77 





26572 




Exons 


94. .416 








Seq. No. 


26586 


Seq. ID 


OJ990615_07. 


0103. C53 


vJCllC V • 


55075 


Strand 






Start 


440 


End 


. 466 




Name 


OJ990615 07.0103.C53.ol.gs 


Method 


GENSCAN 




Start 


440 


End 


466 




GI 


none 


Score 


.49 


- 


Exons 


440. .466 








Seq. No. 


26587 


Seq. ID 


OJ990615_07. 


0103. C54 




55076 


Strand 


+ 




Start 


277 


End 


367 




Name 


OJ990615 07.0103.C54.ol.gs 


Method 


GENSCAN 




Start 


277 


End 


367 




GI 


none 


Score 


.76 




Exons 


277.. 367 








Seq. No. 


26587 


Seq. ID 


OJ990615_07. 


0103. C54 


Gene No. 


55077 


Strand . 


+ 




Start 


638 


End 


823 




Name 


OJ990615 07.0103.C54.ol.gp 


Method 


AAT/GAP 




Start 


638 


End 


823 




GI 


6025105 


Score 


246 




Exons . 


638. .823 








GI Descrip. 


5257255/dbj | AP000364 . 1 | AP000364 l.Oe- 


30 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 






Seq. No. 


26588 


Seq. ID 


OJ990615JD7. 


0103. C55 




55078 


Strand 






Start 


1377 


End 


1430 




Name 


OJ990615 07.0103.C55.ol.gs 


Method 


GENSCAN 




Start 


1377 


End 


1430 




GI 


none 


Score 


.45 




Exons 


1377. .1430 








Seq. No. 


26589 


Seq. ID 


OJ990615_07. 


0103. C56 


Gene No. . 


55079 


Strand 






Start 


60 


End 


614 




Name 


OJ990615 07.0103.C56.ol.gs 


Method 


GENSCAN 




Start 


60 


End 


614 




GI 


none 


Score 


.94 




Exons 


60. .196, 284. .494, 530. .614 









Seq. No. 26590 Seq. ID 

Gene No.' 55080 Strand 

Start 244 End 

Name OJ990615_07 . 0103 . C57 . ol . gs Method 

Start 244 End 

GI none Score 

Exons 244. .262, 313. .629 

Seq. No. 26590 Seq. ID 

Gene No. 55081 Strand 

Start 1334 End 

Name OJ990615_07 . 0103 . C57 . ol . np Method 

Start 1256 End 



OJ990615_07.0103.C57 
629 

GENSCAN 

629 

.52 



OJ990615_07.0103.C57 

2283 

AAT/NAP 

2283 



26573 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start x 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



4680179 
1256. .2283 

(AF111709) polyprotein [Oryza 

26590 
55081 
1334 

OJ990615_07.0103.C57.o2.tw 
1301 
none 

1301.. 1633, 1365.. 1634 

26590 
55081 

1334 . 

OJ990615_07.0103.C57.o2.gs 
1334 
none 

1334. .2047 



26590 
55081 
1334 

OJ990615_07.0103.C57.ol.tm 

1481 

none 

1481.. 1921, 1497.. 1919, 1919 



Score 1449 

sativa subsp. indica] 

Seq. ID OJ990615_07.0103.C57 
Strand 

End 2283 

Method TBLASTX : Wheat 

End 1634 

Score 145. 



Seq. ID OJ990615_07.0103.C57 
Strand 

End 2283 

"Method GENSCAN 

End 2047 

Score .45 



26590 
55081 
1334 

OJ990615_07.0103.C57.ol.tw 
1634 
none 

1634. .2149, 1637. .1888, 1746. 

26590 
55081 
1334 

OJ990615_07.0103.C57.o2.tm 
2081 
none 

2081. .2152, 2087. .2140, 2146. 

26591 
55082 
157 

OJ990615_07.0103.C59.ol.gp 

157 

none 

157.. 527. 

26591 
55082 
157 

OJ990615_07.0103.C59.ol.gs 
240 



Seq. ID OJ990615_07.0103.C57 
Strand 

End 2283 

Method TBLASTX : Maize 

End 2080 

Score 211 
. .'"2080, 1925.. 2077 

Seq. ID OJ990615_07.0103.C57 
Strand 

End 2283 

Method TBLASTX : Wheat 

End 2259 

Score 89 

.2072, 1919. .2113, 2152. .2259 

Seq. ID OJ990615_07.0103.C57 
Strand 

End ' 2283 
Method TBLASTX : Maize 
End 2283 
Score 53 
.2283, 2150.. 2281 



Seq. ID OJ990615_07.0103.C59 

Strand + 

End 1869 

Method AAT/GAP 

End 527 

Score 686 



Seq. ID OJ990615_07.0103.C59 

Strand + 

End 1869 

Method GENSCAN 

End 1633 



26574 



GI 


none 




Score 


.81 




Exons 


240. .584, 650. .841, 952. 


.1117, 


1203. .1633 




Seq. No.' 


26591 




Seq. ID 


OJ990615_07.0103 


.C59 


Gene No. 


55082 




Strand / 


+ 




oiaru 


157 




End 


1869' 




Name 


OJ990615 07.0103.C59.ol. 


np 


Method 


AAT/NAP 




Start 


262 




End 


1630 




GI 


■ 2244985 




Score 


709 




Exons 


262..619, 650. .841, 952. 


.1143., 


- .1272. .1630 




GI Descrip. 


(Z97340) peroxidase like protein [Arabidopsis thaliana] 




Seq. No. 


ZOO"! 




Oar* T Pi 

oeq . i u 


vjjyyuoio u/.uiuo 


.C59 


Gene No . 


OOUuZ 




Strand 


i 

T 




Start 


10 / 






i q a q 

lo by 




Name 


ujyyuoio u / . uiu j . Loy . oo . 


gp 


Method 






Start 


1 / "7 Q 

14 / y 






lo by 




GI 


none 




Score ■ 


/ 1 y 




-Exons 


14 / y . viooy 










Seq. No. 


26591 




Seq. ID 


OJ990615_07.0103 


.C59 


Gene No. 


OOUoo 




Strand 






otart 






End 


4 yz / 




Name 


ujyyuoio u / . uiuo . lo y . oi . 


t s 


Method 


1 bLAb 1 a : boyoean- 




Start 


41/. 






1 A A A 

14 4 4 




GI 


none 




Score 


y / 




Exons 


/ 1 7 ccyi c: m c;cq oil 
41/. .004, OU0..OO0, b41. 


. ooO , 


o4 y . . o o4 , 


dCyi 1110 ncc 

yo4..iiio, yoo. 


.1119, 




liyy..lz4U, loo/. .1444 










Seq. No. 


26591 




Seq. ID 


OJ990615_07.0103 


.C59 


Gene No. 


OOUOO 




btrana 






btart 


Z04 Z 




T~> „ J 

Lna 


a a on 
4 yz / 




Name 


uuyyuDio u / . uiu o . uoy . oi . 


tc 


Method 


i dMoIa : tress 




Start 


4 






14 4 4 




GI 


none 




Score 


i m 

1U1 




Exons 


40Z..001, 4O/..00U, D4U. 




C A 1 - QOQ 

04 1 . .ooo, 


QCO 111Q QC/I 

yoz..iiiy, yo4. 


.1118, 




1199. .1240, 1201. .1242, 


1352. . 


1444 






Seq. No. 


£. do y i 




Seq. ID 


OJ990615_07.0103 


.C59 


Gene No. 


OOUoo 




Strand 






C +- -v-4- 
OtalL 


2342 




End . 


4927 




Name 


OJ990615 07.0103.C59.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


441 




End 


1444 




GI 


none 




Score 


86 




Exons 


441. .551, 456. .554, 641. 


.844, 


649. .843, 


954. .1118, 955. 


.1119, 




1197. .1232, 1199. .1240, 


1361. . 


1444 






Seq. No.. 


26591 




Seq. ID 


OJ990615_07.0103 


.C59 


bene no . 


55083 




Strand 






Start 


2342 




End 


4927 




Name 


OJ990615 07.0103.C59.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


697 




End 


1231 




GI 


none 




Score 


153 




Exons 


697. .840, 698. .844, 954. 


.1118, 


955. .1119, 1197. .1229, 1199. .1 


Seq. No. 


26591 




Seq. ID 


OJ990615_07.0103 


.C59 


Gene No. 


55083 




Strand 







26575 




Start 


2342 


End 


4927 




Name 


OJ990615 07.0103.C59.o2.gs 


Method 


GEN SCAN 




Start 


2342 


End 


4927 




GI 


none 


Score 


.62 




Exons 


2342.. -2383, 3590.. 3640, 4880. 


.4927 






Seq. No. 


26592 


Seq. ID 


OJ990615_07.0103. 


C61 


Gene No. 


55084 


Strand' 


+ 




Start 


23. 


End 


■ 214 - 




Name 


OJ990615 07.0103.C61.ol.gs 


Method 


GENSCAN 




Start 


23 


End 


214 




GI 


none 


Score 


.95 




Exons 


23. .214 








Seq. No. 


26592 


Seq. ID 


OJ990615_07.0103. 


C61 


Gene No. 


55085 


Strand 






Start 


1 


End 


145 




Name 


OJ990615 07.0103.C61.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


145 




GI 


■■6815062 


Score 


150 




Exons 


1..145 








GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II 


BAC 




F16P2 genomic sequence;muclrA■ like protein (AC004561) [Oryza 




sativa] 








Seq. 1 No. 


26593 


Seq. ID 


OJ990615_07.0103. 


C62 


Gene No. 


55086 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990615 07.0103.C62.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


773 




GI 


4680179 


Score 


953 




Exons 


1. .773 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


26593 


Seq. ID 


OJ990615JD7.0103. 


C62 


Gene No. 


55086 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990615 07.0103. C62.oI.gs 


Method 


GENSCAN 




Start 


40 


End 


689 




GI 


none 


Score 


.97 




Exons 


40. .66, 72. .689 








Seq. No. 


26593 


Seq. ID 


OJ990615_07.0103. 


C62 


Gene No. 


55086 


Strand 






Start 


1 


End 


.773 




Name 


OJ990615 07.0103.C62.ol.tw 


Method 


TBLASTX: Wheat 




Start 


113 


End 


671 




GI 


none 


Score 


657 




Exons 


113. .670, 135. .671 








Seq. No. 


26593 


Seq. ID 


OJ990615_07.0103. 


C62 


Gene No. 


55086 


Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990615 07.0103.C62.ol.tm 


Method 


TBLASTX: Maize 




Start 


321 


End 


704 




GI 


none 


Score 


321 




Exons 


321. .704, 345. .485, 431. .688 









26576 



beq. NO. 




beq. ID 


ujyyubio u/.uiuj 


. Loz 


Gene No. 


55086 


Strand 


+ ~ 




Start 


1 


End 


773 




Name 


OJ990615 07.0103.C62.ol.tc 


Method 


TBLASTX: Cress 




Start 


378 


End 


695 




GI 


none 


Score 


90 




Exons 


378. .551, 552. .695, 554. .694 








beq. no. 




beq. id 




. Lbz 


Gene No. 


55086 


. Strand 


+ 




Start 


1 


End 


773 




Name 


OJ990615 07.0103.C62.ol.ts 


Method 


TBLASTX: Soybean 




Start 


459 


End 


701 




GI 


none 


Score 


267 




Exons 


459. .701, 462. .680, 464. .694 








Seq. No. 


26594 


Seq. ID 


OJ990615_07.0103 


.C63 


VT >-v 

usne lno • 


55087 


Strand 


T 




Start 


1 


End 


688 




Name 


OJ990615 07.0103.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


666 




GI 


4680186 


Score 


195 




Exons 


1..45, 462. .666 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


26594 


Seq. ID 


ojyyooiD u/.oioj 


. Cdj 


Gene No. 


55087 


Strand 


+ 




Start 


1 


End 


688 




Name 


OJ990615 07.0103.C63.ol.gs 


Method 


GENSCAN 




Start 


555 


End 


688 




GI 


none 


' Score 


.75 




Exons 


555. .688 








Seq. No. 


26594 


Seq. ID 


OJ990615_07.0103 


.C63 


Gene No. 


55088 


Strand 






0 4- -i v- +- 

otart 


211 


End 


595 




Name 


OJ990615 07.0103.C63.ol.gp 


Method 


AAT/GAP 




Start 


211 


End 


595 




GI 


uC-osflcyp033a04bl 


Score 


600 




Exons 


211. .595 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA; chromosome 1, clone : P0711E10 ' 






beq. no. 


26595 


Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


55089 


Strand 






Start 


318 


End 


4021 




Name 


OJ990615 07.0103.C64.ol.gs 


Method 


GENSCAN 




Start 


318 


End 


3916 




GI 


none 


Score 


.66 




Exons 


318. .2533, 2587. .3456, 3643.. 


3916 






Seq. No. 


26595 


Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


55089 


Strand 






Start 


318 


End 


4021 




Name 


OJ990615 07.0103.C64.ol.np 


Method 


AAT/NAP 




Start 


321 


End 


4021 





26577 




GI 


4680179 






Score 


4701 




Exons 


321. .3721, 


3755. .4021 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26595 






Seq.- ID 


A Trtftft /"1 C AT ATA"} 

OJ990615 07.0103 


.C64 


Gene No. 


55089 






Strand 






Start 


318 






End 


A A O 1 

4021 




Name 


OJ990615 07 


.0103.C64.o6 


.tw 


Method 


TBLASTX : Wneat 




Start 


366- 






End 


699 




GI 


none 






Score 


12 6 




Exons 


366. .698, 430. .699 










Seq. No. 


26595 






beq. ID 


a mnrnci c n "7 rti no 

ojyyuoio u / . uiuo 


.C64 


Gene No. 


55089 






Strand 






Start 


318 






End 


A A O 1 

4021 




Name 


OJ990615 07 


.0103.C64.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


546 






End 


"I 1 A C 

1145 




GI 


none 






Score 


113 




Exons 


546.-986, 561. .824, 562 


. .984, 


903. .986, 


984. .1145, 990. 


. 114 




y yi . . ii4o 








- 




Seq. No. 


26595 






Seq. ID 


OJ990615 07.0103 


.C64 


Gene No. 


55089 






Strand 






Start 


318 






End 


4021 




Name 


OJ990615 07 


.0103.C64.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 


699 






End 


1325 




GI 


none 






Score 


67 




Exons 




702. .824, 811. .1269 






Seq. No. 


26595 






Seq. ID 


OJ990615_07 .0103 


.C64 


Gene No. 


55089 






Strand 






Start 


318 






End 


4021 




Name 


■OJ990615 07 


.0103.C64.o3 


.tm 


Method 


TBLASTX : Maize 




Start 


1194 






End 


1485 




GI 


none 






Score 


216 




Exons 


1194. .1484, 


1198. .1485 










Seq. No. 


26595 






Seq. ID 


/™\TAAA/*1C at atao 

OJ990615 07.0103 


.C64 


Gene No . 


55089 






Strand 






Start . 


318 






End 


4021 




Name 


OJ990615 07 


.0103.C64.o2 


.ts - 


Method 


TBLASTX : Soybean 




Start 


1283 






End 


1544 




GI 


none 






Score 


159 




Exons 


1283. .1414, 


1284. .1544, 


1285. . 


.1539 






Seq. No. 


26595 






Seq. ID 


OJ990615_07 .0103 


.C64 


Gene No. 


55089 






Strand 






Start 


318 






End 


4021 




Name 


OJ990615 07 


.'0103.C64.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1308 






End 


1625 




GI 


none 






Score 


78 




Exons 


1308. .1451, 


1309. .1449, 


1452. . 


1625 






Seq. No. 


26595 






Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


55089 






Strand 






Start 


318 






End 


4021 




Name 


OJ990615 07 


.0103.C64.o2 


.tw 


Method 


TBLASTX: Wheat 





26578 




Start 


1332 








End 


1899 




GI 


none 








Score 


336 




Exons 


1332. .1868, 

- 


1336 


. .1899 










Seq. No. 


265,95 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 










Strand 






Start 


318 








End 


4021 




Name 


OJ990615 07. 


0103 


.C64.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1899 








End 


2253 




GI 


none 








Score 


233 




Exons 


1899. .2252, 


1903 


. .2253 










Seq. No. 


26595 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 










Strand 






Start 


318 








End 


4021 




Name 


OJ990615 07. 


0103 


,C64.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1902 








End 


2324 




GI 


none 








Score 


365 




Exons 


1902. .2324, 


1903 


. .2292 










Seq. No. 


26595 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 










btrana 






Start 


318 








End 


4021 




Name 


OJ990615 07. 


0103 


.C64.o3 


ts 


Method 


TBLASTX: Soybean 




Start 


2073 








End 


■ 2318 




GI 


none 








Score 


93 




Exons 


2073. .2318, 


2074 


. .2301 










Seq. No. 


26595 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


55089 








Strand 






Start 


318 








End 


4021 




Name 


OJ990615 07. 


0103 


.C64.o5 


tm 


Method 


TBLASTX: Maize 




Start 


2259 








End 


2606 




GI 


. none 








Score 


62 




Exons 


2259. .2453, 


2259 


. .2606, 


2260. 


.2472 






Seq. No. 


26595 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


C C AQQ 








C4- ■* . _ _J 

btrana 






Start 


318 








End 


4021 




Name 


OJ990615 07. 


0103 


.C64.o5 


tw 


Method 


TBLASTX: Wheat 




Start 


2325 








End 


2627 




GI 


none 








Score 


272 




Exons 


2325. .2627, 


2341 


. .2625 










Seq. No. 


26595 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


55089 








Strand 






Start 


Jlo 








End 


4021 




Name 


OJ990615 07. 


0103 


.C64.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


2339 








End 


2734 




GI 


none 








Score 


186 




Exons 


2339. .2608, 


2340 


. .2657, 


2341. 


.2625, 2639.-2698, 2665.. 2697, 




2702. .2734, 


2703 


. .2732 










Seq. No. 


26595 








Seq. ID 


OJ990615_07.0103 


.C64 


Gene No. 


55089 








Strand 






Start 


318 








End 


4021 




Name 


OJ990615 07. 


0103 


.C64.o4. 


tm 


Method 


TBLASTX: Maize 





26579 



Start 
GI 

Exons 



2657 End 
none Score 
2657.. 3088, 2718.. 2822, 2850.. 3092 



3092 
59 



Seq. No. 26595 

Gene No. 5508 9 

Start 318 

Name OJ990615_07 . 0103 . C64 .o4 . tw 

Start 2675 

GI none 

Exons 2675.. 3157, 2678.. 3043, 2718. 

Seq. No. 26595 

Gene No. 55089 

Start 318 

Name OJ990615_07 . 0103 .C64 .o2. tc 

Start 2711 

GI none 

Exons 2711.. 3028 



Seq. ID OJ990615_07.0103. 
Strand 

4021 

TBLASTX: Wheat 
3161 
203 



C64 



End 

Method 
End 
Score 
3161 



Seq. ID OJ990615_07.0103. 
Strand 

End 4021 

Method TBLASTX : Cress 

End 3028 

Score 180 



C64 



Seq. No. 26595 

Gene No. 55089 

Start 318 

Name OJ990615_07 . 0103 . C64 .o4 . ts 

Start ■ 2807 

GI none 

Exons 2807. .3121 



Seq. ID OJ990615_07.0103- 
Strand 

End 4021 

Method TBLASTX : Soybean 

End 3121 

Score • 184 



.C64 



Seq. No. 26595 

Gene No. 55089 

Start 318 

Name OJ990615_07 . 0103 . C64 . o7 . tw 

Start 3272 

GI none 

Exons 3272.. 3439, 3327.. 3440, 3485. 

Seq. No. 26595 
Gene No. - 55089 

Start 318 

Name OJ990615_07 . 0103.C64 .06. tm 

Start 3377 

GI none 

Exons 3377.. 3730 



Seq. ID OJ990615_07.0103.C64 
Strand 

End 4021 

Method TBLASTX : Wheat 

End 3694 

Score 71 
.3694, 3486.-3638 

Seq. ID OJ990615_07.0103.C64 
Strand 

End 4021 

Method TBLASTX: Maize 

End 3730 

Score 188 



Seq. No. 26596 

Gene No. 55090 

Start 1 

Name OJ990615_07 . 0103 . C65 . ol . np 

Start 1 

GI 4680179 

Exons 1..67, 689.. 2674, 2708.. 3790 
GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 26596 
Gene No. . 55090 

Start 1 

Name OJ990615 07 . 0103 . C65 . ol . tw 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 3790 

Method AAT/NAP 

End 3790 

Score 3275 

sativa subsp. indica] 

Seq. ID OJ990615_07.0103.C65 
Strand 

End 3790 

Method TBLASTX : Wheat 



26580 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.'* 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



773 End 
none Score 
773... 1276, 855. .1244 

26596 
55090 
1 

OJ990615_07.0103.C65.ol.tm 
842 
none 

842. .1204, 851. .1204, 855. .1205 



1276 
353 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 37 90 

Method TBLASTX : Maize ' " 

End 1205 

Score 172 



26596 
55090 
1 

OJ990615_07.0103.C65.o2.ts 

1025 

none 

1025. .1270, 1026.. 1253 

26596- 

55090 

1 

OJ990615_07.0103.C65.b2.tm 

1241 

none 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 3790 

Method TBLASTX : Soybean 

End 1270 

Score 93 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 3790 

Method TBLASTX : Mai ze 

End 1741 

Score 50 



1241. .1555, 1284. .1334, 1362. .1415, 1562. .1741, 1614. .1733 



26596 
55090 
1 

OJ990615_07.0103.C65.o3.tw 

1277 

none 

1277. .1579, 1293. .1577 

26596 
55090 
1 

OJ990615_07.0103.C65.ol.ts 

1292 

none 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 37 90 

Method TBLASTX : Wheat 

End 1579 

Score 267 



Seq. ID OJ990615_07.0103.C65 

Strand ■ - 

End 37 90 

Method TBLASTX : Soybean 

End 1687 

Score 199 



1292. .1651, 1293. .1583, 1614. .1649, 1655. .1687, 1656. .1685 



26596 
55090 
1 

OJ990615_07.0103.C65.o2.tw 

1628 

none 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 37 90 

Method TBLASTX : Wheat 

End 2114 

Score 266 



1628. .2005, 1671. .2114, 2060. .2110 



26596 
55090 
1 

OJ990615_07.0103.C65.o3.tm 
1809 



Seq. ID OJ990615_07.0103.C65 
Strand 

End 3790 

Method TBLASTX: Maize 

End 2099 



26581 



GI 


none 








Score 


187 


Exons 


1809. .2099, 


1811 


. .2098 








Seq. No. 


26596 








Seq. ID 


OJ990615_07.0103.C65 


Gene No. 


55090 








Strand 




Start 


1 








End 


3790. 


Name 


OJ990615 07 


.0103 


.C65.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


2210 








End 


2647 


GI 


none 








Score 


60 


Exons 


2210. .2251, 


2279 


. .2392, 


2280. 


.2393, 2438.-2647, 2439. .2591 


Seq. No. 


26596 








beq. iij 


nTQQnci m n i n. "3 pec 
ujyyuoj.3 u / .uiUj.LDo 


Gene No. 


55090 








Of vin/J 

burana 




Start 


1 








bna 


o / yu 


Name 


OJ990615 07 


.0103 


.C65.o5 


. tm 


Metnoa 


l BLAb i X : Mai ze 


Start 


2330 








Ena 


Z boo 


GI 


none 








Score 


loo 


Exons 


2330. .2683 












Seq. No. 


26596 








O a T Pi 

beq. ID 


ujyyubio u/.uiuo.Lbo 


Gene No. 


C C A ft ft 

55090 








Strand 




Start 


1 








End 


O T ft ft 

5 1 y u 


Name 


OJ990615 07 


.0103 


.C65.o4 


,tm 


Method 


TBLASTX : Maize 


Start 


3008 








End 




GI 


none 








Score 


I D 


Exons. 


3008. .3313, 


3216 


. .3299 








Seq. No. 


26596 








Seq. ID 


OJ990615_07.0103.C65 


Gene No. 


55090 








Strand 




Start 


1 








End 


3790 


Name 


OJ990615 07 


.0103 


.C65.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3194 








End 


3556 


GI 


none 








Score 


139 


Exons 


3194. .3556, 


3216 


. .3554 








Seq. No. 


26597 








Seq. ID 


OJ990615_07.0103.C66 


Gene No. 


55091 








Strand 


+ 


Start 


1776 








End 


3492 


Name 


OJ990615. 07 


.0103 


.C66.0I 


. gs 


Method 


GENSCAN 


Start 


1776 








End 


3492 


GI 


none 








Score 


.59 


Exons 


1776. .1951, 


2465 


. .2649, 


2707. 


.2838, 2941.. 3205, 3293.. 3492 


Seq. No. 


26598 








Seq. ID 


OJ990615_07.0103.C67 


Gene No. 


C C A ft ft 

55092 








Strand 


+ 


Start 


590 








End 


2846 


Name 


OJ990615 07 


.0103 


.C67.ol 


. gs 


Method 


GENSCAN 


Start 


590 








End 


2846 


GI 


none 








Score 


.67 


Exons 


590. .1155, 


1245. 


.1359, 


1673. . 


1798, 2749.-2846 


Seq. No. 


26598 








Seq. ID 


OJ990615_07.0103.C67 


Gene No. 


55093 








Strand 




Start 


2742 








End 


2875 


Name 


OJ990615 07 


.0103 


,C67.ol 


. np 


Method 


AAT/NAP 


Start 


2742 








End 


2875 


GI 


4206306 








Score 


114 



26582 




Exons 


2742. .2875 










GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


26599 




Seq. ID 


OJ990615_07.0103 


.C68 


Gene No. 


55094 




Strand 


+ 




Start 


334 




End 


841 




Name 


OJ990615 07 . 0103 .C68 . ol 


.gs 


Method 


GENSCAN 




Start 


334 




End 


841 




GI 


none 




Score 


.57 : 




Exons 


334. ,453, 704. .841 










Seq. No. 


26600 




Seq. ID 


OJ990615_07.0103 


.C70 


Gene No. 


ob09o 




Strand 


+ 




Start 


1 




End 


685 




Name 


OJ990615 07 . 0103 .C70 . ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


685 




GI 


a contort 

4d39dd0 




Score 


964 




Exons 


1 . . 685 










GI Descrip. 


(AF061282) polyprotein 


[Sorgh 


urn bicolor] 




Seq. No. 


26600 




Seq. ID 


OJ990615 07.0103 


.C70 


Gene No. 


55095 




Strand 


+ 




Start 


1 




End 


685 




Name 


OJ990615_07 . 0103 .C70 . o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


221 




GI 


none 




Score • 


168 




Exons 


1. .144, 1. .120, 3. .125, 


122. . 


217, 123. 


.221 




Seq. No. 


26600 




Seq. ID 


a Thrift n c r\ "~i A *i f\ n 

OJ990615_07 .0103 


.C70 


Gene No. 


55095 




Strand 


+ 




Start 


1 




End 


685 




Name 


OJ990615_07 . 0103 .C70 . ol 


.gs 


Method 


GENSCAN 




Start 


25 




End 


668 




GI 


none 




Score 


.42 




Exons 


25. .120, 198. .668 










Seq. No. 


o c c r\ r\ 

26600 




Seq. ID 


OJ990615_07.0103 


.C70 


Gene No. 


55095 




Strand 


+ 




Start 


. 1 




End 


685 




Name 


OJ990615_07 . 0103 . C70 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


144 




End 


685 




GI 


none 




Score 


616 




Exons 


144. .683, 146. .685 










Seq. No. 


26600 




Seq. ID 


OJ990615_07.0103 


.C70 


Gene No. 


55095 




Strand 


+ 




Start 


1 




End 


685 




Name 


OJ990615 07 . 0103 . C70 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


270 




End 


685 




GI 


none 




Score 


217 




Exons 


270. .431, 278..424> 429 


. .680, 


431. .685 






Seq. No. 


26601 




Seq. ID 


OJ990615_07.0103 


.C73 


Gene No. 


55096 




Strand 


+ 




Start 


1 




End 


664 




Name 


OJ990615 07.0103.C73.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


664 





26583 



GI 4680179 

Exons 1 . . 664 

GI Descrip. (AF111709) polyprotein 

Seq. No. 26601 

Gene No. 55096 

Start 1 

Name OJ990615_07 . 0103 . C73 . ol 

Start 4 

GI none 

Exons 4.. 216, 14.. 217 

Seq. No. 26601 

Gene No. 55096 

Start 1 

Name OJ990615_07 . 0103 . C73 . o2 

Start 4 

GI none 

Exons 4.. 168, 5.. 169 

Seq. No. 26601 

Gene No. 55096 

Start 1 

Name OJ990615_07 . 0103 .C73 . o2 

Start 4 

GI none 

Exons 4 . . 132, 5. . 133 

Seq. No. 26601 

Gene No. 55096 

Start 1 

Name OJ990615_07 . 0103 . C73 . ol 

Start 110 

GI none 

Exons 110.. 475 

Seq. No. 26601 

Gene No. 55096 

Start 1 

Name OJ990615_07 . 0103 .C73 . ol 

Start 134 

GI none 

Exons 134.. 451, 141.. 215, 145 

Seq. No. 26601 

Gene No. 55096 

Start 1 

Name OJ990615_07 . 0103 .C73 . ol 

Start 176 

GI none 

Exons 176.. 460, 269.. 448, 367 

Seq. No. 26601 

Gene No. 55096 

■ Start 1 

Name OJ990615_07 . 0103 .C73 . o3 

Start 458 






Score 


953 




[Oryza 


sativa subsp. indica] 






Seq. ID 


OJ990615 07.0103 


.C73 




Strand 


+ 






End 


664 




.ts 


Method 


TBLASTX : Soybean 






End 


217 






Score 


258 






Seq. ID 


OJ990615_07 .0103 


.C73 




Strand 


+ 






End 


664 




.tw 


Method 


TBLASTX : Wheat 






End 


169 






Score 


o *7 r\ 

270 






Seq. ID 


OJ990615_07 . 0103 


.C73 




Strand 


+ 






End 


664 




.tm 


Method 


TBLASTX: Maize 






End 


133 






Score 


206 






Seq. ID 


OJ990615_07 . 0103 


.C73 




Strand 


+ 






End 


664 




.gs 


Method 


GEN SCAN 






End 


475 






Score 


.51 






Seq. ID 


OJ990615_07 . 0103 


-C73 




Strand 


+ 






End 


664 




. tm 


Method 


TBLASTX: Maize 






End 


451 






Score 


444 




. .396, 


146. .445, 


255. .446 






Seq. ID 


OJ990615_07 .0103 


-C73 




Strand 


+ 






End 


664 




.tw 


Method 


TBLASTX: Wheat 






End 


664 






Score 


328 




. .471, 


455. .664, 


459. .662 






Seq. ID 


OJ990615_07.0103 


.C73 




Strand 


+ 






End 


664 




.tm 


Method 


TBLASTX: Maize 






End 


661 





26584 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

458. .661, 459. .656 



Score 193 



OJ990615 07.0103.C74 



26602 Seq. ID 

55097 Strand 

1 . End 72 6 

OJ990615_07 . 0103. C74 . ol . np Method AAT/NAP 

1 End 726 

5257279 Score 75 
1..179, 605. .726 

(AP000364) Similar to Transposon MAGGY gag and pol gene 

homologues. (L35053) [Oryza sativa] 



26603 
55098 
1 

OJ990615_07.0103.C75.ol.np 
1 

5852180 



Seq. ID OJ990615_07.0103.C75 

Strand + 

End 5615 

Method AAT/NAP 

End 5362 

Score 432 



1..67, 370. .488, 540. .590, 1055. .1406, 5318. .5362 
(AL117265) zhbOOOlO.l [Oryza sativa] - - 



26603 Seq. ID 

55098 Strand 

1 End 
OJ990615_07 .0103 . C75 . o4 . np Method 

5181 End 

4680185 Score 
5181. .5615 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990615_07.0103.C75 
+ 

5615 
AAT/NAP 
5615 
550 



OJ990615 07.0103.C75 



26603 Seq. ID 

55099 Strand 

1 End 5500 

OJ990615_07 . 0103 . C75 . o2 . np Method AAT/NAP 

1 End 2642 

4680179 Score 330 
1..77, 2233.. 2642 

(AF111709) polyprotein [Oryza sativa subsp. indica] 

26603 Seq. ID OJ990615_07 . 0103 . C75 

55099 Strand 

1 End - 5500 

OJ990615_07.0103.C75.ol.gp Method AAT/GAP 

70 End 135 

2428924 Score 68 

70. .135 

5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone: tl7804 



26603 
55099 
1 

OJ990615_07 .0103.C75.ol.gs 

452 

none 



Seq. ID OJ990615_07.0103.C75 
Strand 

End 5500 

Method GENSCAN 

End 5500 .> 

Score .71 



452. .498, 1158. .1298, 1670. .1703, 2624. .3069, 4171. .4266, 



26585 



5068.. 5193, 5310.. 5500 



beq. No. 


26603 




Seq. ID 


OJ990615_07.0103 


. C Jd 


Gene No. 


55099 




Strand 






Start 


1 




End 


5500 




Name 


OJ990615 07.0103.C75.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


610 




End 


1025 




GI 


none 




Score 


103 




Exons 


. 610. .717, 611. .718, 618 


. .722, 


619J. 723, 790.. .903, 790.. 


900, 




860. .1024, 889. .1011, 900. .1025, 903.. 


1025 




Seq. No. 


£. DDUj 




Seq. ID 


OJ990615_07.0103 


.C75 


Gene No. 






Strand 






Start 


i 




End 


5500 




Name 


ujyyuDiD u / .uiuj.l/j.oi 


. tw 


Method 


TBLASTX: Wheat 




Start 






End 


2600 




GI 


none 




Score 


65 




Exons 


OOOO OOylC OOOO OO/I^ 

ZZoZ , . z j 4 D , . . Zo 4 o , 




.2359, 2391.. 2600, 2392.. 2544 


Seq. No. 


26603 




Seq. ID 


OJ990615_07.0103 


.C75 


Gene No. 


55099 




Strand 






Start 


1 




End 


5500 




Name 


OJ990615 07.0103.C75.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


2283 




End 


2606 




GI 


none 




Score 


187 




Exons 


2283.. 2606 










Seq. No. 


26603 




Seq. ID 


OJ990615_07.0103 


.C75 


Gene No. 


55099 




Strand 






Start 


1 




End • 


5500 




Name 


OJ990615 07.0103.C75.o2 


• gp 


Method 


AAT/GAP 




Start 


3958 




End 


4339 




GI 


uC-osflcyp033a04bl 




Score 


667 




Exons 


3958. .4339 










GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ■ 






Seq. No. 


. 26604 




Seq. ID 


OJ990615_07.0103 


.C76 


Gene No. - " 


55100 




Strand 






Start 


260 




End 


2360 




Name 


OJ990615 07.0103.C76.ol 


.gs 


Method 


GENSCAN 




Start 


260 




End 


1704 




GI 


none 




Score 


.67 




Exons 


260. .594, 633. .1704 










oeq. wo. 


26604 




Seq. ID 


OJ990615_07.0103 


.C76 


Gene No. 


55100 




Strand 






Start 


260 




End 


2360 




Name 


OJ990615 07.0103.C76.ol 


.np' 


Method 


AAT/NAP 




Start 


263 




End 


2360 




GI 


4680179 




Score 


2009 




Exons 


263.. 1689, 2303. .2360 










GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


26604 




Seq. ID 


OJ990615_07.0103 


.C76 


Gene No. 


55100 




Strand 






Start 


260 




End 


2360 





-26586 



Name 

Start 

GI 

Exons 



OJ990615J37 . 0103 . C7 6 . o3 . tw Method 

308 ' End 

none . Score 

308. .646, 372. .644 



TBLASTX: Wheat 

646 

115 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990615_07.0103.C76 
Strand 
End 

Method 
End 
Score 

488. .658, 504. .653, 655. .912, 656. .910, 910. .1071, 917, .1063 



26604 
55100 
260 

OJ990615_07.0103.C76.ol.tm 

488 

none 



2360 

TBLASTX: Maize 

1071 

76 





Seq. No. 


26604 








Seq. ID 


OJ990615_07.0103 


.C76 




Gene No. 


55100 








Strand 


- 






Start 


260 








End 


2360 






Name 


OJ990615_07 


.0103 


.C76.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


649 








End 


1251 






GI 


none 








Score 


275 






Exons 


649. .1251, 


656. . 


1195 












Seq. No. 


26604 








Seq. ID 


OJ990615_07.0103 


.C76 




Gene No. 


55100 








Strand 


- 






Start 


260 








End 


2360 






Name 


OJ990615_07 


.0103 


.C76.o2 


.tm 


Method 


T B LAS T X .: .Ma i z e 






Start 


1120 








End 


1411 






GI 


none 








Score 


208 




r \ I 


Exons 


1120. .1410, 


1124 


. .1411 










' s ™ 


Seq. No. 


26604 








Seq. ID 


OJ990615_07.0103 


.C76 




Gene No. 


55100 








Strand 






h J 


Start 


260 








End 


2360 




fy 


Name 


OJ990615_07 


.0103 


.C76.ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


1210 








End 


14 70 






GI 


none 








Score 


148 




'"-..I 


Exons 


1210. .1470, 


1211 


. .1465 












Seq. No. 


26604 








Seq. ID 


OJ990615_07.0103 


.C76 




Gene No. 


55100 








Strand 








Start 


260 








End 


2360 






Name 


OJ990615 07 


.0103 


.C76.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


1234 








End 


1551 






GI 


none 








Score 


85 






Exons 


1234. .1377, 


1235 


. .1375, 


1378. 


.1551 








Seq. No. 


26604 . 








Seq. ID 


OJ990615_07.0103 


.C76 




Gene No. 


55100 








Strand 








Start 


260 








End 


2360 






Name 


OJ990615 07 


.0103 


.C76.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


1258 








End 


1689 






GI 


none 








Score 


301 






Exons 


1258. .1689, 


1259 


. .1687 












Seq. No. 


26605 








Seq. ID 


OJ990615_07.0103 


.C77 




Gene No. 


55101 








Strand 


+ 






Start 


273 








End 


380 






Name 


OJ990615 07 


.0103 


.C77.ol 


.gs 


Method 


GENSCAN 





26587 



Start 
GI 

Exons 



273 
none 

273. .380 



End 
Score 



380 
.97 



Seq. No., . 

Gene No. ; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26606 Seq. ID 

55102 Strand 
222 End 
OJ990£15_07 . 0103 . C78 . ol . gp Method 
222 " End 
uC-osflm202101a08bl Score 
222. .439, 464. .510 

'3915023/spl 022060 |SPS1_CITUN 4.0e-60 SUCROSE-PHOSPHATE SYNTHASE 
1 (UDP-GLUCOSE-FRUCTOSE-PHOSPHATE GLU CO SYL TRANSFERASE 1) 
>gi_2588888_dbj_BAA23213_ (AB005023) sucrose-phosphate synthase 
[Citrus unshiu] 1 



OJ990615_07.0103.C78 
+ 

510 

AAT/GAP 

510 

385 



26606 Seq. ID 

55103 Strand 

145 End 
OJ990615._07.0103.C78.ol.tm Method 

129 End 

none Score 

129. .434, 153. .428, 154. .429 



OJ990615_07.0103.C78 
510 

TBLASTX: Maize 

434 

261 



Seq. No. 26606 Seq. ID 

Gene No. 55103 Strand 

Start 145 End 

Name OJ990615_07 . 0103 . C78 . ol . gs Method 

Start 145 End 

GI none Score 

Exons 145.. 427 



OJ990615_07.0103.C78 
510 

GENS CAN 

427 

.58 



Seq. No. 


26606 


Seq. ID 


OJ990615_07.0103.C78 


Gene No. 


55103 


Strand 




Start 


145 


End 


510 


Name 


OJ990615 07.0103.C78.ol.np 


Method 


AAT/NAP 


Start 


154 


End 


510 


GI 


1854378 


Score 


281 


Exons 


154. .510 






GI Descrip. 


(AB001338) Sucrose-Phosphate 


Synthase 


[Saccharum officinarum] 


Seq. No. 


26606 


Seq. ID 


OJ990615_07.0103.C78 


Gene No. 


55103 


Strand 




Start 


145 


End 


510 


Name 


OJ990615 07.0103.C78.ol.tw 


Method 


TBLASTX: Wheat 


Start 


157 


End 


430 


GI 


none 


Score 


233 


Exons 


157. .429, 165. .428, 386. .430 






Seq. No. 


26606 


Seq. ID 


OJ990615_07.0103.C78 


Gene No. 


55103 


Strand 




Start 


145 


End 


510 


Name 


OJ990615 07.0103.C78.ol.tc 


Method 


TBLASTX: Cress 


Start 


223 


End 


429 


GI 


none 


Score 


176 


Exons 


223. .282, 307. .429 







26588 




Seq. No. 


26606 


Seq. ID 


OJ990615_07.0103 


.C78 


Gene No. 


55103 


Strand 






Start 


145 


End 


510 




Name • 


OJ990615 07.0103.C78.ol.ts 


Method ' 


TBLASTX : Soybean 




Start 


223 . , 


End 


433 




GI 


none 


Score 


56 




Exons 


223. .429, 389. .433 








Seq. No. 


26607 


- Seq. ID 


OJ990615 07.0103 


.C84 


Gene No. 


55104 


Strand 






Start 


1 


End 


955 




Name 


OJ990615 07.0103.C84.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


955 




GI 


4512242 


Score 


289 




Exons 


1. .257, 740. . 955 








GI Descrip. 


(AB014750) polyprotein [Nicotiana tabacum] 




Seq. No. 


26607 


Seq. ID 


OJ990615_07.0103 


.C84 


Gene No. 


55104 


Strand 






Start 


1 


End 


955 




Name 


OJ990615 07.0103. C84.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 


End 


238 




GI 


none 


Score 


45 




Exons 


2. .73, 3. .62, 94. .237, 114 


..236, 116.. 


238 




Seq. No. 


26607 


Seq. ID 


OJ990615_07.0103 


.C84 


Gene No. 


55104 


Strand 






Start 


1 


End ' 


955 




Name 


OJ990615 07.0103.C84.ol.gs 


Method 


GENSCAN 




Start 


126 


End 


654 




GI 


none 


Score 


.49 




Exons 


126. .193, 648. .654 








Seq. No. 


26608 


Seq. ID 


OJ990615_07.0103 


.C86 


Gene No. 


55105 


Strand 


+ 




Start 


1 


End 


674 




Name 


OJ990615 07.0103.C86.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


674 




GI 


4680186 


Score 


335 




Exons 


1..93, 474. .674 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp. indica] 




Seq. No. 


26608 


Seq. ID 


OJ990615_07.0103 


.C86 


Gene No. 


55106 


Strand 






Start 


226 


End 


607 




Name 


OJ990615 07.0103.C86.ol.gp 


Method 


AAT/GAP 




Start 


226 


End 


607 




GI 


uC-osflcyp033a04bl 


Score 


679 




Exons 


226. .607 








GI Descrip. 


f 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


26609 


Seq. ID 


OJ990615_07.0103 


.C87 


Gene No. 


55107 


Strand 






Start 


58 


End 


177 




Name 


OJ990615 07.0103.C87.ol.gp 


Method 


AAT/GAP 




Start 


58 


End 


177 





26589 



GI 


none 






Score 


Exons 


58. .177 








Seq. No. 


26610 






Seq. ID 


Gene No . 


jj 1UO 






Of ranH 


Start 


1438 






End 


Name 


OJ990615 07 


.0103.C88.ol 


. gs 


Method 


Start 


1438 






End 


GI 


none 






Score 


Exons 


1438. .1586, 


2758. .2872 






Seq. No. 


26610 






Seq. ID 


uene wo . 








Ot.Xa.ilU. 


Start 


1282 






End 


Name 


OJ990615 .07 


.0103.C88.ol 


.gp 


Method 


Start 


1282 






End 


GI 


none 






Score 


Exons 


1282. .1619 








Seq. No. 


26610 






Seq. ID 


Gene No. 


55110 






Strand 


Qfarf 
O Lai L. 


4970 






End 


Name 


OJ990615 07 


.0103.C88.ol 


.np 


• Method 


Start 


4970 






End 


GI 


6539570 






Score 


Exons 


4970. .5043, 


5170. .5365 






GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


Seq. No. 


26610 






Seq. ID 


Gene No. 


55111 






Strand 


Start 


5514 






End 


Name 


OJ990615 07 


.0103.C88.o2 


.np 


Method 


Of a r f 


5514 






End 


GI 


6630699 






Score 


Exons 


5514. .5596, 


6427. .6449 






GI Descrip. f 


(AP000969) 


hypothetical protein [Oryza 




gi|6721536| 


dbj IBAA89566 


.11 


(AP001073) : 




[Oryza sativa] 






Seq. No. 


26610 






Seq. ID 




55111 






Strand 


Start 


5514 






' End^ 


Name 


OJ990615 07 


.0103.C88.o3 


. gs 


Method 


Start . 


5989 






End 


GI 


none 






Score 


Exons 


5989. .6156 








Seq. No. 


26611 






Seq. ID 




55112 






Strand 


Start 


50 






End 


Name 


OJ990615 07 


.0103.C89.ol 


. gs 


Method 


Start 


50 






End 


GI 


none 






Score 


Exons 


50. .143 








Seq. No. 


26611 






Seq. ID 


Gene No. 


55113 






Strand 



204 



OJ990615JD7 .0103.C88 
+ 

2872 
GENSCAN 
2872 
. 63 



OJ990615 07.0103.C88 



1619 
AAT/GAP 
1619 
643 



OJ990615 07.0103.C88 



5365 
AAT/NAP 
5365 
81 



OJ990615_07.0103/C88 

6449 
AAT/NAP 
6449 
69 



OJ990615_07.0103.C88 

6449 
GENSCAN 
6156 
. 95 



OJ990615_07 .0103.C89 
+ 

143 

GENSCAN 

143 

.67 



OJ990615 07.0103.C89 



26590 




Start 


435 




End 


602 


Name 


OJ990615 07.0103.C89.o2 


.gs 


Method 


GENS CAN 


Start 


435 




End 


602 


GI 


none 




Score 


.79 


Exons 


435.. 602 




- 




Seq. No. 


26612 




Seq. ID 


OJ990615_07.0103.C92 


Gene No. 


55114 




Strand 


+ 


Start 


1 




End 


2173 


Name 


OJ990615 07.0103.C92.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2173 


GI 


6289059 




Score 


1649 


Exons 


1..604, 699. .808, 919.. 


1050, 1226.. 1402, 1717.. 1770, 1862.. 1924, 




2028. .2173 








GI Descrip. 


(AF194022) sucrose-6-phosphate synthase [Nicotiana tabacum] 


Seq. No. 


26612 




Seq. ID 


OJ990615 07.0103.C92 


Gene No. 


55114 




Strand 


+ 


Start 


1 




End 


2173 


Name 


OJ990615 07.0103.C92.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


36 




End 


270 


GI 


none 




Score 


217 


Exons 


36. .269, 37. .270, 44. .265, 45. 


.269 




Seq. No. 


26612 




Seq.- ID 


OJ990615_07.0103.C92 


Gene No. 


55114 




Strand 


+ 


Start 


1 




End 


2173 


Name 




fm 
• LIU 


Method 


TBLASTX: Maize . 


Start 


139 




End 


385 


GI 


none 




Score 


279 


Exons 


139. .384, 139. .348, 144 


. .377, 


152. .385 




Seq. No. 


26612 




Seq. ID 


OJ990615_07.0103.C92 


Gene No. 


55114 .,; 




Strand 


+ 


Start 


1 " 




End 


2173 


Name 


OJ990615 07.0103.C92.ol 


-gs 


Method 


GENSCAN 


Start 


187 




End 


2136 


GI 


none 




Score, 


.65 • 


Exons 


187. .600, 695. .808, 919 


.".1050, 


1226. .1402, 1862. .1924, 




2028. .2136 








Seq. No. 


26612 




Seq. ID 


OJ990615_07.0103.C92 


Gene No. 


55114 




Strand 


+ 


Start 


1 




End 


2173 


Name 


OJ990615 07.0103.C92.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


279 




End 


2173 


GI 


none 




Score 


122 


Exons 


279. .428, 279. .401, 281 


. .412, 


307. .429, 


425. .550, 428. .460, 




430. .597, 430. .549, 468 


. .605, 


509. .613, 


695. .724, 698. .757, 




700.. 732, 758.. 823, 913 


. .1026, 


916. .1050, 918. .1049, 1174. .1407, 




1226. .1408, 1714. .1770, 


1716. . 


1769, 1859.. 1930, 1861.. 1929, 




2025. .2171, 2027. .2173 








Seq. ' No. 


26612 




Seq. ID 


OJ990615_07.0103.C92 


Gene No. 


55114 




Strand 


+ 


Start 


1 




End 


2173 


Name 


OJ990615 07.0103.C92.ol 


.tm 


Method 


TBLASTX: Maize 



26591 



Start 
GI 

Exons 



End 2091 
Score 82 
.476, 388. .480, 388. .471, 483 
.823, 696. .743, 791. .811, 918 
1225. .1407, 1226. .1408, 1714. .1770, 1716. .1769, 1720. .1785, 
1851. .1925, 1859. .1930, 1861. .1926, 2023. .2091, 2025. .2090, 
2029. .2091 



386 
none 

386. .457, 387 
486.. 602, 695 



605, 484. .600, 
1049, 919. .1050, 



Seq. No. 26612 

Gene No. 55114 

Start 1 

Name OJ990615_07 .0103 . C92 . o2 . tw 

Start 773 

GI none 

Exons 773.. 823, 891.. 1049, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
909.. 1019, 916 



OJ990615_07.0103.C92 
+ 

2173 

TBLASTX : Wheat 

1767 

48 

1050, 1225. .1398, 



1226. .1402, 1236. .1403, 1236. .1403, 1714. .1767 



Seq. No. 26612 
Gene No. 55114 

Start ■ 1 

Name ' OJ990615_07 . 0103 . C92 ;ol . gp 
Start 1087 
GI uC-osroM202035c08bl 
Exons' 1087.. 1402, 1717.. 1770, 1862 

GI Descrip. 



OJ990615__07.0103.C92- 
+ 

2173 
AAT/GAP 
2105 
953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1924, 2028. .2105 
■3915019/sp|Q43845|SPS_SOLTU 4.0e-56 SUCROSE-PHOSPHATE SYNTHASE 
(UDP-GLUCOSE-FRUCTOSE-PHOSPHATE GLUCOSYLTRANSFERASE) 

>gi_421958_pir S34172 sucrose-phosphate synthase (EC 2.4.1.14) 

- potato >gi_313265_emb_CAA51872_ (X73477) sucrose-phosphate 
synthase [Solanum tuberosum] ' 



26612 
55114 
1 

OJ990615_07.0103.C92.ol.tc 

1301 

none 

1301. .1408, 1301.. 1393, 1303, 
1859.. 1930, 1861.. 1926, 2025. 

26612 
55114 
1 

OJ990615_07.0103.C92.ol.tw 

1871 

none 



Seq. ID OJ990615_07.0103.C92 

Strand + 

End 2173 

Method TBLASTX : Cress 

End 2162 

Score 172 

.1407, 1714. .1770, 1716. .1769, 
.2141, 2028.. 2135, 2130.. 2162 

Seq. ID OJ990615_07.0103.C92 



Strand 
End 

Method 

End 

Score 



+ 

2173 

TBLASTX: Wheat 

2172 

80 



1871. .1930, 1873. .1917, 2025. .2171, 2025. .2171, 2026. .2172 



Seq. No. 26613 Seq. ID 

Gene No. - 55115 Strand 
Start 1 End 

Name OJ990615_07 . 0103 . C93 . ol . np Method 

Start 1 End 

GI 1351107 Score 

Exons 1..127 

GI Descrip. SUCROSE-PHOSPHATE SYNTHASE (UDP-GLUCOSE-FRUCTOSE-PHOSPHATE 

GLUCOSYLTRANSFERASE) gi 1 1361971 1 pir | | S55253 sucrose-phosphate 
synthase - sugar beet gi | 1488568 | emb | CAA57500 | (X81975) 



OJ990615_07.0103.C93 
+ 

129 

AAT/NAP 

127 

131 



26592 



sucrose-phosphate synthase [Beta vulgaris] 



Seq. No. 26613 Seq. ID 

Gene No. 55115 Strand 

Start 1 End 

Name OJ990615_07 . 0103 . C93 . ol . gp Method 

Start 1 End 

GI .uC-osflm202101a08bl Score 

Exons 1..129 

GI Descrip. 1 3915023/sp | 022060 | SPS1_CITUN 4.0e-60 SUCROSE-.PHOSPHATE SYNTHASE 
1 (UDP-GLUCOSE-FRUCTOSE-PHOSPHATE GLUCOSYLTRANSFERASE 1) 
>gi_2588888_dbj_BAA23213_ (AB005023) sucrose-phosphate synthase 
[Citrus unshiu] 1 



OJ990615_07.0103.C93 
+ 

*129 

AAT/GAP 
129 

230 . 



Seq. No. 26613 Seq. ID 

Gene No. 55115 Strand 

Start 1 End 

Name OJ990615__07 . 0103 . C93 . ol . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 127, 3.. 128 



OJ990615_07.0103.C93 
+ 

129 

TBLASTX: Maize 

128 

195 



Seq. No. 26614 Seq. ID 

Gene No.- 55116 Strand 

Start . 285 End _ ■ 

Name OJ990615_07 . 0103 . C94 . ol . gs Method 

Start 285 End 

GI none Score 

Exons 285.. 437 



OJ990615_07.0103.C94 
437 

GENSCAN 

437 

.65 



Seq. No. 26615 Seq. ID 

Gene No. 55117 Strand 

Start 205 End 

Name OJ990615_07 . 0103 . C96 . ol . gp Method 

Start 205 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 205.. 332 

GI Descrip. ' 2498586/sp | Q40638 | MPOIJDRYSA 2 . 0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990615_07.0103.C96 
+ 

332 

AAT/GAP 

332 

167 



Seq. No. 


26616 


Seq. ID 


OJ990615_ 


07 


.0103 


C97 


Gene No. 


55118 


Strand 


+ 








Start 


588 


End 


910 








Name 


OJ990615 07.0103.C97.ol.gs 


Method 


GENSCAN 








Start 


588 


• End 


910 








GI 


none 


Score 


.41 








Exons 


588. .910 












Seq. No. 


26616 


Seq. ID 


OJ990615_ 


07 


.0103 


C97 


Gene No. 


55119 


Strand 










Start 


1 


End 


1089 








Name 


OJ990615 07.0103.C97.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


1089 








GI 


6721512 


Score 


85 








Exons 


1..60, 208. .390, 418. .549, 


1055. .1089 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 









26593 



• 



Seq. No. 


26617 


Seq. ID 


OJ990615 


Gene No . 


55120 


Strand 


+ 


Start 


53 


End 


1626 


Name 


OJ990615 07.0103. C98.ol.gs 


Method 


GENSCAN 


Start 


53 


End 


1602 


GI 


none 


Score 


.4 


Exons 


53. .216, 529. . 1602 






Seq. No. 


26617 


Seq. ID 


OJ990615 


Gene No. 


55120 


Strand 


+ 


Start 


53 


End 


1626 


Name 


. OJ990615 07.0103.C98.ol.np 


Method 


AAT/NAP 


Start 


105 


End 


1626 


GI 


5922631 


Score 


809 


Exons 


105. .525, 568. .741, 862. .1626 






GI Descrip. 


(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj LBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


26617 






Seq. ID 


OJ990615_07.0103 


.C98 


Gene No. . 


55120 






Strand 


+ ■ 




Start 


53 






End 


1626 




Name 


OJ990615 


07.0103.C98.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


106 






End 


464 




GI 


none 






Score 


60 




Exons 


106. .150, 


151.. 228, 162 


. .212, 


237. .464 


, 272. .442 




Seq. No. 


26617 






Seq. ID 


OJ990615JD7.0103 


.C98 


Gene No. 


55120 






Strand 


+ 




Start 


53 






End 


1626 




Name 


OJ990615 


07.0103.C98.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1126 






End 


1581 




GI 


none 






Score 


128 




Exons 


1126.. 1308, 1134. .1232, 


1345. 


.1581, 1347. .1571 




Seq. No. 


26618 






Seq. ID 


OJ990615_07.0103 


.C99 


Gene No. 


55121 






Strand 


+ 




Start 


249 






End 


1954 




Name 


OJ990615 


07.0103.C99.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


195 






End 


649 




GI 


none 






Score 


541 




Exons 


195. .635, 


203.. 649, 226 


. .648 








Seq. No. 


26618 






Seq. ID 


OJ990615_07.0103 


.C99 


Gene No. 


55121 






Strand 


+ 




Start 


249 






End 


1954 




Name * 


OJ990615 


07.0103.C99.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


234 






End 


599 




GI 


none 






Score 


111 




Exons 


234. .458, 


465. .599 










Seq. No. 


26618 






Seq. ID 


OJ990615JD7.0103 


.C99 



26594 




Gene No. 


55121 j 


Strand 


+ 




Start 


249 J 


End 


1954 




Name 


OJ990615 07.0103.C99.ol.gs 


Method 


GEN SCAN 




Start 


249 


End 


1554 




GI 


none v . 


. Score 


.64 




Exons 


249.. 614, 875. .1000, 1051. .1554 






Seq. No. 


26618 


Seq.. ID 


OJ990615_07.0103. 


C99 


Gene No. 


55121 


Strand 


+ 




Start 


24 9 


End 


1954 




Name 


OJ990615 07.0103.C99.ol.np 


Method 


AAT/NAP 




Start 


249 


End 


'1954 




GI 


59024 4b 


Score 


1718 




Exons 


249.. 1954 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


26618 


Seq. ID 


OJ990615_07 . 0103 . 


C99 


Gene No. 


55121 


Strand 


+ 




Start 


249 


End 


1954 




Name 


OJ990615_07.0103.C99.ol.tm 


Method 


TBLASTX: Maize . 




Start 


324 


End 


680 




GI 


none 


Score 


401 




Exons 


324 . . 680, 386. . 679 








Seq. No. 


26618 


Seq. ■ ID 


OJ990615__07 .0103. 


C99 


Gene No. 


55121 . 


Strand 


+ 




Start 


249 


End 


1954 




Name 


OJ990615_07.0103.C99.o2.tm 


Method 


TBLASTX: Maize 




Start 


707 


End 


1080 




GI 


none 


Score 


293 




Exons 


707 .. 1075, 862 1080 








Seq. No. 


26618 


Seq. ID 


OJ990615_07 .0103. 


C99 


Gene No. 


55121 


Strand 


+ 




Start 


249 


End 


1954 




Name 


OJ990615_07.0103.C99.o2.tw 


Method 


TBLASTX: Wheat 




Start 


764 


End 


1187. , . 




GI 


none 


Score 


35.5* ' 




Exons 


764. .1075, 862. .1077, 1054.. 


1185, 1071 


..1187 




Seq. No. 


. 26618 


Seq. ID 


OJ990615_07.0103. 


C99 


Gene No. 


55121 


Strand 


+ 




Start 


z4 y 


End 


1954 




Name 


OJ990615 07.0103.C99.ol.ts 


Method 


TBLASTX: Soybean 




Start • 


818 


End 


1242 




GI 


none 


Score 


193 




Exons 


818. .1072, 862. .1002, 1072.. 


1242 






Seq. No. 


26618 


Seq. ID 


OJ990615_07.0103. 


C99 


Gene No. 


•55121 


Strand 


+ 




Start 


249 


End 


1954 




Name 


OJ990615 07.0103.C99.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1330 


End 


1737 




GI 


none 


Score 


179 




Exons 


1330.. 1551, 1395.. 1550, 1564 


. .1737 







Seq. No. 



26619 



Seq. ID OJ990615_07.0103.C100 

26595 



Gene No. 


55122 


Strand 


+ 


Start 


1 


End 


3667 


Name 


OJ990615 07.0103.C100.ol.np 


Method 


AAT/NAP 


Start 


.1 


End 


1673 


GI 


5902445 


Score 


1403 


Exons 


1..392, 432. .1673 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. . 


26619 


Seq. ID 


OJ990615_07. 0103.C100 


Gene No. 


55122 


Strand 


+ 


Start 


1 


End 


3667 


Name 


OJ990615 07.0103.C100.ol.gs 


Method 


GENSCAN 


Start 


295 


End 


3667 


GI 


none 


Score 


.88 


Exons - 


295.. 1076, 1113.. 1412, 1464. 


.1659, 2158. .2274, 3241. .3599, 




3659. .3667 






Seq. No. 


26619 


Seq. ID 


OJ990615_07. 0103.C100 


Gene No. 


55123 


Strand 




Start 


2918 


End 


4578 


Name 


OJ990615 07.0103.C100.ol.tm 


Method 


TBLASTX: Maize 


Start 


552 


End 


857 


GI 


none 


Score 


317 


Exons 


552. .857, 569. .856 






Seq. No. 


26619 . 


Seq. ID 


OJ990615_07.0103.C100 


Gene No. 


55123 


Strand 




Start 


2918 


End 


4578 


Name 


OJ990615 07.0103.C100.o2.tw 


Method 


TBLASTX: Wheat 


Start 


552 


End 


935 


GI 


none 


Score 


349 


Exons 


552. .935, 560. .934 






Seq. No. 


26619 


Seq. ID 


OJ990615_07.0103.C100 


Gene No. 


55123 


Strand 




Start 


2918 


End 


4578 


Name 


OJ990615 07.0103. C100.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1059 


End 


1651 


GI 


none 


Score 


252 


Exons 


1059.. 1343, 1091.. 1162, 1208 


..1315, 1383. .1508, 1533. .1646, 




1538. .1651 






Seq. No. 


26619 


Seq. ID 


OJ990615_07 .0103.C100 


Gene No. 


55123 


Strand 




Start 




End 


4578 


Name 


OJ990615 07.0103.C100.o2.np 


Method 


AAT/NAP 


Start 


2918 


End- 


4472 


GI 


5852178 


Score 


230 


Exons 


2918. .3020, 3384.. 3480, 3512 


..3642, 4222.-4262, 4347. .4472 


GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


26619 


Seq. ID 


OJ990615_07.0103.C100 


Gene No. 


55123 


Strand 




Start 


2918 


End 


4578 


Name 


OJ990615 07.0103.C100.o2.gs 


Method 


GENSCAN 


Start 


3803 


End 


4578 


GI 


none 


Score 


.8 



26596 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



3803.. 3843, 4304.. 4578 



OJ990615_07.0103.C101 
+ 

1974 
AAT/NAP 
1206 
259 



26620 Seq. ID 

55124 Strand 
1 ' End . 

OJ990615_07 . 0103 . ClOl . ol . np Method 
1 End • 

6063554 Score 
1..28, 369. .397, 1033. .1206 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

26620 Seq. ID OJ990615_07 . 0103 . ClOl 

55124 Strand + 

1 End 197 4 

OJ990615_07 . 0103 . ClOl . ol . gp Method AAT/GAP 

369 End 1845 

61605_1.R1084 Score 580 

369. .449, 1578. .1845 " 

'5852170/emb|AL117265.1 IOST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



26620 Seq. ID 

55124 Strand 

1 End 
OJ990615JD7. 0103. ClOl. ol.gs Method 

1054 End 

none Score 

1054. .1066, 1683. .1715, 1736. .1974 



26620 Seq. ID 

55125 Strand 
3068 End 
OJ990615_07 . 0103 . ClOl . o2 . gs Method 
3068 End 
none Score 

3068.. 3124, 3356.. 3565, 3701.. 3834, 

5020. .5078, 5216. .5380, 5420. .5544 



OJ990615_07. 0103. ClOl 
+ 

1974 
GEN SCAN 
1974 
.61 



OJ990615 07. 0103. ClOl 



5544 
GENSCAN 
5544 
.74 

3909. .4087, 



4247. .4939, 



OJ990615 07. 0103. ClOl 



26620 Seq. ID 

55125 Strand 
3068 End 5544 

OJ990615JD7 . 0103 . ClOl . o2 . np Method AAT/NAP 
4222 End 5425 

6721561 Score 953 

4222. .4939, 5020. .5078, 5149. .5425 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



26621 
55126 
1 

OJ990615 07.0103.C102.ol.np 



Seq. ID OJ990615_07.0103.C102 
Strand 

End 1227 

Method AAT/NAP 



26597 




Start 1 End 1227 

GI 6721512 Score 110 

Exons 1..166, 194.. 302, 1042.. 1227 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 


26622 








Seq. ID 


OJ990615_ 


_07 


.0103 


C103 


Gene No. 


55127 








Strand 


- 








Start 


404 








End 


544 








Name 


OJ990615_ 


07.0103.C103 


ol 


. gs 


Method 


GEN SCAN 








Start 


4 04 








End 


C A A 

54 4 








GI 


none 








Score 


.72 








Exons 


404. .544 


















Seq. No. 


26623 








Seq. ID 


OJ990615 


_07 


.0103 


C105 


Gene No. 


55128 








Strand 


+ 








Start 


140 








End 


299 








Name 


OJ990615_ 


07.0103.C105 


ol 


.gp 


Method 


AAT/GAP 








Start 


140 








End 


233 








GI 


none 








Score 


312 








Exons 


140. .299 


















Seq. No. 


26624 








Seq. ID 


OJ990615_ 


_07 


.0103 


C106 


Gene No. 


55129 








Strand 


+ 








Start 


103 








End 


222 








Name 


OJ990615_ 


_07.0103.C106. 


ol 


.gs 


Method 


GENSCAN 








Start 


103 








End 


222 








GI 


none 








Score 


.96 








Exons 


103. .222 


















Seq. No. 


26625 








Seq. ID 


OJ990615_ 


_07 


.0103 


C107 


Gene No. 


55130 








Strand 


+ 








Start 


36 








End 


505 








Name 


OJ990615_ 


07.0103.C107. 


ol 


. gs 


Method 


GENSCAN 








Start 


36 








End 


505 








GI 


none 








Score 


.73 








Exons 


36. .266, 


356. .505 
















Seq. No. 


26626 








Seq. ID 


OJ990615_ 


07 


.0103 


C109 


Gene No. 


55131 








Strand 


+ 








Start 


453 








End 


1179 








Name 


OJ990615_ 


07.0103.C109. 


ol 


.gs 


Method 


GENSCAN 








Start 


453 








End 


117 9 








GI 


none 








Score 


.96 








Exons 


453. .791, 


1063. .1179 
















Seq. No. 


26627 








Seq. ID 


OJ990615_ 


_07 


.0103 


C112 


Gene No. 


55132 








Strand 


+ 








Start 


307 








End 


599 








Name 


OJ990615 


07.0103.C112. 


ol 


.gs 


Method 


GENSCAN 








Start 


307 








End 


599 








GI 


none 








Score 


.72 








Exons 


307. .599 


















Seq. No. 


26628 








Seq. ID 


OJ990615_ 


07 


.0103, 


C113 


Gene No. 


55133 








Strand 










Start 


1 








End 


683 








Name 


OJ990615 


07.0103.C113. 


ol 


.np 


Method 


AAT/NAP 









26598 



Start 


1 


GI 


4680179 


Exons 


1. .683 


GI Descrip. 


(AF11170 


Seq. No. 


26628 


Gene No. 


55133 


Start 


1 


Name 


OJ990615 


Start . 


3 


GI 


none 


Exons 


3. .143, 


Seq. No. 


26628 


Gene No. 


55133 


Start 


1 


Name 


OJ990615 


Start 


21 


GI. 


none 


Exons 


21. .321 


Seq. No. 


26628 


Gene No. 


55133 


Start 


1 


Name 


OJ990615 


Start 


29 


GI 


none 


Exons 


29. .478, 


Seq. No. 


26628 


Gene No. 


55133 


Start 


1 


Name 


OJ990615 


Start 


32 , 


GI 


none 


Exons 


32. .349 


Seq. No: - 


26628 


Gene No. 


55133 


Start 


1 


Name 


OJ990615 


Start 


128 


GI 


none 


Exons 


128. .442 


Seq. No. 


26629 


Gene No. 


55134 


Start 


63 


Name 


OJ990615 


Start 


63 


GI 


none 


Exons 


63. .183 


Seq. No. 


26630 


Gene No. 


55135 


Start 


653 


Name 


OJ991215 



End 
Score 



683 
740 



sativa subsp. indica] 



Seq. ID OJ990615_07.0103.C113 
Strand 

683 

TBLASTX: Maize 
413 
67 



End 

•Method 

End 

Score 
. .413 



Seq. ID OJ990615_07.0103.C113 

Strand 

End 683 

Method GEN SCAN 

End 321 

Score .42 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand' 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990615_07.0103.C113 
683 

TBLASTX: Wheat 

482 

301 



OJ990615_07.0103.C113 
683 

TBLASTX: Cress 

349 

180 



OJ990 615_07.0103.C113 
683 

TBLASTX : Soybean 

442 

184 



OJ950615_07.0103.C114 
183 

GENSCAN 

183 

.57 



OJ991215_14.021I.C2 
+ 

722 

GENSCAN 



26599 




Start 


653 




End 


722 


GI 


none 




Score 


.99 


Exons 


653. .722 








Seq. No. - 


26630 




Seq. ID 


OJ991215 


Gene No. 


55136 ' 




Strand 




Start 


1027 




End 


2409 


Name 


OJ991215 14 


.0211.C2.o2.gs 


Method 


GEN SCAN 


Start 


1027 




End 


2148 


GI 


none 




Score 


.9 


Exons 


1027. .1617, 


2101. .2148 







Seq. No. 26630 Seq. ID OJ991215_14 . 0211 . C2 

Gene No. 55136 Strand 

Start 1027 End 2409 

Name OJ991215_14 . 0211 . C2 . ol . np Method AAT/NAP 

Start 1043 End 2409 

GI 4680191 Score 60 

Exons 1043.. 1132, 2046.. 2098, 2358.. 2409 

GI Descrip. (AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



Seq. No. 26631 Seq. ID 

Gene No. 55137 Strand 

Start 398./ End 

Name OJ991215_14 . 0211 . C3 . ol . gs Method 

Start 398 - End 

GI none Score 

Exons 398.. 817, 1806.. 1867 



OJ991215_14.0211.C3 
+ 

1867 
GENSCAN 
1867 
.42 



Seq. No. 


26631 




Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55138 




Strand 


+ 


Start 


13556 




End 


16858 


Name 


OJ991215 14. 0211. C3 


. o2 . np 


Method 


AAT/NAP 


Start 


13553 




End 


16858 


GI 


2586083 




Score 


1342 


Exons 


13553. .14077, 14153 


. .14781, 


14857. .15355, 154 97. .16388, 




16485. .16858 








GI Descrip. 


(U72725) receptor kinase-like protein 


[Oryza longistaminata 


Seq. No. 


26631 




Seq. ID 


OJ991215 14. 0211. C3 


Gene No. 


55138 




Strand 


+ 


Start 


13556 




End 


16858 


Name 


. OJ991215 14. 0211. C3 


. o3.gs 


Method 


GENSCAN 


Start 


13556 




End 


16849 


GI 


none 




Score 


.82 


Exons 


13556. .16388, 16485 


. .16849 






Seq. No. 


26631 




Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55139 




Strand 


+ 


Start 


18679 




End 


19445 


Name 


OJ991215 14. 0211. C3 


. o4 . np 


Method - 


AAT/NAP 


Start 


18044 




End 


19445 


GI 


3738339 




Score 


171 


Exons 


18044. .18209, 18914 


. .19072, 


19292. .19445 


GI Descrip. 


(AC005170) putative 


LRR receptor protein kinase [Arabidopsi 



thaliana] 



26600 



Seq. No. 26631 
Gene No. 55139 
Start 18679 

Name OJ991215_14 . 0211 . C3 . o3 . np 

Start 18640 
GI 6522592 
Exons 18640.. 19445 

GI Descrip. ' (AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991215_14.0211.C3 

Strand + 

End 19445 

Method AAT/NAP 

End 19445 

Score 352 



Seq. No. 26631 

Gene No. 55139 

Start 18679 

Name OJ991215_14 . 0211 . C3 . o4 . gs 

Start 18679 

GI none 

Exons 18679. .19435 



Seq. ID OJ991215_14.0211.C3 

Strand + 

End 19445 

Method GENSCAN 

End 19435 

Score 1 



Seq. No. 26631 
Gene No. 55140 
Start 3276 

Name OJ991215_14 . 0211 . C3 . ol . np 

Start 3276 
GI 2129753 
Exons 3276.. '4870 

GI Descrip. threonine synthase (EC 4.2.99.2) precursor - Arabidopsis 

thaliana (fragment) gi | 1448917 (L41666) threonine synthase 
[Arabidopsis thaliana] 



Seq. ID OJ991215_14.,0211.C3 
Strand 

4870 
AAT/NAP 
4870 
1830 



End 

Method 
End , 
Score . 



Seq. No. 26631 

Gene No. 55141 

Start 6883 

Name OJ991215_14 . 0211 . C3 . o4 . tc 

Start 344 

GI none 
Exons. 



Seq. ID OJ991215_14.0211.C3 
Strand 

End 8170 

Method TBLASTX : Cress 

End 911 

Score 180 



344. .523, .346. .555, 361. .555, 763. .843, 764. .841, 843. .911 



Seq. No. 26631 

Gene No. 55141 

Start 6883 

Name OJ991215_14 . 0211 . C3 . o3 . ts 

Start 352 

GI none 
Exons 



Seq. ID OJ991215_14.0211.C3 

Strand . - 

End 8170 

Method TBLASTX : Soybean 

End 924 

Score 183 



352. .555, 353.-523, 390. .569, 558. .605, .763. .843, 764. .841, 
765. .842, 766.-879, 829. . 855, 842 .. 907, 843. .911, 850. .924 



Seq. No. 26631 

Gene No. 55141 

Start 6883 

Name OJ991215_14 . 0211 . C3 . ol . tm 

Start 3273 

GI none 

Exons 3273.. 4007, 3274.. 4005, 3687, 



Seq. ID OJ991215_14.0211.C3 
Strand 

End 8170 

Method TBLASTX : Maize 

End 4007 

Score 684 
.4007 



Seq. No. 
Gene No. 



26631 
55141 



Seq. ID OJ991215_14.0211.C3 
Strand 



26601 




Start 


6883 








End 


8170 


Name 


OJ991215 14 


.0211. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3279 








End 


3888 


GI 


none 








Score 


95 


Exons 


3279. .3392, 


3280. 


.3363, 


3282. 


.3365, 3393.-3887, 3393.. 3887, 




3394. .3888 












Seq. No. 


26631 








Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55141 








Strand 




Start 


6883 








End 


8170 - 


Name 


OJ991215 14 


.0211. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3288 








End 


4576 


GI 


none 








Score 


421 


Exons 


3288. .4034, 


3297. 


.4046, 


3310. 


.4044, 4044. .4208, 4046. .4207, 




4202. .4306, 


4209. 


.4316, 


4307. 


.4576, 43C 


8. .4544, 4316. .4555 


Seq. No. 


26631 








Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55141 








Strand 




Start 


6883 








End 


8170 


Name 


OJ991215 .14 


.0211. 


C3.ol'. 


ts 


Method 


TBLASTX : Soybean 


Start 


3288 








End 


4690 ' 


GI 


none 








Score 


71 


Exons 


3288. .4046, 


3290. 


.3451, 


3307. 


.4044, 3710. .4072, 4044. .4190, 




.4046. .4207, 


4202. 


.4306, 


4209. 


.4307, 4220.. 4330, 4316.. 4576, 




4323. .4544, 


4643. 


.4690 








Seq. No. 


26631 








Seq. ID 


OJ991215_14 .0211.C3 


Gene No. 


55141 








Strand 




Start 


6883 








End 


8170 


Name 


OJ991215 14 


.0211. 


C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4008 








End 


4279 


GI 


none 








Score 


56 


Exons 


4008. .4046, 


4010. 


.4054, 


4044 . 


.4277, 4046. .4279, 4217. .4279 


Seq. No. 


26631 








Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55141 








Strand 




Start 


6883 








End 


8170 


Name 


OJ991215 14 


.0211. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start . 


4280 








End 


4822 


GI 


none 








Score 


423 


Exons 


4280. .4684, 


4280. 


.4579, 


4605. 


.4718, 4619. .4690, 4778.-4822 


Seq. No. 


26631 








Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55141 








Strand 




Start 


6883 








End 


8170 


Name 


OJ991215 14 


.0211. 


C3.ol. 


gp 


Method 


AAT/GAP 


Start 


6883 








End 


8170 


GI 


uC-osflcyp023b02bl 




Score 


894 


Exons 


6883. .7143, 


7252. 


.7328, 


7399. 


.7457, 7962.. 8035, 8124.. 8170 


GI Descrip. 


'2499987/sp 


| P96386I PTH 


MYCTU 


5.0e-16 PEPTIDYL-TRNA HYDROLASE 




(PTH) >gi_1870014 


emb CAB06865 (Z92539) pth [Mycobacterium 




tuberculosis] ' 










Seq. No. 


26631 








Seq. ID 


OJ991215_14.0211.C3 


Gene No. 


55141 








Strand 




Start 


6883 








End 


8170 


Name 


OJ991215 14 


.0211. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 



26602 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7234 End 7456 

none Score 128 

7234. .7329, 7250. .7330, 7394. .7456, 7395.-7454, 7399. .7455 



26631 
55142 
13652 

OJ991215_14 . 0211 . C3 . o3 . tc 
13652 
none 
13652 
16715 



Seq. ID OJ991215_14.0211.C3 
Strand 

19443 

TBLASTX: Cress 
18897 
73 



End 

_ . Method 

End 
Score 

13765, 15839. .16324, 16322 .. 16387, 164 84 16588 , 
16831, 18763. .18825, 18835.. 18897 



26631 
55142 
13652 
OJ9912 
13784 
none 
.13784. , 
14141. , 
14162. , 
14360. , 
14381. , 
14858. , 
14888. , 
15161. , 
15356. , 
18901. , 
19252. . 

26631 
55142 
13652 
OJ9912: 
13790 
none 
13790. . 
14006. , 
14015. , 
14150. , 
14372. , 
14444. . 
14668. . 
14873. . 
14912. . 
15029. . 
15227. . 
15356. , 
16007. . 
18886. . 
18928. , 
19036. , 
19255. . 



15 14.0211.C3.o5.tm 



,13909, 
,14344, 

14344, 
,14779, 

14758, 
,14998, 
,15028, 
,15352, 

15472, 

19242, 
,19443, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_14.0211.C3 
19443 

TBLASTX: Maize 

19443 

73 



13909, 
14344, 
14125, 
14779, 
14782, 
14788, 
14778, 
14998, 
15025, 
15154, 
15352, 
15565, 
16132, 
19158, 
19233, 
19242, 
19428 



13799. 


.13918, 


14000. . 


14125, 


14000 


. .14125, 


14147. 


.14350, 


14153. . 


14344, 


14153 


. .14344, 


14168. 


.14326, 


14177. . 


14350, 


14225 


. .14347, 


14360. 


.14788, 


14363. . 


14608, 


14378 


. .14788, 


14435. 


.14779, 


14524. . 


14778, 


14596 


. .14709, 


14858. 


.15001, 


14867. . 


15004, 


14873 


. .14998, 


14999. 


.15154, 


15104 . . 


15352, 


15155 


. .15352, 


15185. 


.15355, 


15308. . 


15565, 


15350 


. .15565, 


15356. 


.15565, 


15362. . 


15568, 


15455 


. .15568, 


18922. 


.19062, 


19000. . 


19236, 


19105 


. .19248, 


19252. 


.19428 














Seq. 


ID OJ991215 


JL4.0211 






Strand 










End 


19443 




11. C3. 


o2. ts 


Method TBLASTX: 


Soybean 






End 


19443 








Score 


i 73 






13799. 


.13909, 


14000. . 


14125, 


14000 


.'. 14146, 


14006. 


.14140, 


14011. . 


14139, 


14015 


. .14125, 


14048. 


.14344, 


14135. . 


14344, 


14147 


. .14350, 


14248. 


.14271, 


14360. . 


14779, 


14360 


. .14779, 


14396. 


.14779, 


14401. . 


14706, 


14402 


. .14788, 


14452. 


.14646, 


14453. . 


14779, 


14486 


. .14599, 


14858. 


.14926, 


14858. . 


14998, 


14858 


. .14998, 


14879. 


.14998, 


14879. . 


14998, 


14890 


. .15000, 


14996. 


.15163, 


15002. . 


15151, 


15020 


. .15157, 


15155. 


.15352, 


15158. . 


15355, 


15161 


. .15355, 


15350. 


.15628, 


15350. . 


15565, 


15353 


. .15568, 


15383. 


.15568, 


15383. . 


15571, 


15440 


. .15565, 


16033. 


.16320, 


16169. . 


16387, 


16484 


. .16615, 


18901. 


.19245, 


18922. . 


19149, 


18925 


. .19227, 


18985. 


.19227, 


18994. . 


19236, 


19006 


. .19149, 


19132. 


.19242, 


19237. . 


19443, 


19255 


. .19443, 



Seq. No. 
Gene No. 



26631 
55142 



Seq. ID 
Strand 



OJ991215 14. 0211. C3 



26603 



Start 


' 13652 








End 


19443 




Name 


OJ991215 14. 0211. C3. 


o2.tc 


Method . TBLASTX : Cress 


Start 


13799 








End 


19443 




GI 


none 








Score 83 






Exons 


13799. 


.13918, 


13799. 


.13915, 


14006. 


.14305, 


14006. 


.14125, 




14006. 


.14131, 


14015. 


.14140," 


14117. 


.14350, 


14273, 


.14347, 




14294. 


.14419, 


14360. 


.14494, 


14381. 


.14707, 


14417. 


.14578, 




14435. 


.14491, 


14459. 


.14779, 


14507. 


.14635, 


14524. 


.14778, 




14579. 


.14722, 


14861. 


.14941, 




T A C\ A O 

. 1 4 y4 y / 


14864. 


.14932, 




14888. 


.14998, 


14927. 


.15004, 


14938. 


; 14 997, 


1 A Ci A O 

14 94z . 


.15001, 




15012 . 


. 15071, 


15014 . 


.15154, 


15014. 


.15154, 


15155. 


i a o c o 




15155. 


.15286, 


15156. 


.15344, 


15158. 


.15349, 


15163. 


.15357, 




15212. 


.15280, 


15227. 


1 c o c o 

. 15352, 


15336. 


.15452, 


15352. 


.15399, 




15356. 


.15571, 


15358. 


.15468, 


15359. 


.15508, 


15371. 


.15568, 




15379. 


.15492, 


15388. 


.15570, 


15418. 


.15537, 


15419. 


.15568, 




15440. 


.15607, 


15457. 


.15591, 


15467. 


.15610, 


18898. 


.19161, 




18985. 


.19239, 


18994. 


.19098, 


19021. 


.19158, 


19099. 


.19233, 




19123. 


.19227, 


19162. 


.19227, 


19240. 


.19443, 


19318. 


.19443 


Seq. No. 


26631 








Seq. 


ID OJ991215 


14. 0211. C3 


Gene No-. 


55142 








Strand 






Start 


13652 








End 


19443 




Name 


OJ991215 14. 0211. C3. 


o3. tw 


Method TBLASTX : Wheat 


Start 


13974 








End 


19443 




GI 


none 








Score 43 






Exons 


13974. 


.14039, 


14000. 


.14146, 


14006. 


.14122, 


14147. 


.14341, 




14207. 


.14347, 


14624. 


.14776, 


14642. 


.14779, 


14861. 


.15025, 




15002. 


.15064, 


15155. 


.15277, 


15284. 


.15355, 


15301. 


.15354, 




15410. 


.15634, 


15476. 


.15565, 


18994. 


.19158, 


19000. 


.19152, 




19093. 


.19248, 


19252. 


.19443 











Seq. No. 26631 

-Gene No. 55142 

Start 13652 

Name OJ991215_14 . 0211 . C3 . o3 . tm 

Start 15833 

GI none 
Exons 



Seq. ID OJ991215_14.0211.C3 
Strand 
.End 
Method 
End 
Score 



19443 ' 

TBLASTX: Maize 

16585 

192 



15833.. 16147, 16169.. 16387, 16483 .. 16578 , 16484. .16585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26631 Seq. ID 

55142 Strand 

13652 End 

OJ991215JL4 . 0211 . C3 . o2 . tw Method 

15985 End 

none Score 



OJ991215_14.0211.C3 
19443 

TBLASTX: Wheat 

16294 

217 



15985. .16140, 15986. .16294, 16019.. 16294 



Seq. ID OJ991215_14.0211.C4 

Strand + 

End 1253 

Method AAT/NAP 

End 1253 

Score 731 



26632 
55143 
1 

OJ991215_14 .0211.C4.ol.np 
1 

2586083 
1. .1253 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



Seq. No. 



26632 



Seq. ID OJ991215_14.0211.C4 



26604 




Gene No. 


55143 






Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ991215 


14. 0211. C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


681 




GI 


none 






Score 


163 




Exons 


1..246, 4 


..258, 4.. 


225, 7. .258, 7. .585, 


57. .245, 64. .678, 




187. .678, 


313. .657, 


351. .680, 


352. .681, 


450. .680 




Seq. No. 


26632 






Seq. ID 


OJ991215_14 .0211 


.C4 


Gene No. . 


55143 






Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ991215 


14. 0211. C4 


.ol. ts 


Method 


TBLASTX: Soybean 




Start 


1 






End 


747 




GI 


none 






Score 


110 




Exons 


1..246, 4 


..534, 7.. 


606, 13. .747, 78. .224, 345. .473, 366 


. . 6; 




400. .741, 


498. .746 










Seq. No. 


26632 






Seq. ID 


OJ991215_14.0211 


.C4 


Gene No. 


55143 






Strand 


+ 




Start 


- 1 






End 


1253 




Name 


OJ991215_ 


14. 0211. C4 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


4 






End 


740 




GI 


none 






Score 


172 




Exons 


4. .246, 4 


..246, 42. 


.395, 43.. 


174, 46.. 207, 49.. 396, 118 






136. .258, 


313. .606, 


334. .'462, 


348. .479, 


352. .687, 387. . 


560 




403. .537, 


.406. .558, 


409. .684, 


426. .740, 


546.. 707, 547.. 


714 




571. .678, 


583. .711 










Seq. No. 


26632 






Seq. ID 


OJ991215_14.0211 


.C4 


Gene No. 


55143 






Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ991215 


14. 0211. C4 


.ol. gs 


Method 


GENS CAN 




Start 


94 






End 


1146 




GI 


none 






Score 


.6 




Exons 


94. .685, 


848. .1146 










Seq. No." 


26632 






Seq. ID 


OJ991215_14.0211 


.C4 


Gene No. 


55143 






Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ991215 


14. 0211. C4 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


928 






End 


1224 




GI 


none 






Score 


178 




Exons 


928. .1224 












Seq. No. 


26632 






Seq. ID 


OJ991215_14 .0211 


.C4 


Gene No. 


55143 






' Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ991215 


14. 0211. C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


931 






End 


1194 




GI 


none 






Score 


115 




Exons 


931. .1182, 936. .1163, 937. .1194, 1050.. 


1193 




Seq. No. 


26632 






Seq. ID 


OJ991215_14 .0211 


.C4 


Gene No. 


55143 






Strand 


+ 




Start 


1 






End 


1253 




Name 


OJ991215 


14. 0211. C4 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


946 






End 


1233 . 





26605 




GI 


none 






Score 


201 




Exons 


. 946. . 1185, 


950. . 


1078, 1137.. 


1184, 1171 


. .1233 




Seq. No. 


26633 






■ Seq. ID 


OJ991215_ 


14. 0211. C5 


Gene No. 


55144 






Strand* 






Start 


727 






End ~ 


995 




Name 


OJ991215 14 


.0211 


.C5.ol.gp 


Method 


AAT/GAP 




Start 


727 






' End . 


995 




GI 


3760500 






Score 


507 




Exons 1 


727. .995 












Seq. No. 


26634 






Seq. ID 


OJ991215_ 


14. 0211. C6 


Gene No. 


55145 






Strand 






Start 


1225 






End 


1887 




Name 


OJ991215 14 


.0211 


.C6.ol .gs 


Method 


GENSCAN 




Start 


1225 






End 


1647 




GI 


none 






Score 


.76 




Exons 


1225. .1647 












Seq. No. 


2.6634 






Seq. ID 


OJ991215_ 


14 .0211. C6 


Gene No. 


55145 






Strand 






Start 


1225 






End 


1887 




Name 


OJ991215 14 


.0211 


.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1300 






End 


1850 




GI 


none 






Score 


58 




Exons. 


1300. . 1389, 


1301 


..1399, 1444 


. .1635, 1445. .1636, 


1461. .1637, 




1462. .1644, 


1705 


..1779, 1712 


..1810, 1724.. 1846, 


1725. .1850 


Seq. No. 


26634 






Seq.- ID 


OJ991215_ 


14 .0211. C6 


Gene No. 


55145 






Strand 






Start 


1225 






End 


1887 




Name 


OJ991215 14 


.0211 


. C6.ol .np 


Method 


AAT/NAP 




Start 


1531 






End 


1887 




GI 


5523858 






Score 


102 




Exons 


1531. .1640, 


1723 


. .1887 








GI Descrip. 


(AF085167) 


receptor-like kinase ARK IAS 


[Hordeum 


vulgare] 


Seq. No. 


26635 






Seq. ID 


OJ991215_ 


14. 0211. C7 


Gene No. 


55146 






Strand 


"+ 




Start 


5 






End 


286 




Name 


OJ991215 14 


.0211 


.C7.ol.gs 


Method 


GENSCAN 




Start 


5 






End 


286 




GI 


none 






Score 


.57 




Exons 


5. .286 












Seq. No. 


26636 






Seq. ID 


OJ991215_ 


14 .0211. C9 


Gene No. 


55147 






Strand 


+ 




Start 


1452 






End 


2512 




Name 


OJ991215 14 


.0211 


.C9.ol.gs 


Method 


GENSCAN 




Start 


1452 






End 


2512 




GI 


none 






Score 


.45 




Exons 


1452. .1757, 


2130 


. .2206/ 2365 


. .2512 






Seq. No. 


26637 






Seq. ID 


OJ991215_ 


14. 0211. C10 


Gene No. 


55148 






Strand 


+ 




Start 


, 2744 






End 


3283 




Name 


OJ991215 14 


.0211 


.ClO.ol .np 


Method 


AAT/NAP ' 





26606 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2744 End 3283 

6539585 Score 150 

2744.. 2915, 3212.. 3283 

(AP000837) hypothetical protein [Oryza sativa] 



26638 Seq. ID 

55149 Strand 

1245 End 
OJ991215 JL4 . 0211 . Cll . ol . gs Method 

1245 • End 

none Score 

1245. .1527, 2037. .2077 



OJ991215_14 .0211. Cll 

2284 
GENSCAN 
2077' 
.59 



Seq. No. 


26638 


Seq. ID 


OJ991215_14.0211 


.Cll 


Gene No. 


55149 


Strand 






Start 


1245 


End 


2284 




Name 


OJ991215 14.0211.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start 


1919 


End 


2284 




GI 


none 


Score 


184 




Exons 


1919. .2284 








Seq. No. 


26639 


Seq. ID 


OJ991215_14.0211 


.C12 


Gene No. 


55150 


Strand 


+ 




Start 


2605 


End 


6999 




Name 


OJ991215 14.0211.C12.ol.np 


Method 


AAT/NAP 




Start 


2605 


End 


6999 




GI 


* 119713 


Score 


115 




Exons 


2605. .2634, 4452. .4680, 6578 


..6808, 6845. .6999 




GI Descrip. 


EXTENSIN PRECURSOR (PROLINE- 


RICH GLYCOPROTEIN) 





gi|21627|emb|CAA39485| (X56010) hydroxyproline-rich 
glycoprotein [Sorghum bicolor] 



Seq. No. 


26639 








Seq. ID 


OJ991215_ 


14 


.0211 


.C12 


Gene No. 


55150 








Strand 


+ 








Start 


2605 








End 


6999 








Name 


OJ991215 14. 


0211 


.C12.o2 


.gs 


Method 


GENSCAN 








Start 


3410 








End 


5512 








GI 


none 








Score 


.41 








Exons 


3410. .3464, 


4216 


. .4853," 


"5243. 


.5512 " 










Seq. No. 


26639 








Seq. ID 


OJ991215_ 


14 


.0211 


.C12 


Gene No. 


55151 








Strand 


+ 








Start 


7107 








End 


7320 








Name 


OJ991215 14. 


0211 


.C12.o2 


• gp 


Method 


AAT/GAP 








Start ' 


6992 








End 


7258 








GI 


2310236 








Score 


490 








Exons 


6992. .7258 



















Seq. No. 26639 ' Seq. ID 

Gene No. 55151 Strand 

Start 7107 End 

Name OJ991215_14 . 0211 . C12 . o3 . gs Method 

Start 7107 End 

GI none Score 

Exons 7107.. 7320 



OJ991215_14 .0211.C12 
+ 

7320 
GENSCAN 
7320 
.93 



Seq. No. 



26639 



Seq. ID OJ991215_14 .0211.C12 



26607 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 

Name 1 - 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55152 Strand 
1729 End 
OJ991215_14 . 021 1 . C12 . ol . gs Method 
1729 End 
none Score 
1729.. 1883, 2042.. 2119, 2442. .2517 



2517 
GENSCAN 
2517 
.95 



26640 
55153 
1 

OJ991215_14.0211.C13.ol.gp 
1 

uC-osroM202001b04al 
1. .414 

•3868857/dbj |BAA34250| 3.0e-36 (AB013886) RAVI [Arabidopsis 
thaliana] 1 



Seq. ID OJ991215_14.0211.C13 

Strand - + 

End 1398 

Method AAT/GAP 

End 414 

Score 809 



26640 
55153 
1 

OJ991215JL4 .0211.C13.ol.np 

1 

3868857 
1..512, 1211. .1398 

(AB013886) RAVI [Arabidopsis thaliana] 



Seq. ID OJ991215_14.0211.C13 

Strand + 

End 1398 

Method AAT/NAP 

End 1398 

. Score 416 



26640 
55153 
1 

OJ991215_14.0211.C13.ol.gs 
68 

none 
68. .733 



Seq. ID OJ991215_14.0211.C13' 

Strand + 

End 1398 

Method GENSCAN 

End 733 

Score .88 



Seq. No. 26640 
Gene No. 55154 
Start 537 

Name OJ991215_14 . 0211 .C13 .o2 .gp 

Start 537 
GI 54197_1.R1084 
Exons 537.. 973 

GI Descrip. 1 5103807/gb | AAD39637 . 1 1 AC007591_2 2.0e-37 (AC007591) Contains 
similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens. ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] 1 



Seq. ID OJ991215_14.0211.C13 
Strand 

End 973 

Method AAT/GAP 

End 973 

Score 8 60 



Seq. No. 


26640 






Seq. ID 


OJ991215_14.0211 


.C13 


Gene No. 


55155 






Strand 






Start 


2229 






End 


2374 




Name 


OJ991215 14 


.0211 


.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 






End 


472 




GI 


none 






Score 


76 




Exons 


3. .59, 194. 


.283, 


196. .282, 


286. .462, 


287. .472 




Seq. No. 


26640 






Seq. ID 


OJ991215_14.0211 


.C13 


Gene No. 


55155 






Strand 






Start 


2229 






End 


. 2374 





26608 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215_14.0211.C13.ol.ts 

175 

none 



Method TBLASTX : Soybean 
End 622 
Score .149 



175. .282, 188. .283, 205. .303, 308. .472, 311. .433, 313. .456, 
479. .517, 563. .622 



26640 
55155 
2229. 

OJ9 r 91215_14 .0211.C13.oi:tm 

286 

none 



Seq. ID OJ991215_14.0211.C13 
Strand 

End 2374 , ' 

Method TBLASTX : Mai ze 

End 727 

Score 151 



286. .441, 286. .345, 290. .484, 338. .433, 340. .483, 476. .520, 
481. .519, 563.-625, 566. .625, 614. .667, 639. .668, 682. .726, 
683. .727 



Seq. No. 26640 Seq. ID 

Gene No. 55155 Strand 

Start 2229 End 

Name - OJ991215_14 . 0211 . C13 . o2 . gs Method 

Start 2229 End 

GI none Score 

Exons 2229.-2374 



OJ991215_14.0211.C13 
2374 

GEN SCAN . 

2374 

.63 



Seq. No. 26641 Seq. ID . OJ991215_14 . 0211 . C15 

Gene No. 55156 Strand + 

Start 5116 End -5523 

Name OJ991215_14 . 0211 . C15 . o2 . gp Method AAT/GAP 

Start 5116 End 5523 

GI 5771042 Score 711 

Exons 5116.. 5523 

GI Descrip. 5103807/gb | AAD39637 . 1 | AC007591_2 2.0e-37 (AC007591) Contains 

similarity to gb_AF014403 type-2 phosphatidic acid phosphatase 
alpha-2 (PAP2_a2) from Homo sapiens! ESTs gb_T88254 and 
gb_AA394 650 come from this gene. [Arabidopsis thaliana] 



Seq. No. 


26641 








Seq. ID 


OJ991215_ 


_14 


.0211 


.C15 


Gene No. 


55157 








Strand 










Start 


5311 








End 


5504 








Name 


OJ991215 14 


.0211 


,C15.o2 


.gs 


Method 


GENSCAN 








Start 


5311 








End 


5504 








GI 


none 








Score 


.64 








Exons 


5311. .5504 


















Seq. No. 


26642 








Seq. ID 


OJ991215_ 


14 


0211 


-C16 


Gene No. 


55158 








Strand 


+ 








Start 


1969 








End 


2577 








Name 


OJ991215 14 


.0211 


.C16.ol 


. gs 


Method 


GENSCAN 








Start 


1969 








End 


2577 








GI 


none 








Score 


.61 








Exons 


1969. .2095, 


2183 


. .2216, 


2409. 


.2577 










Seq. No. 


26642 








Seq. ID 


OJ991215_ 


14 


0211 


.C16 


Gene No. 


55159 








Strand 


+ 








Start 


3314 








End 


3748 








Name 


OJ991215 14 


.0211 


C16.o2 


.gs 


Method 


GENSCAN 








Start 


3314 








End 


3748 









26609 




GI 


none 




Score 


.54 


Exons 


■ 3314. .3748 








Seq. No. 


26642 




Seq. ID 


OJ991215_14.0211.C16 


Gene No. 


55160 




Strand 




Start 


1 




End 


364 


Name 


OJ991215 14 


.0211.C16.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


364 


GI 


2310357 




Scor.e 


293 


Exons 


1..59, 257. 


.364 






Seq. No. 


26642 




Seq. ID 


OJ991215_14.0211.C16 


Gene No. 


55161 




Strand 




Start 






End 


5771 


Name 


OJ991215 14 


.0211.C16.ol.np 


Method 


AAT/NAP 


Start 


5289 




End 


5771 


GI 


5430765 




Score 


272 


Exons 


5289. .5771 








GI Descrip. 


(AC007504) 


Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


26642 




Seq. ID 


OJ991215_14 .0.211. C16 


Gene No. 


55161 




Strand 




Start 


5304 




End 


5771 


Name 


OJ991215 14 


.0211.C16.o3.gs 


Method 


GENSCAN 


Start 


5304 




End 


5723 


GI 


none ' 




Score 


.99 


Exons. 


5304. .5723 








Seq. No. 


26643 




Seq. ID 


OJ991215_14~.0211.C17 


Gene No. 


55162 




Strand 


+ 


Start 


1 




End 


9737 


Name 


OJ991215 14 


.0211.C17.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


9737 


GI 


2924445 




Score 


158 


Exons 


1. .151, 1722. .1795, 4246. .4502, 5317.. 


5487, 9496.-9737 


GI Descrip. 


(AL022022) 


PE_PGRS [Mycobacterium tuberculosis] 


Seq. No. 


26643 




Seq. ID 


OJ991215_14 .0211.C17 


Gene No. 


55162 




Strand 


+ 


Start 


1 




End 


9737 


Name 


OJ991215 14 


.0211.C17.o2.gs 


Method 


GENSCAN 


Start 


6774 




End 


8665 


GI 


none 




Score 


.53 


Exons 


6774. .6978, 


8376. .8454, 8557. 


.8665 




Seq. No. 


26644 




Seq. ID 


OJ991215_14 .0211.C18 


Gene No. 


55163 




Strand 


+ 


Start 


2458 




End 


6212 


Name 


OJ991215 14 


.0211.C18.ol.np 


Method 


AAT/NAP 


Start 


2458 




End ■ 


6061 


GI 


6692739 




Score 


265 


Exons 


2458. .3000, 


3611.. 3776, 5498. 


.5593, 5668.. 5820, 5930.. 6061 


GI Descrip. 


(AC012679) 


putative RING zinc 


finger protein [Arabidopsis 




thaliana] 








Seq. No. 


26644 




Seq. ID 


OJ991215_14.0211.C18 


Gene No. 


55163 




Strand 


+ 



26610 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2458 End 6212 

OJ991215_14 . 0211 -C18 . ol .gp Method AAT/GAP 
2478 End 6212 

67501_1.R1084 Score 957 

2478.-2568, 3714.. 3767, 5498.. 5593, 5668.. 5820, 5930.. 6212 

1 4335719/gb I AAD17397 | 5.0e-22 (AC006248) putative RING-H2 finger 

protein RHGla [Arabidopsis thaliana] ' 



Seq. No. 


26644 








Seq. ID 


OJ991215JL4 .0211.C18 


Gene No. 


55163 








Strand 


+ 


Start 


2458 








End 


6212 


Name 


OJ991215 14 


. 0211 . 


C18 . ol 


.gs 


Method 


GENSCAN 


Start 


2499 








End 


6061 


GI 


none 








Score 


.65 


Exons 


2499. .2996, 


3591. 


.3767, 


5498. 


.5593, 5668.. 5820, 5864.. 6061 


Seq. No. 


26644 








Seq. ID 


OJ991215_14.0211.C18 


Gene No . 


55164 








Strand 




Start 


6526 








End 


11182 


Name 


OJ991215 14 


.0211. 


C18.ol 


.tm 


Method 


TBLASTX : Maize 


Start 


3714 








End 


6194 


GI 


none 








Score 


88 


Exons 


3714. .3773, 


5495. 


.5602, 


5497. 


.5595, 5502.. 5603, 5665.. 5772, 




5665. .5772, 


5667. 


.5774, 


5770. 


.5820, 5772.. 5816, 5888. .6103, 




5918. .6073, 


5932. 


.6078,' 


6162. 


.6194 




Seq. No. 


26644 ' 








Seq. ID 


OJ991215_14.0211.C18 


Gene No. 


55164 








Strand 




Start 


6526 








End 


11182 


Name 


OJ991215 14 


.0211. 


C18.o2 


.gs 


Method 


GENSCAN 


Start 


6526 








End 


11182 


GI 


none 








Score 


.84 


Exons 


6526. .6621, 


6995. 


.7095, 


7714. 


.7785, 811 


32.. 831.3, 8715.. 8817, 




8913. .9611, 


10665 


. .1075 


6, 10789.. 11182 




Seq. No. 


26644 








Seq. ID 


OJ991215_14.0211.C18 


Gene No. 


55164 








Strand 




Start 


6526 








End 


11182 . 


Name 


OJ991215 14 


.0211. 


C18.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


6853 








End 


7112 


GI 


none 








Score 


39 


Exons 


6853. .6879, 


6885. 


.6923, 


6886. 


.6930, 6995.. 7099, 6996.. 7112 


Seq. No. 


26644 








Seq. ID 


OJ991215_14.0211.C18 


Gene No. 


55164 








Strand 




Start 


6526 








End 


11182 


Name 


OJ991215 14 


0211. 


C18.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6870 








End 


7784 


GI 


none 








Score 


46 


Exons 


6870. .6923, 


•6886. 


.6924, 


6984. 


.7100, 6998.. 7096, 7110.. 7127, 




7606. .7650, 


7620. 


.7646, 


7646. 


.7783, 7650. .7784 


Seq. No. 


26644 








Seq. ID 


OJ991215_14.0211.C18 


Gene No. 


55164 








Strand 




Start 


6526 








End 


11182 


Name 


OJ991215 14 


0211. 


C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6873 








End 


7748 



26611 



GI 


none 






Score 


46 




Exons 


6873. .6923, 


6874. .6924, 


6984. 


.7100, 6993.. 7079, 


6998. .7096, 




7620, .7646, 


7646. .7747, 


7650. 


.7748 






Seq. No. 


26644 






Seq. ' ID 


OJ991215 


_14.0211.C18 


Gene No. 


55164 






Strand 






Start 


6526 






End 


11182 




Name 


.OJ991215 14 


.0211.C18.o2. 


np 


Method 


AAT/NAP 




Start 


7605 






End 


11094 ■ 




GI 


5103806 






Score 


1192 




Exons 


7605. .7785, 


8182. .8352, 


8428. 


.8523, 8715. .8817, 


8913. .9611, 




10665. .10742, 10832.. 11094 








GI Descrip. 


(AC007591) 


EST gb|F14271 comes from this gene. 


[Arabidopsis 




thaliana] 












Seq. No. 


26644 






Seq. ID 


OJ991215 


_14.0211.C18 


Gene No. 


55164 






Strand 






Start 


6526 






End 


11182 




Name 


OJ991215 14 


.0211.C18.o2. 


tm 


Method 


TBLASTX : 


Maize 


Start ' 


8247 






End 


8782 




GI 


. none 






Score 


144 




Exons 


8247. .8357, 


8247. .8342, 


8249. 


.8356, 8430. .8525, 


8432. .8533, 




8436. .8534, 


8465. .8557, 


8713. 


.8778, _8 


713. .8781, 


8714. .8782, 




8714. .8782 












Seq. No. 


26644 






Seq. ID 


OJ991215 


_14.0211.C18 


Gene No. 


55164 






Strand 






Start 


6526 






End 


11182 




Name 


OJ991215 14 


.0211.C18.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8737 






End 


10734 




GI 


none 






Score 


83 




Exons 


8737. .8820, 


8904. .9101, 


8910. 


.9323, 8 


911. .9312, 


9508. .9609, 




9525. .9614, 


9666. .9683, 


10653 


. .10733, 


10669. .10734 


Seq. No. 


26645 






Seq. ID 


OJ991215 


__14.0211.C19 


Gene No. 


55165 






Strand 


+ 




Start 


365 






End 


1236 




Name 


OJ991215 14 


.0211.C19.ol. 


gs 


Method 


GENSCAN 




Start 


365 






End 


1236 




GI 


none 






Score 


.48 




Exons 


365. .497, 673. .1236 










Seq. No. 


26645 






Seq. ID 


OJ991215 


_14.0211.C19 


Gene No. 


55166 






Strand 


+ 




Start 


4396 






End 


4958 




Name 


OJ991215 14 


.0211.C19.o2. 


gp 


Method 


AAT/GAP 




Start 


4396 






End 


4958 




GI 


none 






Score 


1078 




Exons 


4396. .4958 












Seq. No. 


26645 






Seq. ID 


OJ991215 


J. 4 .0211.C19 


Gene No. 


55167 






Strand 


+ 




Start 


7640 






End 


10617 




Name 


OJ991215 14 


.0211.C19.o3. 


gs 


Method 


GENSCAN 




Start 


7640 






End 


10617 




GI 


none 






Score 


.69 




Exons 


7640. .7975, 


8053. .8340, 


8346. 


.8521, 9046. .9153, 


9697 ..10123, 



26612 



10240. .10617 



Seq. No. 26645 Seq. ID 

Gene No. 55167 Strand 

Start ' 7640 End 

Name OJ991215_14 .0211 .C19.ol.np Method 

Start 7649 End 

GI 2190992 Score 

Exons 7649.-7975, 8053.. 8418 
GI Descrip. 



OJ991215_14.0211.C19 
+ 

10617 
AAT/NAP 
8418 
586 



(AF0O4358) glutathione S-transf erase TSI-1 [Aegilops tauschii] 



Seq. No. 


26645 


Seq. ID 


OJ991215_14.0211.C19 


Gene No. 


55167 


Strand 


+ 


Start 


7640 


End 


10617 


Name 


OJ991215 14.0211. C19.o2.np 


Method 


AAT/NAP 


Start 


9800 


End 


10605 


GI 


2190992 


Score 


633 


Exons 


9800.. 10130, 10247. . 10605 






GI Descrip. 


(AF004358) glutathione S-transf erase 


rSI-1 [Aegilops tauschii] 


Seq. No. 


26645 


Seq. ID 


OJ991215_14.0211.C19 


Gene No. 


55168 


Strand 


+ 


Start 


10995 


End 


11340 


Name 


OJ991215 14.0211.C19.o4.gs 


Method 


GEN SCAN 


Start 


10.995 


End 


-1134.0 


GI 


none 


Score 


.83 


Exons 


10995. .11139, 11276.. 11340 






Seq. No. 


26645 


Seq. ID 


OJ991215_14.0211.C19 


Gene No. 


55169 


' Strand 


+ 


Start 


13128 


End 


13625' 


Name 


OJ991215 14.0211.C19.o5.gs 


Method 


GENSCAN 


Start 


13128 


End 


13625 


GI 


none 


Score 


.89 


Exons 


13128. .13625 







Seq. No. 26645 Seq. ID OJ991215_14 . 0211 . C19 

Gene No. . 55170 Strand 

Start 2106 End 17894 

Name OJ991215_14 .0211 .C19.ol.gp Method AAT/GAP 

Start 1889 End 2514 

GI 12340_1.R1084 Score 1153 

Exons 1889.. 2514 

GI Descrip. ? 418548/sp | P32698 | YJBQ_ECOLI 7.0e-16 HYPOTHETICAL 15.7 KD 
PROTEIN IN APHA-UVRA INTERGENIC REGION (0138) >gi_396391 
(U00006) No definition line found [Escherichia coli] >gi_1790491 
(AE000479) orf , hypothetical protein [Escherichia coli] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26645 Seq. ID 

55170 Strand 

2106 End 

OJ991215_14.0211.C19.o2.gs Method 

2106 End 

none Score 



OJ991215_14.0211.C19 

17894 
GENSCAN 
7045 
.55 



2106. .3872, 4019. .4192, 4700. .5453, 5584.-5629, 6185. .6287, 
6733.. 6921, 6923.. 7045 



26613 




Seq. No. 


26645 ' 








Seq. ID 


OJ991215 


_14.0211.C19 


Gene No. 


55170 








Strand 






Start 


2106 








End 


17894 




Name 


OJ991215 14 


.0211 


.C19.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2808 








End 


3290 ' 




GI 


none 








Score 


88 




Exons 


2808. .3062, 


2809 


. .3048, 


3201. 


.3290 






Seq. No. 


26645 








Seq. ID 


OJ991215 


_14.0211.C19 


Gene No. 


55170 








Strand 






Start 


2106 








End 


17894 




Name 


OJ991215 14 


.0211 


.C19.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3015 








End 


3470 




GI 


none 








Score 


64 




Exons 


3015. .3062, 


3016 


. .3066, 


3174. 


.3341, 3196. .3282, 


3414. .3470 


Seq. No. 


26645 








Seq. ID 


OJ991215 


_14.0211.C19 


Gene No. 


55170 








Strand 






Start 


2106 








End 


17894 




Name 


OJ991215 14 


.0211 


.C19.03 


• gp 


* Method 


AAT/GAP 




Start 


5014 








End 


5272 




GI 


none 








Score 


499 




Exons 


5014. .5272 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26645 
55170 
2106 

OJ991215_14.0211.C19.o3.np 

6328 

6753754 

6328.. 6361, 6889.. 7039, 9788, 
15374. .15488, 17811. .17894 
enabled homolog (Drosophila) 



OJ991215_14.0211.C19 

17894 
AAT/NAP 
17894 
140 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9817, 10257. .10522, 13377 13512 , 
gi I 1644461 (U72523) neural variant 



mena+++ protein [Mus musculus] 



26645 
55170 
2106 

OJ991215_14.0211.C19.ol.tm 
7682 



Seq. ID OJ991215_14.0211.C19 
Strand 

17894 

TBLASTX: Maize 
10642 
320 



End 

Method 
End 

none Score 
7682. .7912, 7684. .7905, 7796. .7912, 7910. .7972, 7910. .7972, 
7912. .7974, 8064. .8171, 8064. .8420, 8065. .8421, 8113. .8421, 
9812. .9877, 9813. .9878, 9815. .10117, 9835. .10026, 9950. .10033, 
10236. .10607, 10237. .10365, 1032 1 .. 10608 , 10421 .. 10444 , 
10444. .10608, 10541. .10642 



26645 Seq. ID 

55170 Strand 

2106 End 

OJ991215_14.0211.C19.ol.tc Method 

7685 End 

none Score 



OJ991215_14.0211.C19 
17894 

TBLASTX: Cress 

10117 

232 



7685. .7900, 7796. .7891, 7903. .7971, 7904. .7972, 9815. .10033, 
10091.. 10117 



Seq. No. 26645 Seq. ID OJ9912 15_14 . 0211 . C19 

26614 






Gene No. 


55170 


Strand - 








Start 


2106 


End 


17894 






Name 


OJ991215 14.0211.C19.ol.ts 


Method 


TBLASTX: Soybean 






Start 


7690 


End 


10593 






GI 


none 


Score 


231 






Exons 


7690. .7884, 7691. .7888, 7910 


..7978, 7912. .7977, 8077. .8190, 






8170. .8391, 9818. .10033, 10444. .10593 








Seq. No. 


26645. 


Seq. ID 


OJ991215_14.0211. 


C19 




Gene No. 


DDI /U 


Strand 








Start 


2106 


End 


17894 






Name 


OJ991215 14.0211.C19.ol.tw 


Method 


TBLASTX: Wheat 






Start 


7693 


End 


10428 






GI 


none 


Score 


256 






Exons 


7693.. 7905, 7694.. 7912, 7892 


..7972, 7904. .7972, 8064. .8186, 






8065. .8256, 8128. .8241, 9844 


..10023, 9845. .10033, 9950.. 


lUU. 






10091. .10129, 10236. .10373, 


10237. .10365, 10312.. 10428 






Seq. No. 


26645 


Seq. ID 


OJ991215_14.0211. 


C19 




Gene No. 


55170 


Strand 








Start 


2106 


End 


17894 






Name 


OJ991215 14.0211.C19.o2.tc 


Method 


TBLASTX: Cress 






Start 


8095 


End 


10560 






GI 


none 


Score 


188 




s? 

J 


Exons 


8095... 8379, 10237 10368, 10462.. 10560 






fi 


Seq. No. 


26645 


Seq. ID 


OJ991215_14.021l'. 


C19 


j : 


Gene No. 


55170 


Strand 






~[ 


Start 


2106 


End 


17894 




fi 


Name 


OJ991215 14.0211.C19.o3.tm 


Method 


TBLASTX: Maize 






Start 


16991 


End 


17272 






GI 


none 


Score 


62 




\ I 


Exons 


16991. .17023, 17028. .17075, 


17030. .17074, 17058. .17150, 








17061. .17156, 17062. .17160, 


17063. .17173, 17065. .17160, 




~u 




17153. .17185, 17160. .17183, 


17160. .17192, 17183. .17272, 




s? 
-i 




17185. .17271 










Seq. No. 


26645 


Seq. ID 


OJ991215JL4.0211. 


C19 


3 ■ 


Gene No. 


55170 


Strand 








Start 


2106 


End 


17894. 






Name 


OJ991215 14.0211.C19.o2.tw 


Method 


TBLASTX: Wheat 




J 


Start 


17009 


End 


17280 






GI 


none 


Score 


81 






Exons 


17009. .17083, 17010. .17063, 


17011. .17064, 17107. .17157, 








17108. .17179, 17141. .17179, 


17152. .17181, 17182. .17268, 








17185. .17280, 17186. .17272 










Seq. No. 


26645 


Seq. ID 


OJ991215_14.0211. 


C19 




Gene No. 


55170 


Strand 








Start 


2106 


End 


17894 






Name 


OJ991215 14.0211.C19.o4.gp 


Method 


AAT/GAP 






Start 


17010 


End 


17271 






GI 


60137 1.R1084 


Score 


487 






Exons 


17010. .17271 










GI Descrip. 


, 1143511/emb|CAA87385 | 6.0e- 


87 (Z47076) 


Ser/Thr protein 





phosphatase homologous to PPX [Malus domestical 
>gi_1586034_prf 2202340A Ser/Thr protein phosphatase [Malus 



26615 



domestica] ' 



Con KJo 


26645 


Seq. ID 


OJ991215 14 


0211 .C19 


Gene No. 


55170 


Strand 






Start 


2106 


End 


17894 




Name 


OJ991215 14.0211.C19.o4.np 


Method 


AAT/NAP 




Start 


17191 


End 


17894 




GI 


5734785 


Score 


116 




Exons 


17191. .17271, 17811.. 17894 








GI Descrip. 


(AC007980) phosphoprotein phosphatase 


[Arabidopsis 


thaliana 


Seq. No. 


26646 


Seq. ID 


OJ991215_14. 


0211. C21 


Gene No. 


55171 


Strand 


- 




Start 


64 


End 


144 




Name 


OJ991215 14.0211.C21.ol.gs 


Method 


GEN SCAN 




Start 


64 


End 


144 




GI 


none 


Score 


.98 




Exons 


64. .144 








Seq. No. 


26647 


Seq. ID 


OJ991115_14. 


0222. CI ' 


Gene No. 


55172 


Strand • 


* - 




Start 


323 


End 


1494 




Name 


OJ991115 14.0222.Cl.ol.gs 


Method 


GENSCAN 




Start 


323 


End 


1494 




GI 


none 


Score 


.78 




Exons 


323. .493, 592. .764, 1314. .1494 






UC^i IN W • 


26647 


Seq. ID 


OJ991115 14 


0222 CI 


Gene No. 


55173 


Strand 






Start 


2746 


End 


3370 




Name 


OJ991115 14.0222.Cl.ol.np 


Method 


AAT/NAP 




Start 


2746 


End 


3370 




GI 


6069657 


Score 


53 




Exons 


2746. .2852, 3166. .3370 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26648 


Seq., ID 


OJ991115_14. 


0222. C2 




55174 


Strand 


+ 




Start 


516 


End 


5966 




Name 


OJ991115 14.0222.C2.ol.gs 


Method 


GENSCAN 




Start t 


516 


End 


5958 




GI 


none 


Score 


.92 




Exons 


516.. 1062, 1258.. 1431, 1506.. 


1606, 2715.. 2874, 3727 


. .390.3, 




3994. .4155, 4351. .4402, 4514. 


.4628, 4703. .4784, 4977. .5072, 




5166.. 5267, 5351.. 5467, 5585. 


.5701, 5887. .5958 




Seq. No. 


26648 


Seq. ID 


OJ991115_14. 


0222. C2 


UCL1C LN W • 


55174 


Strand 


+ 




Start 


516 


End 


5966 




Name 


OJ991115 14.0222.C2.ol.gp 


Method 


AAT/GAP 




Start 


2652 


End 


4102 




GI 


45413 1.R1084 


Score 


860 




Exons 


2652. .2874, 3727. .3903, 3994. 


.4102 






GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 1 








Seq. No. 


26648 


Seq. ID 


OJ991115JL4. 


0222. C2 
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Gene No. 55174 
Start 516 

Name OJ991 115_14 . 0222 . C2 . ol . np 

Start 2776 
GI 3482918 " 

Exons 2776. .2874, 3727. .3903, 3994. .4236, 4351. .4402, 4514. .4628, 

4703. .4784, 4977. .5072, 5166. .5267, 5351. .5467, 5585. .5701, 
5887.. 5958 

GI Descrip. (AC003970) Similar to ATP-citrate-lyase [Arabidopsis thaliana] 



Strand + 

End 5966 

Method AAT/NAP 

End 5958 

Score 1637 
.4236, 4351. .4402, 4514. 
.5267, 5351. .5467, 5585. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26648 Seq. ID 

55174 Strand 

516 End 

OJ991115_14 . 0222 .C2 . o2 . gp Method 

5247 End 

uC-osflcypl59g01bl Score 



OJ991115_14.0222.C2 
+ 

5966 
AAT/GAP 
5966 
571 

7. .5966 



5247. .5267, 5351. .5467, 5585. .5701, 5 
'3482918 6.0e-39 (AC003970) Similar to ATP-citrate-lyase 
[Arabidopsis thaliana] 1 



Seq. No. 26648 Seq. ID 

Gene No. 55175 Strand 

Start 8013 End 

Name OJ991115_14 . 0222 . C2 . ol . tc Method 

Start 2782 ' End 

GI none Score 
Exons 



OJ--991115_14.0222-.C2 
8330 

TBLASTX: Cress 

5227 

113 



2782. .2874, 3724. .3906, 3738. .3908, 3984. .4211, 3985. .4227, 

3991. .4230, 3993. .4229, 4512. .4643, 4513. .4629, 4667. .4795, 

4686.-4796, 4974. .5075, 4974. .5069, 4975. .5070, 4976. .5074, 

5165. .5227, 5166. .5225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26648 
55175 
8013 

OJ991115_14, 

2782 

none 

2782. .2874, 
3991. .4239, 
4686. .4796, 
5165. .5275, 
5345. .5479, 
5766. .5786, 



0222.C2.ol.ts 



3724.. 3906, 3724. 

3993.-4268, 4512. 

4974. .5075, 4976. 

5166.. 5276, 5337. 

S345..5479, 5582. 

5841. .5861, 5881. 



Seq. ID OJ991115_14.0222.C2 
Strand 

End 8330 

Method TBLASTX : Soybean 

End 5981 

Score 120 

.39.03, *3729. .3908,^-3985. .4179, 
.4643, 4513. .4629, 4667. .4795, 
.5077, 4976. .5074, 5165. .5251, 
.5468, 5344. .5409, 5344. .5469, 
.5704, 5582.. 5701, 5593.. 5703, 
.5958, 5886. .5981, 5886. .5954 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26648 
55175 
8013 

OJ991115JL4. 

2782 

none 

2782. .2874, 
3982. .4236, 
4350. .4397, 
4686.-4796, 
5165. .5275, 
5348. .5467, 
5881. .5952, 



0222.C2.ol.tm 



3724. 
3993. 
4498. 
4702. 
5166. 
5353. 
5886. 



.3906, 3724, 

.4238, 3993, 

.4629, 4511. 

.4797, 4974. 

.5282, 5170. 

.5478, 5582. 
.5972 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3903, 3725 
.4235, 4327 
.4630, 4512 
.5075, 4974 
.5283, 5205 



OJ991115 14. 0222. C2 



8330 

TBLASTX: Maize 
5972 
147 

3904, 3726. 

4398, 4341. 

4631, 4667. 

5072, 4976. 

5282, 5345. 



.5704, 5583. .5702, 5590, 



,3908, 
.4403, 
,4783, 
,5074, 
,5479, 
,5703, 
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Seq. No. 


26648 








Seq. ID 


OJ991115_14 .0222.C2 


Gene No. 


55175 








Strand 




Start 


8013 








End 


8330 


Name 


OJ991115 14 


.0222. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3786 








End 


4233 


GI 


none 








Score 


117 


Exons 


3786. .3896, 


3787. 


.3906, 


3789. 


.3908, -3.982. .4233, 3993.-4232 


Seq. No. 


26648 








Seq. ID 


OJ991115_14,0222.C2 


Gene No. 


55175 








Strand 




Start 


8013 








End 


8330 


Name 


OJ991115 14 


.0222. 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4327 








End 


4727 


GI 


none 








Score 


66 


Exons 


4327. .4407, 


4353. 


.4400, 


4498. 


.4629, 4512. .4643, 4701. .4727 


Seq. No. 


26648 








Seq. ID 


OJ99H15 14. 0222. C2 


Gene No. 


55175 








Strand 




.Start 


8013 








End 


8330 " 


Name 


OJ991115 14 


.0222. 


C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5228 








End 


5967 


GI 


none 








Score 


134 


Exons 


5228. .5266, 


5366. 


.5479, 


5386. 


.5478, 55 


82. .5704, 5582. .5701, 




5593. .5703, 


5841. 


.5861, 


5881. 


.5967, 58 


86 . . 5957 


Seq. No. 


26648 








Seq. ID 


OJ991115_14 . 0222 .C2 


Gene No. 


55175 








Strand 




Start 


8013 








End 


8330 


Name 


OJ991115 14 


.0222. 


C2.o2. 




Method 


GEN SCAN 


Start 


8013 








End 


8330 


GI 


none 








Score 


.48 


Exons 


8013. .8330 












Seq. No. 


26649 








Seq. ID 


OJ991115_14.0222.C3 


Gene No. 


55176 








Strand 


+ 


Start 


361 








End 


5790 


Name 


OJ991115 14 


.0222. 


C3.ol. 


gs 


Method 


GEN SCAN 


Start 


- 361 








End 


5790 


GI 


none 








Score 


.92 


Exons 


361. .417, 688. .728, 2583. .2686, 3025.. 


3479, 3568.. 4537, 




4744. .5088, 


5171. 


.5790 








Seq. No. 


26649 








Seq. ID 


OJ991115_14 .0222.C3 


Gene No. 


55176 








Strand 


+ 


Start 


361 








End 


5790 


Name 


OJ991115 14 


.0222. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


2979 








End 


5769 


GI 


6573772 








Score 


881 


Exons 


2979. .3083, 


3165. 


.3359, 


3393. 


.3479, 3568.. 3849, 4063.. 4200, 




4240. .4541, 


4646. 


.4743, 


4777. 


.5088, 5171.. 5769 


GI Descrip. 


(AC009243) 


F28K19.27 [Arabidopsis thaliana] 


Seq. No. 


26649 








Seq. ID 


OJ991115_14.0222.C3 


Gene No. 


55176 








Strand 


+ 


Start 


361 








End 


5790 


Name 


OJ991115 14 


.0222. 


C3.o3. 


tc 


Method 


TBLASTX: Cress 
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Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3164 
none 

3164.. 3355, 3168.. 3356, 3408, 

26649 
55176 
361 

OJ991115_14.0222.C3.ol.ts 
3165 
none 
3165. 
3775. 
4740. 
5176. 



.3356, 3302. 

,4098, 3798. 

.4808, 4800. 

.5238, 5217. 



.3355, 3408. 

.3848, 3918. 

.5087, 4901. 

.5288, 5302. 



Seq. No. 26649 
Gene No. 55176 
Start 361 

Name ' OJ991115_14 . 0222 . C3 . o2 . tm 
Start 3297 
GI none 

Exons 3297.. 3356, 3302.. 3355, 3408. 

3796. .3873 



End 3657 
Score 170 

.3482, 3570.. 3656, 3571.. 3657 

Seq. ID OJ991115_14 ;0222.C3 

Strand + 

End 57 90 

Method TBLASTX : Soybean 

End 5760 

Score 166 

.3482, 3570. .3734, 3571. .3741, 
.4085, 4153. .4197, 4342. .4422, 
.5086, 4971. .5090, 5170. .5304, 
.5388, 5494. .5565, 5587. .5760 

Seq. ID OJ991115_14.0222.C3 

Strand + 

End 5790 

Method TBLASTX : Mai ze 

End 3873 

Score 89 

.3479, 3567.. 3734, 3568.. 3741, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26649 
55176 
361 

OJ991115_14, 

3660 

none 

3660. .3758, 
4153. .4173, 

26649 
55176 
361 

OJ991115_14, 
3883 
* none 

3883. .4089, 

26649 
55176 
361 

OJ991115_14. 

4773 

none 

4773. .5087, 
5497. .5565, 

26649 
55176 
361 

OJ991115_14. 

4958 

none 

4958. .5086, 



0222.C3.ol.tc 



3664.. 3762, 3796. 
4216. .4329, 4342. 



0222.C3.o3.tm 



3906. .4088 



0222.C3.o2.tc 



4901.. 5086, 5170. 
5590. .5718 



Seq. ID OJ991115_14.0222.C3 

Strand + 

End 5790 

Method TBLASTX : Cress 

End 4422 

Score 90 

.4098, 3798. .3848, 3918. .4085, 
.4422 ' 

Seq. ID OJ991115_14.0222.C3 

Strand + 

End 5790 

Method TBLASTX : Mai ze 

End \ ■ 4089 

Score 307 



Seq. ID OJ991115_14.0222.C3 

Strand + 

End 5790 

Method TBLASTX : Cress 

End 5718 

Score 264 

.5244, 5251. .5304, 5317. .5373, 



Seq. ID OJ991115_14.0222.C3 

Strand + 

End 5790 

Method TBLASTX : Mai ze 

End 5556 

Score 181 
4959. .5087, 4974. .5090, 5166. .5360, 5169. .5288, 



0222.C3.ol.tm 
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5170. .5388, 


5359. .5427, 5431. 


.5556 






Seq. No. 


26650 




Seq. ID 


OJ991115_14 


0222. C4 


Gene No. 


. 55177 




Strand 


+ 




Start 


2306 




End 


5206 




Name 


OJ991115 14 


.0222.C4.ol.gs 


Method 


GEN SCAN 




Start 


2306 




End 


5206 




GI 


none 




Score 


.73 




Exons 


2306. .2434, 


2881. .2960, 2997. 


.3192-, ■ 3274. '.3385, 3485. .3593, 




4052. .4123, 


5203. .5206 








Seq. No. 


26650 




Seq. ID 


OJ991115 14 


0222. C4 


Gene No. 


55177 




Strand 


4- 




Start 


2306 




End 


5206 




Name 


OJ991115 14 


.0222.C4.ol.np 


Method 


AAT/NAP 




Start 


2306 




End 


3201 




GI 


5902448 




Score 


858 




Exons 


2306. .3201 










GI Descrip. 


(AB030283) 


orf3 [Oryza sativa 








Seq. No. 


26650 




Seq. ID 


OJ991115_14 


0222. C4 


Gene No. 


55178 




Strand 


+ 




Start 


9222 




End 


12940 




Name 


OJ991115 14 


.0222.C4.o2.np 


Method 


AAT/NAP 




Start 


9222 




End 


12940 




GI 


4678284 




Score 


63 ' 




Exons ' 


9222. .9340, 


9421. .9517, 12879 


. .12940 






GI Descrip. 


(AL049660) 


putative protein [Arabidopsis thaliana] 




Seq. No. 


26650 




Seq. ID 


OJ991115_14 


0222. C4 


Gene No. 


55178 




Strand 


+ 




Start 


9222 




End 


12940 




Name 


OJ991115 14 


.0222.C4.o3.np 


Method 


AAT/NAP 




Start 


9993 




End 


10849 




GI 


4835791 




Score 


156 




Exons 


9993. .10124 


, 10514. .10644, 10754. .10849 




GI Descrip. 


(AC007296) 


Strong similarity to gb|Z70314 heat-shock protein 



from Arabidopsis thaliana and is a member of the PF 100012 Hsp70 
protein family. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26650 
55178 
9222 

OJ991115_14 .0222.C4 .ol.gp 

10029 

3762887 

10029. .10124, 10514 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10645, 10754.. 10939 
4835791/gb|AAD30257.1|AC007296_18 4.0e-13 (AC007296) Strong 
similarity to gb_Z70314 heat-shock protein from Arabidopsis 
thaliana and is a member of the PF_00012 Hsp70 protein family 



OJ991115_14.0222.C4 
+ 

12940 
AAT/GAP 
10939 
751 



26650 Seq. ID 

55179 Strand 

7837 End 

OJ991115_14 . 0222 . C4 . o2 . gs Method 

7837 End 

none Score 



OJ991115_14.0222.C4 

12035 
GEN SCAN 
12035 
.6 



26620 




Exons 


7837. .8139, 8153. .8440, 9260. .9335, 11980. .12035 




Seq. No. 


26650 Seq. ID 


OJ991115_14.0222 


.C4 


bene wo. 


* 55180 Strand 






Start 


1. 13334 ■ End 


13525 




Name 


OJ991115 14.0222.C4.ol.tw Method 


TBLASTX: Wheat 




Start 


1003 End 


1368 




GI - 


none Score 


99 




Exons 


1003. .1173, 1005. .1172, 1181. .1351, 1342. .1368 




Seq. No. 


26650 Seq. ID 


OJ991115JL4.0222 


.C4 


uene wo. 


55180 Strand 






Start 


13334 End 


13525 




Name 


OJ991115 14 .0222.C4 ,o2.tm Method 


TBLASTX: Maize 




Start 


1110 • End 


1480, 




GI 


none Score 


77 




Exons 


1110. .1166, 1223. .1351, 1342. .1479, 1349. .1480 




Seq. No. 


26650 Seq. ID 


OJ991115_14.0222 


.C4 


Gene No. 


55180 Strand : 






Start 


'13334 ' End 


13525 




Name 


OJ991115 14.0222.C4.ol.tm Method 


TBLASTX: Maize 




o tar c 


9988 End 


11081 




GI 


none Score 


120 




Exons 


9988.. 10125, 9994.. 10125, 10002 10133, 


10477. .10626, 






10514. .10630, 10736. .10864, 10755 10853, 10759 .. 10860, 






10859. .10999, 10890 .. 10976, " 10945 .. 10995, 11027 .. 11062, 






11028. .11081 






Seq. No. 


26650 Seq. ID 


OJ991115_14.0222 


.C4 


Gene No . 


55180 Strand 






Start 


13334 End 


13525 




Name 


OJ991115 14.0222.C4.o3.gs Method 


GEN SCAN 




Start 


13334 End 


13525 




GI 


none Score 


.65 




Exons 


13334. .13525 






Seq. No. 


26651 Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55181 Strand 


+ 




OLdlL 


12257 End 


16706 




Name 


OJ991115 14.0222.C5.o3.np Method 


AAT/NAP 




Start 


12257 End 


16706 




GI 


6862956 Score 


1151 




Exons 


12257. .12295, 14866 16448, 16658.. 16706 




GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


26651 Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55181 Strand 


+ 




Of 3 r-f- 

O Lai C 


12257 End 


16706 




Name 


OJ991115 14.0222.C5.o5.gs Method 


GENSCAN 




Start 


13021 End 


14260 




GI 


none Score 


.93 




Exons 


13021. .13047, 13158. .13315, 13393 .. 13687 , 13772 .. 13831, 






13910. .14260 






Seq. No. 


26651 Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55182 Strand 







26621 




Start 


3503 


End 


3772 




Name 


OJ991115 14.0222.C5.o2.gs 


Method 


GENSCAN 




Start 


3503 


End 


3772 




GI 


none 


Score 


.98 




Exons 


3503. .3772 








Seq. No. 


26651 


Seq. ID 


OJ991115_ 


_14.0222.C5 


Gene No. 


55183 


Strand 






' Start 


4597 


• End 


8 628 




Name 


OJ991115 14.0222.C5.o3.gs 


Method 


GENSCAN 




Start 


4597 


End 


8417 




GI 


none 


Score 


.82 




Exons 


4597. .4880, 5033. .5187, 6178 


. .6301, 6435. .7541, 


7661. .7905, 




8034. .8185, 8301. .8417 








Seq. No. 


26651 


Seq. ID 


OJ991115 


_14.0222.C5 


Gene No. 


55183 


Strand 






Start 


4597 


End 


8628 




Name 


OJ991115 14.0222.C5.ol.np 


Method 


AAT/NAP 




Start 


6174 


End 


8628 




GI 


1621461 


Score 


1160 




Exons 


6174. .6301, 6435. .7541, 7661 


..7905, 8034. .8206, 


8554. .8628 


GI Descrip. 


(U73103) laccase [Liriodendron tulipifera] 




4! Seq. No. 


26651 


Seq. ID 


OJ991115 


_14 .0222.C5 


Gene No. 


55184 


Strand 






i: ri ' start 


9367 


End 


12440 




n= Name 


OJ991115 14.0222.C5.o4.gs 


Method 


GENSCAN 




Start 


9367 


End 


11829 




; : 1 GI' ' 


none 


Score 


.65 




Exons 


9367..9588, 10643 10765, 11516 .. 11611 , 


11725. . 


11829 


fy Seq. No. 


26651 


Seq. ID 


OJ991115 


_14.0222.C5 


:= Gene No. 


55184 


Strand 






4i Start 


9367 


End 


12440 




: '""s Name 


OJ991115 14.0222.C5.ol.gp 


Method 


AAT/GAP 




^ Start 


9821 


End 


11397 




M s GI 


none 


Score 


782 




Q Exons' 


9821. .10032, 10643. .10765, 11304.. 11397 




i ss 5 

Seq. No. 


26651 


Seq. ID 


OJ991115 


_14 .0222.C5 


Gene No. 


55184 


Strand 






otart 


9367 


End 


12440 




Name 


OJ991115 14.0222.C5.o2.np 


Method 


AAT/NAP 




Start 


10460 


End 


12216 




GI 


974553 


Score 


35 




Exons 


10460. .10534, 10617. .10729, 


12194. .12216 




GI Descrip. 


(U29591) carboxypeptidase precursor . [Drosophila 


melanogaster] 


Seq. No. 


26651 


Seq. ID 


OJ991115 


_14.0222.C5 


Gene No. 


55184 


Strand 






Start 


9367 


End 


12440 




Name 


OJ991115 14.0222.C5.o2.gp 


Method 


AAT/GAP 




Start 


11959 


End 


12440 




GI 


• uC-osroM202016c04bl 


Score 


916 




Exons 


11959.. 12440 








GI Descrip. 


, 6002785/gb|AF149809.1|AF149809 6-0e-10 Oryza sativa 



26622 



circumsporozoite protein precursor homolog gene, partial cds ' 



Seq. No. 26651 

Gene No. 55185 

Start 14578 

Name OJ991115_14 . 0222 . C5 . o3 . gp 

Start 14578 

GI LIB3433-045-P1-K1-G12 

Exons 14578... 14782, 16016. .16305 

GI Descrip. 1 4581181/gb | AAD24 664 . 1 | AC006220_20 6.0e-20 (AC006220) unknown 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ991115_14.0222.C5 
Strand 

End 16305 

Method AAT/GAP 

End 16305 

Score 943 



Seq. No. 


26651 








Seq. ID 


OJ991115_14.0222.C5 


Gene No. 


55186 








Strand 




Start 


16550 








End 


18325 


Name 


OJ991115 14 


.0222 


.C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6175 








End 


6843 


GI 


none 








Score 


129 


Exons 


6175. .6303, 


6201 


. .6311, 


6433. 


.6612, 6434.. 6613, 6646.. 6681 




6724 . .684 3 












Seq. No. 


26651 








Seq. ID 


OJ991115_14.0222.C5 


Gene No. 


55186 








Strand 




Start 


16550 








End 


18325 


Name 


OJ991115 -14 


.0222 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6252 








End 


7050 


GI 


none 








Score 


46 


Exons 


6252 . .6299, 


/- a r r 

6255 


. . 6332, 


6436 . 


.6612, 6437.. 6646, 6595.. 6720, 




6622. .6690, 


6724 


. .6888, 


6907. 


.7050 




Seq. No. 


26651 








Seq. ID 


OJ991115_14.0222.C5 


Gene No. 


55186 








Strand 




Start 


16550 








End 


18325 


Name 


OJ991115 14 


.0222 


.C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


7198 








End 


7512 


GI 


none 








Score 


136 


Exons 


7198. .7512, 


7232 


. .7489 








Seq. No. 


26651 








Seq. ID 


OJ991115_14.0222.C5 


Gene No. 


55186 








Strand 




Start 


16550 








End 


18325 


Name 


OJ991115 14 


.0222 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7219 








End 


7425 


GI 


none 








Score 


149 


Exons 


7219. .7425, 


7219 


. .7416 








Seq. No. 


26651 








Seq. ID 


OJ991115_14.0222.C5 


Gene No. 


55186 








Strand 




Start 


16550 








End 


18325 


Name 


OJ991115 14 


.0222 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


7232 








End 


7546 


GI 


none 








Score 


160 


Exons 


7232. .7546, 


7234 


. .7542 








Seq. No. 


26651 








Seq. ID 


OJ991115_14.0222.C5 


Gene No. 


55186 








Strand 




Start 


16550 








End 


18325 



26623 



Name 


OJ991115 14.0222.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


7653 


End 


7905 




GI 


none 


Score 


161 




Exons 


7653. .7904, 7660. .7881, 7770 


..7904, 7777. .7905 




Seq. No. 


26651 


Seq. ID 


OJyylllb 14 . uZZZ 


.C5 


Gene No. 


55186 


Strand 






Start 


16550 


hna 


lo dZD 




Name 


OJ991115 14.0222.C5.o3.tm 


Method 


TBLASTX : Maize 




Start 


7653 


End 


8110 




GI 


none 


Score 


240 




Exons 


7653.. 7922, 7663.. 7932, 8033 


. . ollU 






Seq. No. 


26651 


beq. ID 


HTQQ1 1 1 R T A fiOOO 


.C5 


Gene No. 


55186 


Strand 






Start 


16550 


End 


IojZd 




Name 


OJ991115 14.0222.C5.ol.tc 


Method 


TBLAbTX : Cress 




Start 


7660 


End 


8185 




GI 


none 


Score 


193 . 




Exons 


7660. .7905, 7689. .7922, 8033 


..8185, 8 


D34..8168 




Seq. No. 


26651 


Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55186 


Strand 






Start 


16550 


End 


18325 




Name 


OJ991115 14.0222.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7680 


End 


8185 




GI 


none 


Score 


195 




Exons 


7680. .7922, 7684. .7905, 7773 


..7907, 8033. .8122, 8097. .8171, 




8111. .8185 








Seq. No. 


26651 


. Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55186 


Strand 






Start 


16550 


End 


18325 




Name 


OJ991115 14.0222.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


10451 


End 


10766 




GI 


none 


Score 


130 




Exons 


10451. .10549, 10455. .10556, 


10456. .10554, 10643 .. 10765, 






10644. .10766, 10644.. 10766 








Seq. No. 


26651 


Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55186 


Strand 






Start 


16550 


End 


18325 




Name 


OJ991115 14.0222.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


15412 


End 


15781 




GI 


none 


Score 


324 




Exons 


15412. .15771, 15413.. 15781 








Seq. No. 


26651 


Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55186 


Strand 






Start 


16550 


End 


18325 




Name 


OJ991115 14.0222.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


16070 


End 


16294 




GI 


none 


Score 


226 




Exons 


16070. .16294, 16081.. 16293 








Seq. No. 


26651 


Seq. ID 


OJ991115_14.0222 


.C5 


Gene No. 


55186 


Strand 







26624 



Start 


16550 


End 


18325 






Name 


OJ991115 14.0222.C5.o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


16070 


End 


16249 






GI 


none 


Score 


195 






Exons 


16070. .16249, 16075 .. 16242'.. 










Seq. No. 


26651 


Seq. ID 


OJ991115 


_14 .0222 


.C5 


Gene No. 


55186 


Strand 








Start 


16550 - 


End 


18325 






Name 


OJ991115 14.0222.C5.o5.tm 


Method 


TBLASTX: 


Maize 




Start 


16073 


End 


16389 






GI 


none 


Score 


194 






Exons 


16073. .16285, 16075 .. 16263, 


16305. .16388, 16306 


. .16389 




Seq. No. 


26651 


Seq.' ID 


OJ991115 


_14.0222 


.C5 


Gene No. 


55186 


Strand 








Start 


16550 


End 


18325 






Name 


OJ991115 14.0222.C5.o7.gs 


Method 


GENSCAN 






Start 


16550 


End 


18325 






GI 


none 


Score 


.59 






Exons 


16550. .16703, 17428 .. 17620, 


18151. .18325 






Seq. No. 


26651 


Seq. ID 


A T001 1 1 c 


JL4.0222 


.C5 


Gene No. 


55186 


Strand 








Start 


16550 


End 


18325 






Name 


OJ991115 14.0222.C5.o4.gp 


Method 


AAT / GAP 






Start 


17171 


End 


17738 






GI 


26680 1.R1084 


Score 


806 






Exons 


17171. .17331, 17428.. 17738 










GI Descrip. 


'5922603/dbj | AP0004 92 . 1 | AP0004 92 3.0e- 


30 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0705D01 1 








Seq. No. 


26652 


Seq. ID 


OJ991115 


_14.0222 


.C6 


Gene No. 


55187 


Strand 


+ 






Start 


712 


End 


4013 






Name 


OJ991115 14.0222. C6.ol.gs 


Method 


GENSCAN 






Start 


712 


End 


4013 






GI 


none 


Score 


.99 






Exons 


7i2..1973, 2069.. 4013 










Seq. No. 


26652 


Seq. ID 


OJ991115 


_14.0222 


.C6 


Gene No. 


55187 


Strand 


+ 






Start 


712 


End 


4013 






Name 


OJ991115 14.0222.C6.ol.np 


Method 


AAT /NAP 






Start 


712 


End 


4010 






GI 


5803259 


Score 


5005 






Exons 


712. -.1973, 2069.. 2231, 2274 


..4010 








GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26652 


Seq. ID 


OJ991115 


_14.0222 


.C6 


Gene No. 


55188 


Strand 


+ 






Start 


10871 


End 


11790 






Name 


OJ991115 14 .0222.C6.o3.np 


Method 


AAT /NAP 






Start 


10871 


End 


11790 






GI 


5922623 


Score 


173 






Exons 


10871. .10944, 11362. .11514, 


11682. .11790 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 







26625 



gi I 601685.6 I dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 26652 
Gene No. ■■ 5518 9 

Start 4638 

Name OJ991115_14 . 0222 . C6 . o2 . gs 

Start 4 638 

GI none - 

Exons 4 638.. 8303 



Seq. ID OJ991115_14.0222.C6 
Strand 

End' 11427 

Method GENSCAN 

End 8303 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26652 
55189 
4638 

OJ991115_14.0222.C6.o2.np 

4641 

6498441 



Seq. ID -OJ991115_14 .0222.C6 
Strand 

End 11427 

Method AAT/NAP 

End 10287 

Score 694 6 



4641. .4922, 5016. .6413, 6585.-6967, 7160. .7500, 7675. .7809, 
7993. .8366, 8430. .8893, 9224. .10287 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



26652 
55189 
4638 

■OJ991115_14.0222.C6.o7.tw 
4 650 
none 



Seq. ID OJ991115_14.0222.C6 
Strand 

End 11427 

Method TBLASTX : Wheat 

End 5252 

Score 73 



4650. .4775, 4654. .4776, 4968. .5252, 4969. .5112, 5149. .5247, 
5177. .5248 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26652 
55189 
4638 

OJ991115_14.0222.C6.o4.tw 

5253 
none 



Seq. ID OJ991115_14.0222.C6 
Strand 

End 11427 

Method TBLASTX : Wheat 

End 5634 

Score 169 



5253.. 5633, 5284.. 5532, 5292.. 5633, 5578.. 5634 



26652 
55189 
4638 

OJ991115_14.0222.C6.o2.tm 

5409 - 

none 

5409. .5456, 5448. .5771, 5461, 



Seq. ID OJ991115_14.0222.C6 
Strand 

End 11427 

Method TBLASTX : Mai ze 

End 5771 

Score 204 
.5742 



Seq. No. 26652 

Gene No. 55189 

Start 4638 

Name OJ991115_14 . 0222 .C6. 08 . tw 

Start 5964 

GI none 

Exons 5964.. 6224, 6100.. 6276 



Seq. ID OJ991115_14.0222.C6 
Strand 

End 11427 

Method TBLASTX : Wheat 

End 6276 

Score 67 



Seq. No. 



26652 



Seq. ID OJ991115_14.0222.C6 



26626 




Gene No. 


55189 








Strand 




otart 


A COO 

4 0 jo 








End 


1 1 4 Z / 


Name 


OJ991115 14. 


0222 


.C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


6024 








End 


6590 


GI 


5666795 








Score 


68 


Exons 


6024. .6224, 


6279 


. .6416, 


6492. 


.6590 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


26652 








Seq. ID 


OJ991115_14.0222.C6 


Gene No. 


55189 








Strand 




Start 


4 d Jo 








End 


11427 


Name 


OJ991115 14. 


0222 


,C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6279 








End 


9739 


GI 


none 








Score 


88 


Exons 


6279. .6428, 


6280 


a a i n 




.6419, 6463. .6648, 6489.. 6698, 




6489. .6713, 


9686 










Seq. No. 


26652 








Seq. ID 


OJ991115_14.0222.C6 


Gene No . 


ooio y 








Strand 




Start v/( 


4638 








End 


11427 


Name 


OJ991115 14. 


0222 


. Lb . o J . 


tw 


Method 


TBLASTX: Wheat 


Start 


6822 








End 


9009 


GI 


none 








Score 


175 


Exons 


6822. .6875, 


8550 


. . yuub , 




.8814, 8872. .9009 


Seq. No. 


26652 








oeq. ±u 


L/U .7 " -L J- X J ± t i»V£jL£.»\^\J 


Gene No. 


55189 








Strand 




Start 


4638 








End 


11427 


Name 


OJ991115 14. 


0222 


. Co . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


7338 








End 


7709 


GI 


none 








Score 


90 


Exons 


7338. .7709, 


7549 


*7 C Ci O 

. . / byz 








Seq. No. 


26652 








Seq. ID 


OJ991115_14.0222.C6 


Gene No . 


c c i o o 

ooiby 








Strand 




Start 


4638 








End 


11427 


Name 


OJ991115 14. 


0222 


. Lo . OZ . 


tw 


Method 


TBLASTX: Wheat 


Start 


^ 7368 








End 


7788 


GI 


none 








Score 


311 


Exons 


7368. .7787, 


7375 


nn qq 

. . / /bo 








Seq. No. 


26652 








Seq. ID 


OJ991115_14.0222.C6 


Gene No. 










Strand 




Start 


4 638 








End 


11427 


Name 


~OJ991115 14. 


0222 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7461 








End 


7845 


GI 


none 








Score 


229 


Exons 


7461. .7844, 


7480 


. .7845 








Seq. No. 


26652 








Seq. ID 


OJ991115_14 .0222.C6 


Gene No. 


55189 








Strand 




Start 


4638 








End 


11427 


Name 


OJ991115 14. 


0222 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7872 








End 


8228 


GI 


none 








Score 


127 


Exons 


7872. .8177, 


7872 


. .8228, 


7882. 


.8193 





26627 



Seq. No. 


26652 




Seq. ID 


OJ991115_14.0222 


.C6 


Gene No. 


55189 




Strand 






Start 


4638 




End 


11427 




Name 


OJ991115 14 


.0222.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start. 


7896 




End 


8359 




GI 


none 




Score 


226 




Exons 


7896. .8357, 


7902. .8357, 7903. . 


8358, 7916. .8359 




Seq. No. 


26652 




Seq. ID 


OJyyiiio 14 . vzzz 


.C6 


Gene No. 


55189 




Strand 






Start 


- 4638 




End 


11427 




Name 


OJ991115 14 


.0222.C6.o3.ts 


Method 


i bJ_iAo 1a : boyoean 




Start 


7953 




End 


O "3 1 O 




GI 


none 




Score 


11 / 




Exons 


7953. .8087, 


8094. .8318 








Seq. No. 


26652 




Seq. ID 


a Trim 1 1 c i/t aooo 

OJyylllo 14.0zzz 


.C6 


Gene No. 


55189 




Strand 






Start 


4638 




End 


11427 




Name 


OJ991115 14 


. 0222.C6.o3.gs ~ 


Method 


GENSCAN 




Start 


8367 




End 


11427 




GI 


none 




Score 


.68 




Exons 


8367. .9535, 


9707. .10811, 10904. .11039, 


11315. .11427 




Seq. No. 


26652 




Seq. ID 


OJ991115JL4.0222 


.C6 


Gene. No. 


55189 




Strand 






Start 


4638 




End 


11427 




Name 


OJ991115 14 


.0222.C6.o6.tw 


Method 


TBLASTX: Wheat 




Start 


9747 




End 


10139 




GI 


none 




Score 


95 




Exons 


9747. .10004 


, 9781. .10020, 9987. .10085, 


9988. .10080, 10092. .10139 


Seq. No. 


26652 




Seq. ID 


OJ991115_14.0222 


.C6 


Gene No. 


55189 




Strand 






Start 


4638 




End 


11427 




Name 


OJ991115 14 


.0222.C6.o4 . tm 


Method 


TBLASTX: Maize 




Start 


9849 




End 


10134 




GI 


none 




Score 


107 




Exons 


9849. .10097 


, 9850. .10134 








Seq. No. 


26653 




Seq. ID 


OJ991115_14.0222 


.C7 


Gene No. 


55190 




Strand 


+ 




Start 


1721 




End 


1843 




Name 


OJ991115 14 


.0222.C7 .ol.gp 


Method 


AAT/GAP 




Start 


1721 




End 


1843 




GI 


5816509 




Score 


213 




Exons 


1721. .1843 










GI Descrip. 


5922603/dbj 


IAP000492.1 IAP000492 3.0e-30 Oryza sativa genomic 




DNA, chromosome 1, clone : P0705D01 






Seq. No. 


26653 




Seq. ID 


OJ991115_14.0222 


.C7 


Gene No. 


55191 




Strand 






Start 


2124 




End 


7255 




Name 


OJ991115 14 


.0222.C7.o2.gp 


Method 


AAT/GAP 




Start 


2124 




End 


5871 




GI 


5816509 




Score 


834 




Exons 


2124. .2303, 


2325.. 2435, 3897.. 


3952, 5759. .5871 





26628 




GI Descrip. 5922603/dbj | AP0004 92 . 1 | AP000492 3.0e-30 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 



Seq. No. 


26653 








Seq. ID 


OJ9?1115_ 


14 .0222. C7 


Gene No. 


55191 








Strand 






Start 


2124 








End 


7255 




Name 


OJ991115 14. 


0222 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


5591 








End 


7255 




GI 


none 








Score 


.72 




Pyoti q 

IjAUJlo 


■J *J -7 X . . w> / J \J / 


S7 S9 




5947 


..6409, 6447. .6569, 


7231. .7255 


Seq. No. 


26653 








Seq. ID 


OJ991115_ 


14. 0222. C7 


Gene No. 


55192 








Strand 






Start 


8820 








End 


12333 




Name 


OJ991115 14. 


0222 


,C7.o2. 


gs 


Method 


GENSCAN 




Start 


8820 








End 


12333 




GI 


none 








Score 


.73 




Exons 


8820. .9797, 


9967 


. .10118 


, 10401. .10836, 


10921. .12333 


Seq. No. 


26654 








Seq. ID 


OJ991115_ 


14. 0222. C8 


Gene No. 


55193 








Strand 


+ 




Start 


1348 








End 


5697 




Name 


OJ991115 14. 


0222 


C8.o2. 


gs 


Method 


GENSCAN 




Start 


1348 








End 


5697 




GI 


none 








Score 


.54 




Exons 


1348... 1379, 


1434 


.1621, 


2447 


..2685, 3756. .3824, 


4199. .4320, 




5311. .5394, 


5541 


.5697 










Seq. No. 


26654 








Seq. ID 


OJ991115_ 


14. 0222. C8 


Gene No. 


55194 








Strand 


+ 




Start 


7684 








End 


12543 




Name 


OJ991115 14. 


0222 


C8.o3. 


gs 


Method 


GENSCAN 




Start 


7684 






End 


12402 




GI 


none 








Score 


.58 




Exons 


7684. .7959, 


8201 


.8225, 


8540 


. .8678, 9416. .9548, 


10314. .1063 




11073. .11281 


, 11313.. 11 


441, 


11735. . 11803, 12154. 


.12402 



Seq. No. 26654 
Gene No. 55194 
Start 7684 

Name OJ991115_14 . 0222 . C8 . o3 .np 

Start 10343 
GI 5922620 

Exons 10343. .10555, 10788 11082, 

GI Descrip. (AP000492) EST D15357 (C0514 ) 

predicted gene.; hypothetical protein 
gi|6016853|dbj | BAA85196.il (AP000570) 



Seq. ID OJ991115_14 .0222 .C8 
Strand + 
End 12543 
Method AAT/NAP 
End 12543 
Score 425 
12310. .12543 
corresponds to a region of the 
[Oryza sativa] 
EST D15357 (C0514) 



corresponds to 
protein [Oryza 



a region 
sativa] 



of 'the predicted gene.; hypothetical 



Seq. No. 26654 Seq. ID 

Gene No. 55195 Strand 

Start 13600 End 

Name OJ991115_14 . 0222 . C8 . o4 . gs Method 

Start 13600 End 

GI none Score 

Exons 13600. .13644, 13990.. 14127 



OJ991115_14 .0222.C8 
+ 

14127 
GENSCAN 
14127 
.51 



26629 



Seq. No. 


26654 


Seq. ID 


OJ991115_ 


JL4.0222 


.C8 


Gene No . 


do l y D 


Strand 


+ 






Start 


14343 


End 


18061 






Name 


OJ991115 14.0222.C8.o5.gs 


Method 


GENSCAN 






Start 


14343 


End 


18061 






GI 


none 


Score 


.56 






Exons 


14343. .14430, 14519 .. 14713, 


15348. .15434, 16160 


. .16215, 






16678. .16759,. 17787. .18061 










beq. wo. 


Z DDJ fi 


Seq. ID 


OJ991115_ 




PR 


Gene No. 


55196 


c+- r2n H 








Start 


14343 


End 


18061 






Name 


OJ991115 14.0222.C8.o3.gp 


Method 


AAT/GAP 






Start 


14345 • 


End 


14704 






GI 


none 


Score 


512 






Exons 


14345. .14430, 14517. .14704 










oeq. jno . 


Z D 0 D f± 


Seq. ID 


OJ991115_ 


i a D999 


. ^ 0 


Gene No. 


55197 


Strand 


- 






Start 


72 


End 


843 






Name 


OJ991115 14.0222.C8.ol.gs 


Method 


GENSCAN 






Start 


72 


End 


843 






GI 


none 


Score 


.47 






Exons 


72. .843 










Seq. No. 


26654 


Seq. ID 


OJ991115_ 


_14.0222 


.C8 


Gene No. 


55198 


Strand 








Start 


5305 


End 


5390 






Name 


OJ991115 14.0222.C8.o2.np 


Method 


AAT/NAP 






Start 


5305 


End 


5390 






GI 


6630699 


Score 


95 






Exons 


5305. .5390 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 








gi| 6721536 | dbj IBAA89566.1 | 


(AP001073) 


nypothetical protein 




[Oryza sativa] 










Seq. No. 


26654 


Seq. ID 


OJ991115_ 


_14.0222 


.C8 


Gene No. 


55199 


Strand 








Start 


12683 


End 


12760 






Name 


OJ991115 14.0222.C8.o4.np 


Method 


AAT/NAP 






Start 


12683 


End 


12760 






GI 


6630699 


Score 


86 






Exons 


12683. .12760 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 







gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 26655 Seq. ID OJ991115 

Gene No. 55200 Strand + 

Start 1 End 406 

Name' OJ991115_14 . 0222 . C10 . ol . np Method AAT/NAP 

Start 1 End 406 

GI 5902448 Score 352 

Exons 1..406 

GI Descrip. (AB030283) orf3 [Oryza sativa] 



14. 0222. C10 



26630 




Seq. No. 


26655 






Seq. ID 


OJ991115_ 


14 


0222 


.C10 


Gene No. 








Of v-^nW 

otrana 


i 








Start 


1 






End 


406 








Name 


OJ991115 


_14. 


0222. CIO. ol.gs 


Method 


GENSCAN 








Start 


60 






End 


397 








GI 


none 






Score 


.49 








Exons 


60. .165, 


202 


. .397 












Seq. No. 


26656 






Seq. ID 


OJ991015_ 


11 


0222 


.C2 


Gene No . 








ocrana 










Start 


16 






End 


311 








Name 


OJ991015 


_17. 


0222. C2. ol.gs 


Method 


GENSCAN 








Start 


16 






End 


311 








GI 


none 






Score 


.85 








Exons 


16. .311 
















Seq. No. 


26657 






•Seq. ID 


OJ991015_ 


11 


0222 


-C4 


Gene No. 


55202 






Strand 


+ 








Start 


91 






End 


168 








Name 


OJ991015 


_17. 


0222.C4.ol.,gs . 


. Method 


GENSCAN 








Start 


91 






End 


168 








GI 


none 






Score 


.6 








Exons 


91. .168 

















Seq. No. 26658 Seq. ID 

Gene No. 55203 Strand 

Start 1 End 

Name OJ991015_17 . 0222 . C5 . ol . np Method 

Start 1 End 

GI 5777617 Score 

Exons 1. .182 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991015_17.0222.C5 
+ 

182 

AAT/NAP 
182 
78 



Seq. No. 26658 

Gene No. 55204 

Start 115 

Name OJ991015_17 . 0222 . C5 . ol . gs 

Start 115 

GI none 

Exons 115.. 627 



Seq. ID OJ991015_17.0222.C5 
Strand 

End 720 
Method GENSCAN 
End .627 
Score v . 94 



Seq. No. 26658 Seq. ID 

Gene No. 55204 Strand 

Start 115 End 720 

Name OJ991015_17 . 0222 . C5 . o2 . np Method AAT/NAP 

Start 184 End 720 

GI 6006372 Score 119 

Exons 184.. 370, 671.. 720 

GI Descrip. (AP000559) hypothetical protein [Oryza sativa] 



OJ991015 17. 0222. C5 



Seq. No. 26659 Seq. ID 

Gene No. 55205 Strand 

Start 38 End 

Name OJ991015_17 . 0222 . C6 . ol . gs Method 

Start 38 End 

GI none Score 

Exons 38.. 210, 2053.. 2144 



OJ991015_17.0222.C6 

2144 
GENSCAN 
2144 
.97 



26631 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26659 Seq. ID 

55205 Strand 

38 End 

OJ991015_17.0222.C6.ol.np Method 

113 End 

5777617 Score 
113.. 215 

(AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ991015__17.0222.C6 

2144 
AAT/NAP 
215 
65 



26660 Seq. ID 

55206 Strand 

87 End 

OJ991015_17.0222.C7.ol.gs Method 

87 End 

none Score 
87. .341 



OJ991015_17.0222.C7 

341 - 
GEN SCAN 
341 
.99 



OJ991015 17. 0222. C7 



26660 Seq. ID 

55206 Strand 
87 End 341 

OJ991015_17 . 0222 . C7 . ol . np Method AAT/NAP 

90 End 223 

5922620 Score 177 

90. .223 

(AP000492) EST D15357 (C0514 ) corresponds to a region- of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



26661 Seq. ID 

55207 Strand 

625 End 

OJ991015_17.0222.C8.ol.gs Method 

625 End 

none ■ Score 
625. .760 



OJ991015_17.0222.C8 
+ 

760 

GENSCAN 

760 

.47 



OJ991015 17. 0222. C10 



26662 Seq. ID 

55208 Strand 

1 End 725 

0 J991015_17 . 0222 . C10 . ol . gp Method AAT/GAP' 

1 End 725 

uC-osflm202101f08bl Score 295 

1..53, 610. .725 

'6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 f 



26662 Seq. ID 

55208 Strand 

1 End 

OJ991015J.7 . 0222 . C10 . ol . np Method 

1 End 

4938492 Score 
1.-53, 610. .665 

(AL0784 64) putative villin, fragment [Arabidopsis thaliana] 



OJ991015_17. 0222. C10 
725 

AAT/NAP 

665 

115 



26632 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI=- 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 



26663 Seq. ID 

55209 Strand 

265 End 
OJ991015_17.0222.Cll.ol.gs Method 

265 End 

none Score 
265. .273 



OJ991015_17.0222.C11 
273 

GENSCAN 

273 

.46 



OJ991015 17.0222.C13 



26664 Seq. ID 

55210 Strand 
960 End 2430 

OJ991015_17 . 0222 .C13 .ol .np Method AAT/NAP 
661 End 2430 

3822036 Score 119 

661. .709, 894. .1035, 1916. .2016, 2143. .2264, 2395.. 
(AF072326) endo-1, 3-1, 4-beta-D-glucanase [Zea mays] 



2430 



26664 . Seq. ID 

55210 Strand 

960 End 
OJ991015_17.0222.C13.ol.gs Method 

960 End 

none Score 

960.. 1082, 1913.. 2038 



OJ991015_17.0222.C13 

2430 
GENSCAN 
2038 
.72 



OJ991015 17.0222. C14 



26665 Seq. ID 

55211 Strand 

1 End 589 

OJ991015_17 . 0222 . C14 . ol . np Method AAT/NAP 

1 End 58 9 

3822036 Score 144 
1..218, 455. .589 

(AF072326) endo-1, 3-1 , 4-beta-D-glucanase [Zea mays] 



26666 Seq. ID 

55212 Strand 

287 End 
OJ991015_17.0222.C15.ol.gs Method 

287 End 

none Score 
287. .356 



OJ991015_17.0222.C15 
356 

GENSCAN 

356 

.47 



Seq. No. 26667 . 

Gene No. 55213 

Start 220 

Name OJ991015_17 . 0222 . C17 . ol . gs 

Start 220 

GI none 

Exons 220.. 316, 390.. 481 

Seq. No. 26668 

Gene No. 55214 

Start 561 

Name OJ991015JL7 . 0222 . C18 . ol . gs 

Start 561 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0222. C17 



OJ991015_17, 
+ 

481 

GENSCAN 

481 

.74 



OJ991015_17 .0222.C18 
+ 

6730 
GENSCAN 
6696 
.74 



26633 



Exons 



561. .932, 1729. .1803, 1879. .1923, 2141. .2215, 3254. .3341, 
3486..3S95, 4868.. 4963, 5670.. 5736, 6161.. 6276, 6354.. 6432, 
6557. .6696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26668 
55214 
561 

OJ991015_17.0222.C18.ol.jip 
561 

6911862 



Seq. ID OJ991015_17.0222.C18 

Strand + 

End 6730 

Method AAT/NAP 

End 6687 

Score 818 



561. .612, 733. .932, 1729. .1803, 1879. .1923, 2141. .2215, 
3254. .3341, 3486.-3595, 4868.-4954, 5670. .5742, 6167. .6276, 
6354.. 6432, 6557.-6687 

(AL138649) serine/threonine-protein kinase-like protein 
[Arabidopsis thaliana] 



Seq. No. 26668 Seq. ID OJ991015_17 . 0222 . C18 

Gene No. 55214 Strand + 

Start 561 End 6730 

Name OJ991015_17 . 0222 -C18 .ol.gp Method AAT/GAP . 

Start 4898 End' 6730 

GI uC-osrocyp036fllbl Score 920 

Exons 4898. .4963, 5670. .5736, 6161. .6276, 6354. .6432, 6557. .6730 

GI Descrip. ' 1711543/sp | P50526 | SSP1_SCHP0 2.0e-22 SERINE/THREONINE-PROTEIN 

KINASE SSP1 >gi_21304 68_pir S58666 protein kinase sspl - 

fission yeast (Schizosaccharomyces pombe) 
>gi_1041185_dbj_BAA08301_ (D45882) protein • kinase 
[Schizosaccharomyces pombe] >gi_4 584701_emb_CAB4 0783 . 1_ 
(AL04 9609) serine/threonine-protein kinase sspl 
[Schizosaccharomyces pombe] ' 



Seq. No. 


26668 








Seq. ID 


OJ991015_17.0222.C18 


Gene No . 


55215 








Strand 




Start 


6775 








End 


7241 


Name 


OJ991015 17 


.0222 


.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


469 








End 


893 


GI 


none 








Score 


325 


Exons 


469. .891, 516. .713, 517 


. .891, 


831. .893 




Seq. No. 


26668 








Seq. ID 


OJ991015_17.0222.C18 


Gene No. 


55215 








Strand 




Start 


6775 








End 


7241 


Name 


OJ991015 17 


.0222 


.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4871 








End 


6708 


GI 


none 








Score 


150 


Exons 


4871. .4963, 


4871 


. .4963, 


4873. 


.4965, 4873. .4965, 5660. .5737, 




5661. .5741, 


5668 


. .5766, 


5669. 


.5743, 6159. .6275, 6159. .6290, 




6160. .6300, 


6342 


. .6431, 


6352. 


.6435, 6354. .6431, 6546. .6701, 




6555. .6701, 


6556 


. .6708 








Seq. No. 


26668 








Seq. ID 


OJ991015_17.0222.C18 


Gene No. 


55215 








Strand 




Start 


6775 








End 


7241 


Name 


OJ991015 17 


.0222 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


5663 








End 


6648 


GI 


none 








Score 


103 


Exons 


5663. .5743, 


5667 


. .5744, 


6154. 


.6279, 6156.. 6290, 6160.. 6291, 



26634 






6347. .6448, 6354. .6431, 


6556 


. 6648 




Seq. No. 


26668 




Seq. ID 


OJ991015_17.0222.C18 


Gene No. 


55215 




Strand 




Start 


6775 




End 


7241 


Name 


OJ991015 17.0222.C18.o2 


■ 9P 


Method 


AAT/GAP 


Start 


6775 




End 


7241 


GI 


none 




Score 


900 


Exons 


6775.. 7241 








Seq. No. 


26669 




Seq. ID 


OJ991015_17.0222^C20 


Gene No. 


55216 




Strand 


+ 


Start 


207 




End 


822 


Name 


OJ991015 17.0222.C20.ol 


. gs 


Method 


GEN SCAN 


Start 


207 




End 


822 


GI 


none 




Score 


.94 


Exons 


207. .474, 692. .822 








Seq. No. 


26670 




Seq. ID 


OJ991015_17.0222.C21 


Gene No. 


55217 




Strand 




Start 


608 




End 


'951 


Name 


OJ991015 17.0222.C21.ol 


. gs 


Method 


GENSCAN 


Start 


608 




End 


951 


GI 


none 




Score 


.81 


Exons 


608. .678, 882. .951 








Seq. No. 


26671 




Seq. ID 


OJ991015_17.0222.C22 


Gene No. 


55218 




Strand 


+ 


Start 


12 




End 


120 


Name 


OJ991015 17.0222.C22.ol 


. gs 


Method 


GENSCAN 


Start 


12 




End 


120 


GI 


none 




Score 


.79 


Exons 


12. .120 








Seq. No. 


26672 




Seq. ID" 


OJ991015_17.0222.C23 


Gene No. 


55219 




Strand 




Start 


1 




End 


539 


Name 


OJ991015 17.0222.C23.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


539 


GI 


6573241 




Score 


306 


Exons 


1..136, 240. .539 








GI Descrip. 


(AF205069) xyloglucan endotransglycosylase [Lycopersicon 




esculent urn] 








Seq. No. 


26672 




Seq. ID 


OJ991015_17.0222.C23 


Gene No. 


55219 




Strand 




Start 


1 




End 


539 


Name 


OJ991015 17.0222.C23.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


506 


GI 


none 




Score 


105 


Exons 


1..129, 2. .133, 3. .134, 


232. . 


378, 240. 


.389, 399.. 506, 426.. 


Seq. No. 


26672 




Seq. ID 


OJ991015_17.0222.C23 


Gene No. 


55219 




Strand 




Start 


1 




End 


539 


Name 


OJ991015 17.0222.C23.ol 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


404 



26635 




GI 


none 




Score 


115 


Exons 


1..153, 2 


..160, 3. .155, 159.. 


203, 246. 


.395, 247. .375, 297. .404 


Seq. No. 


26672 




Seq. ID 


OJ991015_17.0222.C23 


Gene No. 


55219 




. Strand 




Start 


1 




End 


539 


Name 


OJ991015 


17.0222.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


404 


GI 


none 




Score 


83 


Exons 


2. .136, 2 


..136, 246. .404, 271 


. .402 




Seq. No. 


26672 




Seq. ID 


OJ991015_17.0222.C23 


Gene No. 


55219 




Strand 




Start 


1 




End 


539 


Name 


OJ991015 


17.0222.C23..ol.gs 


Method 


GEN SCAN 


Start 


24 




End 


539 


GI 


none 




Score 


.88 


Exons 


24. .163, 


261. .539 






Seq. No. 


26673 




Seq. ID 


OJ991015_17.0222.C24 


Gene No. 


.'55220 




Strand 


+ 


Start 


542 




End 


906 


Name 


OJ991015 


17.0222.C24.ol.gs 


Method 


GENSCAN 


Start 


542 




End 


901 


GI 


none 




Score 


.91 


Exons 


542. . 676, 


775. .901 






Seq. No. 


26673 




Seq.. ID 


OJ991015_17.0222.C24 


Gene No. 


55220 




Strand 


+ 


Start 


542 




End 


906 


Name 


OJ991015 


17.0222.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


621 




End 


906 


GI 


none 




Score 


89 


Exons 


621. .704, 


623. .688, 773. .901, 


774. .902 


, 775. .906 


Seq. No. 


26674 




Seq. ID 


OJ991015_17.0222.C26 


Gene No. 


55221 




Strand 


+ 


Start 


195 




End:'' ■ 


593 


Name 


OJ991015 


17.0222.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


194 




End 


502 


GI 


none 




Score 


60 


Exons 


194. .244, 


260...502 






Seq. No. 


26674 




Seq. ID 


OJ991015_17.0222.C26 


Gene No. 


55221 




Strand 


+ 


Start 


195 




End 


593 


Name 


OJ991015 


17.0222.C26.ol.np 


Method 


AAT/NAP 


Start 


195 




End 


593 


GI 


4539424 




Score 


270 


Exons 


195. .593 








GI Descrip. 


(AL049171 


) steroid sulfotransferase-like protein [Arabidopsis 




thaliana] 








Seq. No. 


26674 




Seq. ID 


OJ991015_17.0222.C26 


Gene No. 


55221 




Strand 


+ 


Start 


195 




End 


593 


Name 


OJ991015 


17.0222.C26.ol.gs 


Method 


GENSCAN 



26636 



Start 233 

GI none 

Exons 233.. 548 

Seq. No. 26674 

Gene No. 55221 

Start 195 

Name OJ991015_17 . 0222 . C26 . ol . tc 

Start 260 

GI none 

Exons 260.. 535, 274.. 534 

Seq. No. 26675 

Gene No. 55222 

Start 96 

Name OJ991015_17 . 0222 . C27 . ol . gs 

Start 96 

GI none 

Exons 96. . 156 



End 
Score 



548 
.82 



Seq. ID OJ991015_-17.0222.C26 

Strand + 

End 593' 

Method . TBLASTX: Cress 

End ' - 535 

Score 235 



Seq. ID OJ991015_17.0222.C27 

Strand + 

End 156 

Method GENS CAN 

End 156 

Score .79 



Seq. No. 26676 

Gene No. 55223 

Start 188 

Name OJ991015_17 . 0222 . C28 . ol . gs 

Start ' 188 %\ 

GI none 

Exons 188.. 622 



Seq. ID OJ991015_17.0222.C28 

Strand + 

End 622 

Method GENS CAN 

End 622 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26677 
55224 
40 

OJ991015_17.0222.C29.ol.tc 
37 

none 



Seq. ID OJ991015_17.0222.C29 
Strand 

End 1560 

Method TBLASTX : Cress 

End 1559 

Score 111 



37. .153, 41. .157, 244. .336, 245. .301, 325.-447, 647. .808, 
648. .785, 734. .844, 1102. .1167, 1103. .1189, 1304. .1411, 
1306. .1440, 1306. .1434, 1490. .1558, 1500 .. 1559, 1503 .. 1559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26677 
55224 
40 

OJ991015_17.0222.C29.ol.tw 
37 

none 



Seq. ID OJ991015_17.0222.C29 
Strand 

End 1560 

Method TBLASTX : Wheat 

End 321 

Score 132 



37. .153, 38. .145, 39. .152, 49. .177, 220. .321, 238. .306 



26677 
55224 
40 

OJ991015_17.0222.C29.ol.tm 
38 

none 



Seq. ID OJ991015_17.0222.C29 
Strand 

End 1560 

Method TBLASTX : Mai ze 

End 4 54 

Score 153 



38. .151, 38... 151, 40. .153, 79. .153, 220. .450, 238. .402, 
245. .451, 365. .454 



Seq. No. 
Gene No, 



26677 
55224 



Seq. ID OJ991015_17.0222.C29 
Strand 



26637 



Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



40 



End 

Method 
End 
Score 



1560 
AAT/NAP 
1560 
702 



OJ991015_17.0222.C29.ol.np 
40 

3093294 

40. .150, 244. .455, 495. .844, 1102. .1167, 1285 
(Y12782) putative villin [Arabidopsis thaliana] 
gi|5730126|emb|CAB52460.1| (AL109796) putative villin 
[Arabidopsis thaliana] 



1410, 1499.. 1560 



Seq. No. 


26677 


Seq. ID 


OJ991015_17.0222.C29 


Gene No. 


55224 


Strand 




Start 


40 


End 


1560 


Name 


OJ991015 17.0222.C29.ol.gs 


Method 


GEN SCAN 


Start 


244 


End 


1410 


GI 


none 


Score 


.75 


Exons 


244. .452, 697. .844, 1102. .1167, 1285. .1410 


Seq. No. 


26677 


Seq. ID 


OJ991015_17.0222.C29 


Gene No. 


55224 


Strand 




Start 


40 \ 


• End 


1560 


Name 


OJ991015 17.0222.C29.o2.ts 


Method 


TBLASTX: Soybean 


Start 


334 


End ' 


844 


GI 


none 


- Score 


155 


Exons 


334. .432, 647. .799, 648. .782 


, 812. .844 




Seq. No. 


26677 


Seq. ID 


'OJ991015_17.0222lC29 


Gene No . 


55224 . 


Strand 




Start 


40 


End 


1560 


Name 


OJ991015 17.0222.C29.o2.tm 


Method 


TBLASTX: Maize 


Start 


526 


End 


1560 


GI 


none 


Score 


81 


Exons 


526. .654, 562. .645, 640. .843 


, 643..834, 


647. .844, 648. .842, 




1079. .1210, 1102. .1167, 1103 


..1189, 1282. .1413, 1286. .1411, 




1287. .1463, 1475. .1558, 1484 


..1558, 1498.. 1560, 1500.. 1559 


Seq. No. 


26677 


Seq. ID 


OJ991015_17.0222.C29 


Gene No. 


55224 


Strand 




Start 


40 


• End 


1560 


Name 


OJ991015 17.0222.C29.ol.gp 


Method 


AAT/GAP 


Start 


562 


End 


1560 


GI 


26830 1.R1084 


Score 


987 


Exons 


562. .844, 1102. .1167, 1285.. 


1410, 1499. 


.1560 


GI Descrip. 


'3093294/emb|CAA73320| l.Oe- 


71 (Y12782) 


putative villin 




[Arabidopsis thaliana] >gi 5730126 emb 


CAB524 60.1_ (AL1097 9 




putative villin [Arabidopsis 


thaliana] 1 




Seq. No. 


. 26677 


. Seq. ID 


OJ991015_17.0222.C29 


Gene No. 


55224 


Strand 




Start 


40 


End 


1560 


Name 


OJ991015 17.0222.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1102 


End 


1559 


GI 


none 


Score 


58 


Exons 


1102. .1167, 1103. .1168, 1288 


..1425, 1289. .1411, 1294. .1413, 




1496. .1558, 1499. .1558, 1500 


. .1559 




Seq. No. 


26678 


Seq. ID 


OJ991015_17.0222.C30 


Gene No. 


55225 


Strand 


+ • 



26638 



Start 1905 End 2083 

Name OJ991015_17 . 0222 .C30 . ol . gp Method AAT/GAP 

Start 1905 End 2083 

GI 44606_1.R1084 - Score 280 

Exons 1905.. 2083 

GI Descrip. 1 30932 94/ emb | CAA7 3320 | 1.0e-113 (Y12782) putative villin 

[Arabidopsis thaliana] >gi_5730126_emb_CAB524 60 . 1_ (AL109796) 
putative villin [Arabidopsis thaliana.] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991015 17.0222.C30 



26678 Seq. ID 

55226 Strand 
1 End 
OJ991015_17 . 0222 . C30 . ol . np Method 
1 End 
3093294 Score 
1..60, 938. .1066, 1165. .1302, 1381 
1917. .2078, 2175. .2200 

(Y12782) putative villin [Arabidopsis thaliana] 
gi|5730126|emb|CAB52460.1| .{ALIO 97 96) putative villin 
[Arabidopsis thaliana] 



2200 
AAT/NAP 
2200 
556 
1449, 1532. 



1600, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26678 
55226 
1 

OJ991015_17.0222.C30.ol.gs 
938 
none 



2200 
GENSCAN 
2072 
.67 

938.. 1066, 1093.. 1302, 1532.. 1600, 1917.. 2072 



Seq. ID OJ991015_17.0222.C30 
Strand 
End 

Method 
End 
Score 



26678 
55226 
1 

OJ991015_17.0222.C30.ol.tc 
938 
none 



End 

Method 
End 
Score 

938. .1033, 939. .1064, 1150. .1284, 1163. .1303, 1168. .1305, 
1184. .1303, 1382. .1438, 1395. .1442, 1423. .1452, 1532. .1606, 
1533.. 1601, 1915.. 2073, 1917.. 2075, 1992.. 2075 V- 



Seq. ID OJ991015_17.0222.C30 
Strand 

2200 

TBLASTX: Cress 
2075 
76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26678 
55226 
1 ■ 

OJ991015_17.0222.C30.ol.ts 

938 . 
none 



Seq. ID OJ991015_17.0222.C30 
Strand 

End 2200 

Method TBLASTX : Soybean 

End 2048 

Score 66 

1284, 1171. .1305, 



938. .1033, 942. .1064, 951. .1061, 1150 
1178. .1303, 1348. .1479, 1365. .1442, 1532. .1606, 1533. .1601, 
1879. .2046, 1910. .2047, 1917. .2048 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26678 
55226 
1 

OJ991015_17.0222.C30.ol.tm 

1189 

none 



Seq. ID OJ991015_17.0222.C30 
Strand 
End 

Method 
End 
Score 



2200 

TBLASTX: Maize 

1992 

78 



1189. .1284, 1189. .1284, 1191. .1289, 1274. .1303, 1394. .1438, 
1398. .1442, 1423. .1446, 1521. .1601, 1529. .1606, 1530. .1601, 



26639 



1911- .1991, 1916. .1990, 1917. .1991, 1924. .1992', 1924. .1992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26679 
55227 
1 

OJ991015_17.0222.C31.ol.np 
1 

3367534 



Seq. ID OJ991015_17.0222.G31 
Strand 

End 4465 

Method AAT/NAP 

End 1943 

Score 1390 



•L. .142, 556.. 1050, 1736.. 1943 - 

(AC004392) Strong similarity to coatamer alpha subunit ^HEPCOP) 
homolog gb|U24105 from Homo sapiens. [Arabidopsis thaliana] 



26679 
55227 
1 

OJ991015_17.0222.C31.ol.gs 

533 

none 



Seq. ID OJ991015_17.0222.C31 
Strand 

End 44 65 

Method GENSCAN 

End 44 65 

Score .84 



533. .1050, 1524. .1709, 1736. .1999, 3841. .3924, 4032. .4057, 
4392. .4465 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26679 
55228 
8581 

OJ991015_17.0222.C31.o3.tm 
3 

none 



Seq. ID OJ991015_17.0222.C31 
Strand 

End 8969 

Method TBLASTX : Mai ze 

End 1060 

Score 164 



3. .116, 18. .149, 18. .125, 539. .673, 566. .661, 566. .655, 
755. .1054, 761. .871, 767. .1060, 767. .994, 791. .1051 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26679 
55228 
8581 

OJ991015_17.0222.C31.o2.ts 
18 

none 



Seq. ID OJ991015_17.0222.C31 
Strand 

End 8969 

Method TBLASTX : Soybean 

End 1054 

Score 267 



18.. 125, 566. .664, 686. .940, 687. .938, 770. .832, 896. .1054 



Seq. No'. 2667 9 

Gene No. 55228 

Start 8581 

Name OJ991015_17 . 0222 . C31 . o2 . tc 

Start 584 

GI none 
Exons 



Seq. ID OJ991015_17.0222.C31 



Strand 
End 

Method 

End 

Score 



8969 

TBLASTX: Cress 

1956 

246 



584. .652, 770. .835, 791. .973, 917. .1036, 1734. .1949, 1735. .1956 



Seq. No. 


26679 






Seq. ID 


OJ991015_17.0222 


.C31 


Gene No. 


55228 






Strand 






Start 


8581 






End 


8969 




Name 


OJ991015 17 


.0222.C31.o3 


ts 


Method 


TBLASTX : Soybean 




Start 


1734 






End 


1950 




GI 


none 






Score 


261 




Exons 


1734. .1946, 


1735. .1947, 


1824. 


.1943, 1924.. 1950 




Seq. No. 


26679 






Seq. ID 


OJ991015_17.0222 


.C31 


Gene No. 


55228 






Strand 






Start 


8581 






End 


8969 





26640 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name , 
.Start 
GI 

Exons 

GI Descrip. 



OJ991015_17 . 0222 . C31 . o2 . tm Method 

1743 End 

none Score 
1743.. 1946, 1744.. 1956 



TBLASTX : Maize 

1956 

208 



Seq. ID OJ991015_17.0222.C31 
Strand 

8969 
AAT/GAP 
8969 
1265 



26679 
55228 
8581 

OJ991015_17.0222.C31.ol.gp 
8310 

12998_2.R1084 
8310.. 8969 

•3367534 5.0e-63 (AC004392) Strong similarity to coatamer alpha 
subunit (HEPCOP) homolog gb_U24105 from Homo sapiens. 
[Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



Seq. ' No. 


26679 








Seq. ID 


OJ991015 


_17.0222.C31 


Gene No. 


c a o o o 








Strand 






Start 


8581 








End 


8969 




Name 


OJ991015 17 


.0222. 


C31.ol 


.tm . 


Method 


TBLASTX: 


Maize 


Start 


8536 








End 


8968 




GI 


none 








Score 


307 




Exons 


8536. .8967, 


8537. 


.8764, 


8540. 


.8968, 8575.-8967 




Seq. No. - 


26679 








Seq. ID 


OJ991015 


_17.0222.C31 


Gene No. 


55228 








Strand 






Start 


8581 








End 


8969 




Name 


OJ991015 17 


.0222. 


C31.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


8581 








End 


8967 




GI 


none 








Score 


131 




Exons 


8581. .8796, 


8600. 


.8764, 


8807. 


.8827, 8813. .8932, 


8854. .8967 


Seq. No. 


26679 








Seq. ID 


OJ991015 


_17.0222.C31 


Gene No. 


55228 








Strand 






Start 


8581 








End 


8969 




Name 


OJ991015 17 


.0222. 


C31.o2 


.gs 


Method 


GEN SCAN 




Start 


8581 








End 


8928 




GI . 


none 








Score 


. 6 




Exons 


8581. .8928 














Seq. No. 


26679 








Seq. ID 


OJ991015 


_17.0222.C31 


Gene No. 


55228 








Strand 






Start 


8581 








End 


8969 




Name 


OJ991015 17 


.0222. 


C31.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


8581 








End 


8967 




GI 


none 








Score 


193 




Exons 


8581. .8796, 


8597. 


.8764, 


8616. 


.8783, 8617. .8784, 


8846. .8932, 




8854. .8967 














Seq. No. 


26679 








Seq. ID 


OJ991015 


_17.0222.C31 


Gene No. 


55228 








Strand 






Start 


8581 








End 


8969 




Name 


OJ991015 17 


.0222. 


C31.o2 


.np 


Method 


AAT/NAP 




Start 


8584 








End 


8969 




GI 


3367534 








Score 


447 




Exons 


8584. .8969 














GI Descrip. 


(AC004392) 


Strong 


similarity to coatamer alpha 


subunit (HEPCOP) 



26641 






homolog gb|U24105 from Homo 


sapiens . 


[Arabidopsis thaliana] 


Seq. No. 


26680 


Seq. ID 


OJ991015_ 


17.0222.C32 


Gene No. 


55229 


Strand 


+ 




Start 


124o 


bna 


3162 




Name 


OJ991015 17.0222.C32.ol.np 


Method 


AAT/NAP 




Start 


1245 


End 


3162 




GI 


226992 


Score 


203 




Exons 


1245. .1485, 3106. .3162 








GI Descrip. 


psbB gene [Pisum sativum] 








Seq. No. 


26680 


Seq. ID 


OJ991015_ 


17.0222.C32 


Gene No. 


55230 


Strand 


+ 




Start 


12402 


End 


13173 




Name 


OJ991015 17.0222.C32.o2.gs 


Method 


GENSCAN 




Start 


12402 


End 


13173 




GI 


none 


Score 


. 4 6 




Exons 


12402. .12784, 13077.. 13173 








Seq. No. 


26680 . 


Seq. ID 


*OJ991015_ 


17.0222.C32 


Gene No. 


55231 


Strand 


+ 




Start 


17995 


End 


20380 




Name 


OJ991015 17.0222.C32.o4.gs 


Method 


GENSCAN 




Start 


17995 


End 


20380 




GI 


none 


Score 


.85 




Exons 


17995. .18405, 18749. . 19066, 


20091. .20177, 20260. 


.20316, 




20375.. 20380 








Seq. No. 


26680 


Seq. ID 


OJ991015_ 


17.0222.C32 


Gene No. 


55232 


Strand 


+ 




Start 


20406 


End 


20821 




Name 


OJ991015 17.0222.C32.o5.gp 


Method 


AAT/GAP 




Start 


20406 


End 


20821 




GI 


3768912 


Score 


776 




Exons 


20406.. 20821 








Seq. No. 


26680 


Seq. ID 


OJ991015_ 


17 . 0222 . C32 


Gene No. 


55233 


Strand 


+ 




Start 


38863 


End 


42900 




Name 


OJ991015 17.0222.C32.o5.np 


Method . 


AAT/NAP 




Start 


38863 


End 


40901 




GI 


1087073 


Score 


716 




Exons 


38863. .39513, 39689.-39747, 


39882. .40007, 40172. 


.40298, 




40595. .40901 








GI Descrip. 


(S79243) calmodulin-binding heat-shock protein, 


CaMBP [Nicotiana 




tabacum=tobacco, Wisconsin- 


38, Peptide, 449 aa] 


[Nicotiana 




tabacum] 








Seq. No. 


26680 


Seq. ID 


OJ991015_ 


17 . 0222 . CJ2 


Gene No. 


55233 


Strand 


+ 




Start 


38863 


End 


42900 




Name 


OJ991015 17.0222.C32.o7.gs 


Method 


GENSCAN 




Start 


38863 


End 


42900 




GI 


none 


Score 


.76 




Exons 


38863. .39479, 39882 .. 40007, 


40172. .40307, 40613. 


.40871, 




42068. .42213, 42336 .. 42615, 


42714. .42900 





26642 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26680 
55234 
1656 

OJ991015_17, 

1656 

none 

1656. .1789, 
8976. .9049, 



0222.C32.ol.gs 



1973. 
9558. 



.2182, 
.9632, 



3379. . 
11133. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6267, 



OJ991015 17.0222.C32 



11151 
GENS CAN 
11151 
.49 
7008. .7502, 



8089. .8365, 



,11151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26680 Seq. ID OJ9910-15JL7 . 0222 . C32 

55234 Strand 

1656 End 11151 

OJ991015_17 . 0222 . C32 . o2 . np Method AAT/NAP 

3317 End 8296 

3367534 Score 5040 

3317. .6267, 7008. .7502, 8089. .8296 

(AC004392) Strong similarity to coatamer alpha subunit (HEPCOP) 
homolog gb|U24105 from Homo sapiens. [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991015 17.0222.C32 



11151 
AAT/GAP 
5216 
2710 



26680 
55234 
1656 

OJ991015_17.0222.C32.o2.gp 
3766 

12998_1.R1084 
3766. .5216 

■ 1362170/pir | | S57448 6.0e-09 DNA binding protein - rice 
(fragment) >gi_8714 98_emb_CAA61277_ (X88799) DNA binding protein 
[Oryza sativa] 1 

26680 Seq. ID OJ991015_17 . 0222 . C32 

55235 Strand 

13225 End 17775 

OJ991015_17 . 0222 . C32 . o3 . gp Method AAT/GAP 

13225 End 14045 

871497 . Score 1580 

13225. .14045 

1362170/pir | | S57448 6.0e-09 DNA binding protein - rice 
(fragment) >gi_8714 98_emb_CAA61277_ (X88799) DNA binding protein 
[Oryza sativa] 



26680 Seq. ID 

55235 Strand 

13225 End 

OJ991015_17 . 0222 . C32 . o3 . gs Method 

13702 End 

none Score 



OJ991015_17.0222.C32 

17775 
GENSCAN 
17775 
.56 



13702. .14419, 15325. .15413, 17035 .. 17229, 17656. .17775 



26680 Seq. ID 

55235 Strand 

13225 End 
OJ991015_17 . 0222 . C32 . o3 . np Method 

13705 End 

1362170 Score 
13705.. 14043 

DNA binding protein - rice (fragment) gi | 871498 | emb | CAA61277 | 



OJ991015_17.0222.C32 

17775 
AAT'/NAP 
14043 
578 



26643 




(X88799) DNA binding protein [Oryza sativa] 



Seq. No.. 


26680 






Seq. ID 


OJ991015_17 .0222.C32 


Gene No. 


55236 






Strand 




Start 


17810 






End 


18242 


Name 


OJ991015 17. 


0222 


,C32.o4 .gp 


Method 


AAT/GAP 


Start 


17810 






End 


18242 


GI 


286549 






Score 


637 


Exons 


17810. .17878 


, 17980. .18242 






Seq. No. 


26680 






Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55237 






Strand 




Start 


22150 






End 


22642 


Name 


OJ991015 17. 


0222 


.C32.o6.gp 


Method 


AAT/GAP 


Start • 


22150 






End 


22642 


GI 


5771216 






Score 


944 


Exons 


22150. .22642 








GI Descrip. 


1888550/gb|U89895|OSU89895 4. 


0e-36 Oryza sativa 




oathoaenesis 


-related protein 


class 1 


PR-1) gene, complete cds 


Seq. No. 


: 26680 






Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 






Strand 




Start 


23174 






End 


34424 


Name 


OJ991015 17 . 


0222 


.C32.o2. tw 


Method 


TBLASTX: Wheat 


Start 


1238 ~~ 






End 


1431 


GI 


none 






Score 


60 


Exons 


1238 . . 1285, 


1245 


..1289, 1263. 


.1385, 1263. .1388, 1264. .1386, 




1264 . . 1395, 


1328 


..1396, 1373'. 


:1426, 1381. .1431, 1381. .1428 


Seq. No. 


26680 






Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 






Strand 




Start 


23174 






End 


34424 


Name 


OJ991015 17. 


0222 


.C32.ol0.tm 


Method 


TBLASTX: Maize 


Start 


1262 






End 


1431 


GI 


none 






Score 


174 


Exons 


1262. .1420, 


1263 


..1427, 1264. 


.1431, 1264. .1428 


Seq. No." 


26680 






Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 






Strand 




Start 


23174 






End 


34424 


Name 


OJ991015 17. 


0222 


.C32.o7.tc 


Method 


TBLASTX: Cress 


Start 


1262 






End 


1429 


GI 


none 






Score 


194 


Exons 


1262. .1396, 


1263 


..1385, 1270. 


.1386, 1325. .1396, 1381. .1428, 




1382. .1429 










Seq." No. 


26680 






.Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 






Strand 




Start 


23174 






End 


34424 


Name 


OJ991015 17. 


0222 


.C32.ol. tm 


Method 


TBLASTX: Maize 


Start 


3212 






End 


4482 


GI 


none 






Score 


46 


Exons 


3212. .3292, 


3223 


..3255, 3294. 


.3497, 3305.. 4450, 3305.. 4297, 




3306. .4316, 


3310 


. .4365, .4380. 


.4439, 4446. .4481, 4447. .4482 


Seq. No. 


26680 






Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 






Strand 





26644 




otart 










End 


34424 


Name 


OJ991015 17 


.0222 


.C32.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3308 








End 


3904 


GI. 


none 








Score 


130 


Exons 


3308. .3529, 


3333 


. .3497, 


3355. 


.3537, 3540. .3560, 3546..366S, 




3587. .3904, 


3590 


. .3889, 


3783. 


.3902 




Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


' 55238 ' 








Strand 






Z J 1 / *± 








End 


34424 


Name 


OJ991015 17 


.0222 


.C32.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3314 








End 


4273 


GI 


none 








Score . 


164 


Exons 


3314. .3529, 


3327 


. .3533, 


3330. 


.3497, 3334.. 3534, 3503.. 4273, 




3555. .3584, 


3576 


. . 3665 , 


3587. 


.3880, 3711.. 4271 


Seq. No. 


26680 








oeq. lu 




(aene wo. 


c c o op 








Strand 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222 


,C32.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4417 








End 


5131 


GI 


none 








Score 


109 


Exons 


4417. .4695, 


4490 


. .5131, 


4521. 


.5126 ' 




Seq. No.' 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No . 


CCOOQ 
JJ^JO 








Strand 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222.C32.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


4484 








End 


4639 


GI 


none 








Score 


162 


Exons 


4484. .4639, 


4496 


. .4624, 


4518. 


.4637 




Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


bene wo. 


c c o o q 
DDz jo 








Strand 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222.C32.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


4535 








End 


4993 


GI 


none 








Score 


290 


Exons 


4535. .4570, 


4565 


. .4993, 


4569. 


.4985, 4586. .4993 


Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 








■Strand 






0 "51 7 A 
Z J 1 / H 








End 


34 4 24 


Name 


OJ991015 17 


.0222.C32.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4640 








End 


5278 


GI 


none 








Score 


146 


Exons 


4640. .5041, 


4642 


.4794, 


4646. 


.5041, 4668. .5045, 5042. .5278, 




5043. .5273, 


5074 


.5274 








Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222/C32 


Gene No. 


55238 








Strand 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222 


C32.o5 


.tc 


Method 


TBLASTX: Cress 


Start 


4994 








End 


5176 


GI 


none 








Score 


170 


Exons 


4994. .5176, 


4995 


.5174 









26645 




Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 








Strand 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222 


.C32.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


5186 








End 


5560 


GI 


none 








Score 


318 


Exons 


5186. .5530, 


5211 


. .5531, 


5516. 


.5560 




Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


c c o o o 








bt rana 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222 


.C32.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5226 








End 


5698 


GI 


none 








Score 


418 


Exons 


5226. .5636, 


5231 


. .5698, 


5267. 


.5698 




Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


OOZ JO 








Strand 




Start 


23174 








End 


34424 ' 


Name 


OJ991015 17 


.0222 


.C32.O10 


.ts 


Method 


TBLASTX : Soybean 


Start 


5582 








End ■ 


5755 


GI 


none 








Score 


134 


Exons 


5582. .5752, 


5583 


. .5753, 


5590. 


.5754, 5603.. 5755 


i= :f Seq. No.. 


26680 /' 








Seq. ID 


OJ991015_17.0222.C32 


W' Gene No. 


55238 








Strand 




Cf! Start 


23174 








End 


34424 


I s [§ Name 


OJ991015 17 


.0222 


.C32.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


5756 








End 


6101 


:1 GI 


none 








Score 


271 


5= y Exons 

hi 


5756. .6097, 


5757 


. .6101 








ry Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 








Strand 




n Start 


23174 








End 


34424 


' ~[ Name 


ojyyioio l / 


. 0ZZ2 


POO —.11 

. C3Z .Oil 


. tm 


Method 


TBLASTX: Maize 


y Start 


6011 








End 


7512 


H s GI 


none 








Score 


■159 


u3 Exons 


6011. .6250, 


6023 


. .6250, 


6047. 


.6244, 7003. .7125, 7018. .7113, 


: S3! S 


7018. .7107, 


7207 


. .7506, 


7213. 


.7323, 7219. .7512, 7219. ,7446, 




7243. .7503 












Seq. No. 


26680 








Seq. ID 


OJ991015_17.0222.C32 


Gene No. 


55238 








Strand 




Start 


Z 31 1 4 








End 


34424 


Name 


OJ991015 17 


.0222 


.C32.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


6143 








End 


7506 


GI 


none 








Score 


76 


Exons 


6143. .6250, 


7137 


. .7244, 


7138. 


.7392, 7139. .7390, 7210. .7410, 




7212. .7412, 


7348 


. .7506 








Seq. No. 


26680 








Seq. ID 


OJ991015_17 . 0222 . C32 


Gene No. 


55238 








Strand 




Start 


23174 








End 


34424 


Name 


OJ991015 17 


.0222 


.C32.o7. 


ts 


Method 


TBLASTX: Soybean 


Start 


7018 








End 


8300 


GI 


none 








Score 


265 



26646 



Exons 7018.. 7104, 8084.. 8299, 8085.. 8300 

Seq. No. 26680 Seq. ID 

Gene No. 55238 Strand 

Start 23174 End 

Name OJ991015_17 . 0222 .C32 .o4 . tc Method 

Start 7036 End 

GI none Score 

Exons 7036.. 7104, 72-22.. 7287, 7243^.7.425,' 7369 
8085. .8297 



OJ991015_17.0222.C32 
34424 

TBLASTX: Cress 
8297 
241 

7488, 8084.. 8296, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26680 Seq. ID 

55238 Strand 

23174 End 

OJ991015_17.0222.C32.o6.tm Method 

8096 End 

none Score 
8096.. 8299, 8097.. 8300 

26680 Seq. ID 

55238 ' Strand 

23174 End 

OJ991015_17 . 0222 . C32 . o9. tm Method 

18817 End 

none Score 
18817. .18933, 18818 .. 18934 , 
20263. .20319, 20410. .20484 

26680 Seq. ID 

55238 Strand 

23174 End 

OJ991015_17 . 0222 . C32 . o7 . gp Method 

22645 End 

17089 1.R1084 Score 



OJ991015_17 . 0222 . C32 
34424 

TBLASTX : Maize 

8300 

207 



OJ9910i5_17.0222.C32 
34424 

TBLASTX: Maize 

20484 

199 



19024. .19068, 19025 19111, 



OJ991015_17.0222.C32 

34424 
AAT/GAP 
24678 
1464 



22645. .23000, 23092 23257, 24163 .. 24240, 24353.-24526, 
24614. .24678 



GI Descrip. 1 1888550/gb | U89895 | OSU89895 4.0e-36 Oryza sativa 



pathogenesis-related protein class l (PR-l) gene, complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26680 
55238 
23174 

OJ991015_17.0222.C32.o4.tm 
22893 
none 
22893. 



,22979, 
22984. .23004, 
23093. .23140, 



24148. 
24373, 
24613, 
25607. 
25621. 
25975. 
27502. 



.24240, 
.24531, 
.24681, 
.25705, 
.25767, 
.26058, 
.27594, 



22915. 
23089. 
23165. 
24162. 
24400. 
24615. 
25614. 
25932. 
26125. 
27506. 



22983, 
23139, 
23239, 
24239, 
24528, 
24671, 
25706, 
26057, 
26283, 
27595 



Seq. ID OJ991015_17.0222.C32 
Strand 

End 34424 

Method TBLASTX: Maize 

End 27595 

Score 87 
22919. .22978, 22979 .. 22996, 
23092. .23139, 23093 .. 23140, 
23169. .23270, 23170 .. 23259, 
24278. .24529, 24372 .. 24 527, 
24419. .24574, 24605, 
24774. .24851, 24775, 
25618. .25704, 25620. 
25967. .26050, 25971. 



26139. .26273, 27502. 



24673, 
.24831, 
25766, 
.26057, 
27594, 



Seq. No. 



26680 



Seq. ID OJ991015_17.0222.C32 



26647 



Gene No. 55238 
Start 23174 

Name OJ991015_17 . 0222 . C32 . o9 . ts 

Start 23162 
GI none 

Exons 23162. .23221, 23163 .. 23219, 

24349. .24435, 24353 .. 24574 , 
24615. .24671, 24774 .. 24836, 
25618. .25707/ 25621 257 10, 
26125. .26256, 26126 26209, 
27499. .27570 



Strand 

End 34424 

Method TBLASTX : Soybean 

End 27570 

Score 67 
23223. .23270, 24206 .. 2424 1 , 
24459. .24527, 24 605 .. 24 673, 
24775. .24828, 25607 .. 25708 , 
25932. .26057, 25975 .. 26058 , 
26203. .26355, 26276 .. 26350, 



Seq. No. 26680 Seq. ID 

Gene No. 55238 Strand 

Start 23174 End 

Name OJ991015_17 . 0222 . C32 . o4 . np Method 

Start 23174 End 

GI 6729348 Score 
Exons 



OJ991015_17.0222.C32 

34424 
AAT/NAP 
32523 
2979 



23174. .23257, 24163 .. 24242 , 24352 24526, 24 614 .. 24 670 , 
24777. .24828, 25619. .25707,. 25971. .26056, 26139.. .26349, 
27502. .27594, 27670 27810 , 27887 .. 27 97 9, 29591 .. 29825, 
29975. .30147, 30946 32283, 32380.. 32523 
GI Descrip. (AB037134) IRE homolog 1 [Arabidopsis thaliana] 



Seq. No. 26680 Seq. ID 

Gene No. 55238 Strand 

Start 23174 . End 

Name OJ991015_17 . 0222 .C32 . o5 . gs / Method 

Start 23174 End 

GI none Score 
Exons 



OJ991015_17.0222.C32 

34 424 
GEN SCAN 
34308 
.73 



23174. .23257, 24163 .. 24240, 24353 .. 24504 , 24797 24828 , 

25619- .25707, 25971 26056, 26139 .. 2634 9, 27502 .. 27594 , 

27670. .27810, '27887. .27979, 29591 .. 29825, 29975 .. 30147 , 

30946. .32283, 32380 .. 32565, 33337 .. 33365, 33531 .. 33617 , 
33663. .34308 



Seq. No. 26680 
Gene No. 55238 re- 

start 23174 

Name OJ991015_17 . 0222 . C32 . ol . tw 

Start 24351 
GI ■ none 

Exons 24351. 

24613. 

24775. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991015_17.0222.C32 
34424' 

TBLASTX: Wheat 

24836 

252 



.24527, 24352. .24531, 24353 .. 24574 , 24 605 .. 24 673, 
.24681, 24615. .24671, 247 66 24831, 24774 .. 24836, 
.24831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26680 
55238 
23174 

OJ991015_17.0222.C32.o8.tc 
25989 



none 
25989. 
26326. 
27884. 



.26051, 25990, 
.26355, 27505. 
.27982, 29588, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.26049, 26125. .26205, 26126 
.27594, 27667. .27816, 27668 
.29689 



OJ991015 17.0222.C32 



34424 

TBLASTX: Cress 
29689' 
46 

26197, 
27772, 



Seq. No. 



26680 



Seq. ID OJ991015_17.0222.C32 



26648 




Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


27667 




End 


29744 




GI 


none 




Score 


198 




Exons 


27667. .27816, 27668. 


.27817, 


27672. .27818, 27881 .. 27 970, 






27884.-27982, 27885. 


.28037, 


29588. .29743, 29589.. 29744 




Seq. No. 


26680 




Seq.' ID 


OJ991015_17.0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End" 


34424 




Name 


OJ991015 17.0222.C32 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


30019 




End 


31405 




GI 


none 




Score 


79 




Exons 


30019. .30150, 30020. 


.30151, 


30909, .31268, 30934 .. 31404, 






30943. .31401, 30950. 


.31405 








Seq. No. 


26680 




Seq. ID 


OJ991015_17.0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32 


. 08 .gp 


Method 


AAT/GAP 




Start 


30084 




End 


31408 




GI 


none 




Score 


1022 




Exons 


30084. .30147, 30946. 


.31408 








Seq. No. 


26680 




Seq. ID 


OJ991015_17.0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


31147 




End 


31387 




GI 


none 




Score 


284 




Exons 


31147. .31386, 31151. 


.31387 








Seq. No. 


26680 




Seq. ID 


OJ991015_17.0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32 


.06. tc 


Method 


TBLASTX: Cress 




Start 


31885 




End 


32124 




GI 


none 




Score 


152 




Exons 


31885. .32124, 31930. 


.32097, 


31979. .32122 




Seq. No. 


26680 




Seq. ID 


OJ991015_17.0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


32056 




End 


32440 




GI 


none 




Score 


129 




Exons 


32056. .32286, 32061. 


.32192, 


32062. .32286, 32378 .. 324 40, 






32380. .32439 










Seq.- No. 


- 26680 




Seq. ID 


OJ991015_17.0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32 


.ol2.ts 


Method 


TBLASTX : Soybean 




Start 


32408 




End 


32562 




GI 


none 




Score 


148 




Exons 


32.408. .32551, 32410. 


.32547, 


32425. .32562 





26649 




Seq. No. 


26680 




Seq. ID 


OJ991015_17 . 0222 


.C32 


Gene No. 


55238 




Strand 






Start 


23174 




End 


34424 




Name 


OJ991015 17.0222.C32.o9. 


gp 


Method 


AAT/GAP 




Start 


34042 




End 


34424 




GI 


none 




Score 


730 




Exons 


34042. .34424 










Seq. No. 


26680 




Seq. ID 


OJ991015_17.0222 


'.C32 


Gene No. 


55239 




Strand 






Start 


39415 




End 


40312 




Name 


OJ991015 17.0222.C32.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


39415 




End 


40312 




GI 


none 




Score 


126 




Exons 


39415. .39513, 39432 .. 39506, 


39683. .39742, 39883 .. 39942, 






39940. .40038, 40166 .. 40312 , 


40167. .40310 




Seq. No. 


26680 






r OJ991Q15_ : l'7;0222 


• C32 


Gene No. • 


55239 










Start 


39415 




En»'f : 


; tt)312 'y >' 




Name 


OJ991015 17. 0222. C32. oil 


..ts 


Method ' 


*■ TBLASTX : Soybean 




Start 


39883 




End 


40312 




GI 


none 




Score 


81 




Exons 


39883. .39942, 39931 .. 40038 , 


40169. .40312, 40170.. 40310 




Seq. No. • 


26681 




Seq. ID 


OJ991015 17.0222 


.C3'3 


Gene No. 


55240 




Strand 


+ 




Start 


1780 




End 


1858 




Name 


OJ991015 17.0222.C33.ol. 


np 


Method 


AAT/NAP 




Start 


1780 




End 


1858 




GI 


6630699 




Score 


95 




Exons 


1780. .1858 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 |dbj IBAA89566. 


1| (AP001073) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


26681 




Seq. ID 


OJ991015_17.0222 


.C33 


Gene No.- 


55241 




Strand 


+ 




Start 


1983 




End 


6553 




Name 


OJ991015 17.0222.C33.o2. 


np 


Method 


AAT/NAP 




Start 


1983 




• End 


3969 




GI 


6539570 




Score 


216 




Exons 


1983.. 2198, 2365.. 2419, 


3941 


. .3969 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26681 




Seq. ID ' 


OJ991015_17.0222 


.C33 


Gene No. 


55241 




Strand 


+ 




Start 


1983 




End 


6553 




Name 


OJ991015 17.0222.C33.o3. 


np 


Method 


AAT/NAP 




Start 


2894 




End 


5957 




GI 


6453893 




Score 


608 




Exons 


2894. .2985, 3672.. 3876, 


4136 


..4253, 4554. .4861, 5157. .5255, 




5435.. 5615, 5703.. 5957 










GI Descrip. 


(AC011663) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


26681 




Seq. ID 


OJ991015_17.0222 


.C33 



26650 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55241 
1983 

OJ991015_17.0222.C33.o2. 

3500 

none 

3500.. 3876, 4136.. 4253, 
5435.. 5940, 6501.. 6553 

26681 
55242 
9108 

OJ991015_17.0222.C33.o2. 
8 

none 

8. .28, 18. .107, 27. .65, 
357. .407, 358. .411, 358. 
538. .597 



Strand 
End 



+ 

6553 



gs Method GEN SCAN 

End 6553 

Score .72 
4554. .4861, 4937. .5068, 5157. .5255, 



Seq. ID OJ991015_17.0222.C33 

Strand + 

End 16321 
tw Method TBLASTX : Wheat 

End 597 

Score 35 
31. .84, 170. .277, 171. .278, 357. .410 
.408, 527. .595, 537. .596, 538. .597, 



Seq.. No. 26681 

^Gene-No," 5.52 4 2 : , - \. . .■■ 

Start ' 9108 

Name OJ991015_17 . 0222 . C33 . o3 , 

Start 4161 
GI none 

Exons 4161.. 4265, 4162.. 4269, 

4553. .4729 



^ . t Seq.. ID PJ991015_17.0222.C33 
- ' Strand" . ~$ '■■ 

: " End • ■ i632"i - r- ' ^ • ' 

tm Method TBLASTX : Maize 

End 4730 

Score 148 
4163. .4270, 4549. .4725, 4551.. 4730, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26681 
55242 
9108 

OJ991015_17.0222.C33.o2.tm 

4827 

none 



Seq. ID OJ991015_17. 0222.C33 



Strand 
End 

Method 

End 

Score 



+ 

16321 

TBLASTX: Maize 

5510 

47 



4827. .4862, 4880. .4975, 4923. .4985, 4934. .4993, 4935. .5084, 
4936. .5070, 4941. .5087, 5016. .5084, 5154. .5258, 5154. .5195, 
5155.. 5256, 5155.. 5202, 5433. .5510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26681 
55242 
9108 

OJ991015_17.0222.C33.o4.tm 

5711 

none 



Seq. ID OJ991015_17.0222.C33 

Strand + 

End 16321 

Method TBLASTX : Maize 

End 5951 

Score 210 



5711. .5881, 5712. .5897, 5715. .5897, 5719. .5943, 5719. .5943, 
5919. .5951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26681 
55242 
9108 

OJ991015_17.0222.C33.o3.gs 

9108 

none 



Seq. ID OJ991015_17.0222.C33 



Strand 
End 

Method 

End 

Score 



+ 

16321 
GENSCAN 
16321 
.75 



9108. .9113, 10419. .10657, 13540 .. 1364 4 , 14322 .. 14454 , 
14547. .14672, 14857 .. 14884, 15207 .. 1524 9, 16009.. 16321 



Seq. No. 
Gene No. 



26681 
55242 



Seq. ID OJ991015_17.0222.C33 
Strand + 



26651 




Start 


9108 




End 


16321 




Name 


OJ991015 17.0222.C33. 


ol .gp 


Method 


AAT/GAP 




Start 


10497 




End 


14895 




GI 


17570 1.R1084 




Score 


984 




Exons 


10497. .10657, 14315.. 


14454, 


14547. .14 672, 14758. .14 895 




GI Descrip. 


'4886271/emb|CAB43411 


.11 9. 


Oe-56 (AL050300) putative proteii 




[Arabidopsis thaliana] 1 








Seq. No. 


26681 . 




Seq. ID 


OJ99l015_17.0222 


.C33 


Gene No. 


55242 




Strand 


+ 




Start 


9108 




End 


16321 




Name 


OJ991015 17.0222.C33. 


o4 .rip 


Method 


AAT/NAP 




Start 


14281 




End 


14895 




GI 


4886271 




Score 


503 




Exons 


14281. .14454, 14547.. 


14672, 


14758. .14895 




GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26681 




Seq. ID 


OJ991015_17.0222 


.C33 


Gene No. 


55242 




Strand 


+ 




Start' 


9108 " . . - • : 




End 


16321 '. 




Name . 


OJ991015_17 . 0222 .C33 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14304 




End 


14892 




GI 


none 




Score 


212 




Exons 


14304. .14447, 14306.. 


14449, 


14314. .14454, 14314 14454 , 






14544 . . 14672, 14546. . 


14704, 


14547. .14675, 14757 14888 , 






14758. .1*4892 










Seq. No. 


26681 




Seq. ID 


OJ991015_17.0222 


.C33 


Gene No. 


55242 




Strand 


+ 




Start 


9108 




End 


-16321 




Name 


OJ991015 17.0222.C33. 


ol. ts 


Method 


TBLASTX: Soybean 




Start 


14304 




End 


15265 




GI 


none 




Score . 


212 




Exons 


14304. .14453, 14314.. 


14454, 


14546. ;14689, 14547 .. 14 687 , 






14 Jfl / , . IflOJU/ 14 jflO . . 


x h o y 1 , 


14749. .14859, 14757 .. 14837 , 






14757. .14888, 14758.. 


14889, 


15206.. 15265 




Seq. Np. 


26681 




Seq. ID 


OJ991015_17.0222 


.C33 


Gene No. 


55242 




Strand 


+ 




Start 


9108 




End 


16321 




Name 


OJ991015 17.0222.C33. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


14314 




End 


14889 




GI 


none 




Score 


215 




Exons 


14314. .14454, 14314.. 


14454, 


14324. .14 4 67, 14529. .14672, 






14547. .14675, 14555.. 


14674, 


14758. .14£ 


}89, 14758. .14889 




Seq. No. 


26681 




Seq. ID 


OJ991015_17.0222 


.C33 


Gene No. 


55242 




Strand 


+ 




Start 


9108 




End 


16321 




Name 


OJ991015 17.0222.C33. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


14352 




End 


14892 




GI 


none 




Score 


129 




Exons 


14352. .14450, 14353.. 


14454, 


1*4357. . 14449, 14544 .. 14 666, 






14546. .14704, 14547.. 


14675, 


14749. . 14859, 14757 .. 14888 , 






14758. .14892 










Seq. No. 


26682 




Seq. ID 


OJ991015__17.0222 


.C34 



26652 




Gene No. 


55243 


Strand 


+ 




Start 


1581 


End 


3046 




Name 


OJ991015 17.0222.C34.ol.gs 


Method 


GENS CAN 




Start 


1581 


End 


3046 




GI . 


none 


Score 


.66 




Exons 


1581. .1681, 2944. .3046 








Seq. No. 


26682 


Seq. ID 


OJ991015_17. 


.0222. C34 


Gene No . • 


55244 


Strand 


+ 




Start 


13902 


End , 


14035 




Name 


OJ991015 17.0222.C34.o4.gs 


Method 


GENSCAN 




Start 


13902 


End 


14035 




GI 


none 


Score 


.62 




Exons 


13902. .14035 








Seq: No. 


26682 


Seq. ID 


OJ991015_17. 


.0222.C34 


Gene No. 


55245 


Strand 






Start 


142 


End. 


14148 




Name 


<K" OJ991015 17.0222.C34.o2.np 


Method- • 


AAT/NAP 




Start 


' ^142'. ■ . ' ...... 


-•t«;.End 


.1-4148 ' ' 




GI-'- 


■* 5734709 - fc ' 


' Score' 


417 




Exons 


142. .208, 5144. .5243, 7439. 


.7964, 8714 


..9187, 9219. 


. .9316, 



9527. .9806, 10140 .. 10425, 13901. .14148 
GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain 
[Arabidopsis thaliana] 



Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17 


.0222 


.C34.o2 


.gs 


Method 


GENSCAN 


Start 


3748 








End 


10114 


GI 


none 








Score 


.55 


Exons 


3748. .3773, 


5450 


. .5716, 


7415. 


.7990, 8728. .10114 


Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17 


.0222 


.C34.ol. 


.gp- 


Method 


AAT/GAP 


Start 


6962 








End 


7410 


GI 


none 








Score 


861 


Exons 


6962. .7410 












Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No, 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17 


.0222 


.C34.o2. 


.tw 


Method 


TBLASTX: Wheat 


Start 


7240 








End 


7627 


GI 


none 








Score 


41 


Exons 


7240. .7272, 


7347 


. .7403, 


7389. 


.7625, 7391. .7627, 7438. .7626 


Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17 


.0222 


.C34.ol. 




Method 


AAT/NAP 


Start 


7401 








End 


10084 


GI 


4008006 








Score 


1553 


Exons 


7401. .7990, 


8728 


. .10084 









26653 



GI Descrip. (AF084034) receptor-like protein kinase [Arabidopsis thaliana] 



Seq. No. 


26682 




Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 




Strand 




Start 


142 




End 


14148 


Name 


OJ991015 17.022Z.C34.o2. 


gp 


Method 


AAT/GAP 


Start 


7407 




End 


7739 


GI 


LIB3434-064-P1-K1-B5 




Score 


563 


Exons 


7407. .7739 








GI Descrip. 


, 2760839/gb|AAB95307. 1| 


l.Oe 


-26 (AC003105) putative receptor 




kinase [Arabidopsis thaliana] • 




Seq. No. 


26682 




Seq. ID 


OJ991015_17.0222.C34 


Gene No . 


55245 




Strand 




Start 


142 




End 


14148 


Name 


OJ991015 17.0222.C34.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7417 




. End 


8995 


GI 


none 




Score 


403 


Exons 


7417 ■ 7959, -7428. .7964, 


7960 


..8010, 7965.. 7991, 8723... 8920, 




8726. .8995^:8727 /.8921 






Seq. No. 


26682 




Seq. ID 


OJ991015_17.0222.C34 


Gene No . 


55245 




Strand 




Start 


142 




End 


14148 


Name 


OJ991015 17.0222.C34.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7427 




End 


8011 


GI 


none 




Score 


443 


Exons 


7427.. 7723, 7428.. 8000, 


7429 


..7995, 7 


314. .8011 


Seq. No. 


26682 




Seq. ID 


OJ991015_17 . 0222 . C34 


Q@n@ No . 


55245 




Strand 




Start 


142 




End 


14148 


Name 


OJ991015 17.0222.C34.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7428 




End 


8884 


GI 


none 




Score 


184 


Exons 


7428. .7541, 7551. .7766, 


7555 


..7770, 7752. .7991, 8726. .8884 


Seq. No. 


26682 




Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 




Strand 




Start 


142 




End 


14148- 


Name 


OJ991015 17.0222.C34.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


7668 * 




End 


7958 


GI 


none 




Score 


137 


Exons 


7668. .7766, 7806. .7958 








Seq. No. 


26682 




Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 




• Strand 




Start 


142 . 




End 


14148 


Name 


OJ991015 17.0222.C34.o3. 


gp 


Method 


AAT/GAP 


Start 


7832 




End 


9171 


GI 


70286 1.R1084 




Score 


1143 


Exons 


7832. .7990, 8728. .9171 








GI Descrip. 


•4008006 8.0e-52 (AF084034) 


receptor-like protein kinase 




[Arabidopsis thaliana] 1 








Seq. No. 


26682 




Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 




Strand 





26654 




Start 


142 








End 


14148 


Name 


OJ991015 17. 


0222 


.C34 .o3 


.tm 


Method 


TBLASTX: Maize 


Start 


8726 








End 


9073 


GI 


none 








Score 


324 


Exons 


8726. .9073, 


8727 


. .-9062 








Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17. 


0222 


.C34.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8801 








End " 


9050 


•GI 


none 








Score 


224 


Exons 


8801. .9049, 


8802 


. .9050 








Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17. 


0222 


.C34.o2 


.tc 


Method 


TBLASTX : Cress 


Start 


8885. 








End 


9932 


GI ; .. 


.-none „ : -r/. ■ - 








Score 


10* 


Exons 


8885. .9007, 


8885 


. .9019, 


9014. 


.9121, 9411. .9932, 9461. .9931 


Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 ' 


Name ■ 


OJ991015 17. 


0222 


.C34.o4 


.tm 


Method 


TBLASTX: Maize , . 


Start 


9199 








End 


9419 


GI 


none 








Score 


184 


Exons 


9199. .9342, 


9201 


. .9251, 


9208. 


.9342, 9365.. 9418, 9366.. 9419 


Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17. 


0222 


.C34.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


9411 








End 


9931 


GI 


none 








Score 


82 


Exons 


9411. .9533, 


9461 


. .9550, 


9506. 


.9748, 9545. .9931, 9552. .9920 


Seq. No. 


26682 








Seq. ID 


OJ991015_17.0222.C34 


Gene No. 


55245 








Strand 




Start 


142 








End 


14148 


Name 


OJ991015 17. 


0222 


.C34.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


9420 








End 


9902 


GI 


none 








Score 


188 


Exons 


9420. .9545, 


9427 


. .9459, 


9461. 


.9544, 9533. .9655, 9534. .9902, 




9542. .9901 












Seq. No. 


26683 








Seq. ID 


OJ991015_17 .0222.C35 


Gene No. 


55246 








Strand 


+ 


Start 


59 








End 


1132 


Name 


OJ991015 17. 


0222 


.C35.ol 


. gs 


Method 


GENSCAN 


Start 


59 








End 


1132 


GI 


none 








Score 


.6 


Exons 


59.. 271, 722 


..836, 945. 


.1132 






Seq. No. 


26683 








Seq. ID 


OJ991015_17.0222.C35 


Gene No. 


55247 








Strand 





26655 



Start 
Name 
Start 
GI 

Exons 



8597 . End 
OJ991015_17 . 0222 . C35 . ol . tm Method 
5058 End 
none Score 



10898 

TBLASTX: Maize 

6293 

194 



5058. .5276, 5083. .5250, 5093. .5281, 5094. .5279, 5383. .5490, 

5384.. 5530, 5385.. 5486, 5387.. 5491, 5395.. 5502, 5489.. 5584, 

5493. .5705, 5524. .5628, 5654. .5707, 5692. .5991, 5699. .5992, 

5710. .5994, 5995. .6246, 5998. .6249, 6246.-6293 



Seq. No. 26683 

Gene No. 55247 

Start 8597 

Name OJ991015_17 . 0222 .C35 . o3. gs 

Start 8597 . 

GI none 
Exons 



Seq. ID OJ991015_17.0222.C35 
Strand 

End 10898 

Method ■ GEN SCAN 

End 10898 

Score .66 



8597. .8818, 10370 .. 10537 , 10564 .. 1062 6, 10766. .10898 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26683 Seq. ID OJ991015_17 . 0222 . C35 

55247 Strand 
.8597 End 10898 \ 

OJ991015_17.0222.C35.ol.gp Method AAT/GAP 
8616 End 8678 

15625_1.R1084 Score 82 

8616.. 8678 

? 2129628/pir | IS58275 2.0e-21 ketoconazole resistent protein 
Arabidopsis thaliana >gi_928938_emb_CAA614 33_ (X89036) 
ketoconazole resistent protein [Arabidopsis thaliana] 1 



26683 Seq. ID 

55247 Strand 

8597 End 
OJ991015_17 . 0222 . C35 . o2 . gp Method 

10352 End 

3805_1.R1084 Score 
10352. .10578 

'3294467 0.0e+00 (U89341) phosphoglucomutase 1 [Zea mays] 1 



OJ991015_17.0222.C35 

10898 
AAT/GAP 
10578 
376 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991015 17.0222.C36 



26684 
55248 
1 

OJ991015_17.0222.C36.ol.np 
1 

4185142 
1..26, 273. .320, 407. .653 

(AC005724) putative SNF2/RAD54 family DNA repair and 
recombination protein [Arabidopsis thaliana] 



1312 
AAT/NAP 
653 
56 



26684 
55248 
1 

OJ991015_17 . 0222 . C36 . ol . gs 

249 

none 

249.. 320, 1232.. 1312 

26685 
55249 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991015_17.0222.C36 

1312 
GENSCAN 
1312 
.98 



OJ991015_17.0222.C37 
+ 



26656 




Start 


119 




End 


327 - 








Name 


OJ991015 17.0222.C37.ol 


.gs 


Method 


GENSCAN 








Start 


119 




End 


327 








GI 


none 




Score 


.67 








Exons 


119. .327 














Seq. No. 


26685 




Seq. ID 


OJ991015_ 


_17 


.0222. 


C37 


Gene No. 


55250 




Strand 










Start 


843 




End 


1413 








Name 


OJ991015 17.0222.C37.o2 


. gs 


Method 


GENSCAN 








Start 


843 




End 


1413 








GI 


none 




Score 


.84 








Exons 


843. .875, 1326. .1413 














Seq. No. 


26686 




Seq. ID 


OJ991015_ 


_17 


.0222. 


C39 


Gene No. 


55251 




Strand 


+ 








Start 


18 




End 


330 








Name 


OJ991015 17.0222.C39.ol 


.gs 


Method 


GENSCAN 








Start 


•18 




End 


330 








gi 


none 




Score 


. 68 








Exons 


18. .81, 92. .330 














Seq. No. 


26687 




Seq. ID 


OJ991015_ 


_17 


.0222. 


C40 


Gene No. 


55252 




Strand 


+ 








Start 


54 




End 


195 








Name 


OJ991015 17.0222.C40.ol 


.gs 


Method 


GENSCAN 








Start 


54 




End 


195 








GI 


none 




Score 


.7 








Exons 


54. .195 














Seq. No. 


26688 




Seq. ID 


OJ991015_ 


_17 


.0222. 


C41 


Gene No. 


55253 




Strand 










Start 


356 




End 


574 








Name 


OJ991015 17.0222.C41.ol 


.gs 


Method 


GENSCAN 








Start 


356 




End 


574 








GI 


none 




Score 


.84 








Exons 


356. .574 














Seq. No. 


26689 




Seq. ID 


OJ991115 


_05 


.0203. 


C2 


Gene No . 


55254. 




Strand 


+ 








Start 


/ DO 




End 










Name 


OJ991115 05.0203.C2.ol.] 


rip 


Method 


AAT/NAP 








Start 


758 




End 


1226 








GI 


6498458 




Score 


336 








Exons 


758. .1226 














GI Descrip. 


(AP000816) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


26689 




Seq. ID 


OJ991115_ 


JDS 


.0203. 


C2 


Gene No. 


55255 




Strand 










Start 


360 




End 


1074 








Name 


OJ991115 05.0203.C2.ol.< 


gs 


Method 


GENSCAN 








Start 


360 




End 


1074 








GI 


none 




Score 


.77 








Exons 


360. .438, 481. .525, 665 


. .860, 


869. .1074 








Seq. No. 


26690 




Seq. ID 


OJ991115_ 


_05 


.0203. 


C3 


Gene No. 


55256 




Strang 


+ 









26657 




Start 


76 






End 


1282 






Name 


OJ991115 05 


.0203.C3.ol. 


gs 


Method 


GEN SCAN 






Start 


76 






End 


1282 






GI 


none 






Score 


.56 






Exons 


76. .205, 1167. .1282 












Seq. No. 


26691 






Seq. ID 


OJ991115_ 


_05.0203 


.C4 


Gene No. 


55257 






Strand 


+ 






Start * 


3540 






End ■ 


4965 






Name 


OJ991115 05 


.0203.C4.ol. 


np 


.Method 


AAT/NAP 






Start 


3540 






End 


4965 






GI 


5852084 






Score 


105 






Exons 


3540 . . 3581, 


4874. .4965 












GI Descrip. 


(AL117264 ) 


zwh0007.1 [Oryza 


sativa] 








Seq. No. 


26691 






Seq. ID 


OJ991115_ 


JDS. 0203 


.C4 


Gene No. 








Strand 








Start 


3700 






End 


3845 






Name 


OJ9911.15 05 


. 0203.C4.o2. 


gs 


Method 


GENSCAN 






Start 


3700 - ; :%y; . 






End* 


38 ; '45 . 






GI " 


none 






Score 


.75 






Exons 


3700. .3845 














Seq. No. 


26692 






Seq. ID 


OJ991115_ 


_05.0203 


.C5 


Gene No. 


55.259 






Strand 


+ 






Start 


340 






End 


704 






Name 


OJ991115 05 


.0203.C5.ol. 


gs 


Method 


GENSCAN 






Start 


340 






End 


704 






GI 


none 






Score 


.8 






Exons 


340. .500, 623. .704 












Seq. No. 


26693 






Seq. ID 


OJ991115_ 


_05.0203 


.C6 


Gene No. 


55260 






Strand 


+ 






Start 


1751 






End 


8918 






Name 


OJ991115 05 


.0203.C6.o2. 


gs 


Method 


GENSCAN 






Start 


1751 






End 


3962 






GI 


none 






Score 


.68 






Exons 


1751. .1757, 


1823. .1947, 


2933 


..3093, 3278. .3365, 


3682. .3839, 




3881. .3962 














Seq. No. 


26693 






Seq. ID 


OJ991115_ 


_05.0203 


.C6 


Gene No. 


55260 






Strand 


+ 






Start 


1751 






End 


8918 






Name 


OJ991115 05 


.0203.C6.o2. 


gp 


Method 


AAT/GAP 






Start ■ 


3692 






End 


8918 






GI 


942 1.R1084 






Score 


3344 






Exons 


3692. .3839, 


4304. .4527, 


4660 


..4892, 6575. .6794, 


7357. .7738, 




7826. .7933, 


8262. .8462, 


8547 


..8645, 8742.. 89.18 







GI Descrip. ' 4769012/gb | AAD29719 . 1 1 AF14374 6_1 0.0e+00 (AF143746) CER1 [Oryza 
sativa] 1 



Seq. No. 26693 Seq. ID 

Gene No. 55260 Strand 

Start ■ 1751 End 

Name OJ991 115_05 . 0203 . C6 . ol . np Method 

Start 3780 End 

GI 4769012 Score 



OJ991115_05.0203.C6 

+ 

8918 
AAT/NAP 
8918 
2686 



26658 



Exons 


3780.. 3839, 4304.. 4527, 


4660. 


.4892, 6575.-6794, 


7357. .7738, 




7826.. 7933, 8262.. 8462, 


8547. 


.8645, 8742. .8918 




GI Descrip. 


(AF143746) CER1 [Oryza 


sativa] 






Seq. No. 


26693 




Seq. ID 


OJ991115 


_05.0203.C6 


Gene No. 


55260 




Strand 


+ 




Start 


1751 




End 


8918 




Name 


OJ991115 05.0203.C6.o4. 


gs 


Method 


GENSCAN 




Start 


7436 




End 


8 918 




GI 


none 




Score 


.76 




Exons 


7436..7738, 7826. .7933, 


8262. 


.8417, 8547. .8645, 


8742. .8918 


Seq. No. 


26693 




Seq. ID 


OJ991115 


_05.0203.C6 


Gene No. 


55261 




Strand 






Start 


141 




End 


1167 




Name 


OJ991115 05.0203.C6.ol. 


gs 


Method 


GENSCAN 




Start 


141 




End 


1167 




GI 


none 




Score 


.96 




Exons 


141.. 563, 1126.. 1167 . 










Seq. No. 


26693 




Seq. ID 


OJ991115 


_05.0203.C6 


Gene No . ' 


55262- 




Strand 






Start 


1977 




End 


2069 




Name 


OJ991115 05.0203.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1977 




End 


2069 




GI 


5867 1.R1084 




Score 


132 




Exons 


1977.. 2069 










GI Descrip. 


'464 986/sp|P35132|UBC9 


ARATH 


5.0e-58 


UBIQUITIN- 


CONJUGATING 


ENZYME E2-17 KD 9 (UBIQUITIN- 


•PROTEIN 


LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26693 
55263 
4235 

OJ991115 05.0203.C6.o3.tm 



3765 
none 

3765. .3845, 
4647. .4823, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3779.-3838, 4295. .4528, 4303 
4661. .4891, 4788. .4892 



OJ991115 05. 0203. C6 



8919 

TBLASTX: Maize 
4892 

96" 

4518, 4627. .4824, 



26693 
55263 
4235 

OJ991115_05.0203.C6.ol.tc 
3768 



none 
3768 
4661 
6585 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 05. 0203. C6 



3851, 3780. 

4753, 4766. 

6797, 7358. 

7513.. 7734, 7820. 

8739. .8867, 8741. 



,3848, 4301. 
.4891, 4788. 
,7489,- 7361. 
,7960, 7822. 
.8848, 8844. 



Seq. No. 



26693 



8919 

TBLASTX: Cress 
8918 
96 

.4528, 4303. .4527, 4660. .4752, 
.4889, 6568. .6795, 6576. .6797, 
.7441, 7363. .7461, 7490. .7732, 
.7959, 8250. .8465, 8276.-8422, 
.8918, 8852. .8917 

Seq. ID OJ991115_05.0203.C6 



26659 



Gene No. 


55263 








Strand 






Start 


4235 








End 


8919 




Name 


OJ991115 05 


.0203. 


C6. o3. 


gs 


Method 


GEN SCAN 




Start 


4235 








End 


6807 




GI 


none 








Score 


.85 




Exons 


4235. .4590, 


4697. 


.4865, 


5338. 


.5459, 5498.. 5586, 


6551. .6807 


Seq. No. 


26693 








Seq. ID 


OJ991115 


_05. 0203. C6 


Gene No. 


55263 








Strand 






Start 


4235 








End 


8919 




Name 


OJ991115 05 


.0203. 


C6.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4393 








End 


7477 




GI 


none 








Score 


175 




Exons 


4393... 4518, 


4394. 


.4528, 


4627. 


.4824, 4647. .4823, 


4661. .4891, 




4788. .4892, 


6562. 


.6819, 


6568. 


.6795, 6675. .6809, 


7427. .7477 


Seq. No. 


26693 








Seq. ID 


OJ991115 


_05.0203.C6 


Gene No. 


55263 








Strand 






Start 


4235 








End ■ 


8919 




Name 


OJ99111^ r 05.0203;C6.b2-.'tm 


Method 


TBLASTX: 


Maize ' 


Start 


6568 ^7 








End 


6806 ' 




GI 


none 








Score 


348 




Exons 


6568. .6795, 


6574. 


.6786, 


6576. 


.6806, 6576. .6794, 


6653. .6796 


Seq. No. 


26693 








Seq. ID 


OJ991115 


_05.0203.C6 


Gene No. 


55263 








Strand 






Start 


"4235 








End . 


8919 




Name 


OJ991115 05 


.0203. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7366 








End 


7915 




GI 


none 








Score 


91 




Exons 


7366. .7425, 


7367. 


.7426, 


7484. 


.7732, 7513.. 7737, 


7820. .7915, 




7825. .7914 














Seq. No. 


26693 








Seq. ID 


OJ991115 


05. 0203. C6'" 


Gene No. 


55263 








Strand 






Start 


4235 








End 


8919 




Name 


OJ991115 05 


.0203. 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7367 








End 


8919 




GI 


none ■ 








Score 


196 




Exons 


7367. .7489, 


7367. 


.7447, 


7371. 


.7502, 7371. .7472, 


7489. .7737, 




7490. .7738, 


7502. 


.7570, 


7509. 


.7667, 7513. .7737, 


7704. .7739, 




7721. .7744, 


7823. 


.7945, 


7825. 


.7938, 7826. .7960, 


7828. .7959, 




8256. .8465, 


8259. 


.8468, 


8261. 


.8470, 8541. .8648, 


8546. .8647, 




8723. .8917, 


8727. 


.8918, 


8740. 


.8919 






Seq. No. 


26693 








Seq. ID 


OJ991115 


_05.0203.C6 


Gene No. 


55263 








Strand 






Start 


4235 








End 


8919 




Name 


OJ991115 05 


.0203. 


C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8259 








End 


8849 




GI 


none 








Score 


193 




Exons 


8259. .8552, 


8730. 


.8849 










Seq. No. 


26694 








Seq. ID 


OJ991115 


_05.0203.C8 


Gene . No . 


55264 








Strand 


+ 




Start 


3061 








End 


5126 




Name 


OJ991115 05 


.0203. 


C8.o2. 


np 


Method 


AAT/NAP 





26660 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
■Start- 
GI " 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

: Exons 



3061 End 5126 

5295951 Score 179 

3061.. 3285, 4945.. 5126 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog . gene, 
partial cds. (U23857) [Oryza sativa] . 



26694 
55265 ■ 
1 

OJ991115_05.0203.C8.ol.np 
1 

1184077 
1. .2095 

(U42445) Cf-2.2 [Lycopersicon pimpinellif olium] 



Seq. ID OJ991115_05.0203.C8 
Strand 

2323 
AAT/NAP 
2095 
816 



End ' 
Method 
End 
Score 



'26694 Seq. ID 

55265 Strand 

1 End 

OJ991115_05.0203.C8.ol.gs Method 

328 ' End 

none " Score 

328.. 1900, 1926.. 2033, 2105.. 2323 



OJ991115_05.0203.C8 

2323 
GENS CAN 
2323 ' 
.94 



26694 
55266 
3748 

OJ991115_05.0203.C8.ol.tc 

299 

none 

299. .715, 314. .625, 317. .979, 
368. .979, 392. .940, 449. .976, 
678. .980, 680. .1159, 750. .980, 
1037.. 1159, 1037.. 1132, 1040.. 
1175. .1438, 1175. .1450, 1184.. 
1187.. 1594, 1256.. 1594, 1298.. 
1392.. 1586, 1451.. 1600, 1610.. 
1619. .1930, 1619.. 1729, 1775.. 

26694 
55266 
3748 

OJ991115_05.0203.C8.ol.tm 
314 
none 



Seq. ID OJ991115_05.0203.C8 
Strand 

End . 5015 
Method TBLASTX: Cress 
End ' 1933 
Score . 65 

317. .859, 317. .943, 320. 
536. .598, 536. .979, 605, 

752. .1171, 800. .916, 881. .979, 
1162, 1043. .1156, 1175. .1510, 
1582, 1184. 
1603, 1383. 
1930, 1610. 



1594, 1184, 

1603, 1331. 

1930, 1610. 
1933 



,1075, 
,979, 



,1591, 
,1496, 
,1732, 



Seq. ID OJ991115_05.0203.C8 
Strand 

End 5015 

Method TBLASTX : Mai ze 

End 1930 

Score 42 



314. .715, 320. .859, 338.-979, 410. .1075, 767. .1156, 1037. .1156, 
1097. .1162, 1169. .1591, 1175. .1582, 1175. .1450, 1205. .1603, 
1257. .1331, 1383. .1568, 1490. .1600, 1619. .1930, 1628. .1930 



26694 
55266 
3748 

OJ991115_05.0203.C8.ol.ts 

314 

none 



Seq. ID OJ991115_05.0203.C8 



Strand 
End 

Method 

End 

Score 



5015 

TBLASTX : Soybean 

2015 

45 



314. .652, 314. .976, 317. .388, 317. .724, 317. 
470. .979, 530. .940, 596. .979, 672. .761, 677. 



,556, 464. .868, 
,979, 677. .922, 



749. .979, 822. .977, 822. .980, 822. .980, 857. .970, 1037. .1156, 



26661 






1055. .1174, 


1106. 


.1156, 


1175. 


.1582, 1175. .1519, 


1175. 


.1567, 




1184. .1741, 


1184. 


.1600, 


1248. 


.1331, 1256.. 1603, 


1292. 


.1405, 




1311. .1412, 


1374. 


.1562, 


1401. 


.1562, 1469.. 1591, 


160.4 . 


.1930, 




1610. .1930, 


1619. 


.1882, 


1664. 


.1930, 1688.. 1930, 


1775. 


.1933, 




1977. .2015 














Seq. No. 


26694 








Seq. ID OJ991115 


05. 0203. C8 


\J C11C I^IW. 


55266 








Strand — 






Start 


3748 








End 5015 






Name 


OJ991115 05 


.0203. 


C8.o2. 


gs 


Method GENS CAN 






Start 


3748 








End 5015 






GI 


none 








Score .52 






Exons 


3748.-3847, 


4441. 


.4646, 


4785. 


.5015 






Seq. No. 


26695 








Seq. ID OJ991115 


05. 0203. C9 


Gene No. 


55267 








Strand 






Start 


4935 








End 9545 






Name 


OJ991115 05 


.0203. 


C9.ol. 


np 


Method AAT/NAP 






Start 


4935 








End 9545 






GI V 


3894393 








Score 1264 






Exons 


4935. .5068, 


5777. 


.6316, 


6404. 


.7661, 7737.. 8770, 


9470. 


.9545 


GI Descrip. 


(AF053998) 


Hcr2-5D [Lycopersicon esculentum] 






Seq. No. 


26695 








Seq. ID OJ991115 


05. 0203. C9 


Gene No. 


55267 








Strand 






Start . 


4935 








End 954 5 






LN dltLC 








L W 


Method TBLASTX : Wheat 




Start 


5919 








End 8561 






GI 


none 








Score 311 






Exons 


5919. .6005, 


5920. 


.6318, 


5932. 


.6306, 6066.. 6320, 


6699. 


.6962, 




6918. .7154, 


7275. 


.7520, 


7491. 


.7736, 7710. .7964, 


7782. 


.8045, 




7783. .7872, 


7926. 


.8126, 


8136. 


.8192, 8361. .8561 






Seq. No. 


26695 








Seq. ID OJ991115 


05. 0203. C9 


Gene No. 


55267 








Strand 






Start 


4935 








End 9545 






Name 


OJ991115 05 


.0203. 


C9.ol. 


ts 


Method TBLASTX: 


Soybean 


Start 


5995 








End 8576 






GI 


none 








Score 64 






Exons 


5995. .6246, 


6063. 


.6260, 


6066. 


.6263, 6066.. 6248, 


6066. 


.6248, 




6066. .6248, 


6066. 


.6242, 


6066. 


.6233, 6090.. 6215, 


6135. 


. 6260, 




6450. .6575, 


6450. 


. 6512, 


6474. 


.6575, 6627.. 7037, 


6627. 


.6914, 




6627. .7157, 


6699. 


.7106, 


6708. 


.7178, 6759. .7448, 


6843. 


.7514, 




6843. .7250, 


6888. 


.7508, 


6918. 


.7322, 6951. .7064, 


6990. 


.7394, 




6996. .7658, 


7053. 


.7859, 


7056. 


.7466, 7131.. 7520, 


7198. 


.7287, 




7203. .7601, 


7348. 


.7440, 


7348. 


.7506, 7381.. 7506, 


7392. 


.7517, 




7419 7682 


7581. 


.7709, 


7701. 


.8129, 7701. .8045, 


7701. 


.8093, 




7701. .7904, 


7701. 


.8126, 


7710. 


.8267, 7711.. 7857, 


7774. 


.7938, 




7782. .8129, 


7827. 


.7931, 


7915. 


.8088, 7927.. 8088, 


7953. 


.8075, 




7987. .8103, 


7995. 


.8117, 


7999. 


.8109, 8130.. 8456, 


8136. 


.8255, 




8136. .8570, 


8142. 


.8552, 


8190. 


.8567, 8214. .8558, 


8301. 


.8576, 




8310. .8573, 


8433. 


.8567 










Seq. No. 


26695 








Seq. ID OJ991115_ 


05. 0203. C9 


Gene No. 


55267 








Strand 






Start 


4935 








End 9545 






Name 


OJ991115 05 


.0203. 


C9.ol. 


tm 


Method TBLASTX : Mai ze 





26662 



Start 
GI 

Exons 



5995 

none 

5995. 

6120. 

6771. 

6991. 

7131. 

7203. 

7348. 

7 698. 

7908. 

8301. 



,6246, 
,6257, 
,7226, 
.7365, 
,7379, 
,7457, 
.7503, 
,8114, 
.8126, 
.8543, 



5995. 
6624. 
6843. 
7035. 
7131. 
7275. 
7401. 
7701. 
7921. 
8343. 



,6108, 
,7025, 
,7091, 
.7520, 
.7601, 
.7709, 
.7661, 
.8126, 
.8094, 
,8561, 



6063. 
6627. 
6843. 
7056. 
7194. 
7275. 
7410. 
7701. 
8136. 
8352. 



End 

Score 
.6248, 
.6881, 
.7298, 
.7313, 
.7313, 
.7514, 
.7682, 
.7892, 
.8399, 
.8570 



8573 

79 
6063 
6768 
6897 
7062 
7194 
7329 
7692 
7710 
8295 



6182, 
7169, 
7187, 
7457, 
7394, 
7613, 
7814, 
7976, 
8573, 



6066 
6771 
6933 
7129 
7203 
7345 
7698 
7782 
8295 



.6248, 
.6953, 
.7085, 
.7503, 
.7412, 
.7506, 
.8126, 
.8048, 
.8552, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26695 
55267 
4935 
OJ9911 
5995 
none 
5995. . 
6066. . 
6066. . 
6616. . 
6627. . 
6840. . 
6984. . 
7204. . 
7488. . 
7704. . 
7833. . 
8050. . 
8145. . 
8310. . 



15 05.0203.C9.ol.tc 



6222 
6248 
6257 
6678 
7097 
7601 
7709 
7506 
7736 
8108 
8129 
8118 
8552 
8573 



6049. 
6066. 
6075. 
6624. 
6771. 
6843. 
6990. 
7263. 
7701. 
7710. 
7851. 
8136. 
8148. 
8343. 



,6189, 
,6248, 
,6248, 
.7370, 
.7469, 
.7364, 
.7325, 
.7658, 
.8051, 
.7772, 
,8129, 
.8258, 
.8552, 
.8552, 



6063. 
6066. 
6141. 
6624. 
6771. 
6844. 
7048. 
7276. 
7701, 
7710. 
7902. 
8136. 
8223, 
8364. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.6257 
.6248 
.6248 
.6746 
.6962 
.6951 
.7155 
.7506 
.8120 
.8120 
.8117 
.8255 
.8570 
.8561 



D OJ991115 05. 0203. C9 



6063 
6066 
6447 
6624 
6774 
6912 
7113 
7326 
7701 
7710 
7909 
8136 
8295 
8661 



9545 
TBLASTX: 
8696 
97 

. 6257, 
. 6248, 
. 6575, 
.7169, 
.7514, 
.76$'5,, 
.7175, 
.7514, 
.8108, 
.8126, 
.8022, 
.8546, 
.8561, 
.8696 



Cress 



6066 
6066 
6453 
6627 
6774 
■ 6975 
'7131 
7461 
7701 
7713 
7918 
8145 
8301 



.6257, 
.6248, 
.6575, 
.7313, 
.7151, 
.7520, 
.7682, 
.7667, 
.8117, 
.8120, 
.8112, 
.8561, 
.8576, 



Seq. No. 26696 

Gene No. 55268 

Start 2167 

Name OJ991115_05 . 0203 .C10 . ol . gs 

Start ■ 2167 

GI none 

Exons 2167.. 3702 



Seq. ID OJ991115_05. 0203. C10 
Strand 

End 3702 

Method , GENSCAN 

End 3702 

Score .74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26696 Seq. ID 

55268 Strand 

2167 End 
OJ991115_05. 0203. C10. ol.np Method 

2188 End 

6606570 Score 
2188. .3309 

(AF215729). unknown [Glycine max] 

26696 Seq. ID 

55268 Strand 

2167 End 
OJ991115_05. 0203. C10. ol.gp Method 

3420 End 

none Score 



OJ991115_05. 0203. C10 

3702 
AAT/NAP 
3309 
577 



OJ991115_05. 0203. C10 

3702 
AAT/GAP 
3589 
319 



26663 



Exons 



3420. .3589 



Seq. No. 26696 
Gene No. 55269 
Start 6130 

Name OJ991115_05 . 0203 . CIO . ol . ts 

Start 2314 
GI none 

Exons 2314.. 2457, 2461 .. 264 6/ '2500 . 

2734.. 2826, 2872.. 2997, 2875. 
3043.. 3126, 3052.. 3153, 3058. 
3196.. 3336, 3196.. 3324, 3196. 
3199.. 3300, 3268.. 3306 



Seq. ID OJ991115_05. 0203. C10 
Strand 

End 8784 

Method . TBLASTX: Soybean 

End 3336 

Score 91 

.2646, 2500.. 2601, 2500.. 2646, 
.2934, 2893.. 2937, 3043.. 3189, 
.3171, 3127.. 3318, 3196.. 3336, 
.3306, 3199. .3324, 3199.. 3318, 



Seq. No. 26696 Seq. ID 

Gene No. 55269 Strand 

Start 6130 End 

Name OJ991115_05 . 0203 . C10 . ol . tw Method 

Start 2408 End 

GI. none Score 

Exons 2408.. 2827, 2422.. 2826, 3196.. 3306 



OJ991115JD5. 0203. C10 
8784 

TBLASTX: Wheat 

3306 

336 



Seq. No. 


26696 








Seq. ID 


OJ991115 


_05. 0203. C10 


Gene No. 


55269 








Strand 






btart 


ol JU 








End 


8784 




Name 


OJ991115 05 


.0203. 


cio.oi 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2494 








End 


3327 




GI 


none 








Score 


62 




Exons 


2494. .2628, 


2497. 


.2760, 


2497. 


.2646, 2497. .2544, 


2497. .2628, 




2509. .2646, 


2551. 


.2646, 


2842. 


.2994, 2860. .2997, 


2860. .2997, 




2872. .2997, 


2875. 


.2997, 


2884. 


.2997, 281 


35. .3115, 


2902. .2997, 




3043. .3168, 


3049. 


.3171, 


3052. 


.3177, 3064. .3168, 


3179. .3247, 




3193. .3327, 


3196. 


.3327, 


3196. 


.3327, 3196.. 3318, 


3196. .3318, 




3196. .3297, 


3199. 


.3315, 


3265. 


.3324 






Seq. No. 


26696 








Seq. ID 


OJ991115 


_05. 0203. C10 


Gene No. 


55269 








Strand. 






Start 


6130 








End 


8784 




Name 


OJ991115 05 


.0203. 


ClO.o'l 


itm 


Method 


TBLASTX: 


Maize 


Start 


2497 








End 


3306 




GI 


none 








Score 


471 




Exons , 


2497. .2616, 


2509. 


.2625, 


2601. 


.3074, 2602.. 3102, 


2603. .3103, 




3049. .3234, 


3175. 


.3306 










Seq. No. 


26696 








Seq. ID 


OJ991115 


_05. 0203. C10 


Gene No. 


55269 








Strand 






Start 


6130 








End 


8784 




Name 


OJ991115 05 


.0203. 


C10.O3 


. np 


Method 


AAT/NAP 




Start 


5899 








End 


8784 




GI 


6815109 








Score 


214 




Exons 


5899. .5918, 


6617. 


.6821, 


7800. 


.8056, 8308. .8665, 


8719. .8784 


GI Descrip. 


(AP001081) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26696 








Seq. ID 


OJ991115 


_05. 0203. C10 


Gene No. 


55269 








Strand 






Start 


6130 








End 


8784 




Name 


OJ991115 05 


.0203. 


C10.o4 


.np 


Method 


AAT/NAP 





26664 




Start 


6082 


End 


8784 






GI 


6815109 


Score 


215 . 






Exons 


6082.. 6119, 6610... 6821, 7800 


..8056, 8308. .8665, 


8719. .8784 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26696 


Seq. ID 


OJ991115_ 


_05V 


0203. C10 


Gene No. 


55269 


Strand 








Start 


6130 


End 


8784 






Name 


OJ991115 05 . 0203 . C10 . oZ . gs 


Method 


GENSCAN 






Start 


6130 


End 


8624 






GI 


none 


Score 


.53 






Exons 


6130.. 6215, 6541.. 6670, 6723 


..6929, 7621. .7735, 


8384. .8539, 




8566. .8624 










Seq. No. 


26696 


Seq. ID 


OJ991115 


_05. 


0203. C10 


Gene No. 


55269 


Strand 








otar r 


6130 


End 


8784 






Name 


OJ991115 05.0203.C10.o2.np 


Method 


AAT/NAP 






Start 


6617 


End 


8784 . 






GI 


6815109 


. Score 


210 






Exons 


6617.. 6821, 7800.. 8056, 8308 


..8665, 8719. .8784 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


26697 


Seq. ID 


OJ991115 


_05. 


0203. Cll 


Gene No. 


55270 .. 


Strand 


+ 






Start 


984 


End 


1481 






Name 


OJ991115 05,0203. Cll.ol-gp 


Method 


AAT/GAP 






Start 


984 


End 


1481 






GI 


uC-osflcyp077gl2bl 


Score 


792 






Exons 


984. .1185, 1270. .1481 










GI Descrip. 


1 4102839 3.0e-45 (AF016713) 


LeOPTl [Lycopersicon esculentum 


Seq. No. 


26697 


Seq. ID 


OJ991115 


JDS. 


0203. Cll 


Gene No. 


55270 


. Strand 


+ 






Start 


984 


End 


1481 






Name 


OJ991115 05.0203.Cll.ol.np 


Method 


AAT/NAP 






Start 


1050 


End 


1481 






GI 


4102839 


Score 


333 






Exons r ' 


1050. .1188, 1273. .1481 










GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 






Seq. No. 


26697 


Seq. ID 


OJ991115 


_05. 


0203. Cll 


Gene No. 


55270 


Strand 


+ 






Start 


984 


End 


1481 






Name 


OJ991115 05.0203.Cll.ol.gs 


Method 


GENSCAN 






Start 


1065 


End 


1475 






GI 


none 


Score 


.89 






Exons 


1065. .1475 










Seq. No. 


26697 


Seq. ID 


OJ991115 


_05. 


0203. Cll 


Gene No. 


55270 


Strand 


+ 






Start 


984 


End 


1481 






Name 


OJ991115 05.0203.Cll.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1095 


End 


1439 






GI 


none 


Score 


143 






Exons 


1095.. 1184, 1097.. 1183, 1272 


..1439, 1272. .1385, 


*12£ 


10. .1435 



26665 




Seq. No. 


26697 








Seq. ID 


OJ991115 05.0203.C11 


Gene No. 


55270 








Strand 


+ 


Start 


984 








End 


1481 


Name 


OJ991115 05 


.0203. 


Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1095 








End 


1481 


GI 


none 








Score 


136 


Exons 


1095. .1184, 


1097. 


.1183, 


1272. 


.1481, 1272. .1385, 1280. .1480 


Seq. No. 


26697 






-. 


Seq. ID 


OJ991115_05.0203.C11 


Gene No. 


55270 








Strand 


+ 


Start 


984 








End 


1481 


Name 


OJ991115 05 


.0203. 


Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1098 








End 


1481 


GI 


none 








Score 


126 


Exons 


1098. .1193, 


1100. 


.1192, 


1272. 


.1481, 1272. .1385, 1280. .1471 


Seq. No. 


26697 








Seq. ID 


OJ991115_05.0203.C11 


Gene No. 


55270 








Strand 


+ 


Start 


984 








End 


1481 


Name 


OJ991115 05 


.0203. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1098 








End 


1403 


GI 


none 








Score 


101 


Exons 


1098. .1187, 


1275. 


.1403, 


1298. 


.1393 




Seq. No. 


26698 








Seq. ID 


OJ991115_05.0203.C12 


Gene No. 


55271 








Strand 


+ 


Start 


688 








End 


3227 


Name 


OJ991115 05 


.0203. 


C12 *ol 


.np 


Method 


AAT/NAP 


Start 


688 








End 


3227 


GI 


6635838 








Score 


790 


Exons 


688.. 723, 2069.. 3227 








GI Descrip. 


(AF213936) 


amino 


acid/peptide 


transporter [Prunus dulcis] 


Seq. No. 


26698 








Seq. ID 


OJ991115_05.0203.C12 


Gene No. 


55271 








Strand 


+ 


Start 


688 








End 


3227 


Name 


OJ991115 05 


.0203. 


C12.ol 


-gp 


Method 


AAT/GAP 


Start 


2068 








End 


2185 


GI 


uC-osflcyp077gl2bl 




Score 


196 


Exons 


2068. .2185 












GI Descrip. 


•4102839 3. 


Oe-45 


(AF016713) LeOPTl [Lycopersicon esculentum] 


Seq. No. 


26698 








Seq. ID 


OJ991115_05.0203.C12 


Gene No. 


55271 








Strand 


+ 


Start 


688 








End 


3227 


Name. 


OJ991115 05 


.0203. 


C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2068 








End 


3225 


GI 


none 








Score 


602 


Exons 


2068. .2541, 


2069. 


.2659, 


2701. 


.3225, 2739.. 3224 


Seq. No. 


26698 








Seq. ID 


OJ991115_05.0203.C12 


Gene No. 


55271 








Strand 


+ 


Start 


688 








End 


3227 


Name 


OJ991115 05 


.0203. 


C12.ol 


.tc 


Method 


TBLASTX : Cress 


Start 


2068 








End 


3227 


GI 


none 








Score 


50 


Exons 


2068. .2130, 


2069. 


.2113, 


2137. 


.2454, 2156. .2557, 2701.. 3225, 



26666 



2796. .3227 



Seq. No. 26698 

Gene No. 55271 

Start 688 

Name OJ991115_05.0203.C12.ol.gs 

Start 2072 

GI none 

Exons 2072.. 2653, 2725.. 3174 

Seq. No. 26698 

Gene No. 55271 

Start 688 

Name OJ991115_05.0203.C12.ol.tm 

Start 2137 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115_05.0203.C12 
+ 

3227 
GEN SCAN 
3174 
.81 



OJ991115_05.0203.C12 
+ 

3227 

TBLASTX: Maize 

3227 

131 



2137. .2304, 2156. .2320, 2297. .2353, 2330. .2653, 2356. .2541, 
2701. .3225, 2736. .3227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26698 Seq. ID OJ991115_05 . 0203 . C12 

55271 . Strand + 

688 End 3227 

OJ991115_05 . 0203 . C12 . o2 . gp Method AAT/GAP 

2336 End 2800 

uC-osflM202094c09bl Score 919 

2336. .2800 ' 

M176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26699 Seq. ID OJ991115_05 . 0203 . C13 

55272 Strand + 

7913 End 9293 

OJ991115_05.0203.C13.ol.np ' Method AAT/NAP 

7913 End 9293 

5922615 Score 80 

7913.. 7977, 9236.-9293 

(AP000492) EST AU056052 (S20251) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 

gi I 6016848 Idbj |BAA85191.1| (AP000570) EST AU056052 (S20251 ) 



corresponds to 
protein [Oryza 



a region 
sativa] 



of the predicted gene.; hypothetical 



Seq. No. 


26699 








Seq. ID 


OJ991115_05. 


0203. C13 


Gene No. 


55273 








Strand 






Start 


1 








End 


122 




Name 


OJ991115 05 


.0203 


.C13.ol 


• gp 


Method 


AAT/GAP 




Start 


1 






End 


122 




GI 


none 








Score 


232 




Exons 


1..122 














Seq. No. 


26699 








Seq. ID 


OJ991115_05. 


0203. C13 


Gene No. 


55274 








Strand 






Start 


967 








End 


11784 




Name 


OJ991115 05 


.0203 


.C13.ol 


.gs 


Method 


GENSCAN 




Start 


967 








End 


11784 




GI 


none 








Score 


.48 




Exons 


967. . 1069, 


1375. 


.1493, 


1806. 


.1915, 2582.. 2638, 4685 


. .4905, 



26667 





6002. .6121, 6803. .6975, 8583. .8671, 8680. .8783, 11513. .11784 


Seq. No. 


26699 


Seq. ID 


OJ991115_05. 


0203. C13 


Gene No. 


55274 


Strand 






Start 


967 


End 


11784 




Name 


OJ991115 05.0203.C13.o2.np 


Method 


AAT/NAP 




Start 


9790 


End 


10742 




GI 


5295937 


Score 


66 




Exons 


9790.. 9895, 10547.. 10742 








GI Descrip. 


(AB026295) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26699 


Seq. ID 


OJ991115_05. 


0203. C13 


Gene No. 


55275 


Strand 






Start 


14495 


End 


16604 




Name' 


OJ991115 05.0203.C13.o2.gs 


Method 


GEN SCAN 




Start 


14495 


End 


16604 




GI 


none 


Score 


.56 




Exons 


144 95. .14599, 14 677. .15303, 


16536.. 16604 




Seq. No. 


26699 


Seq. ID 


OJ991115_05. 


0203. C13 


Gene No. 


55275 


Strand 






Start 


14495 


End 


16604 




Name 


OJ991115 05.0203.C13.o2.gp 


Method 


AAT/GAP 




Start 


14677 


End 


15219 




GI 


18284 1.R1084 


Score 


692 




Exons 


14677. .15094, 15196. .15219 








GI Descrip. 


'416316/gb|U03445|PRS405 4. 
with LEU2 marker, complete 


Oe-20 Yeast 
sequence 1 


integrative 


vector pRS405 


Seq. No. 


26700 


Seq. ID 


OJ991115_05. 


0203. C14 


Gene No. 


55276 


Strand 






Start 


326 


End 


5038 




Name 


OJ991115 05.0203.C14.ol.gs 


Method 


GENSCAN 




Start 


326 


End 


1682 




GI 


none 


Score 


.49 




Exons 


326.. 495, 1616.. 1682 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



26700 
55276 
326 

OJ991115_05.0203.C14.ol.np 

1565 

1076802 



Seq. ID OJ991115_05.0203.C14 
Strand 

End 5038 
Method AAT/NAP 
End 5038 
Score 92 

1565.. 1626, 2956.. 3033, 3821.. 3901, 4260.. 4415, 4447.. 5038 
extensin-like protein - maize gi | 600118 | emb | CAA84230 | (Z34465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



26700 
55276 
326 

OJ991115_05.0203.C14.o2.gs 

1918 

none 



Seq. ID OJ991115_05.0203.C14 
Strand 

End 5038 

Method GENSCAN 

End 4618 

Score .65 



1918.. 1993, 3668.-3697, 3940.. 4221, 4308.. 4618 

26701 Seq. ID OJ991115_05 . 0203 . C15 



26668 



Gene No . 


c c O "7 *7 






Strand 


+ 


Start 


6806 






End 


9068 


Name 


OJ991115 05 


.0203.C15.o2 


. gs 


Method 


GENSCAN 


Start 


6806 






End 


9068 


GI 


none 






Score 


.77 


Exons 


6806. .6927, 


7284. .7350, 


7847. 


.7946, 8920.. 9068 


Seq. No. 


26701 






Seq. ID 


OJ991115 


Gene No. • 


55278 ■ 






Strand 




Start 


2910 






End 


3376 


Name 


OJ991115 05 


.0203.C15.ol 


,np 


Method 


AAT/NAP 


Start 


2910 






End 


3376 " 


GI 


5922628 






Score 


214 


Exons 


2910. .3082, 


3124. .3183, 


3251. 


.3376 




GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip; 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi| 6016861 | dbj IBAA85204.il (AP000570) hypothetical protein 
[Oryza sativa] 



26701 
55279 
11829 

OJ991115_05.0203.C15.o2.np 
11829 
6539571 

11829. .11918, 12138. .12259, 13057.. 13192 
(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991115 05.0203.C15 



13192 
AAT/NAP 
13192 
93 



26702 
55280 
335 

OJ991115_05.0203.C16.ol.gs 
335 
none 

335.-339, 481. .653, 1529. .1566 



Seq. ID OJ991115_05.0203.C16 

Strand + 

End 5451 

Method GENSCAN 

End 1566 

Score .88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26702 
55280 
335 

OJ991115_05.0203.C16.ol.np 
548 

2651310 



Seq. ID 
Strand 
End 

Method 
End 
Score 

548.-653, 3070. .3287, 3976. .5433 

(AC002336) putative PTR2 family peptide transporter [Arabidopsis 
thaliana] 



OJ991115_05.0203.C16 
+ 

54 5.1 
AAT/NAP 
5433 
1397 



Seq. No. 26702 * Seq. ID 

Gene No. 55280 Strand 

Start 335 End 

Name OJ991115_05 . 0203 . C16 . o2 . gs Method 

Start 3090 End 

GI none Score 

Exons 3090.. 3287, 3976.. 5451 



OJ991115_05. 0203.C16 
+ 

5451 
GENSCAN 
5451 
. 91 



Seq. No. 26702 Seq. ID 

Gene No. 55280 Strand 

Start 335 End 

Name OJ991115 05.0203.C16.ol.gp Method 



OJ991115_05.0203.C16 
+ 

5451 
AAT/GAP 



26669 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No; 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4425 

LIB3431-054-P1-K1-C11 
4425. .4470, 4516. .4977 
'2651310 7.0e-36 (AC002336) 
[Arabidopsis thaliana] 1 



End 
Score 



4977 
902 



putative PTR2-B peptide transporter 



26702 Seq. ID 

55281 , Strand 
7006 End 
OJ991115_05.0203.C16.o3.gp Method . 
7006 End 
7406_1.R1084 Score 
7006. .7158 

' 1122315/emb | CAA63901 1 7.0e-10 (X94191 
[Pennisetum glaucum] 1 

26702 Seq. ID 

55282 Strand 
5036 End 
OJ991115_05.0203-C16.o2.-gp . Method 
5036 End 
4184_1.R1084 Score 
5036.. 5536 

'2651310 3.0e-20 (AC002336) 
[Arabidopsis thaliana] ' 

26702 Seq. ID 

55283 - Strand 
7015 End 
OJ991115_05.0203.C16.ol.ts Method 
589 End 
none Score 



OJ991115_05.0203.C16 
+ 

7158 
AAT/GAP 
7158 
231 

\ heat shock protein 17.0 



OJ991115 05.0203.C16 



5536 
AAT/GAP 
5536 
984 



putative PTR2-B peptide transporter 



OJ991115_05.0203.C16 
7084 

TBLASTX : Soybean 

5346 

88 



589. .660, 590. .652, 3065. .3190, 3069. .3284, 3071. .3304, 
3952. .4032, 3975. .4031, 4062. .4163, 4066. .4587, 4203. .4433, 
4576.-4743, 4590. .4715, 4747. .4998, 4752. .4997, 4992. .5219, 
4996..5244, 5212. .5346, 5229. .5279 



26702 
55283 
7015 

OJ991115_05.0203.C16.o2.tm 

589 

none 



Seq. ID OJ991115_05.0203.C16 



'Strand 
End 

Method 

End 

Score 



7084 

TBLASTX: Maize 

3239 

94 



589. .660, 590. .652, 3069. .3239, 3071. .3235, 3168. .3239 



26702 
55283 
7015 

OJ991115_05.0203.C16.ol.tc 
593 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991115 05.0203.C16 



7084 

TBLASTX: Cress 
5340 
79 

593. .661, 3074. .3316, 3075. .3287, 3975. .4031, 3976. .4032, 
4069. .4590, 4095. .4373, 4582. .4743, 4590. .4715, 4747. .4992, 
4995. .5174, 4996. .5229, 5176. .5340 



Seq. No. 
Gene No. 



26702 
55283 



Seq. ID 
Strand 



OJ991115 05.0203.C16 



26670 



Start 
Name 
Start 
GI 

Exons 



7015 

OJ991115_05.0203.C16.ol.tm 

4069 

none 

4069. .4233, . 4210. .4266, 4270. 
4747.. 4989, 4752.. 4973, 5005. 



End 

Method 

End 

Score 



7084 

TBLASTX: Maize 

5340 

140 



,4575, 4590. .4715, 4591. .4743, 
,5229, 5007.. 5207, 5176.. 5340 



Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26702 . Seq. ID 

55283- - Strand 

7015 End 
OJ991115_05.0203.C16.ol.tw Method 

5017 End 

none Score 

5017. .5229, 5031. .5228, 5218. .5346 



OJ991115__05.0203.C16 
7084 

TBLASTX: Wheat 

5346 

153 



Seq. No. 26702 

Gene No. 55283 

Start 7015 

Name OJ991115_05 . 0203 . C16 . o3 . gs 

Start 7015 

GI none 

Exons 7015.. 7084 



Seq. ID OJ991115_05.0203.C16 
Strand 

End 7084 

Method GENSCAN 

End 7084 

Score .7 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



26703 Seq. ID 

55284 Strand 
1 ^ End 

OJ991115_05 . 0203 . C17 . ol . np Method 
1 End 
5441880 Score 
1..608, 1053. .1084, 1343. .1658, 1971. 

,3574, 3651. .3909, 



OJ991115_05.0203.C17 

+ ■■ 

7233 
AAT/NAP 
4979 
3968 

..2121, 2227. .2473, 
4154. .4251, 4498. .4630, 



2600.. 2689, 3276. 
4746. .4979 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



26703 
55284 
1 

OJ991115_05.0203.C17.ol.gs 

203 

none 

203.. 1778, 1971.. 2121, 2227., 
3651. .3909, 4002. .4122, 4154, 
4760.. 4962, 5098.. 5258 



Seq. ID OJ991115_05.0203.C17 

Strand + 

End 7233 

Method GENSCAN 

End 5258 

Score ' .52 
2599, '2774. .3184, 3276. 



,4235, 4498. .4629, 4693 



,3574, 
, .4740, 



Seq. No. 26703 Seq. ID 

Gene No. 55284 Strand 

Start 1 End 

Name OJ991115_05 . 0203 . C17 . ol . gp Method 

Start 207 End 

GI 5701669 Score 

Exons 207 . . 638 

GI Descrip. 54 4 1880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C62 945 } 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991115_05. 0203.C17 
+ 

7233 
AAT/GAP 
638 
82 9 



26671 



Seq. No. 26703 Seq. ID 

Gene No. 55284 Strand 

Start 1 End 

Name OJ991115_05 . 0203 . C17 . o2 . gp Method 

Start 3402 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 3402.. 3574, 3651.. 3901 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 



OJ991115_05.0203.C17 
+ 

7233 
AAT/GAP 
3901 
781 





transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 


i 


Seq. No. 


26703 


Seq.. ID 


OJ991115_05.0203. 


C17 


Gene No. 


55284 


Strand 


+ 




Start 


1 


End 


7233 




Name 


OJ991115 05.0203.C17.o3.gp 


Method 


AAT/GAP 




Start 


5083 


End 


6898 




GI 


LIB3431-045-P1-N1-A10 


Score 


813 




Exons 


5083. .5426, 6789. .6898 








GI Descrip. 


'5441876/dbj I AP000367 . 1 1 AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b).' 




Seq. No. 


26703 


Seq. ID 


OJ991115JD5.0203. 


C17 


Gene No. 


55284 


Strand 


+ 




Start 


1 


End 


7233 




Name 


OJ991115 05.0203.C17.o2.gs 


Method 


GENSCAN 




Start 


5485 


End 


7233 : 




GI 


none 


Score 


.79 




Exons 


5485. .5487, 5670. .5828, 5895. .5972, 7111. .7233 




Seq. No. 


26703 


Seq. ID 


OJ991115_05.0203. 


C17 


Gene No . 


55285 


Strand 


+ 




Start 


7712 


End 


10278 




Name 


OJ991115 05.0203.C17.o3.gs 


Method 


GENSCAN- 




Start 


7712 


End 


10278 




GI 


none 


Score 


.68 




Exons 


7712. .7933, 8011. .9157, 9734. .9769, 10097. .10278 




Seq. No. 


26703 


Seq. ID 


OJ991115_05.0203. 


C17 


Gene No . 


55286 


Strand 


+ 




Start 


13792 


End 


16985 




Name 


OJ991115 05.0203.C17.o2.np 


Method 


AAT/NAP 




Start 


13792 . 


End 


16982 




GI 


2459424 


Score 


2185 




Exons 


13792. .15189, 15233 .. 15667, 


15752. .15938, 16033.. 16982 




GI Descrip. 


(AC002332) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


26703 


Seq. ID - 


OJ991115_05.0203. 


C17 


Gene No. 


55286 


Strand 


+ 




Start 


13792 


End 


16985 




Name 


OJ991115 05.0203.C17.o4.gs 


Method 


GENSCAN 




Start 


13792 


End 


16985 




GI 


none 


Score 


1 




Exons 


13792. .15159, 15224 .. 15667 , 


15752. .15938, 16033.. 16985 




Seq. No. 


26703 


Seq. ID 


OJ991115_05.0203. 


C17 


Gene No. 


55286 


Strand 


+ 




Start 


13792 


End 


16985 





26672 




Name 


OJ991115 05. 


0203. 


C17.o5 


■ gp 


Method 


AAT/GAP 


Start 


15320 








End 


16117 


GI 


43426 1.R1084 






Score 


1163 


Exons 


15320. .15667 


, 15752. .15938, 


16033. .16117 


GI Descrip. 


'2459424 1.0e-48 


(AC002332) 


unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


26703 








Seq. ID 


OJ991115_05. 0203. C17 


Gene No. 


55287 








Strand 




Start 


12597 








End 


12916 


Name 


OJ991115 05. 


0203. 


C17 .o4 


• gp 


Method 


AAT/GAP 


Start 


12597 








End 


12916 


GI 


5003222 








Score 


562 


Exons 


12597. .12916 










Seq. No. 


26703 








Seq. ID 


OJ991115_05 . 0203.C17 


Gene No. 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203. 


C17.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


326 








End 


760 


GI 


none 








Score 


265 


Exons 


326.-625, 343. .564, 689 


. .760 






Seq. No. 


26703 








Seq. ID 


OJ991115_05 . 0203. CI 7 


Gene No.. 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203. 


C17.ol 


-tw 


Method 


TBLASTX: Wheat 


Start 


458 








End 


838 


GI 


none 








Score 


209 


Exons 


458. .652, 467. .664, 658 


. .777 


, 662 . .838, 


662. .808 


Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No. 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203. 


C17.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7681 








End 


9180 


GI 


none 








Score 


80 


Exons 


7681. .7935, 


7711. 


.7833, 


7718 


..7948, 7729. .7902, 7730. .7903, 




8164. .8418, 


8166. 


.8411, 


8173 


..8346, 8178. .8342, 8532. .8615, 




8553. .8573, 


8553. 


.8615, 


8562 


..8615, 8582. .8617, 8612. .8713, 




8640. .8672, 


8649. 


.8699, 


8655 


..8690, 8688. .8720, 8694. .8825, 




8695. .8802, 


8766. 


.8795, 


8783 


..8854,- 8787. .8810, 9087. .9146, 




9127. .9180 












Seq. No. 


26703 








Seq.- ID 


OJ991115_05.0203.C17 


Gene' No. 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203. 


C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7705 








End 


9153 


GI 


none 








Score 


122 


Exons 


7705. .7935, 


7711. 


.7833, 


7718 


..7936, 7729. .7893, 7730. .7903, 




8011. .8073, 


8160. 


.8240, 


8163 


..8411, 8164. .8418, 8173. .8346, 




8178. .8348, 


8308. 


.8418, 


8333 


..8419, 8343. .8447, 8456. .8578, 




8457. .8594, 


8468. 


.8560, 


8553 


..8603, 8567. .8614, 8568. .8588, 




8570. .8881, 


8619. 


.8906, 


8637 


..8687, 8649. .8690, 8668. .8904, 




8960. .9025, 


8964. 


.8990, 


9091 


. .9153 





26673 



Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No. 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203 


.C17.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7708 








End 


8411 


GI 


none 








Score 


. 148 - 


Exons 


7708. .7935, 


7718 


. .7846, 


7730 


..7903, 7868. .7948, 8163. .8411, 




8164. .8409, 


8173 


. .8289 








Seq.. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No. 


55288 








Strand 




Start 


17580' 








End 


21313 


Name 


OJ991115 05. 


0203 


.C17.o9. 


tm 


Method 


TBLASTX : Maize 


Start 


9028 








End 


10145 


GI 


none 








Score 


58 


i—i *\ \_y 1 1 1_? 


9028 9183, 


9030 


. . 9089, 


9154 


..9183, 9170. .9238, 9200. .9238, 




9238. .9357, 


9257 


. .9358, 


9357 


..9467, 9367. .9423, 9395.-9472, 




9421. .9468, 


9469 


. . 9522, 


9474 


..9515, 9521.. 9550, 9521.. 9550, 




9522. .9551, 


9522 


. .9551, 


9551 


..9595, 9551. .9598, 9552. .9599, 




9553. .9597, 


9737 


. .9796, 


9745 


..9798, 9753.. 9797, 9795.. 9848, 




9926. .'9955, 


9932 


. .9955, 


10048. .10074, 


10082. .10135, 10083.. 10145 


Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


flpnp No . 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203 


.C17.o2. 


tc 


Method 


TBLASTX : Cress 


Start 


14209 . 








End 


14670 


GI 


none 








Score 


162 


Exons 


14209. .14427, 14521.. 14670 






Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115 05. 


0203 


.C17.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


14211 








End 


14571 ■■ 


GI 


none 








Score 


475 


Exons 


14211. .14570, 14212. .14571 






Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No 


55288 








Strand 




Start 


17580 








End 


21313 


Name 


OJ991115. 05. 


0203 


.C17.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


14299 








End 


14679 


GI 


none 








Score 


249 


Exons 


14299. .14586 


, 14307. .14564, 


14596. .14679 


Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No 


55288 








Strand 




Start 


17580 








End 


■ 21313 


Name 


OJ991115 05. 


0203 


.C17.O10 


. tm 


Method 


TBLASTX: Maize * 


Start 


14596 








End 


14829 


GI 


none 








Score 


133 


Exons 


14596. .14685 


, 14622. .14729, 


14724. .14816, 14725. .14829 


Seq. No. 


26703 








Seq. ID 


OJ991115_05.0203.C17 


Gene No. 


55288 








Strand 




Start 


17580 








End 


21313 



26674 




Name 


OJ991115 05.0203.C17. 


oll.tm 


Method 


TBLASTX: Maize 




Start 


14890 




End 


15622 




GI 


none 




Score 


67 




Exons 


1489.0. .14979, 15260.. 


15502, 


15328. .15501, 1554 8. .15622 




Seq. No. 


- 

26703 




Seq. ID 


OJ991115_05.0203 


.C17 


Gene No. 


55288 




Strand 






Start 


17580 




.End 


21313 




Name 


OJ991115 05.0203.C17. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15794 




End 


16232 




GI 


none 




Score 


201 




Exons 


15794. .15940, 15800.. 


15940, 


16031. .16141, 16032. .16142, 






16178. .16231, 16200.. 


16232 








Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203 


.C17 


Gene No. 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


15878 




End 


16979 




GI 


none ;*V ; • 




Score 






Exons * 


15878. . : i5922, 16032. . 


16097, 


16374. .16 


658> 16445. .16636, 






16854. .16979 










Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203 


.C17 


Gene No. 


55288 




Strand 






Start ' 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o2.tm ■ 


Method 


TBLASTX: Maize 




Start ' 


16233 




End 


17002 




GI 


none 




Score 


84 




Exons 


16233. .16304, 16284.. 


16796, 


16430. .16804, 16850 .. 17002, 






16851. .16985 










Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203 


.C17 


Gene No . 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o5 .gs 


Method 


GENS CAN 




Start 


17580 




End 


20748 




GI 


none 


- 


Score 


.78 




Exons 


17580. .17799, 18524.. 


18626, 


19099. .19216, 20665. .20748 




Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203 


.C17 


Gene No. 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


08 . tm 


Method 


TBLASTX: Maize 




Start 1 


19064 




End 


19355 




GI 


none 




Score 


45 




Exons 


19064. .19354, 19194.. 


19223, 


19248. .19355 




Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203 


.C17 


Gene No. 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19431 




End 


19768 




GI 


none 




Score 


146 




Exons 


19431. .19682, 19433.. 


19768 








Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203 


.C17 



26675 




Gene No. 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


, 06. tm 


Method 


TBLASTX: Maize 




Start 


19526 




End 


,19990 




GI 


none 




Score 


56 




Exons 


* 19526. .19618, 19527. . 


,19616, 


19625. . 19756, 19635 .. 19754 , 






19777. .19989, 19802.. 


19990 








Seq. No. 


26703 




Seq. ID . 


OJ991115_05.0203. 


C17 


Gene No. 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o3. tw 


Method 


TBLASTX : Wheat 




Start 


20397 




End 


20694 




GI 


none 




Score 


63 




Exons 


20397. .20480, 20398.. 


20493, 


20424. .20507, 20476 .. 20580, 






20477. .20578, 20665.. 


20694 








Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203. 


C17 


Gene No. 


55288 




Strand 






Start 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o5.np 


Method 


AAT/NAP 




Start 


20416 




End 


21313 




GI 


1209703 




Score 


212 




Exons 


20416. .20577, 20665.. 


20846, 


21287. .21313 




GI Descrip. 


(U40489) maize gll homolog 


[Arabidopsis thaliana] 




Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203. 


C17 


Gene No. 


55288 




Strand 






O ICII u 


17580 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


20476 




End 


20845 




GI 


none 




Score 


164 




Exons 


20476. .20580, 20477.. 


20584, 


20481. .20603, 20531 .. 20590, 






20665. .20817, 20666.. 


20818, 


20666. .20818, 20819. .20845 




Seq. No. 


26703 




Seq. ID 


OJ991115_05.0203. 


C17 


Gene No. 


55288 




Strand 






Start 


17580 . 




End 


21313 




Name 


OJ991115 05.0203.C17. 


o3.tc 


Method 


TBLASTX: Cress 




Start 


20488 




End 


20808 




GI 


none 




Score 


64 




Exons 


20488. .20580, 20488:. 


20580, 


20492. .20590, 20665 20730, 






20666. .20755, 20731.. 


20808 








Seq. No. 


26704 




Seq. ID 


OJ991115_05.0203. 


C19 


Gpnp No 


55289 




Strand 


+ 




Start 


421 




End 


710 




Name 


OJ991115 05.0203.C19. 


ol.gs 


Method 


GEN SCAN 




Start 


421 




End 


710 




GI 


none 




Score 


.98 




Exons 


421. .710 










Seq. No. 


26705 




Seq. ID 


OJ991105_05.0218. 


CI 


Gene No. 


55290 




Strand 






Start 


16 




End 


655 




Name 


OJ991105 05.0218.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


16 




End 


477 





26676 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
16. .450, 19. .444, 243. .446, 442. .477 



587 



26705 
55290 
16 

OJ991105_05.0218.Cl.ol.tw 
105 
none 

105. .143, 154. .222, 161. .223, 167. .223, 182. .505, 211. .504 



Seq. ID OJ991105_05.0218.C1 
Strand 

End 655 

Method TBLASTX : Wheat 

End 505 

Score 101 



26705 
55290 
16 

OJ991105_05.0218.Cl.ol.tc 

232 
none 

232. .654, 233. .655, 242. .646 

26705 
55290 
16 

OJ991105_05.0218.Cl.ol.ts 

457 

none 

457. .654, 458. .655 

26706 
55291 
30 

OJ991105_05 . 02 18 . C2 . ol . tm 

30 

none 



Seq. ID OJ991105_05.0218.C1 

Strand 

End 655 

Method TBLASTX : Cress 

End " 655 

Score 440 



Seq. ID OJ991105_05.0218.C1 
Strand 

End 655 

Method TBLASTX : Soybean 

End 655 

Score 248 



Seq. ID OJ991105_05.0218.C2 
Strand 

End 1407 
Method TBLASTX : Mai ze 
End 1407 
42 



Score 

30. .62, 31. .66, 31. .66, 78. .149, 82. .150, 92. .121, 147. .806, 
153. .788, 786. .824, 793. .1002, 797. .1012, 828. .1019, 829.-999, 
836. .1000, 985. .1407, 988. .1371, 989. .1399 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■26706 
55291 
30 

OJ991105_05.0218.C2.o2.tc 

236 

none 



Seq. ID OJ991105_05.0218.C2 
Strand 

End 1407 

Method TBLASTX: Cress 

£nd 713 

Score 4 63 



236. .703, 237. .704, 237. .713, 367. .711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



26706 Seq. ID OJ991105_05 . 0218 . C2 

55291 Strand 

30 End 1407 

OJ991105_05 . 0218 . C2 . o2 . ts Method TBLASTX : Soybean 

288 End 738 

none Score 383 

288. .722, 288. .722, 364. .738 



26706 
55291 
30 

OJ991105 05.0218.C2.ol.tc 



Seq. ID * OJ991105_05 . 0218 . C2 
Strand 

End 1407 

Method TBLASTX : Cress 



26677 



Start 


800 




End 


1407 


GI 


none 




Score 


146 


Exons 


800. .988, 825. .989, 826. .1092, 


979.. 1050, 1037.. 1093, 




1067. .1393, 1086. .1256, 1087.. 


1371, 1087. .1407, 1088. .1399 


Seq. No. 


26706 




Seq. ID 


OJ991105_05.0218.C2 


Gene No . 


55291 




Strand 




Start 


30 




End 


1407 


Name 


OJ991105 05.0218.C2.ol.ts 




Method • 


' TBLASTX : Soybean 


Start 


868 




End 


1407 


GI 


none 




Score 


642 


Exons 


868.. 1407, 869.. 1399 








Seq. No. 


26706 




Seq. ID 


OJ991105_05.0218.C2 


Gene No. 


55291 




Strand 




Start 


30 




End 


1407 


Name 


OJ991105 05.0218.C2.ol.tw 




Method 


TBLASTX: Wheat 


Start 


955 




End 


1407 


GI 


none 




Score 


593 


Exons 


955.. 1407, 956.. 1399 








Seq. No. 


26707 




Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55292 




Strand 


+ 


Start 


3012 




End 


3469 


Name 


OJ991105 05 . 0218 .C3. ol .gp 




Method 


AAT/GAP 


Start 


3012 ~ 




End 


3469 


GI 


2231 2.R1084 




Score 


844 


Exons 


3012. .3469 








GI Descrip. 


, 11957/emb | X15901 | CHOSXX 1. 


Oe- 


-145 Rice 


complete chloroplast 




genome 1 






Seq. No. 


26707 




Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 




Strand 


+ 


Start 


3565 




End 


4453 


Name 


OJ991105 05.0218..C3.o6.tm 




Method 


TBLASTX: Maize 


Start 


96 




End 


350 


GI 


none 




Score 


210 


Exons. 


96. .245, 97. .249, 98. .244, 


248. .313, 249. .311, 251. .313, 




299.-349, 299. .349,' 312. .350 






Seq. No. 


26707 




Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 




Strand 


+ 


Start 


3565 




End 


4453 


Name 


OJ991105 05.0218.C3.o3.ts 




Method 


TBLASTX : Soybean 


Start 


97 




End 


832 


GI 


none 




Score 


147 


Exons 


97. .198, 98. .214, 104. .202, 


566. .694, 


567. .695, 567. .692, 




568. .696, 737. .832 








Seq. No. 


26707 




Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 




Strand 


+ 


Start 


3565 




End 


4453 


Name 


OJ991105 05.0218.C3.o7.tm 




Method 


TBLASTX: Maize 


Start 


350 




End 


559 


GI 


none 




Score 


90 


Exons 


350. .418, 351.. 422, 352. .423, 


352. .420 


, 411. .467, 421. .486, 



422. .478, 447. .557, 452. .559, 461. .559 



26678 



Sea No 


26707 








Seq. ID 


OJ991105 05. 0218. C3 


Gene No. 


55293 








Strand 


+ ~~ 


Start 


3565 








End 


4453 


Name 


OJ991105 05 


.0218 


.C3.o4. 


tc 


Method 


TBLASTX : Cress 


Start 


552 








End 


832 


GI 


none 








Score 


215 


Exons 


552. .695, 565. .708, 565 


. .708, 


■806. .832, 


806. .832 


Seq. No. 


• 26707 








Seq. ID 


OJ991105_05..0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05 


.0218 


.C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


904 








End 


1332 


GI 


none 








Score 


95 


Exons 


904. .969, 905. .970, 906 


.971, 


955. .1014 


; , 956. .1012, 960.. 1034, 




961. .1065, 


1040. 


.1069, 


1070. . 


1186, 1071 


...1208, 1088. .1210, 




1166 1228, 


1166 


. . 1228, 


1235. 


.1330, 1235. .1315, 1237. .1332, 




1237. .1332 












Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05 


.0218 


.C3.o5. 


tw 


Method' 


TBLASTX: Wheat 


Start 


1009 








End 


1564 


GI 


none 








Score 


57 


Exons 


1009. .1068, 


1040 


. .1069, 


1058. 


.1150, 1063. .1149, 1071. .1151, 




1071. .1154, 


1125 


. .1196, 


1143. 


.1184, 1145. .1234, 1145. .1195, 




1154 1228 


1170 


1241, 


1233. 


.1358, 1235. .1348, 1327. .1521, 




1345. .1485, 


1374 


. .1496, 


1445. 


.1531, 1490. .1564, 1491. .1559 


Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No . 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05 


.0218 


.C3.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


1334 








End 


1574 


GI 


none 








Score 


181 


Exons . 


1334. .1471, 


-1345 


. .1470, 


1345.. 


.1473, 1475. .1519, 1478. .1531, 




1480. .1521, 


1509 


. .1574, 


1511. 


.1564 




Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05 


.0218 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


1565 








End 


1938 


GI 


none 








Score 


44 


Exons 


1565. .1597, 


1568 


. .1615, 


1573. 


.1614, 1587. .1616, 1607. .1663, 




1617. .1664, 


1620 


. .1664, 


1621. 


.1665, 1622.. 1666, 1653.. 1679, 




1658. .1693, 


1664 


. .1786, 


1665. 


.1790, 1665. .1787, 1666. .1791, 




1666.. 1791, 


1789 


. .1806, 


1818. 


.1934, 1822.. 1938, 1822.. 1938 


Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05 


.0218 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1816 








" End 


2637 


GI 


none 








Score 


1363 



26679 



Exons 



1816. .2637, 1830. .2636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26707 
55293 
3565 

OJ991105_05, 

1878 

none 

1878. .2249, 



0218 .C3.o2.tc 



1878.. 2249, 1879. 



Seq. ID OJ991105_05.0218.C3 

Strand + 

End 4453 

Method TBLASTX : Cress 

End 2250 
Score ■ 447 
.2250 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26707 
55293 
3565 

OJ991105_05, 

2185 

none 

2185. .2610, 



0218.C3.o4.tm 



2190. .2612, 2191, 



Seq. ID OJ991105_05.0218.C3 

Strand + 

End 4453 

Method TBLASTX: Maize 

End 2612 

Score 671 
.2610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26707 
55293 
3565 

OJ991105_05. 

2333 

none 

2333. .2662, 



0218.C3.o3.tc 



2334. .2663, 2338. 



Seq. ID OJ991105_05.0218.C3 

Strand + 

End 4453 

Method TBLASTX : Cress 

End 2663 

Score 521 
.2661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



26707 
55293 
3565 

OJ991105_05, 

2404 

none 

2404 . .2439, 



0218 .C3.o2.tw 



2425. .2847, 2431. 



Seq. ID OJ991105_05.0218.C3 

Strand ■ + 

End 4 453 

Method TBLASTX: Wheat 

End 2847 

Score 4 3 
.2847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26707 
55293 
3565 

OJ991105_05, 

2845 

none 

2845. .3789, 
3416. .4339 



Seq. ID OJ991105_05.0218.C3 

Strand + 

End 4 4 53 

Method TBLASTX : Soybean 

End 4339 

Score 1115 
2845.. 3360, 3194.. 3361, 3207.. 3803, 3409.. 4302, 



0218.C3.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26707 
55293 
3565 

OJ991105_05, 

2865 

none 

2865. .3701, 
3409. .4305, 



0218.C3.ol.tc 



2865.. 3152, 2869. 
3416. .4306. 



Seq. ID OJ991105_05.0218.C3 

Strand + 

End 4453 

Method TBLASTX: Cress 

End 4306 

Score 903 

.3360, 3207.. 3803, 3211.. 3795, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26707 
55293 
3565 

OJ991105_05. 
2906 



0218.C3.o2.tm 



Seq. ID OJ991105_05.0218.C3 

Strand + 

End 4453 

Method TBLASTX: Maize 

End 3357 



26680 



GI 


none 








Score 


754 


Exons 


2906. .3157, 


2908 


. .3357, 


2909. 


.3355 




Seq. No.. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05. 


0218 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3010 








End ' 


3408 


GI 


none 








Score 


578 ' 


Exons 


3010. .3351, 


3011 


. .3406, 


3194 . 


.3355, 3207.. 3407, 3211.. 3408 


Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05. 


0218 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3393 








End 


3879 


GI 


none 








Score 


629 


Exons 


3393. .3800, 


3394 


. .3789, 


3398. 


.3877, 3409.. 3879, 3416.. 3877 


Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3- 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105_05. 


0218 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3408 








End 


4040 


GI 


none 








Score 


390 


Exons 


3408. .3701, 


3409 


. .3795, 


3409. 


.3942, 3416.. 3943, 3587.. 3625, 




3843. .3947, 


3849 


. .3962, 


3862. 


.3963, 3906.. 4040, 3923.. 4039 


Seq. No. 


26707 








Seq. ID 


OJ991105_05.0218.C3 


Gene No. 


55293 








Strand 


+ 


Start 


3565 








End 


4453 


Name 


OJ991105 05. 


0218 


.C3.o2. 


gp 


Method 


AAT/GAP 


Start 


3565 








End 


4453 


GI 


7587 1.R1084 








Score 


1675 


Exons 


3565. .4453 













GI Descrip. ' 131283/sp I P12158 |.PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 4 4 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP4 3) 

>gi^.72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 26707 

Gene No. 55293 

Start 3565 

-Name OJ991 105_05 . 0218 . C3 . o3 . tm 

Start 3880 

GI none 
Exons 



Seq. ID OJ991105_05.0218.C3 



Strand 
End 

Method 

End 

Score 



+ 

4453 

TBLASTX: Maize 

4342 

668 



3880. .4299, 3880. .4314, 3881. .4315, 4310. .4342, 4311. .4340 



Seq. No. 26707 Seq. ID 

Gene No. 55293 Strand 

Start 3565 End 

Name OJ991105_05 . 0218 . C3 . o4 . tw Method 

Start 4041 End 

GI none Score 

Exons 4041.. 4340, 4041.. 4340, 4043.. 4342, 
4334. .4405 



OJ991105_05.0218.C3 
+ 

4453 

TBLASTX: Wheat 
4405 
394 

4311. .4394, 4333. .4404, 



26681 




Seq. No. 


26708 




Seq. ID 


OJ991105_05 . 0218 . C4 


Gene No. 


55294 




Strand 


+ 


Start 


1 




End 


1280 


Name 


OJ991105_05.0218.C4.ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


375 


GI 


5607533 




Score 


587 


Exons 


1. .375 








GI Descrip. 


11957/emb 1X15901 | CHOSXX 1. 


Oe 


-145 Rice 


complete chloroplast 




genome 








Seq. No. 


26708 




Seq. ID- 


OJ991105_05. 0218 .C4 


Gene No. 


55294 




Strand 


+ 


Start 


1 




End 


1280 


Name 


OJ991105_05.0218.C4.o3.gp 




Method 


AAT/GAP 


Start 


2 




End 


1280 


GI 


306 9.R1084 




Score 


239 


Exons 


2. .29, 1106. .1280 








GI Descrip. 


'287391/dbj | D13111 | RICMT15 


1 


. Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene' 








Seq. No. 


26708 




Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55295 




Strand. 


+ 


Start 


5022 




End 


5133 


Name 


OJ991105 05.0218.C4.o4.gp 




Method 


AAT/GAP 


Start 


5022 




End 


5133 


GI 


1036999 




Score 


198 


Exons 


5022. .5133 








GI Descrip. 


11957/emb|X15901|CHOSXX 2. 


Oe 


-52 Rice complete chloroplast genome 


Seq. No. 


26708 




' Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55296 




Strand 


+ 


Start 


5207 




End 


5346 


Name„ 


OJ991105 05.0218.C4.o5.gp 




Method 


AAT/GAP 


Start 


5207 




End 


5346 


GI 


LIB3432-021-P1-K1-A3 




Score 


231 


Exons 


5207. .5346 








GI Descrip. 


' 11957/emb | XI 5901 1 CHOSXX 1 


.Oe-52 Rice 


complete chloroplast 




genome ' 








Seq. No. 


26708 




. Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55297 




Strand 




Start 


257 




End 


715 


Name 


OJ991105 05.0218.C4.ol.ts 




Method 


TBLASTX : Soybean 


Start 


18 




End 


595 


GI 


none 




Score 


76 


Exons 


18. .74, 18. .77, 20. .79, 20 




79, 68. .97 


, 69. .101, 272. .319, 




363. .587, 371. .595, 371. .583 






Seq. No. 


26708 




Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55297 




Strand 




Start 


257 




End 


715 


Name 


OJ991105 05.0218.C4.ol.tm 




Method 


TBLASTX: Maize 


Start 


65 




End 


680 


GI 


none 




Score 


77 


Exons 


65. .154, 66. .113, 125. .163 




252. .350, 


266..3S2, 267. .350, 



271. .369, 307. .621, 317. .622, 351. .623, 353. .625, 636. .680, 



26682 




641. .679 



Seq. No. 


26708 






beq. id 


ujyyiiuo uo.uzxo.cfi 


Gene No. 


55297 






Strand 




Start 


257 






End 


715 


Name 


OJ991105 05.0218 


;C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


66 






End 


595 


GI 


none 






Score 


45 


Exons A " 


66. .104, 145. .213, 176. 


.208, 


274. .321, 


274. .303, 366. .590, 




371. .595, 371.. 583, 372 


. .584, 


379. .594 




Seq. No. 


26708 






Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55297 






Strand 




Start 


OCT 

ZD 1 






End 


715 


Name 


/■\taaiiac a c a o 1 G 

ojyyiiuo uo.u^io 


.C4.o2. 


gp 


Method 


AAT/GAP 


Start 


OCT 

20 I 






End 


715 


GI 


4 DZ I J 1 . KlUo 4 






Score 


850 


Exons 


OCT TIC 

Zd 1 . . / lo 










GI Descrip. 


ITA00011 A (~\ ^ O 1 

1022811 4.0e-zl 


(U37703) ORF 


62 [Hordeum vulgare] 1 


Seq. No. 


26708 






Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55298 






Strand 




Start 


1 A Q *3 

iuy 3 






End 


1460 


Name 


/^-rAATIAC A C A O *1 O 

OJ991105 Q5.U21o 


. C4 . 06 . 


tm 


Method 


TBLASTX: Maize 


Start 


1 A A O 

1093 






End 


1460 


GI 


none 






Score 


44 


Exons 


"1 A *5 1 1 1 A 1 O >l "3 

1093 . . 1119, 1243 


. . 1320, 


1247 . 


.1402, 1250. .1405, 1398. .1457 




1401 . . 1460 










Seq. No. 


26708 






Seq. ID 


OJ991105_05.0218.C4 


Gene No. 








Strand 




Start 


iy J 4 






End 


2206 


Name 


r\TQQi i nt; nc noi Q 

ujyyiiuo uo.u^io 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


iy J4 • 






End 


2206 


GI 


none 






Score 


86 


Exons 


iyj4..<£Uuz, iyjo 


. .2024, 


1984. 


.2088, 1992. .2129, 1992. .2132 




1994.. 2173, 2121 


. .2204, 


2122. 


.2205, 2123. .2206 


Seq. No. 


ZX> f Uo 






Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


C C T A A 
OO JUU 






Strand 




Start 


tl 1 A 1 

J14 1 






End 


3344 


Name 


OJ991105 05.0218 


.C4.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3141 






End 


3344 


GI 


none 






Score 


106 


Exons 


3141.. 3215, 3142 


. .3216, 


3143. 


.3214, 3201.. 3344, 3209.. 3334 


Seq. No. 


26708 






Seq. ID. 


OJ991105_05.0218.C4 


Gene No. 


55301 






Strand 




Start 


4199 






End 


4471 


Name 


OJ991105 05.0218 


.C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4199 






End 


4336 


GI 


none 






Score 


191 


Exons 


4199. .4336, 4199 


. .4336 








Seq. No. 


26708 






Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55301 






Strand 




Start 


4199 






End 


4471 



26683 




Name 


OJ991105 05 


.0218 


.C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4205 








End 


4471 


GI 


none 








Score 


250 


Exons 


4205. .4369, 


4205 


. .4387, 


4206. 


.4388, 4228..439S, 4433. .4471 


Seq. No. 


26708 








Seq. ID 


OJ991105_05.0218.C4 


bene ino • 










Strand 




Start 


4950 








End 


5346 


Name . 


OJ-991 105.-05 


.0218 


.C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start . 


4950 








End 


5264 


GI 


none 








Score 


59 


Exons 


4950. .5030, 


4967 


. .5074, 


5096. 


.5125, 5136. .5264, 5142. .5252 


Seq. No. 


26708 








Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55302 








Strand 




OLdl L. 


*i Zf -J \J 








End 


5346 


Name 


OJ991105 05 


.0218 


.C4.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4980 








End 


5306 


GI 


none 








Score 


41 


Exons 


4980. .5030, 


4983 


. .5030, 


5028. 


.5099, 5096.. 5143, 5133.. 5279 




5135. .5254, 


5145 


. .5306 








Seq. No. 


26708 








Seq. ID 


OJ991105_05.0218.C4 


Gene No. 


55302 








Strand 














End 


5346 


Name 


OJ991105 05 


.0218 


r C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5057 








End 


5346 


GI 


none 








Score 


79 


Exons 


5057. .5098, 


5058 


. .5099, 


5073. 


.5144, 5092. .5139, 5129. .5305 




5133. .5306; 


5137 


. .5313, 


5282. 


.5344, 5284. .5346 


Seq. No. 


26708 








Seq. ID 


OJ991105_05.0218.C4 












Strand 




Start 


4950 








End 


5346 


Name 


OJ991105 05 


.0218 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5096 








End 


5294 


GI 


none 








Score 


50 ■ 


Exons 


5096. .5143, 


5097 


. .'5-144, 


5133. 


.5294, 5135.. 5254, 5145.. 5288 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 




J J JU J 








Strand 




Start 


2050 








End 


2180 


Name 


OJ991105 05 


.0218 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


243 


GI 


none 








Score 


187 


Exons 


1..126, 1.. 


126, 


118. .162, 121 


..165, 14E 


..237, 154. .243 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55303 








Strand 




OUaiL 


2050 








End 


2180 


Name 


OJ991105 05 


.0218 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


25 








End 


540 


GI 


none 








Score 


37 


Exons 


25.-48, 26. 


.46, 


49. .129, 61.. 


192, 100.. 


180, 276. .362, 284. 




289. .366, 344. .412, 357 


. .398, 


491. .532, 


493. .540 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 



26684 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



55303 Strand 

2050 End 

OJ991105_05.0218.C5.o8..ts Method 

612 End 

none Score 
612. .740/ 627. .749 



2180 

TBLASTX: Soybean 

749 

128 



Seq. ID OJ991105_05.0218.C5 
Strand 

2180 
AAT/GAP 
2180 
215 



26709 
55303 
2050 

OJ991105_05.0218.C5.ol.gp 
2050 
5607624 
2050. .2180 

287391/dbj | D13111 I RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene 



End 

Method 

End 

Score 



Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55304 








Strand 




O UCll L 


2102 








. End 


2759 


Name 


OJ991105 05 


.0218. 


C5.o5. 


tc 


Method 


TBLASTX : Cress 


Start 


2102 








End 


2672 


GI 


none 








Score 


38 


Exons 


2102. .2137, 


2107. 


.2136, 


2154. 


.2228, 2154. .2228, 2155. .2229 




2279. .2551, 


2287. 


.2553, 


2287. 


.2550, 2289. .2552,. 2554. .2670 




2555. .2665, 


2565. 


.2672, 


2565. 


.2672 




iJC^i IN \J • 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55304 








Strand 




Start 


2102 








End 


2759 


Name 


OJ991105 05 


.0218. 


C5.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


2149 








End 


2552 


GI 


none 








Score 


52 


Exons 


2149. .2253, 


2166. 


.2240, 


2168. 


.2263, 2257.. 2550, 2259.. 2552 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55304 








'Strand 




Start 


2102 








End . 


2759 


Name . 


OJ991105 05 


.0218. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2167 








End 


2565 


GI 


none 








Score 


542 


Exons 


2167. .2565, 


2169. 


.2564 








Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55304 








Strand 




Start 


2102 








End 


2759 


Name 


OJ991105 05 


.0218. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2566 








End 


2759 


GI 


none 








Score 


304 


Exons 


2566. .2751, 


2566. 


.2757, 


2568. 


.2756, 2568. .2759 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55305 








Strand 




Start 


2752 








End 


3748 


Name 


OJ991105 05 


.0218. 


C5.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2752 








End 


3112 


GI 


none 








Score 


483 



26685 




Exons 


2752. .3111, 


2754 


. .3068, 


2768. 


.3112 




Seq. No. 


26709 








Seq. ID 


OJ991105_05 . 0218 . C5 


Gene No. 


55305 








Strand 




Start' 


2752 








End- 


3748 


Name 


OJ991105 05 


. 0218 


,C5 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2794 








End 


3625 


GI 


none 








Score 


568 ' 


Exons 


2794.. 3198, 


2796 


. .3068, 


2798. 


.3199, 3058.. 3204, 3199.. 3348, 




3200. .3355, 


3222 


. . 3365, 


3369. 


.3623, 3381.. 3623, 3394.. 3624, 




3407. .3625 












Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55305 








Strand 




Start 


2752 








End 


3748 


Naine 


OJ991105 05 


. 0218 


.C5.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


3113 








End 


3480 


GI 


none 








Score 


88 


Exons 


3113. .3238, 


3114 


. . 3194, 


3121. 


.3198, 3178. .3360, 3199. .3348, 




3203. .3361, 


3204 


. .3365, 


3222. 


.3365, 3369. .3476, 3369.. 3476, 




3394. .3480/- 


3422 


. .3478 








Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55305 








Strand 




Start 


2752 








End 


3748 


Name 


OJ991105 05 


.0218 


.C5.ol0 


.tc 


Method 


TBLASTX: Cress 


Start 


3501 








End 


3748 


GI 


none 








Score 


49. 


Exons 


3501. .3551, 


3511 


. .3552, 


3523. 


.3558, 3552.. 3632, 3553.-3642, 




3553. .3594, 


3555 


. .3632, 


3643. 


.3675, 3674.. 3748, 3706.. 3747 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55306 








Strand 




Start 


3722 








End 


4266 


Name 


OJ991105 05 


.0218 


.C5.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


3722 








End 


4266 


GI 


- none 








Score 


227 


Exons 


3722. .3901, 


3730. 


. .3882, 


3732. 


.3902, 3745. .3912, 3864. .4046, 




3879. .4046, 


3883 


. .4068, 


4039. 


.4077, 4088. .4225, 4092. .4244, 




4092. .4226, 


4093 


. .4266, 


4099. 


.4263 




Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55306 








Strand 




Start 


3722 








End 


4266 


Name 


OJ991105 05 


.0218 


.C5.o7. 


tc 


Method 


TBLASTX: Cress 


Start 


3813 








End 


4008 


GI 


none 








Score 


175 


Exons 


3813. .4007, 


3813 


. .4007, 


3814. 


.4008 




Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55307 








Strand 




Start 


4466 








End 


5271 


Name 


OJ991105 05 


.0218 


,C5.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


4466 








End 


4881 


GI 


none 








Score 


105 


Exons 


4466. .4693, 


4471 


. .4695, 


4473. 


.4691, 4710.. 4838, 4710.. 4844, 




4714. .4848, 


4715 


. .4858, 


4845. 


.4880, 4846. .4881 



26686 




Seq. No. 


26709 








Seq. ID 


OJ991105 05. 0218. C5 


Gene No. 


55307 








Strand 




Start 


4466 








End 


5271 


Name 


OJ991105 05 


.0218 


.C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


4659 








End 


5262 


GI 


none 








Score 


153 


Exons 


4659. .4898, 


4714 


. .5001, 


5071. 


. 5262 




Seq. No. 


26709 








Seq. ID 


OJ991105JD5.0218.C5 


Gene No. 


55307 








Strand 




Start " 


4466 








End 


5271 


Name 


OJ991105 05 


0218 


.C5.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


4714 








End 


5271 


GI 


none 








Score 


155 


Exons 


4714. .5001, 


4752 


. .4898, 


5071. 


.5271, 5163. .5270 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55308 








Strand 




Start . 


5184 








End 


6000 


Name 


OJ991105 05 


0218 


.C5.ol. 


ts ' 


Method 


TBLASTX : Soybean 


Start 


5184 








End 


6000 


GI 


none 








Score 


214 


Exons 


5184. .5375, 


5184 


. .5396, 


5185. 


.5517, 5257. .5544, 5372. .5545 




5526. .5645, 


5543 


. .5995, 


5545. 


.6000, ' 5546. .5995, -5586.-5999 


Seq. No. 


26709 








Seq. ID 


'OJ991105_05.0218.C5 


Gene No . 


55308 








Strand 




Start 


5184 








End 


6000 


Name 


OJ991105 05 


0218 


.C5.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5284 








End 


5683 


GI 


none 








Score 


323 


Exons 


5284. .5523, 


5290 


. .5523, 


5381. 


.5545, 5552. .5683, 5554. .5682 




5555. .5683 












Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55309 








Strand 




Start 


5904 








.End 


6073 


Name 


OJ991105 05, 


0218 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


5904 








End 


6073 


GI 


none 








Score 


85 


Exons 


5904. .5951/ 


5906 


. .5959, 


5912. 


.5953, 5953.. 6021, 5954. .6019 




6028. .6069, 


6030 


. .6071, 


6038. 


.6073 




Seq. No. 


" 26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55310 








Strand 




Start 


5978 








End 


6769 


Name 


OJ991105 05. 


0218 


-C5.o9- 


tc 


Method 


TBLASTX: Cress 


Start 


5978 








End 


6259 


GI 


none 








Score 


270 


Exons 


5978. .6259, 


5986 


. .6204 








Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55310 








Strand 




Start 


5978 








End 


6769 


Name 


OJ991105 05. 


0218 


.C5.o7. 


ts 


Method 


TBLASTX : Soybean 


Start 


6085 








End 


6538 



26687 



GI 


none 








Score 


43 


Exons 


6085. .6144, 


6116 


. .6145, 


6146. 


.6271, 6146. .6220, 6242. .6346, 




6259. .6498, 


6268 


. .6453, 


6281. 


.6493, 6494. .6538, 6497. .6535 


Seq. No. 


26709 








•Seq. ID 


OJ991105_05.0218.C5 




55310 








Strand 




Start 


5978 








End 


6769 


Name 


OJ991105 05 


.0218 


.C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


6348 








End 


6769 


GI 


none 








Score 


52 


Exons 


6348. .6395, 


6349 


. . 6453, 


6365. 


.6769, 6404. .6769 


Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55311 








Strand 




Start 


6781 








End 


7 606 


Name 


OJ991105 05 


.0218 


. CS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6781 








End 


7525 


GI 


none 








Score 


664 


Exons 


6781. .7221, 


6782 


. .7228, 


6866. 


.7222, 7275.-7523, 7289. .7525 




7291. .7524 












Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


Gene No. 


55311 








Strand 




Start 


6781 








End 


7606 


Name 


OJ991105 05 


.0218 


.C5.o3. 


ts 


■Method 


TBLASTX: Soybean 


Start 


7055 








End 


7606 


GI 


none 








Score 


218 


Exons 


7055. .7222, 


7071 


. .7220, 


7090. 


.7221, 7263.-7592, 7273. .7410 




7280. .7606, 


7291 


. .7602, 


7319. 


.7603 




Seq. No. 


26709 








Seq. ID 


OJ991105_05.0218.C5 


flcari^ NO 


55311 








Strand 




Start 


6781 








End 


7606 


Name 


OJ991105 05 


.0218 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7166 








End 


7499 


GI 


none 








Score 


82 


Exons 


7166. .7222, 


7168 


. . 7221, 


7263. 


.7499, 7273.. 7410, 7280.. 7498 


Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218..C6 


Gene No. 


55312 








Strand 


+ 


Start 


4965 








End 


5507 


Name 


OJ991105 05 


.0218 


. C6 . o2 . 


gp 


Method 


AAT/GAP 


Start 


4 965 








End 


5507 


GI 


42732 1.R1084 






Score 


1070 


Exons 


4965. .5507 












GI Descrip. 


'114657/spl 


P12083|ATPI_ 


ORYSA 


3.0e-76 ATP SYNTHASE A CHAIN 



PRECURSOR (SUBUNIT IV) >gi_67 926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26710 
55313 
5548 

OJ991105_05.0218.C6.o3.gp 
5548 

LIB3477-011-P1-K1-C10 



Seq. ID OJ991105_05.0218.C6 

Strand + 

End 5918 

Method AAT/GAP 

End 5918 

Score 734 



26688 



Exons 

GI Descrip. 



Seq. No. 

Gerie No. 

Start 

Name 

Start 

GI 

Exons 



5548. .5918 

, 114657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast. 
>gi_11975_emb_CAA33990__ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



26710 Seq. ID 

55314 Strand 

913 End 

OJ991105_05.0218.C6.o3.ts Method 

10 End 

none Score 



OJ991105_05.0218.C6 
2577 

TBLASTX: Soybean 

1971 

177 



10. .135, 11. .160, 11. .139, 12. .140, 147. .899, 160. .900, 
161. .907, 371. .901, 904. .960, 907. .1056, 914. .1057, 915. .1118, 
1026. .1196, 1051. .1194, 1067. .1195, 1622. .1906, 1623. .1904, 
1696. .1971 



Seq. No. -26710 Seq. ID 

Gene No. 55314 • "Strand 

Start 913 End 

Name OJ991105_05 . 0218 . C6 . o2 . tw Method 

Start 95 • End 

GI none Score 
Exons 



OJ991105_05.0218.C6 

2577' " 

TBLASTX: Wheat 

540 

634 



95. .538, 95.-334, 96. .539, 96.-539, 97. .540 



Seq. No. 26710 Seq. ID 

Gene No. 55314 Strand 

Start 913 End 

Name OJ991105_05 . 0218 . C6 . o4 . tc Method 

Start 240 End 

GI none Score 

Exons 240. .650, 241. .654, 246.-656 

Seq. No. 26710 Seq. ID 

Gene No. 55314 Strand 

Start 913 End 

Name OJ991105_05 . 0218 .C6. 06 . tc Method 

Start 671 End 

GI none Score 
Exons 



OJ991105__05.0218.C6 
2577 

TBLASTX: Cress 

656 

521 



OJ991105_05.0218.C6 
2577 

TBLASTX: Cress 
118-6- ' :V - ' 
225 



671. .889, 672. .908, 672. .893, 930. .1184, 995. .1177, 1040. .1186 



Seq. ID OJ991105_05.0218.C6 
Strand 

End 2577 

Method AAT/GAP 

End 998 

Score 133 



Seq. No. 26710 
Gene No. 55314 
Start 913 

Name OJ991105_05 . 0218 . C6 . ol . gp 

Start 913 

GI LIB3432-013-P1-K1-E3 
Exons 913.. 998 

GI Descrip. ' 13344 6/sp | P12093 | RPOD_ORYSA 3.0e-09 DNA- DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_66986_pir RNRZC2 DNA-directed RNA polymerase 

(EC 2.7.7.6) beta ,, -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ (X15901) RNA polymerase beta 1 1 subunit-2 
[Oryza sativa] 1 



Seq. No. 
Gene No. 



26710 
55314 



Seq. ID 
Strand 



OJ991105 05. 0218. C6 



26689 




Start 


913 










End 


2577 






Name 


OJ991105 05. 


.0218. 


C6.o7 . 


tm 


Method . TBLASTX : 


Maize 




Start 


1166 










End 


1527 






GI 


none 










Score 


138 






Exons 


1166. 


. 1288, 


1173. 


. 1313, 


1175. 


. 1288, 


1182 . . 1289, 


1182 . 


. 1292, 




1185 . 


. 1259, 


1186. 


. 1233, 


1187. 


. 1258, 


1195 . . 1260, 


1203 . 


. 1259, 




1209. 


. 1319, 


1213. 


. 1311, 


1217. 


. 1264, 


1218. . 1313, 


1218 . 


. 1319, 




1222. 


.1323, 


1248 . 


. 1322, 


1251. 


.1310, 


1255. .1341, 


1255 . 


. 1362, 




1276. 


.1362, 


1291. 


. 1359, 


1294. 


.1350, 


1297. .1350, 


1303. 


. 1401, 




1303. 


.1401, 


1303. 


.1350, 


1303. 


.1350, 


1345. .1509, 


"1345. 


.1509, 




1351. 


.1506, 


1369. 


.1524, 


1372. 


.1506, 


1380. .1424, 


1387. 


. 1527, 




1387. 


.1410, 


1396. 


.1527, 


1408. 


.1440, 


1414. .1479, 


1428. 


.1472, 




1429. 


.1479, 


1431. 


.1508, 


1432. 


.1518, 


1437. .1481, 


1465. 


.1527, 




1485. 


.1523 

















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26710 
55314 
913 

OJ991105_05.0218.C6.ol.tm 
1528 

none ■ « ' 

1528. .1566, 1561.. 1926, 1591. 

1619. .2338, 2001.. 2339 

26710 
55314 
913 

OJ991105_05.0218.C6.o7.tc 

1570 

none 



OJ991105_05.0218.C6 
2577 

TBLASTX: Maize 

2339 

46 



Seq. ID 
Strand 
End 

■Method 
End 
Score 

.1644, 1593. .2339, 1593. .1925, 



Seq. ID OJ991105_05.0218.C6 
Strand 
End 

Method 
End 
Score 



2577 

TBLASTX: Cress 

1868 

66 



1570. .1677, 1593. .1868, 1593. .1865, 1622. .1867 



Seq. No. 26710 

Gene No. 55314 

Start 913 

Name OJ991105_05 . 0218 .C6 . ol . tw 

Start 1793 

GI ■ none 

Exons 1793.. 1864, 1803.. 1868, 1804. 

1837. .1998, 1991. .2410, 1992. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1842, 



OJ991105 05. 0218. C6 



2577 

TBLASTX: Wheat 
2412 
42 

1806.. 1865, 1830.. 2090, 



.2411, 1993.. 2412 



Seq. No. 26710 
Gene No. • 55314 

Start 913 

Name OJ991105_05 . 0218 . C6 . o5 . tc 

Start 1869 

GI none 
Exons 



Seq. ID OJ991105_05.0218.C6 
Strand 

End 2577 

Method TBLASTX : Cress 

End 2577 

Score 55 



1869. .1904, 1903. .1992, 1911. .1988, 1980. .2246, 2006. .2227, 
2014. .2274, 2240. .2344, 2240. .2347, 2241. .2576, 2241. .2372, 
2430.. 2567, 2431. .2577, 2432. .2575 



Seq. No. 26710 Seq. ID 

Gene No. ' 55315 Strand 

Start 264 6 End 

Name OJ991105_05 . 0218 . C6 . ol . tc Method 

Start 264 6 End 

GI none Score 



OJ991105_05.0218.C6 
5830 

TBLASTX: Cress 

3791 

47 



26690 



Exons 


2646. .2702, 


2654. 


.2746, 


2808. 


.2864, 2811. .2855, 2858. .2923, 




2859. .2933, 


2867. 


.2923, 


2945. 


.3670, 2946. .3677, 2947. .3696, 




3474. .3677, 


3598. 


.3696, 


3735. 


.3791, 3737. .3790 


Seq. No. 


26710 








Seq. ID 


. OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ991105 05 


.0218. 


C6.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2781 








End 


3856 


GI 


none 








Score 


143 


Exons 


2781. .2936, 


2802. 


.2936, 


2803. 


.2937, 2945. .3322, 2945. .3670, 




2946. .3737, 


3606. 


.3734, 


3607. 


.3738, 3717. .3779, 3724. .3792, 




3724. .3792, 


3737. 


.3796, 


3749. 


.3856 




Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








• End 


5830 


Name 


OJ991105 05 


.0218. 


C6.08. 


tm 


Method 


TBLASTX: Maize 


Start 


3051 








End 


3189 


GI 


none 








Score 


215 


Exons 


3051. .3188, 


3051. 


.3188, 


3052. 


.3189 




Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No . 


55315 








Strand 




Start 


2646 -.- 








End 


5830 


Name 


OJ991105 05 


.0218. 


C6.04. 


tm 


Method 


TBLASTX: Maize 


Start 


3377 








End , 


3671 


GI 


none 








Score 


67 


Exons 


3377. .3466, 


3385. 


.3432, 


3413. 


.3670, 3414. .3671, 3471. .3671 


Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No . 


55315 








■Strand 




Start 


2646 








End 


5830 


Name 


OJ991105 05 


.0218. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3428 








End 


3836 


GI 


none 








Score 


632 


Exons 


3428. .3835, 


3432. 


.3836, 


3471. 


.3836 




Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ991105 05 


.0218. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3672 








End 


4332 


GI 


none 








Score 


276 


Exons 


3672. .3845, 


3673. 


.3843, 


3674. 


.3883, 3840. .3872, 3878. .3919, 




3884. .3919, 


3927. 


.3992, 


3927. 


.3992, 3984. .4076, 3992. .4054, 




3994. .4077, 


4116. 


.4292, 


4126. 


.4311, 4129. .4311, 4306. .4332, 




4306. .4332 












Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ991105 05 


.0218. 


C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3991 








End 


4613 


GI 


none 








Score 


35 


Exons 


3991. .4011, 


3992. 


.4009, 


4126. 


.4500, 4128. .4502, 4129. .4503, 




4498. .4611, 


4500. 


.4613 









26691 




Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ99ll05_05 . 


0218 


.C6.o2 . 


ts 


Method 


TBLASTX : Soybean - 


Start 


4124 








End 


5830 


GI 


none 








Score 


530 


Exons 


4124 . .4822, 


.4126 


. .4815, 


4128. 


.4844, 4129. .4839, 4397. .4849, 




5080 ... 5829, 


5081 


. .5680, 


5735. 


. 5830 




Seq. No. 


26710 








Seq. ID 


OJ991105_05 . 0218 . C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ991105 05 . 


0218 


.C6 ,o3 . 


tm 


Method 


TBLASTX: Maize 


Start 


4333 








End 


4617 


GI 


none 








Score 


475 


Exons 


4333. . 4617, 


4333 


. . 4617 








Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ991105_05. 


0218 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5069 








End 


'5581 


GI 


none 








Score 


58 


Exons 


5069. .5119, 


5076 


. . 5117, 


5107. 


.5556, 5120.. 5581, 5122.. 5580 


Seq. No. 


26710 








Seq. ID 


OJ991105_05.0218.C6 


Gene No. 


55315 








Strand 




Start 


2646 








End 


5830 


Name 


OJ991105_05. 


0218 


. C6 . o5 . 


tm 


Method 


TBLASTX: Maize 


Start 


5476 








End 


5738 


GI 


none 








Score 


327 


Exons 


5476. .5736, 


5476 


. .5682, 


5478. 


.5738 




Seq. No. 


26710 . 








Seq. ID 


OJ991105_05.0218.C6 


Gene No . 


55316 








Strand 




Start 


5739 








End 


6055 


Name 


OJ991105_0.5. 


0218 


.C6.06. 


tm 


Method 


TBLASTX: Maize 


Start 


5739 








End 


6055 


GI 


none 








Score 


172 


Exons 


5739. .5861, 


5740 


. . 5856, 


5745. 


.5861, 5848.. 5982, 5854.. 5997, 




5856. . 6026, 


5873 


. . 6010, 


5991. 


.6014, 6013.. 6054, 6014.. 6055 


Seq. No. 


26711 








Seq. ID 


OJ991105_05.0218.C7 


Gene No. 


.55317 








Strand 




Start 


277 








End 


1317 


Name 


OJ991105 05. 


0218 


.C7 .ol. 


gp 


Method 


AAT/GAP 


Start 


277 








End 


1317 


GI 


2721 1.R1084 








Score 


1986 


Exons 


277. .1317 













GI Descrip. ' 114 622/sp | P12087 | ATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWR21 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 

Seq. No. 26711 Seq. ID OJ991105_05 . 0218 . C7 



26692 



Gene No. 


55318 




Strand 


— 


Start 


1355 




End 


1832 


Name 


OJ991105 05.0218.C7.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


1 




End 


798 


GI- 


none 




Score 


55 


Exons 


1..30, 2. .31, 7. .87, 40 


. .138, 


79. .141, 


107. .142, 115. .207, 




140. .211, 141. .212, 143 


. .211, 


216. .257, 


216. .254, 243. .299, 




244.. 300, 253.. 300, 281 


. .367, 


292. . 663, 


294 . . 662, 432 . . 686, 




670.. 714, 672.. 716, 700 


. .798, 


713. .796, 


715. .798 


Seq. No. 


26711 




Seq. ID 


OJ991105_05.0218.C7 


Gene No. 


• 55318 




Strand 




Start 


1355 




End 


1832 


Name 


OJ991105 05.0218.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


156 




End 


1736 


GI 


none 




Score 


44 


Exons 


156. .218, 243. .311, 288 


. .575, 


301. .573, 


433. .579, 600. .668, 




1004.. 1183, 1008.. 1184, 


1008. 


.1184, 1013. .1186, 1275. .1334, 




1277. .1348, 1280. .1333, 


1281. 


.1334, 1340. .1393, 1341. .1394, 




1344. .1391, 1379. .1432, 


1381. 


.1464, 1401. .1472, 1425. .1469, 




14911-1538, 1491. .1532, 


1493. 


.1540, 1498.. 1533, 1560.. 1628, 




1563.. 1634, 1570.. .1629, 


1719. 


.1736 




Seq. No. 


26711 




Seq. ID 


OJ991105_05.0218.C7 


Gpnp No 


55318 




Strand 




Start 


1355 




End 


1832 


Name 


OJ991105 05.0218.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


267 




End 


573 


GI 


none 




Score 


328 


Exons 


267.. 563, 267.. 383, 268 


. .573, 


433. .573 




Seq. No. 


26711 




Seq. ID 


OJ991105_05.0218.C7 


Gene No. 


55318 




Strand 




Start 


1355 




End 


1832 


Name 


OJ991105 05.0218.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


801 




End 


1832 


GI 


none 




Score 


200 


Exons 


801. .965, 801. .902, 893 


. . 925, 


938.. 1252, 950.. 1252, 951.. 1253, 




958. .1254, 1212. .1337, 


1222. . 


1335, 1224 


:. .1337, 1337. .1429, 




1338. .1454, 1338. .1466, 


1339. 


.1476, 1345. .1476, 1416. .1562, 




1458. .1562, 1459. .1563, 


1472. 


.1567, 1555.. 1632, 1556.. 1636, 




1563.. 1640, 1593.. 1703, 


1596. 


.1709, 1624. .1725, 1647. .1832, 




1683. .1832 








Seq. No. 


26711 




Seq. ID 


OJ991105_05.0218.C7 


Gene No. 


55318 




Strand 




Start 


1355 




End 


1832 


Name 


OJ991105 05.0218.C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


980 




End 


14 37 


GI 


none 




Score 


272 


Exons 


980. .1210, 988. .1212, 993. .1214, 1007.. 


1216, 1283.. 1369, 




1284. .1367, 1286. .1369, 


1290. 


.1370, 1372. .1437, 1378. .1434 


Seq. No. 


26711 




Seq. ID 


OJ991105_05.0218.C7 


Gene No. 


55318 




Strand 




Start 


1355 




End 


1832 


Name 


OJ991105 05.0218.C7.ol. 


tw 


Method 


TBLASTX: Wheat 



26693 




Start 


1185 




End 


1661 


GI 


none 




Score 


183 


Exons 


1185. .1304, 1185. 


.1304, 1301. 


.1348, 1301.. 1339, 1338.. 1460, 




1338. .1460, • 1339. 


.1461, 1339. 


.1461, 1435. .1545, 1464. .1547, 




1464. .1544, 1465. 


.1545, 1544. 


.1630, 1547. .1627, 1548.. 1634, 




1557. .1661, 1620. 


.1652, 1624. 


.1659 




Seq. No. 


26711 . 




Seq. ID 


OJ991105_05.0218.C7 


Gene No. 


55318 




Strand 


— 


Start 


1355 




End 


1832 


Name 


OJ991105 05.0218. 


C7.o2.gp 


Method 


AAT/GAP* 


Start 


1355 




End 


1832 


GI 


2135 1.R1084 




Score 


952 


Exons 


1355. .1832 








GI Descrip. 


, 11957/emb|X15901 


ICHOSXX l.Oe 


-159 Rice 


complete chloroplast 




genome 1 








Seq. No. 


26712 




Seq. ID 


OJ991105_05.0218.C8 


Gene No . 


55319 




Strand 


+ 


Start 


112 




End 


960 


Name 


OJ991105 05.0218. 


C8.ol.ts . 


Method 


TBLASTX : Soybean 


Start 


16 




End 


960 


GI 


none 




Score 


52 


Exons 


16. .51, 56. .619, 


67. .960, 246 


..899, 897. .956 


Seq. No. 


26712 




Seq. ID 


OJ991105_05.0218.C8 


Cpnp No 


55319 




Strand . 


+ 


Start 


112 




End 


960 


Name 


OJ991105 05.0218. 


C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


56 




End 


567 


GI 


none 




Score 


635 


Exons 


56. .553, 70. .567, 


246.-566 ' 






Seq. No. 


26712 




Seq. ID 


OJ991105_05.0218.C8 


Gene No. 


55319 




Strand 


+ 


Start 


112 




End 


960 


Name 


OJ991105 05.0218. 


C8.ol.gp 


Method 


AAT/GAP 


Start 


112 




End . 


658 


GI 


5005311 




Score 


1047 


Exons 


112. .658 








GI Descrip. 


114521/sp| P12084 | 


ATPAJDRYSA 1 


,0e-78 ATP SYNTHASE ALPHA CHAIN 



>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase- alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 


26712 




Seq. ID 


OJ991105_05.0218 


.C8 


Gene No. 


55319 




Strand 


+ 




Start 


112 




End 


960 




Name 


OJ991105 05. 0218. C8 


ol . tm 


Method 


TBLASTX: Maize 




Start 


112 




End 


425 




GI 


none 




Score 


260 




Exons 


112. .423, 249. .293, 


354. .425 








Seq. No. 


26712 




Seq. ID 


OJ991105_05.0218 


.C8 


Gene No. 


55319 




Strand 


+ 




Start 


112 




End 


960 





26694 



# 



Name OJ991105_05 . 0218 . C8 . o2 . tc 

Start 572 

GI none 

Exons 572.. 754, 576.-842, 577.. 834 

Seq. No. ' 26713 

Gene No. 55320 

Start 1 

Name <*. OJ991105_05 . 0218 .Cll .ol.tc 

.Start 1 

GI none 
Exons 



Method 

End 

Score 



TBLASTX: Cress 

842 

57 



Seq. ID OJ991105_05. 0218. Cll 

Strand 

End 668 

Method TBLASTX : Cress 

End 643 

Score 210 



1..165, 3. .158, 251. .334, 256. .348, 256. .336, 347. .460, 
357. .461, 357. .473, 461 580/ 468 584, 469. .585, 469. .591, 
495.-626, 590. .643, 591. .626 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26713 
55320 
1 

OJ991105_05. 0218. Cll. ol.tm 
1 

none 

1..162, 3. .146, 136. .666, 141. .668, 144 



Seq. ID OJ991105_05. 0218. Cll 
Strand 

End 668 

Method TBLASTX : Mai ze 

End 668 

Score 249 

668 



26713 
55320 

1 - 

OJ991105_05. 0218. Cll. ol.ts 
1 

none 



Seq. ID OJ991105_05. 0218. Cll 

Strand 

End " 668 

Method TBLASTX : Soybean 

End- 647 

Score 215 



1..132, 3. .146, 225. .251, 246. .317, 259. .303, 263. .337, 
318. .344, 378. .413, 380. .403, 456. .584, 466. .585, 492. .614, 
586. .627, 587. .646, 591. .647 



Seq. ID OJ991105_05.0218.C12 

Strand + 

End 4899 

Method AAT/GAP 

End 4899 

Score 766 



26714 
55321 
4469 

OJ991105_05.0218.C12.o2.gp 
4469 

uC-osflcyp021gl0bl 
4469. .4899 

' 131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674_pir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] ' 



Seq. No. 


26714 


Seq. ID 


OJ991105_05.0218 


.C12 


Gene No. 


55322 


* Strand 






Start - 


1265 


End 


6437 




Name 


OJ991105 05.0218.C12.o5.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


185 




GI 


none 


Score 


325 




Exons 


1..183, 3. .185 








Seq. No. 


26714 


Seq. ID 


OJ991105_05.0218 


.C12 


Gene No. 


55322 


Strand 







26695 



Start 
Name 
Start 
GI 

Exons 



1265 End 

OJ991105_05.0218.C12.o4.tc Method 

2 End 

none Score 
2. .187, 3. .194 



Seq. No. 26714 Seq. ID 

Gene No. 55322 Strand 

Start 1265 End 

Name OJ991105_05 . 0218 . C12 . o5 . ts Method 

Start 54 End 

GI none Score 

Exons 54. .164, 54. .170, 55. .201, 56. .172, 
896. .1042 



6437 

TBLASTX: Cress 
194 

333 . 



OJ991105_05.0218.C12 
6437 

TBLASTX: Soybean 
1043 
187 

877. .1002, 888. .1043, 



Seq. No. 26714 Seq. ID 

Gene No. 55322 Strand 

Start 1265 End 

Name OJ9911O5_05 .0218. C12 . o4 . tm Method 

Start 525 End 

GI none Score 

Exons 525.. 575, 527.. 604, 528.. 611, 546.. 608, 565 
604. .867 



OJ991105 05.0218.C12 



6437 

TBLASTX: Maize 
867 
85 

615, 588.. 866, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26714 
55322 
1265 

OJ991105_05.0218.C12.o8.tc 

668 

none 

668. .694, 705. .758, 811 
852. .992, 864. .992, 877 



876, .820 
993 



26714 
55322 
1265 

OJ991105_05.0218.C12.o2.tm 

922 

none 



Seq. - ID OJ991105_05 . 0218 .C12 
Strand 

End 6437 

Method TBLASTX : Cress 

End 993 

Score 72 

873, 825. .875, 848. .985, 



End 

Method 

End 

Score 



922.. 1068, 929.. 1069, 933.. 1085, 936 



1113. .1193, 1113. .1193, 1114. .1194, 1115 

1176. .1247, 1189. .1242, 1190. .1246, 1231 

1245. .1334, 1326. .1376, 1326. .1373, 1389 

1414. .1530, 1420. .1536, 1422. .1550, 1512 

1566. .1622, "1572. .2051, 1599.. 2051, 1600 
3973.. 4€44, 4042.. 4200 



Seq. ID OJ991105_05.0218.C12 
Strand 

6437 

TBLASTX: Maize 
4200 
162 

.1073, 1003.. 1074, 

1195, 1117. .1194, 
1311, 1244'. .1348, 
1418, 1390. .1419, 
1625, 1525.. 1602, 
2052, 1717.. 2052, 



Seq. No. 26714 Seq. ID OJ991105_05 . 0218 . C12 

Gene No. 55322 Strand 

Start 1265 End 6437 

Name OJ991105_05 . 0218 . C12 . ol . gp Method AAT/GAP 

Start 1265 End 1523 

GI uC-osflM202088b07al Score 514 

Exons 1265.. 1523 

GI Descrip. 1 11957 /emb | XI 5901 | CHOSXX 2.0e-52 Rice complete chloroplast 
genome 1 



26696 



# 



Seq. No. 26714 - 

Gene No. 55322 

Start 1265 

Name OJ991105_05 . 0218 . C12 . o3 . 

Start 1501 

GI none 

Exons 1501.. 1530, i583.. 1-912, 
3973. .4044, 4042. .4125 

Seq. No. 26714 

Gene No. 55322 

Start 1265 

Name OJ991105_05 . 0218 . C12 . o5 . 

Start 1501 

GI- none 

Exons 1501.. 1530, 1524.. 1607, 
1602. .1769 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 

ts Method TBLASTX: Soybean 

End 4125 

Score ■ 4 5 
1583. .1915, 1584. .1919, 1602. .1919, 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 

tc Method TBLASTX: Cress 

End 1769 

Score 4 5 
1601. .1762, 1601. .1768, 1602. .1769,. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26714 
55322 
1265 

OJ991105_05.0218.C12.o3.tc 

1770 

none 

1770.. 1841, 1836.. 1982, 3765. 
4164.. 4283, 4165.. 4284 

26714 
55322 
1265 

OJ991105_05.0218.C12.o4.ts 

1941 

none 

1941. .1994, 2061. .2177, 4125. 

26714 
55322 
1265 

OJ991105_05.0218.C12.o3.tm 

2061 

none 

2061.. 2177, 2184.. 2306, 2192. 
4201. .4494 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 

Method TBLASTX: Cress 

End 4284 

Score 56 

.4211, 3765.. 4214, 3790.. 4215, 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 

Method TBLASTX : Soybean 

End 4 37 0 

Score 65 

.4370, 4126. .4341, 4275. .4370 

Seq. ID OJ991105_05.0218.C12 
Strand 

End '6437 

Method TBLASTX :Maize 

End 4 4 94 

Score 74 

.2284, 4200. .4493, 4201. .4494, 



Seq. No. 26714 
Gene No. 55322 
Start 1265 

Name OJ991105_05 . 0218 . C12 . ol . tc 

Start 2072 
GI none 

Exons 2072.. 3238, 2073.. 3275, 4288, 

4711. .4857, 4870. .5274, 4920, 
5299. .5328 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 
Method TBLASTX : Cress 
End 5328 
Score 1896 

.4392, 4402.. 4533, 4704.. 4856, 
.5270, 5044.. 5277, 5281.. 5325, 



Seq. No. 
Gene No. 
Start 



26714 
55322 
1265 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 



26697 



Name 

Start 

GI 

Exons 



OJ991105_05 . 0218 . C12 . o2 . ts Method TBLASTX : Soybean 
2192 End 4858 

none Score 83 

2192.. 2305, 2193.. 2306, 2412.. 2459, 2462.-2632, 2463.. 2633, 
4373. .4570, 4383. .4856, 4383. .4655, 4384. .4857, 4598. .4858, 
4607. .4660, 4704. .4856, 4705. .4857 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26714 
55322 
1265 

OJ991105_05, 

2394 

none 

2394. .2633, 
2640. .3044, 
3546. .3626, 
4513. .4593, 
4705. .6117, 
6151. .6198, 



0218.C12.ol.tm 



2462. .2521, 2484. 

3066.. 3110, 3161. 

3630.. 3773, 3657. 

4517.. 4597, 4572. 

4893.. 6146, 5642. 

6230.. 6256, 6240. 



OJ991105_05.0218.C12 
6437 

TBLASTX: Maize 

6356 

225 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2609, 2561. .2632, 2627. .3040, 
.3478, 3165. .3479, 3297. .3479, 
.3755, 4495. .4602, 4512. .4607, 
.4655, 4573. .6105, 4583. .4936, 
.6142, 6140. .6196, 6144. .6197, 
.6257, 6258.. 6356, 6259.. 6342 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



26714 
55322 
1265 

OJ991105_05.0218.C12.ol.ts 

2639 

none 



Seq. " ID OJ991'105_05.0218.C12 
Strand 

End 6437 

Method TBLASTX : Soybean 

End, 6374 

Score 415 



2639. .2785, 2640.'. 3044, 2939. .3040, 3066. .3110, 3161. .3502, 

3165. .3479, 3546. .3626, 3630. .3773, 3666. .3755, 3785. .3877, 

4858. .6105, 4858. .6105, 4893. .6155, 5642. .6154, 6228. .6374, 

6266.. 6307, 6277.. 6342 



Seq. No. 26714 
Gene No. 55322 
Start 1265 

Name OJ991105_05 . 0218 . C12 . o2 . tc 

Start 3275 
GI none 

Exons 3275.. 3478, 3276.. 3479, 

5430. .5810, 5431. .5811, 
5812. .5979, 5814. .5978 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3620, 



OJ991105 05.0218.C12 



3546 

5431. .5841, 5433. .5813, 



6437 

TBLASTX : Cress 
5979 
243 
3630. .3761, 



3657. 
5642. 



.3755, 
,5818, 



Seq. No. 26714 

Gene No. 55322 

Start 1265 

Name OJ991105_05 . 0218 . C12 . o7 . tc 

Start 4533 

GI none 
Exons 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 

Method TBLASTX : Cress 

End 4703 

Score 209 



4533. .4655, 4534. .4656, 4540. .4701, 4544. .4678, 4545. .4703 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26714 
55322 
1265 

OJ991105_05.0218.C12.o6.tc 

6021 

none 



Seq. ID OJ991105_05.0218.C12 
Strand 

End 6437 

Method TBLASTX : Cress 

End 6437 

Score 130 

6021.. 6131, 6022.. 6105, 6246.*. 6377, 6274.. 6342, 6391.. 6432, 
6396.. 6437 



26698 



Seq. No. 


26715 


Seq. ID 


OJ991105_05.0218.C13 


Gpnp No 


55323 


Strand 




Start 


310 


End 


766 


Name 


' OJ991105 05-0218. C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


134 


End 


766 


GI 


none 


Score 


92 


Exons 


134. .205, 135. .206, 138. .206, 


145. .210, 


337. .573, 338. .757, 




338. .766, 381. .764, 634. .765 


- ' ; 




Seq. No. 


26715 


Seq. ID 


OJ99110'5_05. 0218.C13 


Gene No. 


55323 


Strand 




Start 


310 


End 


766 


Name 


OJ991105 05.0218.C13.ol.gp 


Method 


AAT/GAP 


Start 


310 


End 


726 


GI 


LIB3431-040-P1-K2-C1 


Score 


738 


Exons 


310. .726 






GI * Descrip. 


1 114 521/ sp | P 12 08 4 | ATPA ORYSA 


6.0e-53 ATP SYNTHASE ALPHA CHAIN 




>gi 67827 pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 




alpha chain - rice chloroplast >gi 11979 emb CAA33993 (X15901) 




ATPase alpha subunit [Oryza sativa] >gi 226696 prf 1603356X 




ATPase' alpha [Oryza sativa]' 






Sea. • No . 


26715 


Seq. ID 


OJ991105_05.0218.C13 


Gene No. 


55323 


Strand 




Start 


310 


End 


766 


Name 


OJ991105 -05.0218.C13.ol.ts 


Method 


TBLASTX: Soybean 


Start 


337 


End 


766 


GI 


none 


Score 


186 


Exons 


337. .582, 344. .766, 381. .764, 


634. .765 




Seq. No. 


26716 


Seq. ID 


OJ991105_05.0218.C17 


Gene No. 


55324 


Strand 




Start 


24 


End 


1488 


Name 


OJ991105 05.0218.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start . 


24 


End 


1488 


GI 


none 


Score 


75 


Exons 


24. .116, 24. .143, 119. .265, 175. .264, 281. .307, 384. .431, . 




390.. 431, S43..998, 561.. 1130 


, 568. .1107, 568. .1134, 578. .1132, 




1038.. 1136, 1178.. 1234, 1390.- 


.1488, 1392. .1487, 1393. .1488 


Seq. No. 


26716 


Seq. ID 


OJ991105_05.0218.C17 


Gene No. 


55324 


Strand 




Start 


24 


End 


1488 


Name 


OJ991105 05.0218.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


561 


End 


807 


GI 


none 


Score 


367 


Exons 


561.. 806, 574.. 807 






Seq. No. 


26716 


Seq. ID 


OJ991105_05.0218.C17 


Gene No. 


55324 


Strand 




Start 


24 


End 


1488 


Name 


OJ991105 05.0218.C17.o2.tc 


Method 


TBLASTX: Cress 


Start 


808 


End 


1013 


GI 


none 


Score 


316 


Exons 


808. .1011, 810. .1013 







26699 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI 

Exons 

GI Descrip. 



26717 Seq. ID OJ991105_05 . 0218 . C18 

55325 - Strand 

1 End 139 

OJ991105_05 . 0218 . C18 . ol . gp Method AAT/GAP 

1 End * 139 

2798177 Score 210 

1..139 

5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



Seq. No. 26717 

Gene No. 55326 

Start 922 

Name OJ991105_05 . 0218 .C18 . ol . tc 

Start 24 
GI * none 
Exons 



Seq. ID OJ991105_05.0218.C18 
Strand 
End 

Method 
End 
Score 



1486 

TBLASTX: Cress 

356 

42 



24. .83, 56. .100, 56. .100, 61. .102, 83. .256, 89. .223, 93. .257, 
97. .258, 97. .267, 126. .281, 258. .356, 260. .355 



Seq. No. 


26717 










Seq. ID 


OJ991105_05.0218.C18 


Gene No. 


55326 










Strand 




Start 


922 










End 


1486 


Name 


OJ991105 


05.0218.C18 


.o3 


tm 




Method 


TBLASTX: Maize 


Start 


85 










End 


219 


GI 


none 










Score 


158 . 


Exons 


1 85. .213, 


98. .214, 98 


..214, 


100.. 219, 126.. 218 


Seq. No. 


26717 










Seq. ID 


OJ991105_05.0218.C18 


Gene No. 


55326 










Strand 




Oldil 


922 










End 


1486 


Name 


OJ991105 


05.0218.C18 


.o2 


tm 




Method 


TBLASTX: Maize 


Start 


236 










End 


524 


GI 


none 










Score 


188 


Exons 


236. .349, 


237. .353, 


237 


.353, 


352. .522, 


354. .524 


Seq. No. 


26717 










Seq. ID 


OJ991105_05.0218.C18 


Gene No. 


55326 










Strand 




Start 


922 










End 


1486 


Name 


OJ991105 


05.0218.C18 


.ol 


ts 




Method 


TBLASTX : Soybean 


Start 


311 










End 


563 


GI 


none 










Score 


91 


Exons 


311. .403, 


312. .482, 


321 


.482, 


322. .483, 


462. .563, 463. .555, 




467. .556 














Seq. No. 


26717 










Seq. ID 


OJ991105_05.0218.C18 


Gene No. 


55326 










Strand 




Start 


922 










End 


1486 


Name 


OJ991105 


05.0218.C18 


.ol. 


tm 




Method 


TBLASTX: Maize 


Start 


525 










End 


1486 


GI 


none 










Score 


83 


Exons 


525. .578, 


525. .575, 


548. 


.631, 


549. .629, 


568. .630, 587. .658, 




642. .659, 


676. .915, 


679. 


.900, 


923. .1201 


, 939.. 1202, 943.. 12< 




951.. 1001, 975.. 1253 


, 986.. 


1264, 1209.. 


1247, 1211. .1291, 




1299. .1343, 1304. .1357, 


1306. 


.1356, 1376. .1486, 1376. .1486 


Seq. No. 


26717 










Seq. ID 


OJ991105_05.0218.C18 


Gene No. 


55326 










Strand 





26700 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



922 



End 

Method 
End 
Score 



1486 
AAT/GAP 
1312 
782 



OJ991105_05.0218.C18.o2.gp 
922 

5003883 
922. .1312 

11957/emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 



26717 
55326 
922 

OJ991105_05.0218.C18.o2.ts 

1008 

none 

1008. .1193, 1009. .1197 

26717 
55326 
922 

OJ991105_05.0218.C18.ol.tw 

1299 

none 

1299.. 1343, 1305.. 1343, 1306. 
1376. .1486 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ991105_05.0218.C18 
1486 

TBLASTX: Soybean 

1197 

174 



Seq. ID OJ991105_05.0218.C18 
Strand 

End 1486 

Method TBLASTX : Wheat 

End 1486 

Score 45 

.1356, 1375. .1455, 1376. .1486, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26718 Seq. ID OJ991105_05 . 0218 . C19 • 

55327 Strand + 

865 End 1969 

OJ991105_05 . 0218 . C19 . o2 . gp Method AAT/GAP 

865 End 1969 

2291JL.R1084 Score 2153 

865. .1969 

'133936/spl P12146|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



OJ991105_05.0218.C19 
+ 

3457 
AAT/GAP 
3457 
2924 



26718 • Seq. ID 

55328 ' Strand 

1984 End 
OJ991105_05 . 0218 . C19 . o3 . gp Method 
1984 End 
3073_1.R1084 Score 
1984. .3457 

'133936/spl P1214 6|RR3_ORYSA 5.0e-95 CHLOROPLAST . 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3R23 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



26718 Seq. ID 

55329 Strand 
144 End 

OJ991105_05.0218.C19.ol.ts . Method 
8 End 
none Score 



OJ991105_05.0218.C19 
3778 

TBLASTX : Soybean 

3778 

52 



26701 



Exons 



8. .70, 14. .67, 15. .92, 153. .386, 169. .531, 169. .564, 183. .572, 
188. .574, 435. .569, 1797. .1937, 1798. .2178, 1799. .2167, 
2182. .2289, 2353. .2502, 2353. .2502, 2412. .2507, 2497. .2526, 
3108. .3260, 3112. .3345, 3122. .3346, 3350. .3376, 3351. .3374, 
3624. .3776, 3624. .3776, 3625 .. 3777, 3680 .. 3778 • 



Seq. No. 

Gene No. 

Start — 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26718 Seq. ID 

55329 Strand 
1 : 44 fc End 

OJ991105_05 . 0218 . C19 . o2 . tm. Method 
8 End 
none Score 

8. .208, 14. .574, 15. .569, 1611. .1667 



OJ991105_05.0218.C19 
3778 

TBLASTX: Maize 

1667 

261 



26718 
55329 
144 

OJ991105_05.0218.C19.o3.tw 
92 

none 



Seq. ID OJ991105_05.0218.C19 



Strand 
End 

Method 

End 

Score 



3778 

TBLASTX: Wheat 

483 

80 



92. .145, 94. .144, 96. .149, 99. .482, 100. .483 



26718 Seq. ID 

55329 Strand 

144 End 

OJ991105_05.0218.C19.ol.tc Method 

101 End 
none Score 



OJ991105_05.0218.C19 
3778 

TBLASTX : Cress 

572 

48 



101. .133, 207. .272, 252 . . 572, 253 . . 528 , 267. .566 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991105 05.0218.C19 



3778 
AAT/GAP 
591 
870 



26718 
55329 
144 

OJ991105_05.0218.C19.ol.gp 
144 

41109_1.R1084 
144. .591 

'132712/spl P12138 |RK16_ORYSA 4.0e-56 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L16 >gi_71250_pir R5RZ16 ribosomal protein L16 - rice 

chloroplast >gi_669084_emb_CAA33933_ (X15901) ribosomal protein 

L16 [Oryza sativa] >gi_226645_prf 1603356BV ribosomal protein 

L16 [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26718 
55329 
144 

OJ991105_05.0218.C19.o4.tw 

515 

none 

515. .589, 516. .590, 560. .685, 
704. .727, 706. .729, 728. .775, 
888. .920 



Seq. ID 

Strand 

End 

Method 
End 
Score 
586 
760 



OJ991105_05.0218.C19 
3778 

TBLASTX: Wheat 

920 

131 



690, 590. 
840, 771. 



,685, 595, 
,833, 887. 



,720, 
.919, 



Seq. No. 26718 Seq. ID 

Gene No. 55329 Strand 

Start 144 • > - End 

,Name OJ991105 05 . 0218 . C19 . o3 . tm Method 



OJ991105_05.0218.C19 
3778 

TBLASTX : Maize 



26702 



Start 
GI 

Exons 



884 End 1207 

none Score 352' 

884. .1132, 885. .1133, 894. .1133, 895. .1188, 1139. .1207, 

1151. .1183 



Seq. No. 26718 

Gene No. 55329 

Start 144 v 

Name OJ991105_05 . 0218 . C19 . o2 . tc 

Start 923 

GI none 
Exons 



Seq.. ID OJ991105_05.0218.C19 
Strand 

End . 3778 

Method TBLASTX : Cress 

End 2157 

Score 4 9 



923. .964, 931. .951, 983. .1045, 1001 .. 1045, 1038 .. 1127 , 
1039. .1128, 1042.. 1134, 1253. .1291, 1255. .1281, 1277.. 1321, 
1389. .1451, 1430. .1492, 1603. .1644, 1614. .1661, 1734. .1976, 
1741. .2112, 1783. .2157, 1784. .2140 



Seq. No. 26718 Seq. ID 

Gene No. 55329 Strand 

Start 144 End 

Name OJ991105_05 . 0218 . C19 . o2 . tw Method 

Start 1007 End 

GI none Score 
Exons 



OJ991105_05.0218.C19 

'3778 

TBLASTX: Wheat 

1641 

202 



1007. .1165, 1008. .1157, 1009. .1185, 1130. .1180, 1132. .1218, 

1133. .1219, 1142. .1216, 1204. .1317, 1213. .1320, 1218. .1325, 

1327. '.1536, 1333. .1446, 1335. .1514, 1394. .1564, 1404. .1574, 

1418. .1564, 1594. .1641, 1608. .1640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26718 . Seq. ID 

55329 Strand 

144 End 

OJ991105_05 . 0218 . C19 . o4 . tm Method 

1248 End 

none Score 



OJ991105_05.0218.C19 
3778 

TBLASTX: Maize 

1571 

59 



1248. .1277, 1249. .1284, 1249. .1281, 1274. .1315, 1274. .1321, 
1279. .1536, 1279. .1449, 1406. .1564, 1407. .1514, 1410. .1571, 
1418.. 1552, 1504.. 1563 



Seq. No., 26718 
Gene No. 55329 
Start 144 

Name OJ991105_05 . 0218 . C19 . ol . tm 

Start 1711 
GI none 

Exons 1711.. 1743, 1720.. 2292, 1722. 

2185. .2292, 2245. .2523, 2287. 
2535.. 2945, 2958.. 3026, 2969. 
3045.. 3263, 3064.. 3378, 3073. 
3315. .3383, 3344. .3433, 3370. 
3385.-3474 



Seq. ID. 
Strand i- 
End 

Method 
End 
Score 



OJ991105 05.0218.C19 



3778 

TBLASTX: Maize 
3474 
37 

.1940, 1735.. 2133, 1742.. 2290, 

.2526, 2506. .2940, 2518. .2940, 

.3031, 2974.. 3030, 2976.. 3080, 

.3342, 3080.. 3379, 3309.. 3383, 

.3429, 3372.. 3473, 3372.. 3473, 



Seq. No. 26718 

Gene No. 55329 

Start 144 

Name OJ991105_05 . 0218 . C19 . ol . tw 

Start 2193 

GI none 
Exons 



Seq. ID OJ991105_05.0218.C19 
Strand 
End 

Method 
End 
Score 



3778 

TBLASTX: Wheat 

2963 

137 



2193. .2288, 2194.. 2526, 2194.. 2523, 2557.. 2940, 2563.. 2940, 



26703 




2931. .2963 



uCvji IN W « 


26718 








Seq. ID 


OJ991105_05.0218.C19 


Gene No. 


55329 








Strand 




Start 


144 








End 


3778 


Name 


OJ991105 05 


.0218 


.C19.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2389 








End 


2904 


GI 


■ none 








Score 


129 


Exons 


2389. .2499, 


2396 


. .2500, 


2403 


..2501, 2550. .2657, 2572. .2868, 




2581. .2904 












Seq. No. 


26718 








Seq. ID 


OJ991105_05.0218.C19 


Gene No. 


55329 








Strand 




Start 


144 








End 


3778 


Name 


OJ991105 05 


.0218 


.C19.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


2579 








End 


2907 


GI 


none 








Score 


137 


Exons 


2579. .2869, 


2581 


. .2907, 


2593 


. .2874 




Seq. No. 


26718 








Seq. ID 


OJ991105_05.0218.C19 


Gene No. 


55329 








Strand 




Start 


144 








End 


3778 


Name 


OJ991105 05 


.0218 


.C19.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


3080 








End 


3327 


GI 


none 








Score 


39 


Exons 


3080. .3106, 


3112 


. .3327, 


3131 


..3265, 3139. .3324 


Seq. No. 


26718 








Seq. ID 


OJ991105_05.0218.C19 


Vjjtr 1 1 1. IN \J • 


•J ~J *J z> 








Strand 




Start 


144 








End 


3778 


Name 


OJ991105 05 


.0218 


.C19.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


3485 








End 


3778 


GI 


none 








Score 


82 


Exons 


3485. .3535, 


3486 


. .3536, 


3486 


..3563, 3487. .3543, 3537. .3566, 




3537. .3566, 


3538 


. .3567, 


3624 


..3776, 3625. .3777, 3625. .3777, 




.3680. .3778 












Seq. No. 


26718 








Seq. ID 


OJ991105_05.0218.C19 


Gene No. 


55329 








Strand 




Start 


144 








End 


3778 


Name 


OJ991105 05 


.0218 


.C19.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3658 








End 


3778 


GI 


none 








Score 


175 


Exons 


3658. .3777, 


3680 


. .3778 








Seq. No. 


26719 








Seq. ID 


OJ991105_05.0218.C20 




55330 








Strand 




Start 


1 








End 


1800 


Name 


OJ991105 05 


.0218 


.C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


1602 


GI 


hone 








Score 


196 


Exons 


1..165, 2.. 


166, 


3. .170, 


6. .251, 103. .171, 825. .1034, 827. .1 




830. .1075, 


904 . . 


1077, 1011.. 


1076, 1070 


..1600, 1079.. 1600, 




1270. .1602 












Seq. No. 


.26719 








Seq. ID 


OJ991105_05.0218.C20 


Gene No. 


55330 








Strand 





26704 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 
OJ991105_05 . 02 18 . C20 . o3 . tc Method 
1 End. 
none Score 
1..165, 2. .166, 3. .251, 103. .171 



1800 

TBLASTX: Cress 

251 

158 



26719 
55330 
1 

OJ991105_05.0218.C20.o3.tw 
2 

none 

2. .217, 3. .218, 3. .218, 103, 



Seq. ID OJ991105_05.0218.C20 
Strand 

1800 

TBLASTX: Wheat 
219 
288 



End 

Method 
End 
Score 
,219 



26719 
55330 
1 

OJ991105_05. 0218.C20.o3.ts 
3 

none 



End 

Method 
End 
Score 

3. .110, 3. .110, 253. .285, 278. .322, 279. .320, 280. .321, 
321. .500, 323. .499, 324.. 551, 505. .582, 506. .583, 560. .823, 
561. .824, 575. .823, 583. .825 



Seq. ID OJ991105_05.0218.C20 
Strand 

1800 

TBLASTX: Soybean 
825 
128 



26719 
55330 
1 

OJ991105_05.0218.C20.ol.ts 

111 

none 



Seq. ID OJ991105_05.0218.C20 
Strand 

End 1800 

Method ' TBLASTX: Soybean 

End 1534 

Score 90 



111. .251, 112. .171, 825. .1034, 827. .1534, 830. .1528 



26719 
55330 
1 

OJ991105_05 . 0218 . C20 . o2 . tm 

252 

none 



Seq. ID OJ991105_05.0218.C20 
Strand 

End 1800 

Method TBLASTX: Maize 

End 601 

Score 540 



252. .596, 252. .593, 253. .597, 253. .594, 254. .601 



26719 
55330 
1 

OJ991105_05.0218.C20.ol.tc 

506 

none 



Seq. ID OJ991105_05.0218.C20 
Strand 

End 1800 

Method TBLASTX : Cress 

End 1724 

Score 251 



506. .676, 507. .680, 507. .701, 583. .714, 701. .817, 702. .821, 
825. .1034, 827. .1540, 830. .1540, 1527. .1625, 1537. .1632, 
1545. .1631, 1559. .1633, 1634. .1714, 1638. .1724, 1639. .1722 



26719 
55330 
1 

OJ991105_05.0218.C20.ol.tw 

1196 

none 



Seq. ID OJ991105_05.0218.C20 
Strand 

End 1800 

Method TBLASTX : Wheat 

End 1572 

Score 598 



1196. .1570, 1196. .1570, 1197. .1571, 1270. .1572 



26705 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



26719 
55330 
1 

OJ991105_05.0218.C20.o4.tw 

1573 

none 



Seq. ID OJ991105_05.0218.C20 



Strand 
End 

Method 

-End 

Score 



1800 

TBLASTX: Wheat 

1800 

104 



1573.. 1632, 1575. .1631, 1639. .1800, 1654.. 1800 



26719 Seq. ID 

55331 Strand 
1954 End 
OJ991105_05.0218.C20.o2.tc Method 
1954 End 
none Score 

1954. .1998, 1958. .1993, 1985. .2146, 

2133. .2228, 2143. .2229, 2143. .2256, 

2233.. 2313, 2240.. 2320 



OJ991105_05.0218.C20 
2362 

TBLASTX: Cress 
2362 
61 

1999.. 2148, 2000.. 2146, 
2144.. 2230, 2231.. 2362, 



26719 
55332 
2310 

OJ991105_05.0218.C20.o4.ts 

2310 

none 



.Seq. ID OJ991105_05.0218.C20 



Strand 
End 

Method 

End 

Score 



2489 

TBLASTX: Soybean 

2489 

52 



2310.. 2339, 2312.. 2335, 2345.. 2485, 2349.. 2*489 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3793, 3737 
.3846, 3800 



26719 
55333 
3658 

OJ991105_05.0218.C20.o2.tw 
3658 
none 

3658.. 3735, 3658.-3735, 3737. 
3773.. 3850, 3775.. 3852, 3784. 
3811.. 3852, 3838.. 3858, 3863. 
3864.. 3914, 3903.. 4142, 3903. 

26719 
55333 
3658 

OJ991105_05.0218.C20.o2.ts 
3939 
none 

3939. .4430, 3949.-4347, 3951. .4430, 4097. .4432 



OJ991105 05.0218.C20 



4432 

TBLASTX: Wheat 
4143 
92 

3793, 3768..3848, 
3865, 3810.. 3878, 



.3913, 3863.. 3904, 3864.. 3956, 
.4142, 3910. .4143 

Seq. ID OJ991105_05.0218.C20 
Strand 

End 4 4 32 

Method TBLASTX : Soybean 

End 4432 

Score 684 



26720 
55334 
1 

OJ991105_05.0218.C21.ol.tc 
1 

none 

1..258, 1..258, 5. .262, 167. 

26720 
55334 
1 



Seq. ID OJ991105_05.0218.C21 
Strand 

262 

TBLASTX: Cress 
262 
274 



End 

Method 
End 
Score 
.262 



Seq. ID OJ991105_05.0218.C21 

Strand 

End 262 



26706 



Name 

Start 

GI 

Exons 



OJ991105_05. 0218.C21.ol.ts Method 

1 End 

none Score 
1..261, 1..261 



TBLASTX : Soybean 

261 

255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26721 Seq. ID OJ991105_05 . 0218 . C22 

55335 Strand 

1 End 633 

OJ991105_05.0218 .C22.ol.gp Method AAT/GAP 

1 End 399 

2409__1.R1084 Score 777 

1..399 

'128690/sp|P12126|NU3C_ORYSA 2.0e-56 NADH-PLASTOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - rice 
chloroplast >gi_11989_emb_CAA34 001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 



26721 v Seq. ID 

55335' Strand 

1 End 

OJ991105_05 . 0218 . C22 . o2 . tm Method 

1 End 

none Score 



OJ991105_05.0218.C22 
633 

TBLASTX: Maize 

633 

143 



1..132, 2. .133, 142. .186, 163. .216, 168. .215, 209. .235, 
213. .236, 266. .328, 268. .330, 283. .330, 302. .424, 335. .379, 



351. .473, 358. .459, 458. 
522. .632 



,520, 459. .518, 515. .541, 520. .633, 



Seq. No. 26721 
Gene No. 55336 
Start 541 

Name ' OJ991105_05 . 0218 . C22 . ol . ts 

Start 541 
GI none 
Exons 541.. 645, 542. 

613.. 687, 625. 

750. .863, 816. 

1041. .1070 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991105_05.0218.C22 
1115 

TBLASTX : Soybean 

1070 

137 



,661, 543. .629, 544. .630, 581. .646, 605. .691, 
.699, 680. .814, 698. .727, 733. .831, 749.-823, 
.887, 841. .909, 869. .901, 911. .946, 911. .946, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26721 Seq. ID 

55336 Strand 

541 End 

OJ991105_05 . 0218 . C22 . ol . tc Method 

562 End 

none Score 



OJ991105_05.0218.C22 
1115 

TBLASTX: Cress 

1111 

88 



562. .630, 564. .629, 581. .631, 590. .631, 625. .687, 625. .702, 
626. .697, 683. .733, 761. .823, 764. .802, 810. .1034, 816. .923, 
908. .973, 1041. .1070, 1085. .1111 



Seq. No. 26721 Seq. ID 

Gene No. 55336 Strand 

Start ' 541 End 

Name OJ991105_05 . 0218 . C22 . ol . tm Method 

Start 718 End 

GI none Score 



OJ991105_05.0218.C22 
1115 

TBLASTX: Maize 

1115 

470 



26707 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start , 
Name 
Start 
GI 

Exons 

GI Descrip. 



718. .1050, 719. .1051, 720. .1049, 999. .1052, 1042. .1104, 
1046. .1108, 1046. .1108, 1047. .1115, 1047. .1115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26722 Seq. ID 

55337 Strand 
3070 End 
OJ991105_05 . 0218 . C23 . o2 . gp Method 
3070 End 
24824_1.R1084 Score 
3070. .3799 

•476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 2121489A 

RuBisCO:SUBUNIT=large:ISOTYPE=truncated [Oryza sativa] • 



OJ991105_05.0218.C23 
+ 

3799 
AAT/GAP 
3799 
1379 



26722 Seq. ID 

55338 Strand 
3896 End 
OJ991105_05 . 0218 . C23 . o3 . gp Method 
3896 End 
14384_1.R1084 Score 
3896. .4607, 4693. .4721 

, 5881726/dbj IBAA84417.il 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 1 



OJ991105_05.0218.C23 
+ 

4721 
AAT/GAP 
4721 
1358 



26722 Seq. ID 

55339 Strand 
6537 End 
OJ991105_05.0218.C23.o4.gp Method 
6537 End 
7528_2.R1084 Score 
6537. .7160 

, 140291/sp|P12206| YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_8254 l_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza sativa] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] ' 



OJ991105_05.0218.C23 

.+ 

7160 
AAT/GAP 
7160 
1143 



OJ991105_05.0218.C23 
+ 

9012 
AAT/GAP 
9012 
831 



26722 Seq. ID 

55340 Strand 
8571 End 
OJ991105_05.0218.C23.o6.gp Method 
8571 End 
uC-osflM202092b08bl Score 
8571. .9012 

, 118048/sp|P07888|CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol — plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



26722 Seq. ID 

55341 Strand 

2090 End 
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OJ991105 05.0218.C25.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


498 




GI 


none 




Score 


573 




Exons 


1..495, 2. .487, 4.. 498 










Seq. No. 


26724 




Seq. ID 


OJ991105_05.0218 


.C25 


Gene No. 


55346 




Strand 






otart 


1 9Q 




End 


1002 




Name 


OJ991105 05.0218.C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


1002 




GI 


none 




Score 


559 




Exons 


1. .537, 2. .487, 4. .525, 


514. . 


576, 517.. 


576, 533.-577, 858. .896, 




862. .894, 903.. 956, 904. 


.954, 


958. .1002 




Seq. No. . 


26724 




Seq. ID 


OJ991105 05 0218 


.C25 


bene in o . 


55346 




Strand 






Start 


129 




End 


1002 




Name 


OJ991105 05.0218.C25.ol. 


tm 


Method 


TRT.A9TX • Maize 




Start 


' 1 




End 


492 




GI 


none 




Score 


387 




Exons 


1..492, 11. .430, 22. .489 








Seq. No. 


26724 




Seq. ID 


OJ991105_05.0218 


.C25 


Gene No. 


55346 




■ Strand 






Start 


129 




End 


1002 




Name 


OJ991105 05.0218.C25.ol. 


gp 


Method 


AAT/GAP 




Start 


129 




End 


635 




GI 


uC-osflcypOllbOlbl 




Score 


987 




Exons 


129. .635 










GI Descrip. 


'343210 5.0e-78 (M35995) 


apocytochrome 


b6 (alt.) [Oryza 


sativa] 




>gi_2267 62_prf 1604469A cytochrome b6 


[Oryza sativa] ? 




Seq. No. 


26725 




Seq. ID 


OJ991105_05.021B 


.C26 


Gene No. 


55347 




Strand 


+ 




Start 


3047 




End 


3214 




Name . 


OJ991105 05.0218.C26.o3. 


gp 


Method 


AAT/GAP 




Start 


3047 




End 


3214 




GI 


LIB3431-017-P1-K1-H4 




Score 


283 




Exons 


3047. .3214 











GI Descrip. 



1 1173189Vsp|P12340|RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_1216141_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991105 05.0218.C26 



26725 
55348 
755 

OJ991105_05.0218.C26.ol.gp 
755 

2896_1.R1084 
755. .1307 

, 131271/sp|P12157|PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 
CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi 72705 pir ' QJRZ6A 
photosystem.il chlorophyll a-binding protein psbB - rice 



1307 
AAT/GAP 
1307 
1023 



26715 



chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



Seq. No. 


26725 






Seq. ID 


OJ991105_05.0218 


. C2 6 


Gene No. 


55349 






Strand 






Start 


1857 






End 


1998 




Name 


OJ991105_05 . 0218 .C26. 


o4 . tc 




Method 


TBLASTX: Cress 




Start 


3 






End 


328 




GI 


none 






Score 


136 




Exons 


3. .131, 10. .132, 18.. 


131, 


131. 


.211, 131. .211, 243. .323, 






245. .328, 248. .325 












Seq. No. 


26725 






Seq. ID 


OJ991105 05.0218 


.C26 


Gene No. 


55349 






Strand 






Start 


1857 






End 


1998 




Name , 


OJ991105_05. 0218 .C2 6. 


o2 . tc 




Method 


TBLASTX: Cress 




Start 


413 






End 


820 




GI 


none 






Score 


424 




Exons 


413. .820, 413. .820 












Seq. No. 


26725 






Seq. ID 


OJ991105 05.0218 


.C2 6 


Gene No. 


55349 






Strand 






Start 


1857 






End 


1998 




Name 


OJ991105 05. 02.18. C26. 


o2 . tm 




Method 


TBLASTX: Maize 




Start 


702 






End - 


■ 1017 




GI 


none 






Score 


513 




Exons 


702. .1016, 704. .1015, 


850. 


.1017 






Seq. No. 


26725 






Seq. ID 


OJ991105_05.0218 


.C2 6 


Gene No. 


55349 






Strand 






Start 


1857 






End 


1998 




Name 


OJ991105_05 . 0218 .C26. 


ol.ts 




Method 


TBLASTX : Soybean 




Start 


712 






End 


1156 




GI 


none 






Score 


106 




Exons 


712. .813, 716. .1156, 


717. . 


1154, 850.. 


L155 




Seq. No. 


26725 






Seq. ID 


OJ991105_05.0218 


. C26 


Gene No. 


55349 






Strand 






Start 


1857 






End 


1998 




Name 


OJ991105 05.0218.C26. 


ol . tc 




Method 


TBLASTX: Cress 




Start 


823 






End 


1373 




GI 


none 






Score 


472 




Exons 


823. .1038, 827. .1228, 


831. 


.1187, 850. 


.1230, 1205.. 1372, 






1226. .1366, 1227. .1373, 1248.. 


1367 






Seq. No. 


26725 






Seq. ID 


OJ991105_05.0218 


. C26 


Gene No. 


55349 






Strand 






Start 


1857 






End 


1998 




Name 


OJ991105 05.0218.C26. 


ol.tw 




Method 


TBLASTX: Wheat 




Start 


834 






End 


1265 




GI 


none 






Score 


508 




Exons 


834. .1187, 836. .1264, 


836. 


.1264, 1221 


. .1265 




Seq. No. 


26725 






Seq. ID 


OJ991105_05.0218 


.C26 


Gene' No. 


55349 






Strand 






Start 


1857 






End 


1998 






26716 




Name 


OJ991105 05 


.0218.C26.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


1019 








End 


1228 


GI 


none 








Score 


82 


Exons 


1019. .1084, 


1088. 


.1228, 


1090. 


.1227 




Seq. No. 


26725 








Seq. ID 


OJ991105_05.0218.C26 


Cpnp Wo 

UC11C INU t 


5534 9 








Strand 




Start 


1857 








End 


1998 


Name 


OJ991105 05 


.0218. 


C26.o6 


.tc 


Method 


TBLASTX: Cress 


Start 


1550 








End 


1829 


GI 


none 








Score 


200 


Exons 


1550. .1816, 


1557. 


.1829 








Seq. No. 


26725 








Seq. ID 


OJ991105_05.0218.C26 


UC11C liUt 


5534 9 








Strand 




Start 


1857 








End 


1998 


Name 


OJ991105 05 


.0218. 


C26.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1708 








End 


1998 


GI 


none 








Score 


311 


Exons 


1708. .1878, 


1709. 


.1891, 


1869. 


.1997, 1882. .1998, 1882. .1998 


Seq. No. 


26725 








Seq. ID 


OJ991105_05.0218.C26 


Gene No . 


55349 








Strand 




Start 


1857 








End 


1998 


Name 


OJ991105 05 


.0218. 


C26.o2 


.gp 


Method 


AAT/GAP 


Start 


1857 








End 


1985 


GI 


LIB3432-057 


-Pl-Kl 


-A8 




Score 


169 


Exons 


1857. .1985 












GI Descrip. 


? 11957/emb|X15901|CHOSXX 7.0e 


-52 Rice 


complete chloroplast 




genome 1 












Seq. No. 


26725 








Seq. ID 


OJ991105_05.0218.C26 


Gene No. 


55350 








Strand 




Start 


1983 








End 


3825 


Name 


OJ991105 05 


.0218. 


C26.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1983 








End 


2744 


GI 


none 








Score 


57 


Exons 


1983. .2024, 


2254. 


.2277, 


2296. 


.2733, 2296.. 2487, 2315- -2734, 




2316. .2744', 


2316. 


.2735 








Seq. No. 


26725 








Seq. ID 


OJ991105_05.0218.C26 


Gene No. 


55350 








Strand 




Start 


1983 








End 


3825 


Name 


OJ991105 05 


.0218. 


C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2211 








End 


3215 


GI 


none 








Score 


1358 


Exons 


2211. .3020, 


2232. 


.3014, 


3023. 


.3049, 3027.. 3050, 3050.. 3082, 




3051. .3095, 


3051. 


.3089, 


■3082. 


.3213, 3083.. 3214, 3083.. 3214, 




3150. .3215 












Seq. No. 


26725 








Seq. ID 


OJ991105_05.0218.C26 


Gene No. 


55350 








Strand 




Start 


1983 








End 


3825 


Name 


OJ991105 05 


.0218. 


C26.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


2296 








End 


2726 


GI 


none 








Score 


226 


Exons 


2296. .2682, 


2315. 


.2725, 


2316. 


.2726 





26717 



Seq. No. 26725 
Gene No. 553.50 
Start 1983 

Name OJ991105_05 . 0218 . C26 . o3 . ts 

Start 2746 
GI none 

Exons 2746.-2895, 2748.. 2903, 2748. 

3081. .3257, 3083. .3259,' 3100. 
3315. .3368, 3316.. 3375, 3458. 
3504. .3569, 3559.. 3612, 3566. 
3630. .3707, 3670.. 3711, 3680. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2903, 3054. .3098, 
.3234, 3101. .3262, 
.3529, 3470. .3562, 
.3634, 3569. .3613, 
.3706, 3737.. 3787, 



OJ991105_05.0218.C26 
3825 

TBLASTX : Soybean 
3795 
199 



3054. .3080, 
3310. .3375, 
3471. .3563, 
3624. .3668, 
3745. .3795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26725 Seq. ID 

55350 Strand 

1983 End 

OJ991105_05.0218.C26.o4.tm Method 

3216'. End 

none Score 



OJ991105_05.0218.C26 
3825 

TBLASTX: Maize 

3404 

227 



3216. .3374, 3217. .3372, 3376. .3402, 3378. .3404 



26725 Seq. ID 

55350 Strand 

1983 End 

OJ991105_05 . 0218 . C26 . o5 . tc Method 

3314 . End 

none Score 



OJ991105_05.0218.C26 
3825 

TBLASTX: Cress 

3825 

59 



3314. .3358, 3387. .3431, 3387. .3428, 3467. .3529, 3468. .3611, 
3514. .3612, 3575. .3613, 3618. .3704, 3629. .3703, 3740. .3787, 
3741.. 3800, 3790.. 3825, 3793.. 3822 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26726 
55351 
1235 

OJ991105_05.0218.C27.ol.tc 

195 

none 



Seq. ID OJ991105_05.0218.C27 
Strand 

End 1520 

Method TBLASTX : Cress 

End ' 1128 

Score 252 



195. .293, 338. .499, 351. .515, 351. .515, 527. .619, 596. .643, 
910. .1128, 911. .1111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26726 Seq. ID OJ991105_05 . 0218 . C27 

55351 Strand 

1235 End 1520 

OJ991105_05 . 0218 . C27 . ol . ts Method TBLASTX : Soybean 

338 End 1151 

none Score 257 

338. .499, 342. .515, 347. .517, 351. .515, 527. .589, 577. .648, 

584. .646, 596. .640, 898. .1128, 911. . 1114, 911. .1141, 987. .1151 



: 26726 
"55351 
1235 

OJ991105_05.0218.C27.ol.tm 

940 

none 



Seq. ID OJ991105_05.0218.C27 
Strand 

End 1520 

Method TBLASTX : Mai ze 

End 1287 

Score 306 



940. .1176, 940. .1134, 944. .1144, 978. .1187, 1194. .1277, 
1219.. 1287 



26718 



• 



Seq. No. 26726 Seq. ID OJ991105_05 . 0218 . C27 

Gene No. 55351 Strand 

Start 1235 End 1520 

Name OJ991105_05. 0218 -C27 .ol.gp Method AAT/GAP 

Start 1235 End 1520 

GI uC-osflm202104g03bl Score 568 

Exons 1235.. 1520 

Gi'Descrip. ' 13121 1/sp | P194 43 | PSAJ_MAIZE 6-0e-10 PHOTOSYSTEM I REACTION , 

CENTRE SUBUNIT IX (PSI-J) >gi_1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ (X86563) psaJ [Zea mays] ' 



Seq. No. 26727 Seq. ID 

Gene No. 55352 Strand 

Start 427 End 

Name OJ991105_05 . 0218 .C28 .ol - tm Method 

Start 427 End 

GI none " Score 
Exons 



OJ991105_05.0218.C28 
1332 

TBLASTX: Maize 

1170 

351 



427. .642, 433. .639, 434. .640, 600. ..707, 637. .708, 638. .706, 
694. .723, 704. .757, 705. .731, 726. .758, 773.-943, 774. .944, 
775. .945, 775. .945, 939. .1025, 941. .1024, 994. .1143, 998. .1138, 
1012. .1170, 1020. .1145 



Seq. No. 


26727 








Seq. ID 


OJ991105_05.0218 


.C28 


Gene No. 


55352 








Strand 






Start 


427 








End 


1332 




Name 


OJ991105 


05.0218.C28 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


486 








End 


701' 




GI 


none 








Score 


219 




Exons 


486. .641, 


487. .642, 


493. 


.642, 


636. .701 






Seq. No. 


26727 








Seq. ID 


OJ991105_05.0218 


.C28 


Gene No. 


55352 








Strand 






Start 


427 








End 


1332 




Name 


. OJ991105 


05.0218.C28 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


501 








End 


843 




GI 


none 








Score 


172 




Exons 


501. .626, 


502. .636, 


505. 


.615, 


636. .701, 


636. .698, 757.. 


843, 



776. .841 



Seq. No. 26727 

Gene No. 55352 

Start 427 

Name OJ991105_05 . 0218 . C28 . ol . tw 

Start 736 

GI none 
Exons 



OJ991105 05.0218-.C28 



Seq. ID 
Strand 
End 

Method 
End 
Score 

736. .912, 737. .907, 900. .1013, 900. .1025, 901. .1026, 902. .1021, 
1009. .1059, 1011. .1058, 1012. .1059, 1062. .1145, 1063. .1140, 
1099. .1164, 1138. .1179, 1203. .1328, 1203. .1325, 1204. .1332, 
1232.. 1327 



1332 

TBLASTX: Wheat 

1332 • 

168 



Seq. No. 26728 Seq. ID 

Gene No. 55353 Strand 

Start 378 End 

Name OJ991105_05 . 0218 . C2 9 . ol . tc Method 

Start 81 End 



OJ991105_05.0218.C29 
710 

TBLASTX: Cress 
330 



26719 




GI 


none 


Score 


162 




Exons 


81. .317, 90. .317, 136. .330, 


188 . .319, 


1 A A — \ —) pi 

199 . . 330 




Seq. No. 


26728 


Seq. ID 


s-\ T A A 1 1 P\ P p\ p Pv -i p\ 

OJ991105_05 .0218 


. C29 


Gene No. 


55353 


Strand 






Start 


378 


End 


710 




Name 


OJ991105 05 . 0218 .C29 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


81 


End 


710 




GI 


none 


Score 


452 




Exons 


81. .659, 81. .710, 88. .705 








Seq. No. 


26728 


Seq. ID 


/-v t A ^ i -i a r p\ p p\ O 1 Pi 

OJ991105_05 . 0218 


. C29 


Gene No. 


55353 


Strand 






Start 


378 


End 


710 




Name 


. OJ991105 05 . 0218 . C29 . ol . tm 


Method 


TBLASTX: Maize 




Start 


279 


End 


710 




GI 


none 


Score 


525 




Exons 


279. .707, 279. .710, 280. .708 








Seq. No. 


26728 


Seq. ID 


A T A H 1 T A IT AC A O 1 A 

OJ991105 05.0218 


. C29 


Gene No. 


55353 


Strand 






Start 


o /o 


End 


710 




Name 


OJ991105 05.0218.C29.ol.gp 


Method 


AAT/GAP 




Start 


378 


End 


710 




GI 


2798177 


Score 


593 




Exons 


378. .710 








GI Descrip. 


5881726/dbj IBAA84417.il 3.0e 


-24 (AP000423) RNA polymerase alpha 




subunit [Arabidopsis thaliana] 






Seq. No. 


26728 


Seq. ID 


OJ991105_05.0218 


.C29 


Gene No. 


55353 


Strand 






Start 


378 


End 


710 




Name 


OJ991105 05.0218.C29.o2.tc 


Method 


TBLASTX: Cress 




Start 


573 


End 


710 




GI 


none 


Score 


116 




Exons 


573^-^7-10, 575.. 700, 577.. 705 








Seq. No. 


26729 


Seq. ID 


OJ9911.15_07.0218 


.CI 


Gene No. 


55354 


Strand 


+ 




Start 


6719 


End 


8545 




Name 


OJ991115 07.0218.Cl.o2.gs 


Method 


GENSCAN 




Start 


6719 


End 


8545 




GI 


none 


Score 


.7 




Exons 


6719. .6749, 7463. .7549, 8460 


. .8545 






Seq. No. 


26729 


Seq. ID 


OJ991115 07.0218 


.CI 


Gene No. 


55355 


Strand 


+ 




Start 


11938 


End 


12617 




Name 


OJ991115 07.0218. CI. o3.gs 


Method 


GENSCAN 




Start 


11938 


End 


12617 




GI 


none 


Score 


.59 




pv An c 


11938. .12071, 12167.. 12617 








Seq. No. 


26729 


Seq. ID 


OJ991115_07.0218 


.CI 


Gene No. 


55356 


Strand 






Start 


3812 


End 


4453 




Name 


OJ991115 07.0218.Cl.ol.gs 


Method 


GENSCAN 





26720 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



3812 End 
none Score 
3812. .4453 

26730 
55357 
2450 

OJ991115_07.0218.C2.ol.gs 
2450 
none 

2450. .2541, 2687.. 2774, 3435.. 3505 



4453 
.6 



Seq. ID OJ991115_07.0218.C2 
Strand + 

3505 
GENSCAN 
3505 
.57 . 



End 

Method 
End 
Score 



26731 
55358 
1 

OJ991115_07.0218.C5.ol.np 
1 

5902400 



Seq. ID OJ991115_07.0218.C5 

Strand + 

End 1718 

Method AAT/NAP 

End 1718 

Score 866 



1..76, 296. .472, 560. .891, 972. .1098, 1211. .1372, 1477. .171E 
(AC008148) Unknown protein [Arabidopsis thaliana] 



26731 
55358 
1 

OJ991115_07.0218.C5.ol.gs 

137 

none 



Seq. ID OJ991115_07.0218.C5 

Strand + 

End 1718 

Method GENSGAN 

End 1689 

Score .59 



137. .472, 560. .686, 1043. .1098, 1211. .1369, 1471. .1689 



26731 
55358 
1 

OJ991115_07 .0218.C5.ol.tm 

272 

none 



Seq. ID OJ991115_07.0218.C5 

Strand * + 

End 1718 

Method TBLASTX : Mai ze 

End 897 

Score 81 



272. .379, 275. .376, 276. .380, 340. .471, 350. .478, 350. .472, 
557. .895, 559.-897 



26731 
55358 
1 

OJ991115_07.0218.C5.ol.ts 

557 

none 



Seq. ID OJ991115_07.0218.C5 

Strand + 

End 1718 

■Method TBLASTX : Soybean 

End 1022 

Score 515 



557. .913, 559. .891, 973. .1020, 975. .1022 



26731 
55358 
1 

OJ991115_07.0218 .C5.ol.tc 

566 

none 



Seq. ID OJ991115_07.0218.C5 

Strand + 

End 1718 

Method TBLASTX : Cress 

End 1071 

Score 121 



566.-655, 568. .645, 656. .895, 656. .889, 667. .891, 973. .1071 



26731 
55358 
1 



Seq. ID OJ991115_07.0218.C5 
Strand + 
End 1718 



26721 



Name 

Start 

GI 

Exons 



OJ991115_07 . 0218 . C5 . o2 . tm Method TBLASTX : Mai ze 

972 End 1379 

none Score 111 

972.. 1097, 972.. 1097, 973.. 1101/ 1205.. 1375, 1208.. 1372, 

1209.. 1379, 1209.. 1376 % 



Seq. No. 26732 

Gene No. 55359 

•Start 1 

Name OJ991115_07 . 0218 . C6 . ol . gp 

Start 1 

GI uC-osflM202062d03bl 

Exons 1..34 9 

GI Descrip. 1 5042437/gb | AC00778 9 . 1 1 AC007789 1.0e-65 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method AAT/GAP 

End 34 9 

Score 694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26732 
55359 
1 

OJ991115_07.0218.C6.ol.np 
1 

5902400 



Seq. ID OJ991115_07. 0218. C6 

Strand + 

End 2743 

Method ■ AAT/NAP 

End 1855 

Score 1299 



1..1081, 1179. .1436, 1604.. 1855 

(AC008148) Unknown protein [Arabidopsis thaliana] 



26732 
55359 
1 

OJ991115_07 .0218.C6.ol.gs 
56 

none 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method GENSCAN 

End 2743 

Score .55 



56. .59, 108. .1081, 1179. .1436, 1604. .1834, 2456. .2743 



Seq. No. 26732 

Gene No. 55359 

Start 1 

Name OJ991115_07 . 0218 . C6 . ol . tm 

Start 161 

GI none 
Exons 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method TBLASTX: Maize 

End 1779 

Score 47 



161... 199, 162. .200, 205. .675, 206. .661, 670. .1083, 671. .1084, 
671. .1084, 672. .1085, 1175. .1435, 1175. .1435, 1176. .1439, 
1176. .1460, 1177. .1440, 1598. .1777, 1607. .1777, 1609. .1779, 
1681. .1779 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26732 
55359 
1 

OJ991115_07 .0218.C6.o2.ts 

236 

none 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method TBLASTX : Soybean 

End 625 

Score 57 



236. .298, 295. .507, 302. .508, 524. .625 



Seq. No. 26732 

Gene No. 55359 

Start 1 

Name OJ991115_07 . 0218 .C6 . ol . tc 

Start 779 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method TBLASTX : Cress 

End 1071 



26722 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons". 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none . Score 
779. .1069, .779. .1036, 784. .1071 



376 



26732 
55359 
1 

OJ991115_07.0218.C6.ol.ts 

779 

none 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method TBLASTX : Soybean 

End ' 1852 

Score 435 



779. .1084, 784. .1083, 1175. .1300, 1176. .1319, 1302. .1433, 
1305. .1436, 1316. .1435, 1613. .1852, 1693. .1851 



26732 
55359 
1 

OJ991115_07.0218.C6.o2.gp 
804 

568619 
804. .1052 

5902400/gb|AAD55502.1|AC008148_12 l'.0e-32 (AC008148) Unknown 
protein [Arabidopsis thaliana] 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method AAT/GAP 

End 1052 

Score 4 90 



26732 
55359 
1 

OJ991115_07 .0218.C6.o2.tc 

1175 

none 



Seq. ID OJ991115_07.0218.C6 

Strand + 

End 2743 

Method TBLASTX : Cress 

End 1717 

Score 141 



1175. .1318, 1176. .1319, 1305. .1439, 1316. .1435, 1320. .1457, 
1321. .1446, 1598. .1717 



26733 
55360 
946 

OJ991115_07.0218.C7.ol.gs 

946 

none 

946. .1142 



Seq. ID OJ991115_07.0218.C7 

Strand + 

End 114 2 

Method GENSCAN 

End 1142 

Score .95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26733 
55361 
3877 

0 J991 1 1 5_07 . 02 1 8 . C7 . o2 . gs 

3877 

none 



Seq. ID OJ991115_07.0218.C7 

Strand + 

End 8742 

Method GENSCAN 

End 8742 

Score .71 



3877. .3930, 3999. .4442, 6036. .6089, 6143. .6572, 6621. .6726, 
6889. .7015, 7773.. 7830, 8657. .8742 



26733 
55361 
3877 

OJ991115_07.0218.C7.ol.np 
3880 
629769 
3880. .3930, 3999. .4469 

histone-like DNA-binding protein PF 1 - oat (strain Gary) 
gi 1 454279 (L24391) DNA-binding protein [Avena sativa] 



Seq. ID OJ991115_07.0218.C7 

Strand + 

End 8742 

Method AAT/NAP 

End -4469 

Score 631 



26723 



Seq. No. 


26733 








Seq. ID 


OJ991115 07.0218 


.C7 


Gene No. 


55361 








Strand 


+ 




Start 


3877 








End 


8742 




Name 


OJ991115 07 


.0218 


.C7.ol. 


gp 


Method 


AAT/GAP • 




Start 


4548 








End 


4828 




GI 


3762147 








Score 


466 




Exons 


4548. .4828 














Seq. No. 


26733 








Seq. ID 


OJ991115 07.0218 


.C7 


Gene No. 


55362 








Strand 






Start 


6396 








End 


7221 




Name 


OJ991115 07 


.0218 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3996 








End 


4187 




GI 


none 








Score 


205 




Exons 


3996. .4187, 


4037 


. .4174 










Seq. No. 


26733 








Seq. ID 


OJ991115_07.0218 


.C7 


Gene No. 


55362 








Strand 






Start 


6396 








End 


7221 




Name 


OJ991115 07 


.0218 


.C7.o2. 


np 


Method 


AAT/NAP 




Start 


6396 








End 


7221 




GI 


6016874 








Score 


-96 




Exons 


6396. .6619, 


7055 


. .7151, 


7185. 


.7221 






GI Descrip. 


(AP000570) 


ESTs 


C19143( 


E10020) , D25076 (R3116) correspond 


to 



region of the . predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 


26734 








Seq. ID 


OJ991115_07. 0218. C10 


Gene No. 


55363 








Strand 


+ 


Start 


3482 








End 


13158 


Name 


OJ991115 07 


.0218 


.ClO.ol 


.gs 


Method 


GEN SCAN 


Start 


3482 








End 


8948 


GI 


none 








Score 


.8 


Exons 


3482. .3767, 


4170 


. .4402, 


4483. 


.4757, 4872. .4956, 5045. .5402, 




5525. .5582, 


5686 


. .5828, 


5917. 


.5984, 8 


460. .8948 


Seq. No. 


26734 








Seq. ID 


OJ991115 07. 0218. C10 


Gene No. 


55363 








Strand 


+ 


Start 


3482 








End 


13158 


Name 


OJ991115 07 


.0218 


.ClO.ol 


.gp 


Method 


AAT/GAP 


Start 


3512 








End 


4345 


GI 


none 








Score 


724 


Exons 


3512. .3718, 


4155 


. .4345 








Seq. No. 


26734 








Seq. ID 


OJ991115_07. 0218. C10 


Gene No. 


55363 








Strand 


+ 


Start 


3482 








End 


13158 


Name 


OJ991115 07 


.0218 


,C10.o2 


• gp 


Method 


AAT/GAP 


Start 


5185 








End 


6349 


GI 


none 








Score 


1787 


Exons 


5185. .5402, 


5525 


. .5582, 


5686. 


.6349 




Seq. No. 


26734 








Seq. ID 


OJ991115_07. 0218. C10 


Gene No. 


55363 








Strand 


+ 


Start 


3482 








End 


13158 


Name 


OJ991115 07 


.0218 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 



26724 



Start 
GI 

Exons 



5351 End 5908 

none Score 56 

5351. .5407, 5523. .5588, 5524. .5583, 5683. .5811, 5684. .5812, 

5798. .5866, 5800. .5865, 5854. .5886, 5858. .5908 



Seq. No. 26734 

Gene No. 55363 

Start 3482 

Name ' OJ991115_07 . 0218 . C10 . ol . tw 

Start 5523 

GI none 
Exons 



Seq. ID OJ991115_07. 0218. C10 

Strand + 

End 13158 

Method TBLASTX : Wheat 

End 5901 

Score 88 



5523. .5582, 5524. .5583, 5684. .5776, 5764. .5853, 5765. .5866, 
5860.. 5901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 



26734 
55363 
3482 

OJ991115_07. 0218. C10. ol.np 

8801 

514324 



Seq. ID OJ991115_07. 0218. C10 
Strand + 
End 13158 
Method AAT/NAP 
End 13158 
Score 182 

8801. .9048, 9721.'. 9811, 9934. .10051, 10563 .. 10648, 112 94 . . 114 68 , • 

11851. .11948, 12038. .12128, 13102. .13158 

(L34773) RNA polymerase subunit [Arabidopsis thaliana] 

gi 1 2462755 (AC002292) RNA polymerase subunit (isoform B) 

[Arabidopsis thaliana] gi | 1586550 | prf | | 220424 6B RNA polymerase 

[Arabidopsis thaliana] 



26735 
55364 
1 

OJ991115_07. 0218. Cll. ol.np 
1 

5902400 



Seq. ID OJ991115_07. 0218. Cll 

Strand + 

End 1274 

Method AAT/NAP 

End 1274 

Score 729 



1..137, 224. .377, 454. .792, 1181. .1274 

(AC008148) Unknown protein [Arabidopsis thaliana] 



26735 
55364 
1 

OJ991115_07. 0218. Cll. o2.tm 
1 

none 



Seq. ID OJ991115_07. 0218. Cll 

Strand + 

End 1274 

Method TBLASTX: Maize ■ 

End 284 

Score 78 



1..75, 3. .74, 60. .161, 61. .159, 61. .162, 222. .284 



Seq. No. 26735 

Gene No. 55364 

Start 1 

Name OJ991115_07 . 0218 . Cll . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ991115_07. 0218. Cll 

Strand + 

End 1274 

Method TBLASTX : Soybean 

End r 557 

Score 118 



2. .133, 3. .119, 3. .161, 4. .159, 221. .379, 222. .377, 435.-557, 
444. .548, 445. .555 



Seq. No. 26735 

Gene No. 55364 

Start 1 

Name OJ991115 07 . 0218 . Cll . ol . tc 



Seq. ID OJ991115_07. 0218. Cll 

Strand + 

End 1274 

Method TBLASTX : Cress 



26725 




Start 


78 




End 


588 


GI 


none 




Score 


65 


Exons 


78. .161, 79. .159, 191.. 


409, 222.. 377, 


435 . . 533, 445 . . 555, 




550. . 588 








Seq. No. 


26735 




- 

Seq. ID 


j^-r/*\/*\11ir* /"\ /"\ 1 ("> /*"» 1 T 

OJ991115 07. 0218. Cll 


Gene No. 


55364 




Strand 


+ 


Start' 


1 




End 


1274 


Name 


OJ991115 07 . 0218 .Cll . ol 


.gs 


Method 


GENSCAN 


Start 


79 




End 


690 


GI 


none 




Score 


. 6 


Exons 


79. .137, 224. .377, 454. 


.690 






Seq. No. 


26735 




Seq. ID 


OJ991115_07 . 0218 .Cll 


Gene No. ■ 


55364 




Strand 


+ 


Start 


1 




End 


1274 


Name 


OJ991115 07 . 0218 . Cll . o2 


. tc 


Method 


TBLASTX: Cress 


Start 


589 




End 


1273 


GI 


none 




Score 


125 


Exons 


589. .708, 678.-794, 700 


. .801, 


751. .810 


v a 1180 . . 1272, 1181 . ..1273 


Seq. No. 


. 26735 




Seq. ID 


OJ991115_07 . 0218 . Cll 


Gene No. 


55364 




Strand 


+ 


Start 


1 




End 


1274 


Name 


OJ991115 07. 0218. Cll. ol 


. tm 


Method 


..TBLASTX: Maize 


Start 


621 




End 


1273 


GI 


none 




Score 


166 


Exons 


621.. 797, 625.. 801, 629 


. .793, 


630. .794 


, 1180.. 1272, 1181.. 1273 


Seq. No. 


26736 




Seq. ID 


OJ991115 07.0218.C14 


Gene No . 


55365 




Strand 


+ 


Start 


• 718 




End 


2996 


Name 


OJ991115 07.0218.C14.ol 


.gs 


Method 


GENSCAN 


Start 


718 




End 


2996 


GI 


none 




Score 


.78 


Exons 


718. .916, 1009. .1141, 1753. .1838, 2349 


..2452, 2955.. 2996 


Seq. No. 


26736 




Seq. ID 


OJ991115 07.0218.C14 


Gene No. 


55366 




Strand 


+ 


Start 


4239 




End 


12974 


Name 


OJ991115 07.0218.C14.o2 


. gs 


Method 


GENSCAN 


Start 


4239 




End 


7073 


GI 


none ' 




Score 


.67 


Exons 


4239. .4573, 4753. .4935, 


5130. 


.5209, 6055.. 6336, 6499.. 7073 


Seq. No. 


26736 




Seq. ID 


OJ991115_07.0218.C14 


Gene No. 


55366 




Strand 


+ 


Start 


4239 




End 


12974 


Name 


OJ991115 07.0218.C14.o2 


.np 


Method 


AAT/NAP 


Start 


6968 




End 


12549 


GI 


4220486 




Score 


377 


Exons 


6968. .7012, 8153. .8440, 


11510 


. .11651, 


11724. .11821, 12268. .12549 


GI Descrip. 


-(AC006069) unknown protein [Arabidopsis thaliana] - 


Seq. No. 


26736 




Seq. ID 


OJ991115_07.0218.C14 


Gene No. 


55366 




Strand 


+ 


Start 


4239 




End 


12974 



26726 




Name 


OJ991115 07.0218.C14.o3.gs 


Method 


GENSCAN 




Start 


8078 


End 


12974 




GI 


none 


Score 


. 88 




Exons 


8078.. 8440, 11510 .. 11820, 12261.. 12462 


, 12846. . 12974 




Seq. No. 


26736 


Seq. ID 


. OJ991115_07 . 0218 . 


C14 


Gene No. 


55367 


Strand 






Start 


390 


End 


7591 




Name 


OJ991115 07.0218.C14.ol.np 


Method 


AAT/NAP 




Start 


390 


End 


7591 




GI 


5295955 


Score 


270 




Exons 


390. .485, 616. .1540, 2285.. 


2414, 2718. 


.2754, 4778. .5028, 






5104. .5215, 6759. .7094, 7549. .7591 






GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V015J 




[Oryza sativa] 








Seq. No. 


26736 


Seq. ID 


OJ991115_07.0218. 


C14 


Gene No. 


55367 


Strand 






Start 


390 


End 


7591 




Name 


OJ991115 07.0218.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4098 


End 


4457 




GI 


none 


Score 


100 




Exons 


4098. .4265, 4112. .4273, 4274. .4447, 4293. .4457 




Seq. No. 


26736 


Seq. ID 


OJ991115_07.0218. 


C14 


Gene No. 


55368 


Strand 






Start 


11624 


End 


12336 




Name 


OJ991115 07.0218.C14.ol.tm 


Method 


TBLASTX: Maize 




Start 


11624 


End 


12336 




GI 


none 


Score 


167 




Exons 


11624. .11764, 11624. .11770, 


11765. .118 


21, 11767. .11838, 






11768. .11827, 12265. .12318, 


12319. .12336 




Seq. No. 


26737 


Seq. ID 


OJ991115_07.0218. 


C15 


Gene No. 


55369 


Strand 






Start 


1931 


End 


1997 




Name 


OJ991115 07.0218. C15.ol.gs 


Method 


GENSCAN 




Start 


1931 


End 


1997 




GI 


none 


Score 


.62 




Exons 


1931. .1997 








Seq. No. 


26738 


Seq. ID 


OJ991115_07.0218. 


C16 


Gene No. 


55370 


Strand 


+ 




Start 


708 


End 


1827 




Name 


OJ991115 07.0218.C16.ol.np 


Method 


AAT/NAP 




Start 


708 


End 


1797 




GI 


1945283 


Score 


691 




Exons 


708. .840, 973. .1102, 1207.. 


1797 






GI Descrip. 


(Y11351) myb factor [Oryza 


sativa] 






Seq. No. 


26738 


Seq. ID 


OJ991115_07.0218. 


C16 


Gene No. 


55370 


Strand 


+ 




Start 


708 


End 


1827 




Name 


OJ991115 07.0218.C16.ol.gs 


Method 


GENSCAN 




Start 


755 


End 


1827 




GI 


none 


Score 


.81 




Exons 


755. .880, 973. .1102, 1217.. 


1827 







26727 




Sea No 


26738 




Seq. ID 


OJ991115_07.0218.C16 


Gene No. 


55371 




Strand - 




Start 


2744 




End 


3868 


Name 


OJ991115 07.0218.C16.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


671 




End 


1384 


GI 


none 




Score 


227 


Exons 


671.. 841, 717. .842, 963 


. .1115, 


971. .1132, 1204. .1308, 1205. .1384 


Seq. No. 


26738 




Seq. ID 


OJ991115_07 .0218.C16 


Gene No • 


55371 




Strand 




Start 


2744 




End 


3868 


Name 


OJ991115 07.0218.C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


695 




End 


1321 


GI 


none 




Score 


171 


Exons 


695. .742, 734. .844, 738 


. .842, 


962.. 1105, 963.. 1115, 1204.. 1308, 




1205. . 1321 








Seq. No. 


26738 




Seq. ID 


OJ991115_07.0218.C16 


Gene No. 


55371 




Strand 




Start 


2744 




End 


3868 


Name 


OJ991115 07.0218.C16.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


698 




End 


1321 


GI 


none 




Score 


140 


Exons 


698. .844, 720. .842, 962 


. .1105, 


963. .1115, 1204. .1308, 1205. .1321 


Seq. No. 


26738 




Seq. ID 


OJ991115_07.0218.C16 


Gene No. 


55371 




Strand 




Start 


2744 




End 


3868 


Name 


OJ991115 07.0218.C16.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


707 




End 


1732 


GI 


none 




Score 


230 


Exons . 


707. .850, 717. .842, 962 


. .1114, 


963. .1115, 1204. .1308, 




1205.. 1330, 1451.. 1501, 


1628. . 


1657, 1715.. 1732 



Seq. No. 


26738 






Seq. ID 


OJ991115_ 


_07 


.0218 


.C16 


Gene No. 


55371 






Strand 










Start 


2744 






End 


3868 








Name 


OJ991115 07 


.0218 


.C16.o2.gs 


Method 


GENSCAN 








Start 


2744 






End 


3868 








GI 


none 






Score 


.92 








Exons 


2744. .2787, 


3808 


. .3868 












Seq. No. 


26739 






Seq. ID 


OJ991115_ 


_07 


.0218 


.C17 


Gene No. 


55372 






Strand 










Start 


416 






End 


576 








Name 


OJ991115 07 


.0218 


.C17.ol.gs 


Method 


GENSCAN 








Start 


416 






End 


576 








GI 


none 






Score 


.66 








Exons 


416. .576 
















Seq. No. 


26740 






Seq. ID 


OJ991215_ 


_04 


.0207 


.CI 


Gene No. 


55373 






Strand 










Start 


1 






End 


2406 








Name 


OJ991215 04 


.0207 


. CI .ol . np 


Method 


AAT/NAP 








Start 


1 






End 


2406 








GI 


4680203 






Score 


1380 









26728 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..165, 325. .1990, 2381. .2406 

(AF114171) TNP2-like protein [Sorghum bicolor] 



26740 
55373 
1 

OJ991215_04.0207.Cl.ol.gs 
49 

none 



Seq. ID OJ991215_04.0207.C1 
Strand 

End 2406 

Method GENSCAN 

End 2095 

Score .8 



49. .138, 160. . 1608, 1704. .1985, 2083. .2095 



26740 
55373 
1 

OJ991215_04.0207.Cl.o3.tw 

179 

none 



Seq. ID OJ991215_04.0207.C1 
Strand 

End 2406 

Method TBLASTX : Wheat 

End 383 

Score 47 



179. .262, 210. .251, 263. .382, 266. .382, 267. .383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



End 

Method 

End 

Score 



26740 
55373 
1 

OJ991215_04 .0207.Cl.o2.tm 
188 
none 

188. .379, 189. .377, 203. .403 

26740 
55373 
1 

OJ991215_04.0207.Cl.o2.ts 
494 
none 

494. .727, 503. .703, 558.-728 

26740 
55373 
1 

OJ991215_04 . 0207 . CI . ol . tm 
566 
none 

566..7S7, 579.-782, 764. .1006, 780. .1007 



Seq. ID OJ991215_04.0207.C1 
Strand 

2406 

TBLASTX: Maize 
403 
87 



Seq. ID OJ991215_04.0207.C1 
Strand 

2406 

TBLASTX : Soybean 
728 
73 



End 

Method 

End 

Score 



Seq. ID OJ991215_04.0207.C1 
Strand 

2406 

TBLASTX :Maize 
1007 
87 



End 

Method 

End 

Score 



26740 
55373 
1 

OJ991215_04 .0207.Cl.o2.tw 

602 

none 



Seq. ID OJ991215_04.0207.C1 
Strand 

End 2406 

Method TBLASTX: Wheat 

End 94 3 

Score 74 



602. .757, 603. .851, .801. .896, 803. .898, 905. .943 



26740 
55373 
1 

OJ991215_04 . 0207 . CI . ol . tc 

851 

none 



Seq. ID OJ991215_04.0207.C1 
Strand 

End 2406 

Method TBLASTX : Cress 

End 1198 

Score 88 



26729 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



851. .1198, 852. .1004, 1044. .1193 



26740 
55373 
1 

OJ991215_04.0207.Cl.o3.ts 

932 
none 



Seq. ID OJ991215_04.0207.C1 
Strand 

End 2406 

Method TBLASTX : Soybean 

End 1199 

Score 84 



932. .1195, 950. .1174, 951. .1199 



26740 
55373 
1 

OJ991215_04.0207.Cl.ol.tw 

947 

none 



Seq. ID . OJ991215_04.0207.C1 
Strand 

End 2406 
Method TBLASTX: Wheat 
End 1627 
Score 84 



947. .1072, 1079. .1198, 1092. .1202, 1211. .1627, 1338. .1538 



26740 
55373 
1 

OJ991215_04.0207.Cl.ol.ts 

1218 

none 



Seq. ID OJ991215_04.0207.C1 
Strand 

End' 2406 

Method TBLASTX : Soybean 

End 1555 

Score 202 



1218. .1502, 1220. .1501, 1500 .. 1550, , 1508 .. 1555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26741 Seq. ID OJ991215_04 . 0207 . C2 

55374 Strand + 

1412 End 2004 

OJ991215JD4 . 0207 . C2 . o2 . gp Method AAT/GAP 

1412 End 2004 

300JL.R1084 Score 1009 

1412. .2004 

, 13094 6/sp|P15839|PROl_ORYSA 3.0e-37 10 KD PROLAMIN PRECURSOR 

>gi_82451_pir S08219 prolamin, 10K, precursor - rice 

>gi_20296_emb_CAA34 926_ (X17074) prolamin (AA 1-134) [Oryza 
sativa] >gi_20308_emb_CAA33301_ (X15231) 10 kD prolamin [Oryza 
sativa] >gi_551659_emb_CAA57495_ (X81970) 10KD prolamin [Oryza 
sativa] >gi_556405 (L36604) prolamin [Oryza sativa] >gi_556407 
(L36605) prolamin [Oryz 1 



26741 Seq. ID 

55375 Strand 

1521 End 

OJ991215_04 .0207.C2.ol.gs Method 

1521 End 

none Score 
1521. .1928 



OJ991215_04.0207.C2 

1928 
GEN SCAN 
1928 
.76 



Seq. No. 26741 Seq. ID 

Gene No. 55375 Strand 

Start 1521 End 

Name OJ991215_04 . 0207 . C2 .ol . np Method 

Start 1524 End 

GI 130946' Score 

Exons 1524.. 1928 

GI Descrip. 10 KD PROLAMIN PRECURSOR gi | 824 51 | pir | | S08219 prolamin, 10K, 



OJ991215_04.0207.C2 

1928 
AAT/NAP 
1928 
628 



26730 



precursor - rice gi I 20296 | emb | CAA34 926 | (X17074) prolamin (AA 
1-134) [Oryza sativa] gi | 20308 | emb | CAA33301 | (X15231) 10 kD 
prolamin [Oryza sativa] gi | 551659 | emb | CAA57495 I (X81970) 10KD 
prolamin [Oryza sativa] gi 1556405 (L36604) prolamin [Oryza 
sativa] gi 1556407 (L36605) prolamin [Oryza sativa] gi | 226932 | prf 



Seq. No. 26742 Seq. ID 

Gene No. 55376 Strand 

Start 210 End ' 

Name OJ991215_04 . 0207 .C3 . ol . gs Method 

Start 210 End 

GI none Score 

Exons 210.. 536 



OJ991215_04.0207.C3 
+ 

536 

GENSCAN 

536 

1 



Seq. No. 26743 Seq. ID 

Gene No. 55377 Strand 

Start '89 End 

Name OJ991215_04 . 0207 . C5 . ol . gs Method 

Start 89 End 

GI none Score 

Exons 89.. 122, 451.. 581 



OJ991215_04.0207.C5 
+ 

581 

GENSCAN 
581 
.77 . 



Seq. No. 26743 Seq. ID 

Gene No. 55378 Strand 

Start 1769 End 

Name OJ991215_04 . 0207 . C5 . o2". gs Method 

Start 1769 End 

GI none Score 
Exons 



OJ991215_04.0207.C5 
+ 

7770 
GENSCAN 
7770 
.76 



1769. .1881, 2010. .2190, 6496. .6645, 7302. .7342, 7698. .7770 



Seq. No. 26743 Seq. ID OJ991215_04 . 0207 . C5 

Gene No. 55379 Strand + 

Start 11022 End- 13680 

Name OJ991215_04 . 0207 ,C5 .ol .np Method AAT/NAP 

Start 10778 End 13680 

GI 6815062 Score 309 

Exons 10778. .11094, 11128 .. 11569, 11676 .. 11903, 13639.. 13680 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 

sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26743 
55379 
11022 

OJ991215_04 .0207.C5.o2.np 

10818 

4559351 



Seq. ID OJ991215_04.0207.C5 

Strand + 

End 13680 

Method AAT/NAP 

End' 13358 

Score 356 



10818. .11087, 11128. .11508, 11672 .. 11932, 13329. .13358 
(AC006585) hypothetical protein [Arabidopsis thaliana] 



26743 
55379 
11022 

OJ991215_04 .0207.C5.o4.gs 

11022 

none 



Seq. ID OJ991215_04.0207.C5 

Strand + 

End 13680 

Method GENSCAN 

End 12875 

Score .64 



11022. .11574, 11676. .12208, 12453 .. 12659, 12741.. 12875 



26731 




Seq. No. 


26743 


Seq. ID 


OJ991215_04.0207 


.C5 


Gene No. 


55380 


Strand 






Start 


9968 


End 


10195 




Name 


OJ991215_04 . 0207 .C5 .o3.gs 


Method 


GEN SCAN 




Start 


9968 


End 


10195 




GI 


none 


Score 


1 




Exons 


9968 . . 10195 








Seq. No. 


26743 


Seq. ID 


OJ991215_04.0207 


.C5 


Gene No. 


55381 


Strand 






Start 


11127 


End 


11456 




Name 


OJ991215 04 . 0207 .C5. ol . tm 


Method 


TBLASTX: Maize 




Start 


11127 


End 


11456 




GI 


none 


Score 


151 




Exons 


11127.. 11387, 11204.. 11359, 


11385. .11456, 11390. .11452 ■ 




Seq. No. 


26744 


Seq. ID 


OJ991215_04.0207 


.C6 


Gene No. 


55382 


Strand 


+ 




Start 


987 


End 


6443 




Name 


OJ991215_04 . 0207 .C6.ol .gs 


Method 


GENSCAN 




Start 


987 


End 


5397 




GI 


none 


Score 


.81 




Exons 


987.. 1030, 2434.-2586, 3370. 


.3466, 3555. .4109, 4185. .4444, 




4860 . . 5397 








Seq. No. 


26744 


Seq. ID 


OJ991215_04.0207, 


,C6 


Gene No. 


55382 


Strand 


+ 




Start 


987 


End 


6443 




Name 


OJ991215_04.0207.C6.o2.np 


Method 


AAT/NAP 




Start 


3410 


End 


6443 




GI 


6911863 


Score 


740 




Exons 


3410.. 3466, 3555. .3743, 3822 


..4109, 4185. .4444, 4860. .4980 




6414 . . 6443 








GI Descrip. 


(AL138655) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26744 


Seq. ID 


OJ991215_04.0207 


.C6 


Gene No. 


55383 


Strand 






Start 


1 


End 


3149 




Name 


OJ991215 04.0207.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3149 




GI 


5690095 


Score 


431 




Exons 


1. .1166, 3121. .3149 








GI Descrip. 


(AJ238507) transposase related protein 


[Zea mays] 




Seq. No. 


'26744 


Seq. ID 


OJ991215_04.0207 


.C6 


Gene No. 


55383 


Strand 






Start 


1 


End 


3149 




Name 


OJ991215 04.0207.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


316 


End 


876 




GI 


none 


Score 


121 




Exons 


316. .372, 430. .720, 440. .658, 733. .876 






Seq. No. 


26744 


Seq. ID 


OJ991215_04.0207 


.C6 


Gene No. 


55384 


Strand 






Start 


3437 


End 


4974 




Name 


OJ991215 04.0207.C6.ol.tm 


Method 


TBLASTX: Maize 





26732 



Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3437 End 4974 

none Score 45 

3437. .3475, 3557. .3658, 3579. .3737, 3815. .3904, 3816. .3932, 

.3942. .4106, 4046. .4105, 4158. .4448, 4196. .4435, 4335. ,4451, 
4858. .4974 / ' ; 



26744 
55384 
3437 

OJ991215_04.0207.C6.ol.tc 

3557 

none 



Seq. ID OJ991215_04.0207.C6 
Strand 

End 4974 

Method TBLASTX : Cress 

End 4262 

Score 78 



3557. .3718, 3579.-3659, 3795. .3899, 3842. .3898, 3942. .4106, 
4046. .4105, 4184. .4258, 4185. .4262 



26744 
55384 
3437 

OJ991215_04 .0207.C6.ol.tw 

3803 

none 



Seq. ID OJ991215_04.0207.C6 
Strand 

End 4974 

Method TBLASTX : Wheat 

End 4208 

Score 110 



3803. .3904, 3816. .3905, 3942. .4103, 4046. .4102, 4158. .4208 



26744 
55384 
3437 

OJ991215_04.0207.C6.ol.ts 

3825 

none 



Seq. ID OJ991215JD4.0207.C6 
Strand 

End 4974 

Method TBLASTX : Soybean 

End 4974 

Score 108 



3825. .3899, 3842. .3898, 3942. .4106, 4046. .4105, 4154. .4435, 
4158. .4448, 4858. .4974 



26745 
55385 
1 

OJ991215_04.0207.C7.ol.np 
1 

4063770 
1..29, 1556.. 1693 

(AB004906) transposase [Ipomoea purpurea] 



Seq. ID OJ991215_04.0207.C7 

Strand + 

End 1693 

Method AAT/NAP 

End 1693 

Score 87 



26745 
55385 
1 

OJ991215_04 .0207.C7.ol.gs 
32 

none 

32.. 169, 1238.. 1360 



Seq. ID OJ991215_04.0207.C7 

Strand + 

End 1693 

Method GENSCAN 

End 1360 

Score .71 



Seq. No. 


26746 






Seq. ID 


OJ991215 


Gene No. 


55386 






Strand 


+ 


Start 


1473 






End 


2859 


Name 


OJ991215 04 


.0207 


•C8.ol.gs 


Method 


GENSCAN 


Start 


1473 






End 


2859 


GI 


none 






Score 


.55 


Exons 


1473. .1547, 


1871 


..1956, 2409. 


.2859 





26733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26747 Seq. ID 

55387 Strand 

695 End 

OJ991215_04 . 0207 . C9 . ol . gs Method 

695 End 

none Score 

695. .770, 4814. .5025 



OJ991215_04.0207.C9 
+ 

5025 
GEN SCAN 
5025 
.54 



26747 
55388 
7639 

OJ991215JD4 .0207.C9.ol.gp 
7639 
5816475 
7639. .8015 

50424 37/gb|AC007789.1 IAC007789 1 . Oe 
genomic sequence, complete sequence 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215_ 
+ 

8015 
AAT/GAP 
8015 
545 



26747 
55389 
21599 

OJ991215_04 .0207.C9.o7.gs 

21599 

none 

21599. .21739, 2234 6 .. 22605, 
23326.-23454, 23851 .. 24477 , 



04. 0207. C9 



-65 Oryza sativa BAC T4 9B20 



Seq. ID 
Strand 
End 

Method 

End 

Score 
22724. .22824, 
24547. .24696, 



OJ991215_04.0207.C9 
+ 

26672 
GENS CAN 
26672 
.63 

23143. .23219, 
26346. .26672 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26747 Seq. ID OJ991215__04 . 0207 . C9 

55389 Strand + 

21599 End 26672 

OJ991215_04 .0207.C9.o3.np Method AAT/NAP 

23647 End 26014 

5803254 Score 303 

23647. .24499, 24572 24687 , 25972. .26014 
(AP000399) -ESTs C97429 (C60159) , D22427 (C11106 ) , 
AU078031 (E31854) , D15683 (C1084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



.26747 
55390 
26869 

OJ991215_04 .0207.C9.o2.gp 
26869 

69953_1.R1084 
26869. .26962 

, 5295936/dbj I AB026295 . 2 | AB026295 7 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215_ 
+ 

26962 
AAT/GAP 
26962 
111 



04 .0207. C9 



0e-34 Oryza sativa genomic 



DNA, chromosome 6, clone : P0681F10, complete sequence 1 



Seq. No. 26747 Seq. ID 

Gene No. 55391 Strand 

Start 28723 End 

Name OJ991215_04 . 0207 .C9. o9. gs Method 

Start 28723 End 

GI none Score 
Exons 



OJ991215_04.0207.C9 
+ 

30580 
GENSCAN 
30580 
.76 



28723. .28784, 29142. 
30494. .30580 



,29192, 29581. .29602, 298 91 30073, 



26734 




Seq. No. 


26747 


Seq. ID 


OJ991215 


_04. 


0207 


.C9 


Gene No. 


55392 


Strand 


+ 








Start 


32043 


End 


32120 








Name 


OJ991215 04.0207.C9.o4.np 


Method 


AAT/NAP 








Start 


32043 


End, 


32120 








GI 


6630699 


Score 


81 








Exons 


32043. .32120 












GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 










gil 6721536 | db j I BAA89566.il 


(AP.001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


26747 


Seq. ID 


OJ991215 


04 . 


0207 


.C9 


Gene No. 


55393 


Strand 


+ 








Start 


34490 


End 


35478 








Name 


OJ991215 04.0207.C9.ol2.gs 


Method 


GENSCAN 








Start 


34490 


End 


35478 








GI 


none 


Score 


.67 








Exons 


34490. .34709, 34727. .35478 












Seq. No. 


26747 


Seq. ID 


OJ991215_ 


04 . 


0207 


..69 


Gene No. 


55394 


Strand 










Start 


7107 


End 


8073 








Name 


OJ991215 04.0207.C9.o2.gs 


Method 


GENSCAN 








Start 


7107 


End 


8073 








GI 


none 


Score 


.58 








Exons 


7107.. 7288, 7313.. 7550, 8029.. 8073 










Seq. No. 


26747 


Seq. ID 


OJ991215_ 


_04. 


0207 


.C9 


Genp No 


55395 


Strand 










Start 


10420 


End 


11925 








Name 


OJ991215 04.0207.C9.o4.gs 


Method 


GENSCAN 








Start 


10420 


End 


11925 








GI 


none 


Score 


.67 








Exons 


10420. .10519/ 10617. .10679, 


11846. .11925 








S.eq. No. 


26747 


Seq. ID 


OJ991215_ 


_04. 


0207 


.C9 


Gene No. 


55396 


Strand . 










Start 


12986 


End 


18055 








Name 


OJ991215 04.0207.C9.ol.np 


Method 


AAT/NAP 








Start 


12940 


End 


18055 








GI 


5852172 


Score ' 


64 








Exons 


12940. .13019, 13120. .13188, 


16426. .16498, 17959 


. .18055 




GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 










Seq. No. 


26747 


Seq. ID 


OJ991215_ 


_04. 


0207 


-C9 




55396 


Strand 










Start 


12986 


End' 


18055 








Name 


OJ991215 04.0207.C9.o5.gs 


Method 


GENSCAN 








Start 


12986 


End 


17252 








GI 


none 


Score 


.77 








Exons 


12986. .13108, 16426. .16596, 


16948. .17126, 17213 


. .17252 




Seq. No. 


26747 


Seq. ID 


OJ991215_ 


_04. 


0207 


.C9 


Gene No. 


55397 


Strand 










Start 


18913 


End 


19974 








Name 


OJ991215 04. 020-7. C9.o2.np 


Method 


AAT/NAP 








Start 


18913 


End 


19974 









26735 



GI 


6815053 


Score 


566 






Exons 


18913. .19328, 19810. .19974 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


9 £*7 A 7 


oeq. 1U 


OJ991215_04 


0207 


.C9 


L*ene jno . 




Strand. 








Start 


971 07 


JjilU 


27799 






Name 


OTQQ1 91 R 04 0907 PQ r\R rra 


T\A y-s +- V"k 

L v jex,noa 


GENS CAN 






Start 


971 07 _ 




27799* 






GI 


none 


Score 


1 






Exons 


27107. .27799 










Seq. No. 


9 £7 A 7 


Qorr T Pi 


OJ991215_04 


0207 


,C9 


uene inq . 


J J J 


Qf ranH 

otidna 








Start 


O It j J 




31657 






Name 


OTQQ1 91 R OA 0907 PQ n1 A /to 


K/T /""i 4— /*\ /*5 


GENSCAN 






Start 




iLna 


31657 






GI 


none 


Score 


.67 






Exons 


31255. .31429, 31440.. 31657 










Seq. No. 


26747 


Seq. ID 


OJ991215_04 


0207 


.C9 


Gene No. 


55400 


Strand 








Start 


32400 


End 


33387 






Name 


OJ991215 04.0207.C9.o5.np 


Method 


AAT/NAP 






Start 


32259 


End 


32393 






GI 


5922620 


Score 


166 






Exons 


32259. .32393 










GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 



predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


26747 




Seq. ID 


OJ991215_ 


04.0207 


Gene No. 


55400 




Strand 






Start 


32400 




End 


33387 . 




Name 


OJ991215 04. 0207. C9 


.oll.gs 


Method 


GENSCAN 




Start 


32400 




End 


33387 




GI 


none 




Score 


.75 




Exons 


32400. .32575, 33177 


. .33387 








Seq. No. 


26747 




Seq. ID 


OJ991215_ 


04.0207 


Gene No. 


55401 




Strand 






Start 


36052 




End 


36190 




Name 


OJ991215 04. 0207. C9 


. o3 . gp 


Method 


AAT/GAP 




Start 


36052 




End 


36190 




GI 


2797961 




Score 


250 




Exons 


36052. .36190 










Seq. No. 


26747 




Seq. ID 


OJ991215_ 


04.0207 


Gene No. 


55402 




Strand 






Start 


36330 




End 


37451 




Name 


OJ991215 04. 0207. C9 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


36204 




End 


37451 




GI 


none 




Score 


38 




Exons 


36204. .36272, 36240 


. .36269, 


36316. .36399, 36328. 


.36399, 




36373. .36465, 36387 


. .36476, 


36396. .36476, 36597. 


.36734, 



26736 



36603. .36731, 36620 36736, 36884 37000, 36888 37001, 
37095. .37211, 37096 .. 37218 , 37102 .. 37221, 37 103 .. 37222 , 
37328. .37450, 37332 .. 37451 , 37338. .37451 



Seq.. No. 


26747 


Seq. ID 


OJ991215JD4 .0207 


.C9 


Gene No. 


55402 


Strand 






Start 


36330 


End 


37451 




Name 


OJ991215 04.0207.C9.ol3.gs 


Method 


GENS CAN 




Start 


36330 


End 


36999 




GI 


none 


Score 


.95 




Exons 


36330. .36483, 36601 .. 36716, 


36887. .36999 




Seq. No. 


26747 


Seq. ID 


OJ991215_04.0207 


.C9 


Gene No. 


55402 


Strand 






Start 


36330 


End 


37451 




Name 


OJ991215 04.0207.C9.o6.np 


Method 


AAT/NAP 




Start 


36336 . 


End 


37451 




GI 


2352797 


Score 


695 




Exons 


36336. .36483, 36601 .. 36716, 


36887. .36999, 37094 .. 37211 , 






37328. .37451 








GI Descrip. 


(AF0077 94) retinoblastoma-related protein'" 2a [Zea mays] 




Seq. No. 


26747 


Seq. ID 


OJ991215_04.0207 


.C9 


Gene No. 


55402 


Strand 






Start 


36330 


End 


37451 




Name 


OJ991215 04:0207. C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


36909 


End 


37450 




GI 


none 


Score 


101 




Exons 


36909. .36992, 36911 .. 37003, 


37104. .37214, 37358. .37450 




Seq. No. 


26748 


Seq. ID 


OJ991215_04.0207 


.C10 


Gene No. 


55403 


Strand 






Start 


1 


End 


1861 




Name 


OJ991215 04.0207.C10.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


652 




GI 


uC-osflm202099h06bl 


Score 


721 




Exons 


1..213, 299. .371, 483. .652 








GI Descrip. 


'2352795 9.0e-61 (AF007793) 


retinoblastoma-related protein 




[Zea mays] 1 








Seq. No. 


26748 


Seq. ID 


OJ991215_04.0207 


.C10 


Gene No. 


55403 


Strand 






Start 


1 


End 


1861 




Name 


OJ991215 04.0207.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1861 




GI 


1617474 


Score 


798 




Exons 


1..213, 299. .371, 483. .639, 


1566. .1861 






GI Descrip. 


(X98923) Rbl protein [Zea mays] 






Seq. No. 


26748 


Seq. ID 


OJ991215JD4.0207 


.C10 


Gene No. 


55403 


Strand 






Start 


1 


End 


1861 




Name 


OJ991215 04.0207. C10. ol.gs 


Method 


GENSCAN 




Start 


40 


End 


1691 




GI 


none 


Score 


.5 




Exons 


40. .213, 299. .371, 483. .639, 


1566. .1691 





26737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26748 
55403 
1 

OJ991215_04. 0207. CIO. ol.tm 
55 

none 



Seq. ID OJ991215JD4. 0207. C10 
Strand 

End 1861 

Method TBLASTX : Maize 

End 1747 

Score 145 



55. .213, 56. .214, 58. .216, 296. .391, 299. .379, 300. .383, 

483. .641, 484. .642, 485. .640, 1576. .1746, 1588. .1746, 1592. .1747 



26749 
55404 
1 

OJ991215_04 .0207 .Cll.ol.np 
1 

2352795 



Seq. ID OJ991215_04.0207.C11 
Strand 

End 2754 

Method AAT/NAP 

End 2405 

Score 910 



1..208, 295. .485, 586.-765, 865. .931, 1077. .1260, 1456. .1502, 
2367. .2405 

(AF007793) retinoblastoma-related protein 1 [Zea mays] 



26749 
55404 
1 

OJ991215_04.0207.Cll.ol.tw 
2 

none 

2. .220, 2. .211 



Seq. ID OJ991215_04.0207.C11 
Strand 

End 2754 

Method TBLASTX : Wheat 

End 220 

Score 259 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26749 
55404 
1 

OJ991215_04.0207.Cll.o2.tm 
2 

none 

2. .211, 2. .202, 15. .224, 45. 



26749 
55404 
1 

OJ991215_04.0207.Cll.ol.gs 
58 

none 



Seq. ID OJ991215_04.0207.C11 
Strand 

2754 

TBLASTX: Maize 
224 
233 



End 

Method 
End 
Score 
.224 



End 

Method 
End 
Score 

58. .208, 295. .510, 1077. .1260, 1456. .1502, 1607. .1703, 
1813. .1949, 2012. .2110, 2197. .2238, 2277. .2352, 2704. .2754 



Seq. ID OJ991215_04.0207.C11 
Strand 

2754 
GENSCAN 
2754 
.84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



26749 
55404 
1 

OJ9912 15_04 . 0207 . CI 1 . ol . tm 

304 

none 



Seq. ID OJ991215_04.0207.C11 
Strand 

End 2754 

Method TBLASTX : Mai ze 

End 1277 

Score 125 



304. .543, 309. .488, 551. .742, 585. .743, 587. .751, 588. .752, 
744. .779, 746. .769, 861. .932, 866. .931, 867. .932, 1072. .1272, 
1075. .1260, 1076. .1261, 1083. .1277 



26750 
55405 
14 



Seq. ID OJ991215_04 .0207 .C12 

Strand 

End 289 



26738 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ991215 
14 

. none 
14. .289 



04.0207.C12.ol.gs 



Method 

End 

Score 



GENSCAN 

289 

.44 



04.0207.C13 



26751 Seq. ID OJ991215_ 

55406 Strand + 

1 End 755 

OJ991215_04 . 0207 . C13 . ol . np Method AAT/NAP 

1 End 755 

6691716 "Score 311 

1..41, 119. .306, 382.-559, 673.-755 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



26751 • Seq. ID 

55406 Strand 

1 End 
OJ991215_04.0207.C13.ol.gs Method 

107 End 

none Score 

107. .306, 382. .571, 598. .732 



OJ991215_04.0207.C13 
+ 

755 

GENSCAN 

732 

.83 



OJ991215_ 
+ 

755 

AAT/NAP 

755 

214 



04.-0207.C13 



26751 Seq. ID 

55406 Strand 
1 End 
OJ991215_04.0207.C13.o2.np Method 
630 End 
5441880 Score 
630. .755 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

26752 Seq. ID OJ9912 15_04 . 0207 . C14 

55407 Strand 

1 End 743 

OJ991215_04.0207.C14.ol.np Method AAT/NAP 

1 End 743 . 

6691716 Score 400 
1..140, 291. .392, 468. .743 

(AP000492) hypothetical protein [Oryza sativa] 



gi | 66917 17 | dbj I BAA89397 . 1 | 
[Oryza sativa] 

26752 
55407 
1 

OJ991215_04.0207.C14.ol.gs 
26 

none 

26. .140, 468. .667 

26753 
55408 
1 



(AP000570) hypothetical protein 



Seq. ID OJ991215_04 .0207.C14 
Strand 

End 743 

Method GENSCAN 

End 667 

Score .71 



Seq. ID OJ991215_04.0207.C15 
Strand + 
End 1060 



26739 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.-. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 
GI Descrip. 



OJ991215_04 .0207 .C15.ol.np Method 
1 End 
6742729 Score 
1..588 

(AF121139) RIM2 protein [Oryza sativa] 



AAT/NAP 

588 

468 



26753 
55408 
1 

OJ991215_04.0207.C15.ol.tw 
1 

none 



Seq. ID. OJ991215_04.0207.C15 

Strand . + 

End 1060" 

Method TBLASTX : Wheat 

End 1006 

Score 301 



1..300, 2. .298, 305. .517, 358. .495, 513. .641, 515. .643, 
517. .642, 659. .709, 666. .710, 710. .763, 781. .885, 782. .886, 
886.-954, 887. .1006 



26753 
55408 
1 

OJ991215_04 .0207 .C15.ol.tc 
43 

none 



Seq. ID OJ991215_04.0207.C15 

Strand + 

End 1060 

Method TBLASTX : Cress 

End 4 65* 

Score 224 



43. .300, 47. .298, 305. .457, 358. .465 



26753 
55408 
1 

OJ991215_04 .0207.C15.ol.gs 
89 

none 

89. .269, 546. .721, 746. .1060 

26753 
55408 
1 

OJ991215_04 .0207.C15.ol.ts 

695 

none 

695. .943, 697. .879 

26754 
55409 
882 

OJ991215_04 .0207 .C16.ol.gs 

882 

none 



Seq. ID OJ991215_04.0207.C15 

Strand ■ + 

End 1060 

Method GENSCAN 

End 1060 

Score .49 



Seq. ID OJ991215_04.0207.C15 

Strand + 

End 1060 

Method TBLASTX : Soybean 

End 943 

Score 228 



Seq. ID OJ991215_04.0207.C16 

Strand + 

End 5091 

Method GENSCAN 

End 5091 

Score .46 



882. .1403, 2106. .2639, 2683. .2770, 2849. .3141, 3229. .3295, 
3383. .4127, 4228. .4339, 4348. .4518, 4601. .4889, 4975. .5091 



26754 
55409 
882 

OJ991215_04.0207.C16.ol.np 
889 

4680204 
889.. 1055, 1293.. 1391 

(AF114171) hypothetical protein [Sorghum bicolor] .. 



Seq. ID OJ991215_04.0207.C16 

Strand + 

End 5091 

Method AAT/NAP 

End 1391 

Score 130 



26740 




Seq. No. 


26754 




Seq. ID 


OJ991215_04 


.0207.C16 


Gene No . 


55410 




Strand 


+ 




Start 


6355 




End 


14438 




Name 


OJ991215 04.0207.C16.o2. 


np 


Method 


AAT/NAP 




Start 


6355 




End 


11306 




GI 


4680204 




Score 


97 . 




Exons 


6355. .6427, 8152. .8232, 


8767 


..8899, 1071-1... 10981, 


11237. .11306 


GI Descrip. 


(AF114171)' hypothetical 


protein [Sorghum bicolor] 




Seq. No. 


26754 




Seq. ID 


OJ991215_04 


.0207.C16 


Gene No. 


55410 




Strand 


+ 




Start 


6355 - 




End 


14438 




Name 


OJ991215 04 0207 C16 ol 


gp 


Method 


AAT/GAP 




Start 


7157 




End 


7238 




GI 


LIB3477-003-P1-K1-E9 




Score 


92 




Exons 


7157. .7238 










GI Descrip. 


, 2498586/sp|Q40638 IMP01 


ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


26754 




Seq. ID 


OJ991215_04 


.0207.C16 




55410 




Strand 


+ 




Start 


6355 




End 


14438 




Name • 


OJ991215 04.0207.C16.o3. 


gs 


Method 


GENSCAN 




Start 


8155 




End 


14438 




GI 


none 




Score 


.54 




Exons 


8155. .8201, 8217. .8390, 


8455 


..9053/ 9985.. 10211, 10317 106037 




10788. .10951, 13000. .13079, 


13724. .13904, 14353. .14438 


O " ^ . 1M\J • 


26754 




Seq. ID 


OJ991215_04 


.0207.C16 


Gene No. 


55411 




Strand 






Start 


5761 




End 


6994 




Name 


OJ991215 04.0207.C16.o2. 


gs 


Method 


GENSCAN 




Start 


5761 




End 


6994 




GI 


none 




Score 


.45 




Exons 


5761.. 5864, 6377. .6541, 


6696 


..6833, 6943.. 6994 




Seq. No. 


26754 




Seq. ID 


OJ991215_04 


.0207. C16 


Gene No. 


55412 




Strand 






Start 


8936 




End 


9407 




Name 


OJ991215 04.0207.C16.o3. 


gp" 


Method 


AAT/GAP 




Start 


8 936 




End 


9407 




GI 


2233 1.R1084 




Score 


908 




Exons 


8936. .9407 










GI Descrip. 


»4176420/dbj IBAA37167 | 2 


.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 












26755 




Seq. ID 


OJ991215_04 


.0207. C17 


Gene No. 


55413 




Strand 






Start 


2362 




End 


2730 




Name 


OJ991215 04.0207.C17.ol. 


gp 


Method 


AAT/GAP 




Start 


2191 




End 


2396 




GI 


6025028 




Score 


338 




Exons 


2191. .2396 










Seq. No. 


26755 




Seq. ID 


OJ991215_04 


.0207. C17 



26741 



Gene No. 55413 Strand 

Start 2362 • End 

Name OJ991215_04 . 0207 . C17 . ol . gs Method 

Start 2362 End 

GI none Score 

Exons 2362.. 2730 



2730 
GENS CAN 
2730 
.98 



Seq. No. 26756 , Seq. ID 

Gene No. 55414 Strand 

Start 6062 End 

Name OJ991215_04 . 0207 . C18 . o2 . gs Method 

Start 6062 End 

GI none Score 
Exons 



OJ991215_04.0207.C18 
+ 

13294 
GENSCAN 
13294 
.74 



6062. .6139, 6233. .6304, 6419. .6482, 7805. .7943, 8091. .8179, 
8677.. 8807, 9748.. 9814, 10127 10333, 10716 .. 10990, 
11168. .11418, 11468. .11641, 11718 .. 12073, 12139 .. 12338, 
12414. .12603, 12703. .12780, 12951.. 13294 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26756 
55414 
6062 

OJ991215_04.0207.C18.o2.np 

10166 

6691716 



Seq. ID OJ991215_04 .0207 .C18 

Strand + 

End 13294 

Method AAT/NAP 

End 13282 

Score 24 77 



10166. .11061, 11468. .11641, 11718 11815, 118 94 .. 12073, 
12151. .12338, 12414. .12515, 12666 .. 12780, ■ 12843 .. 13282 
(AP000492) hypothetical protein [Oryza sativa] 
gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


26756 


Seq. ID 


OJ991215_04.0207 


-C18 


Gene No. 


55415 


Strand 






Start 


8494 


End 


9980 




Name 


OJ991215 .04.02Qr7.C18.ol.np 


Method 


AAT/NAP 




Start 


8494 


End 


9980 




GI 


5852093 


Score 


77 




Exons 


8494. .8607, 9926. .9980 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


26756 


Seq. ID 


OJ991215_04.0207 


• C18 


Gene No. 


55416 


Strand 






Start 


13779 


End 


21230 




Name 


OJ991215 04.0207.C18.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10262 


End 


10576 




GI 


none 


Score 


208 




Exons 


10262. .10576 








Seq. No. 


26756 


Seq. ID 


OJ991215JD4.0207 


.C18 


Gene No. 


55416 


Strand 






Start 


13779 


End 


21230 




Name 


OJ991215 04.0207.C18.o4.tw 


Method 


TBLASTX: Wheat 




Start 


13647 


End 


14258 




GI 


none 


Score 


89 




Exons 


13647. .13775, 13800 .. 13925, 


13980. .14258, 13996 14 103, 






14149. .14238 








Seq. No. 


26756 


Seq. ID 


OJ991215_04.0207 


• C18 



26742 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI pjscrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55416 
13779 

OJ991215_04.0207.C18.o3.np 

13668 

5922631 

13668. .16191, 16798. .17724, 
18228. .18792, 18838 19045, 



Strand 
End 

Method 

■TEnd 
• ■ Score 
17851. .17896, 
19303. .19547, 



21230 
AAT/NAP 
19929 
6627 

18081. .18185, 
19806. .19929 



(AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



26756 - 

55416 

13779 

OJ991215_04.0207.C18.o4 .tm 

13683 

none 



Seq. ID OJ991215_04.0207.C18 



Strand 
End 

Method 

End 

Score 



21230 

TBLASTX : Maize 

13925 

96 



13683. .13784, 13684 .. 13785, - 13764 .. 13925, 13767.. 13889 



Seq. No. 26756 Seq. ID 

Gene No. 55416 Strand 

Start 13779 End' • 

Name OJ9912 15_04 . 0207 . C18 . o3 . gs- Method 

Start 13779 End 

GI none Score 

Exons 13779. .15383 



OJ991215_04.0207.C18 

21230 
GENSCAN 
15383 
.76 



OJ991215 04.0207.C18 



Seq. No. 26756 Seq. ID 

Gene No. 55416 Strand 

Start 13779 . End 

Name OJ9912 15_04 . 0207 . C18 . o5 . tm Method 

Start 14028 End 

GI none Score 

Exons 14028. .14114, 14 124 .. 14207 , 14137 .. 14211, 14 194 .. 14307 , 
14202. .14500 



21230 

TBLASTX: Maize 

14307 

51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26756 
55416 
13779 

OJ991215_04.0207.C18.o3.tw 

14373 

none 



Seq. ID OJ991215_04.0207.C18 
Strand 

End 21230 

Method TBLASTX : Wheat 

End 14760 

Score 77 



14373. .14558, 14373 .. 14759, 14449 14760, 14461. .14760 



Seq. No. 26756 

Gene No. 55416 

Start 13779 

Name OJ991215_04 . 0207 . C18 . ol . tm 

Start 14442 

GI none 

Exons 14442. .14765, 14455.. 14745 



Seq. ID OJ991215_04.0207.C18 
Strand 

End 21230 

Method TBLASTX : Maize 

End 14765 

Score 242 



Seq. No. 



26756 



Seq. ID OJ991215_04.0207.C18 



26743 




Gene No . 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


.ol0. tw 


Method 


TBLASTX: Wheat 


Start 


14763 




End 


15062 


GI 


none 




Score 


127 


Exons 


14763. .14861, 14928. 


.15062 






Seq. No. 


26756 




Seq. ID 


OJ991215_04.0207 


Gene No . 


55416 




Strand" 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


.o5.tw 


Method 


TBLASTX: Wheat 


Start 


15078 




End 


15500 


GI 


none 




Score • 


228 


Exons 


15078. .15500, 15154. 


. 15495 






Seq. No. 


26756 




Seq. ID 


OJ991215_04 . 0207 


Gene No. 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


.o2 . ts 


Method 


TBLASTX: Soybean 


Start 


15121 




End 


15509 


GI 


none 




'Score 


60 


Exons 


15121. .15261, 15123. 


.15509, 


15295. .15369, 15406. .15501 


Seq. No. 


26756 




Seq. ID 


OJ991215_04.0207 


Gene No. 


55416 




Strand 




Start 


13779 . 




End ;■ " 


21230 


Name 


OJ991215 04.0207.C18 


. 06 . tm 


Method 


TBLASTX: Maize 


Start 


15174 




End 


15446 


GI 


none 




Score 


122 


Exons 


15174. .15272, 15276. 


.15446 







OJ991215 04.0207.C18 



Seq. No. 26756 Seq. ID 

Gene No. 55416 Strand 

Start 13779 End 

Name OJ991215_04 . 0207 .C18 .06. tw Method 

Start 15566 End 

GI none Score 

Exons .15566. .15805, 15567 .. 15806, 15809 .. 15943, 15809 .. 15952 , 
15831.. 15950 



21230 

TBLASTX: Wheat 

15952 

95 



Seq. No. 26756 

Gene No. 55416 

Start 13779 

Name OJ991215_04 . 0207 . C18 . o4 . gs 

Start - 15686 

GI none 
Exons 



Seq. ID OJ991215_04.0207.C18 
Strand 

End 21230 

Method GEN SCAN 

End 21230 

Score . 66 



15686. .16228, 16436 .. 16709, 16806 .. 18050, 18115 .. 19076, 
19094. .19677, 19779 .. 19881 , 20877 .. 20974 , 21140. .21230 



Seq. No. 26756 

Gene No. 55416 

Start 13779 

Name OJ991215_04 . 0207 .C18 .ol . ts 

Start 15788 

GI none 

Exons 15788. .16099, 15794 .. 16162, 15972.. 16115 



Seq. ID OJ991215_04.0207.C18 



Strand 
End 

Method 

End 

Score 



21230 

TBLASTX: Soybean 
16162 
105 



26744 




Seq. No. 


26756 




Seq. ID 


OJ991215 04.0207.C18 


Gene No . 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215_04 .0207 ,C18 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


15884 




End 


16267 


GI 


none 




Score 


155 


Exons 


15884 . . 16267, 15885. 


. 16163 






Seq. No. 


26756 




Seq. ID ■ 


• OJ991215 04.0207.C18 


Gene No. 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


.o2. tw 


Method 


TBLASTX : Wheat 


Start 


16007 




End 


16426 


GI 


none 




Score 


220 


Exons 


16007 . . 16426, 16008 . 


. 16424 






Seq. No. 


26756 




Seq. ID 


OJ991215_04 . 0207 . CI 8 


Gene No. 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215_04 . 0207 .C18 


. o3 . tm 


Method 


TBLASTX : Maize 


Start 


16295 




End 


16588 


GI 


none 




Score 


183 


Exons 


16295. .16585, 16317. 


. 16586, 


16457. .16588 


Seq. No. 


26756 




Seq. ID 


OJ991215_04.0207.C18 


Gene No . 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


.08. tw 


Method 


TBLASTX : Wheat . 


Start 


16426 




End 


16660 


GI 


none 




Score 


14 0 


Exons 


16426. .16617, 16427. 


.16660, 


16428. .1651 


36 


Seq. No. 


26756 




Seq. ID 


OJ991215_04 .0207.C18 


Gene No. 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215_04.0207.C18 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


16661 




End 


17458 • 


GI 


none 




Score 


119 


Exons 


16661. . 16954, 16665. 


. 16934, 


17001. .17237, 17003. .17233, 




17282 . . 17458 








Seq. No. 


26756 




Seq. ID 


OJ991215_04.0207.C18 


Gene No . 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


. o7 . tm 


Method 


TBLASTX: Maize 


Start 


16973 




End 


17150 


GI 


none 




Score 


111 


Exons 


16973. . 17149, 17004 . 


. 17150 






Seq. No. 


26756 




Seq. ID 


OJ991215_04.0207.C18 


Gene No. 


55416 




Strand 




Start 


13779 




End 


21230 


Name 


OJ991215 04.0207.C18 


.o7. tw 


Method 


TBLASTX: Wheat 


Start 


18222 




End 


18624 


GI 


none 




Score 


109 


Exons 


18222. .18623, 18316. 


.18624 







26745 



Seq. No. 26757 Seq. ID 

Gene No. 55417 Strand 

Start 362 End 

Name > - OJ991215_04 . 0207 .C19.ol -gs Method 

Start ■• 362 End 

GI none Score 

Exons 362 . . 553 



OJ991215_04.0207.C19 
+ 

553 

GENSCAN 

553 

.77 



Seq. No. 26757 

Gene No. ■ 55418 

Start 3198 

Name OJ991215_04 . 0207 . C19 . o2 . gs 

Start 3198 

GI none 

Exons 3198. .3413 



Seq. ID OJ991215_04 .0207.C19 

Strand + 

End 3413 

Method GENSCAN 

End 3413 

Score .78 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26758 Seq. ID 

55419 Strand 

529 ' ■ End 

OJ991215_04 . 0207 . C20 . ol . gs Method 

529 End - 

none Score 



OJ991215_04.0207.C20 
+ 

8726 
GENSCAN 
6752 
.55 



529. .3151, 3591. .3741, 3847. .4093, 4268. .4678, 4770. .5068, 
5145. .5403, 5496. .5616, 5648.-5729, 5992. .6123, 6187. .6234, 
6239.. 6441, 6592.-6752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI " Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26758 
55419 
529 

OJ991215_04 . 0207 . C20 . ol . np 
982 

5441880 

982. .1987, 2426.-2457, 2716 
4770.. ,5068, 5145 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3031, 3591.. 3741, 3847.. 4183, 
5403, 5648..574S, 5992.. 6123, 6239.. .6473 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ991215_04.0207.C20 
+ 

8726 
AAT/NAP 
6473 
4750 



26758 Seq. ID 

55419 Strand 
529 End 
OJ991215_04 . 0207 . C20 . o2 . gp Method 
158 6 End 
5701669 Score 
1586. .2017 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62 945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ991215_04 .0207.C20 
+ 

8726 
AAT/GAP 
2017 
841 



26758 Seq. ID 

55419 Strand 

529 End 
OJ991215_04 . 0207 . C20 . o3 . gp Method 

4896 End 

LIB3475-007-P1-K1-G8 Score 
4896.. 5068, 5145.. 5395 

1 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 



OJ991215_04.0207.C20 
+ 

8726 
AAT/GAP 
5395 
785 



26746 



corresponds to a region of the predicted gene.; Similar -to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


26758 






Seq. ID 


OJ991215_04 .0207.C20 


Gene No. 


55419 






Strand 


+ 


Start 


529 






End 


8726 


Name 


OJ991215 04. 


0207.C20.o4. 


gp 


Method 


AAT/GAP 


Start 


6577 






End 


8390 


GI 


LIB3431-045- 


P1-N1-A10 




Score 


817 


Exons 


6577. .6920, 


8281. .8390 








GI Descrip. 


, 5441876/dbj |AP000367.1| 


AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone 


:P0437H03 (contig b) ' 


Seq. No. 


26758 






Seq. ID 


OJ991215_04.0207.C20 


Gene No. 


55419 






Strand 


+ . 


Start 


529 






End 


8726 


Name 


OJ991215 04. 


0207.C20.o2. 


gs 


Method 


GEN SCAN 


Start 


6979 






End 


8726 


GI 


none 






Score 


.72 


Exons 


6979.'. 6981, 


7166. .7324, 


7391 


..7468, 7920. .8068, 8657. .8726 


Seq. No. 


26758 






Seq. ID 


OJ991215_04.0207.C20 


Gene No. 


55420 






Strand 


+ 


Start 


16792 






End 


18984 


Name 


OJ991215 04. 


0207.C20.o5. 


gs 


Method 


GENS CAN 


Start 


16792 






End 


18984 


GI 


none 






Score 


.87 


Exons 


16792. .17111 


, 18939.. 18984 






Seq. No. 


26758 






Seq. ID 


OJ991215_04.0207.C20 


Gene No. 


55421 






Strand 




Start 


1 






End 


90 


Name 


OJ991215 04. 


0207.C20.ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


90 


GI 


7406 1.R1084 






Score 


131 


Exons 


1. .90 










GI Descrip. 


, 1122315/emb|CAA63901| 7 


.0e- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] ' 








Seq. No. 


26758 






Seq. ID 


OJ991215_04.0207.C20 


Gene No. 


55422 






Strand 




Start 


8678 






End 


21139 


Name 


OJ991215 04. 


0207.C20.o3. 


tm - 


Method 


TBLASTX: Maize 


Start 


1543 






End 


2046 


GI 


none 






Score 


93 


Exons 


1543. .1671, 


1551. .1649, 


1705 


..2046, 1722. .1943 


Seq. No. 


26758 






Seq. ID 


OJ991215_04.0207.C20 


Gene No. 


55422 






Strand 




Start 


8678 






End 


21139 


Name 


OJ991215 04. 


0207.C20.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1837 






End 


2211 


GI 


none 






Score 


428 


Exons 


1837. .2181, 


1846. .2211 








Seq. No. 


26758 






Seq. ID 


OJ991215_04.0207.C20 


Gene No. 


■ 55422 






Strand 





26747 




Start 
Name 
Start 
GI 

Exons 



8678 End 

OJ9912 15_04 . 0207 . C20 . o4 . tm Method 

6287 End 

none Score 



21139 

TBLASTX: Maize 

21139 

63 



6287.. 6376, 16807 .. 16917 , 16821 .. 16916, 16990 .. 17112, 
16992. .17111, 21008. .21136, 21009 .. 21137 , 21013 .. 21138 , 
21014. .21139, 21015.. 21137 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26758 *;Seg. ID 

55422 ' Strand 
8678 End 
OJ991215_04 . 0207 . C20 . o2 . np Method 
8678 End 
2462927 Score 



OJ991215JD4 .0207.C20 

21139 
AAT/NAP 
11489 
1552 



8678.. 8710, 9083.. 9184, 9290.. 9523, 9615.. 9839, 9925.. 10095, 
10180. .10316, 10401. .10555, 10636 10759, 11193 11293, 
11401. .11489 

(Y10342) putative amidase [Arabidopsis thaliana] 



26758 ,,' . Seq. ID 

55422 Strand 

8678 End 

OJ991215_04.0207.C20.o3.gs Method 

9086 End 

none .... Score 



OJ991215_04.0207.C20 

21139 
GENSCAN 
12826 
.86 



9086.. 9268, 9290.. 9523, 9615.. 9839, -9925 .. 10095, 10180 10295 , 
10401. .10555, 10636. .10759, 11193V'. 112 93 , 11401 .. 11483, 
11569. .11793, 11880. .11996, 12674.. 12826 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215 04.0207.C20 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26758 Seq. ID 

55422 Strand 
8678 End 
OJ991215_04.0207.C20.ol.tc Method 
9095 End 
none Score 
9095.. 9184, 9096.. 9185, 9290, 
9709. .9840, 9911. .10096, 9916. .10119, 10178 .. 10321, 
10180. .10317, 10400. .10558, 10406 .. 10528 , 10444 .. 10557 , 
10623. .10763, 10624 .. 107 61, 11191 .. 11295 , 11192 .. 11278 , 
11400. .11477, 11404. .11478, 11566 .. 1164 6, 11567. .11629 



21139 

TBLASTX: Cress 
11646 
96 

.9526, 9360.. 9515, 9615.. 9845, 



26758 
55422 
8678 

OJ991215_04 . 0207 . C20 . ol . tm 

9135 

none 



Seq. ID OJ991215_04.0207.C20 
Strand 

End 21139 

Method TBLASTX : Mai ze 

End 10303 

Score 73 



9135. .9245, 9135. .9182, 9137. .9184, 9278. .9541, 9288. .9479, 
9290. .9526, 9601. .9645, 9608. .9844, 9615. .9845, 9616. .9840, 
9908.. 10096, 9916.. 10119, 10178 .. 10303, 10178 .. 10300, 
10180.. 10302 



Seq. No. 26758 Seq. ID 

Gene No. 55422 Strand 

Start 8678 End 

Name OJ991215_04 . 0207 . C20 . o2 . ts Method 

Start 9786 End 



OJ991215_04.0207.C20 
21139 

TBLASTX : Soybean 
10231 



26748 



GI 4395822 Score 44 

Exons 9786.. 9815, 9787.. 9816, 9919.. 10119, 9923.. 10096, 10178. 

10180.. 10230 

GI Descrip. 24 62927/emb_CAA71371_ 2.0e-29 (Y10342) putative amidase 
[Arabidopsis thaliana] 



10231, 



Seq. No. 26758 
Gene No. 55422 
Start 8 678 

Name OJ991215_04 . 0207 . C20 . o2 . tm 

Start 10400 
GI none 
Exons 10400. 

10623. 
11386. 



.10558, 
.10763, 
.11481, 
11558. .11794, 
11877. .11981, 



10401. 
10633. 
11391. 
11566. 
11878. 



,10511, 
.10776, 
.11477, 
,11793, 
.11979, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

10444. 

11191. 

11395. 

11568. 

11880. 



10557, 
11295, 
11481, 
11795, 
11981 



OJ991215_04.0207lC20 
21139 

TBLASTX: Maize 

11981 

253 

10616 
11192 
11400 



10759, 
11296, 
11483, 
11875. .11979, 



Seq. No. 26758 

Gene No. 55422 

Start 8678 

Name OJ991215_04 . 0207 . C20 . ol . ts 

Start 10444 

GI none 

Exons 10444. .10554, 10444 .. 10557, 
10632.. .10751, 10633. .10758, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10448. .10558, 
11194. .11295, 



OJ991215 04.0207.C20 



21139 

TBLASTX: Soybean 
11441 
81 

10623. . 10763, 
11391. . 11441 



Seq. No. 26759 Seq. ID 

Gene No. 55423 Strand 

Start 522 End 

Name OJ991215_04 . 0207 . C2 1 . ol . gs Method 

Start 522 End 

GI none Score 

Exons 522.. 1190 



OJ991215_04.0207.C21 
+ 

1190 
GEN SCAN 
1190 
.68 



Seq. No. 


26759 




Seq. ID 


OJ991215_04.0207 


Gene No. 


55423 




Strand 


+ 


Start 


522 




End 


1190 


Name 


OJ991215 04 


.0207.C21.ol.np 


Method 


AAT/NAP 


Start 


522 




End 


1178 


GI 


4996622 




Score 


345 


Exons 


522. .1178 








GI Descrip. 


(AB024338) 


germin-like protein [Atriplex lentif ormis ] 


Seq. No. 


26759 




Seq. ID 


OJ991215__04.0207 


Gene No. 


55424 




Strand 


+ 


Start 


4170 




End 


4640 


Name 


OJ991215 04 


.0207.C21.ol.gp 


Method 


AAT/GAP 


Start 


4170 




End 


4640 


GI 


none 




Score 


894 


Exons 


4170. .4640 








Seq. No. 


26759 




Seq. ID 


OJ991215_04 .0207 


Gene No. 


55425 




Strand 




Start 


4534 




End 


7173 


Name 


OJ991215 04 


.0207.C21.o2.ts 


Method 


TBLASTX : Soybean 


Start 


588 




End 


1124 



26749 




GI 


none 




Score 


40 


Exons 


588. .617, 651. .1124, 782. .1108 




Seq. No. 


26759 




Seq. ID 


OJ991215_04 . 0207 .C21 




55425 




Strand 




Start 


4534 




End 


7173 


Name 


OJ991215 04 0207 C21 o2 


. tc 


Method 


TBLASTX: Cress 


Start 


591 ~~ 




End 


1124 ' 


GI 


none 




Score 


231 


Exons • 


591. .914, 644. .925, 930 


. .1124 


, 935. .1084 


Seq. No. 


26759 




Seq. ID 


OJ991215 04.0207.C21 


Cpnp NIo 


55425 
.j j 1 .j 




Strand 




Start 


4534 




End 


7173 


Name 


OJ991215 04 0207 C21 o2 


. tm 


Method 


TBLASTX: Maize 


Start 


678 ~~ 




End 


1124 


GI 


none 




Score 


294 


Exons 


678. .1124, 689. .1045 








Seq. No. 


26759 




Seq. ID 


OJ991215_04.0207.C21 




55425 




Strand 




Start 


4^4 




End 


7173 


Name 


O.TQQI 91 S 04 0907 P21 nl 


.tw 


Method 


TBLASTX • Wheat 


Start 


779 ~~ 




End 


1124 


GI 


none 




Score 


68 


Exons 


779 Q4fi 77Q Tin? 7ft 


6. .1124 




Seq. No. 


26759 




Seq. ID 


OJ991215_04.0207.C21 


Gene No. 


S ^4 9 S 




Strand 




O Ldl L 


4^4 




End 


7173 


Name 


O.T9Q1 91 S 04 0907 P91 ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4474 ~~ 




End 


6266 


GI 


none 




Score 


95 


Exons 


4474 4644 4S^S 46M 


4535. 


.4645, 57- 


48. .6059, 5776. .6060, 




6196 6966 6199 617^ 


6160. 


.6264 




Seq. No. 


26759 - 




Seq. ID 


OJ991215_04.0207.C21 


Gene No. 


55425 




Strand 




Start 


4534 




End 


7173 


Name 


OJ991215 04 0207 C21 ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4512 _ 




End 


6252 


GI 


nunc 




Score 


79 


Exons 


4512 4640 4519 4641 


4528. 


.4644, 4529. .4645, 4529. .4645, 




S749 SftOI c i74ff 606S 


5776. 


.6078, 6120. .6173, 6121. .6249, 




612^ 62 51 6157 6252 








Seq. No. 


26759 




Seq. ID 


OJ991215_04.0207.C21 


Gene No. 


55425 




Strand 




O Lai L 


4 5^4 




End 


7173 


Name 


OJ991215 04.0207.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4534 




End 


6269 


GI 


none 




Score 


67 


Exons 


4534.-4644, 4538. .4645, 


5748. 


.6059, 5776. .6063, 6126. .6269, 




6160. .6267 








Seq. No. 


26759 




Seq. ID 


OJ991215_04 .0207.C21 


Gene No. 


55425 




Strand 





26750 



Start 


4534 


End 


7173 




Name 


OJ991215 04.0207.C21.o2.gs 


Method 


GENSCAN 




Start 


4534 


End 


6267 




GI 


none 


Score 


. 67 




Exons 


4534. .4643, 5249. .5368, 5750. 


.6267 






Seq. No. 


26759 


Seq. ID 


OJ991215 


_04.0207.C21 


Gene No. 


55425 


Strand 






Start 


4534 


End 


7173 


-v- 


Name 


OJ991215 04.0207.C21.o2.np 


Method 


AAT/NAP 




Start 


4537 


End 


7173 




GI 


3242789 


Score 


785 




Exons 


4537. .4643, 5750. .6267, 7013. 


.7173 






GI Descrip. 


(AF055357) respiratory burst 


oxidase protein D 


[Arabidopsis 




thaliana] 








Seq. No. 


26759 


Seq. ID 


OJ991215 


_04.0207.C21 


Gene No. 


55425 


Strand 






Start 


4534 


End 


7173 




Name 


OJ991215 04.0207.C21.o2.gp 


Method 


AAT/GAP 




Start 


6051 


End 


6277 




GI 


49626 1.R1084 


Score 


405 




Exons 


6051. . 6277 








GI Descrip. 


'3242789 1.0e-lll (AF055357) 


respiratory burst 


oxidase protein 




[Arabidopsis thaliana] 1 








Seq. No. 


26760 


Seq. ID 


OJ991215 


_04.0207.C22 


Gene No. 


55426 


Strand 


, + 




Start 


1 


End 


509 




Name 


OJ991215 04.0207.C22.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


509 




GI 


5103193 


Score 


863 




Exons 


1. .509 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000342) transposase of TnlO [Plasmid R100] 
gi | 5738084 | gb | AAD50242 . 1 | AF162223_1 (AF162223) 
transposase [Shigella flexneri] 



ISlO-left 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215 04.0207.C24 



26761 
55427 
1 

OJ991215_04 . 0207 . C24 . ol . np 
1 

1076748 
1. .590 

major intrinsic protein - rice gi | 440869 | dbj | BAA04257 | (D17443) 
major intrinsic protein [Oryza sativa] 



590 

AAT/NAP 

590 

674 



Seq. No. 26761 Seq. ID 

Gene No. 55427 Strand 

Start 1 End 

Name OJ991215_04 . 0207 . C24 . ol . ts Method 

Start 69 End 

GI none Score 

Exons 69.. 500, 73.. 495 



OJ991215_04.0207.C24 
590 

TBLASTX: Soybean 

500 

376 



Seq. No. 
Gene No. 



26761 
55427 



Seq. ID 
Strand 



OJ991215 04.0207.C24 



26751 



Start 


1 


End 


590 


Name 


OJ991215 04.0207.C24.ol.tc 


Method 


TBLASTX: Cress 


Start 


75 


End 


500 


GI 


none 


Score 


91 


Exons 


75. .203, 79. .228, 181. .498, 


192. .500 




Seq. No. 


26761 


Seq. ID 


OJ991215_04.0207.C24 


belle INvJ . 




C-t- ranH 

uii aiiu 




Start 


1 


End 


590 


Name 


OJ991215 04.0207.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


75 


End 


504 


GI 


none 


Score 


587 


Exons 


75. .500, 79. .504, 406. .501 






Seq. No. 


26761 


Seq. ID 


OJ991215_04.0207.C24 


Gene No. 


55427 


Strand 




Start 


1 


End 


590 


Name 


OJ991215 04.0207.C24.ol.gp 


Method 


AAT/GAP 


O Lai L 


78 


End 


504 


GI 


719 1.R1084 


Score 


806 


Exons 


78. .504 






GI Descrip. 


, 1076748/pir||S52003 1.0e-140 major intrinsic protein - rice 




>gi 440869_dbj_BAA04257_ (D17443) major intrinsic protein [Oryza 




sativa] 1 






Seq. No. 


26761 


Seq. ID 


OJ991215_04.0207.C24 




55427 


Strand 




Start 


1 


End 


590 


Name 


OJ991215 04.0207.C24.ol.gs 


Method 


GENSCAN 


Start 


78 


End 


500 


GI 


none 


Score 


.66 


Exons 


78,. 500 






Seq. No. 


26761 


Seq. ID 


OJ991215_04.0207.C24 




55427 


Strand 




Start 


1 


End 


590 


Name 


OJ991215 04.0207.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


301 


End 


500 


GI 


none 


Score 


85 


Exons 


301.. .387, 303.. 500 






Seq. No. 


26762 


Seq. ID 


OJ991215_04 .0207.C25 


Gene No. 


55428 


Strand 




Start 


1 


End 


465 


Name 


OJ991215 04.0207.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


465 


GI 


6539553 


Score 


688 


Exons 


1. .465 






GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 


6539590 |dbj | BAA88206.il (AP000837) 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 






Seq. No. 


26762 


Seq. ID 


OJ991215_04.0207.C25 


Gene No. 


55428 


Strand 




Start 


1 


End ' 


465 


Name 


OJ991215 04.0207.C25.ol.ts 


• Method 


TBLASTX: Soybean 



26752 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 443 

5509260 Score 53 

1..54, 2. .52, 78. .149, 131. .274, 271. .351, 366. .443 



26762 
55428 
1 

OJ991215_04 . 0207 . C25 . ol . tm 
1 

none 

1..54, 84. .149, 131. .274 



Seq. ID OJ991215_04.0207.C25 
Strand- 
End 4 65 
Method TBLASTX : Mai ze 
End ' 274 
Score 110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26762 
55428 
1 

OJ991215_04.0207.C25.ol.tw 
13 

none 



Seq. ID OJ991215_04.0207.C25 
Strand 

End 4 65 

Method TBLASTX : Wheat 

End 437 

Score 61 



13. .54, 84. .149, 131. .274, 192. .272, 366. .437 



26762 
55428 
1 

OJ991215_04.0207.C25.ol.tc 
93 

none 



Seq. ID OJ991215_04 .0207.C25 
Strand 

End 465 

Method TBLASTX: Cress 

End 351 

Score 58 



93. .149, 131. .274, 253. .351, 272. .349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



26763 
55429 
181 

OJ991215_04.0207.-C31.ol.gs 

181 

none 

181. .358, 578. .678 



Seq. ID OJ991215_04.0207.C31 

Strand + 

End 678 

Method GENS CAN 

End 678 

Score .91 



26764 
55430 
1 

OJ991215_04.0207.C32.ol.np 
1 

6539553 
1..503. 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. ID OJ991215_04.0207.C32 

Strand + 

End 503 

Method AAT/NAP 

End 503 

Score 808 



26764 
55430 
1 

OJ991215_04.0207.C32.ol.tm 
43 

none 

43. .216, 216. .434, 251. .403 



Seq. ID OJ991215_04.0207.C32 

Strand + 

End 503 

Method TBLASTX : Mai ze 

End 434 

Score 93 



26753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26764 
55430 
1 

OJ991215_04.0207.C32.ol.tw 

118 

none 



26765 
55431 
1 

OJ9912 
1 

719_1 
1. .457 
•10767 
>gi_44 
sativa 



Seq. ID 


OJ991215JD4 .0207 


.C32 


Strand 


+ 




End 


503 




Method 


TBLASTX: Wheat 




End 


438 




Score 


69 




121. .240, 


193. .318, 201. . 


323, 


344 . .436, 


388 . .438 




Seq. ID 


OJ991215JD4.0207 


-C34 


Strand 


+ 




End 


457 




Method 


AAT/GAP 




End 


457 




Score 


893 





15_04.0207.C34.ol.gp 
R1084 



48/pir ! | S52003 1.0e-140 major intrinsic ' protein - rice 
0869_dbj_BAA04257_ (D17443) major intrinsic protein [Oryza 
] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215 04.0207.C35 



1189 
AAT/GAP 
929 
468 



26766 * 
55432 
1 

OJ991215_04.0207.C35.ol.gp 
1 

LIB3433-040-P1-K1-H2 
1..226, 893.. 929 

, 6056376/gb|AAF02840.1|AC009894_ll 5.0e-10 (AC009894 ) Similar to 
serine/threonine kinases [Arabidopsis thaliana] ' 

26766 Seq. ID OJ991215_04 . 0207 . C35 

55432 Strand 

1 End 1189 

OJ991215_04.0207.C35.ol.np Method AAT/NAP 

1 End 1189 

3021283 Score 166 

1..226, 889. .1042, 1155. .1189 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



26766 Seq. ID 

55432 Strand 
1 End 
OJ991215_04 . 0207 . C35 . ol . gs Method 
74 End 
none Score 
74. .226 

26767 Seq. ID 

55433 Strand 
164 End 
OJ991215_04.0207.C36.ol.gs Method 
164 End 
none Score 
164. .273 ' 



OJ991215_04.0207.C35 

1189 
GENSCAN 
226 
.62 



OJ991215_04 .0207.C36 
273 

GENSCAN 

273 

.83 



Seq. No. 



26768 



Seq. ID OJ991215_04.0207.C37 



26754 




bene ino. 


C C / O A 

D D H 3 ft 






otianu 


T 








Start 


25 






End 


69 








Name 


OJ991215 04.0207.C37 


.ol 


. gs 


Method 


GEN SCAN 








Start 


25 






End 


69 








GI 


none 






Score 


1 








Exons 


25. .69 
















Seq. No. 


26769 






Seq. ID 


OJ991215 


J) 4 


.0207 


.C39 


oene ino . 


J J4 J J 






Cf- nr 5 










Start 


35 






End 


343 








Name 


OJ991215 04.0207.C39 


.ol 


.gs 


Method 


GENSCAN 








Start 


35 






End 


343 








GI 


none 






Score 


.79 








Exons 


35. .343 
















Seq. No. 


26770 






Seq. ID 


OJ991215 


_04 


.0207 


.C42 


bene lnu • 


















Start 


504 






End 


680 








Name 


OJ991215 04.0207.C42 


.ol 


.gs 


Method 


GENSCAN 








Start 


504 






End 


680 








GI 


none 






Score 


.67 








Exons 


504. .680 
















Seq. No. 


26771 






Seq. ID 


OJ991215 


_04 


.0207 


.C43 


bene ino . 


c c / o 7 






OCX dllU 


+ 








Start 


405 






End 


526 








Name 


OJ991215 04.0207.C43 


.ol 


.gs 


Method 


GENSCAN 








Start 


405 






End 


526 








GI 


none 






Score 


.55 








Exons 


405. .526 
















Seq. No. 


26772 






Seq. ID 


OJ991215 


_04 


.0207 


.C44 


Gene No. 


55438 






Strand 










Start 


1 






End 


293 








Name 


OJ991215 04.0207.C44 


.ol 


.np 


Method 


AAT/NAP 








Start 


1 






End 


293 








GI 


4063770 






Score 


226 








Exons - 


1. .293 
















GI Descrip. 


(AB004 906) transposase 


[Ipomoea purpurea] 








Seq. No. 


26773 






Seq. ID 


OJ991215 


_04 


.0207 


.C48 


bene 1NU • 


55439 






Strand 










Start 


260 






End 


580 








Name 


OJ991215 04.0207.C48 


.ol 


. tm 


Method 


TBLASTX : 


Maize 




Start 


.260 






End 


580 








GI 


none 






Score ■ 


50 








Exons 


260. .433, 272. .370, 


461 


. .580, 


465. .575 










Seq. No. 


26774 






Seq. ID 


OJ991215 


_04 


.0207 


.C49 




55440 






Strand 










Start 


171 






End 


296 








Name 


OJ991215 04.0207.C49 


.ol 


. gs 


Method 


GENSCAN 








Start 


171 






End 


296 








GI 


none 






Score 


.88 








Exons 


171. .296 
















Seq. No. 


26775 






Seq. ID 


OJ991215 


_04 


.0207 


.C52 



26755 



Gene No. 


55441 


Strand 




Start 


740 


End 


824 


Name 


OJ991215 04.0207.C52.ol.gs 


Method 


GEN SCAN 


Start 


740 


End 


824 


GI 


none 


Score 


. 77 


Exons 


740. .824 






Seq. No. 


26776 


Seq. ID 


OJ991215_04 . 0207 . C57 


Gene No. 


55442 


Strand 


+ 


Start 


1 


End 


216 


Name 


OJ991215_04.0207.C57.ol.np 


Method 


AAT/NAP 


Start 


1- 


End 


216 


GI 


4512675 


Score 


137 


Exons 


1..216 






GI Descrip. 


(AC00 6.931) putative citrate 


synthase 


[Arabidopsis thaliana] 


Seq. No. 


26776 


Seq. ID 


OJ991215_04 . 0207 .C57 


Gene No. 


55442 


Strand 


+ 


Start 


1 


End 


216 


Name 


OJ991215 04.0207.C57.ol.gp 


Method 


AAT/GAP 


Start 


78 - 


End 


216 


GI 


1765 3.R1084 


Score 


174 


Exons 


78. .216 






GI Descrip. 


, 4512675/gb|AAD21729.1| l.Oe 


-154 (AC006931) putative citrate 




synthase [Arabidopsis thaliana] ' 




Seq. No. 


26777 


Seq. ID 


OJ991215_04.0207.C62 


Gene No . 


55443 


Strand 




Start 


318 


End 


651 


Name 


OJ991215 04.0207.C62.ol.gs 


Method 


GENS CAN 


Start 


318 


End 


574 


GI 


none 


Score 


.67 


Exons 


318. .574 






Seq. No. 


26777 


Seq. ID 


OJ991215_04.0207.C62 


Gene No. 


55443 


Strand 




Start 


318 


End 


651 


Name 


OJ991215 04.0207.C62.ol.np 


Method 


AAT/NAP 


Start 


354 


End 


651 


GI 


2190540 


Score 


281 


Exons 


354. .651 







GI Descrip. (AC001229) Similar to Arabidopsis TFL1 (gb|U77674). [Arabidopsis 
thaliana] gi | 4 903012 | dbj | BAA77838 . 1 | (AB027504) FT [Arabidopsis 
thaliana] gi | 6117978 | gb | AAF03936 . 1 |AF152096_1 (AF152096) 
flowering locus T [Arabidopsis thaliana] 



Seq. No. 


26777 


Seq. ID 


OJ991215_04.0207 


.C62 


Gene No. 


55443 


Strand 






Start 


318 


End 


651 




Name 


OJ991215 04.0207.C62.ol.tm 


Method 


TBLASTX: Maize 




Start 


354 


End 


575 




GI 


none 


Score 


256 




Exons 


354. .575 








Seq. No. 


26777 


Seq. ID 


OJ991215_04.0207 


.C62 


Gene No. 


55443 


Strand 






Start 


318 


End 


651 





26756 



Name 


OJ991215 04 . 0207 .C62.ol. ts 


Method 


TBLASTX: Soybean 




Start 


355 


End 


576 






GI 


none 


Score 


164 






Exons 


355. .576, 357. .575 










Seq. No. 


26778 


Seq. ID 


OJ991215_ 


04 .0207 


.C65 


Gene No . 


55444 


Strand 


+ 






Start 


294 


End - 


537 






Name 


OJ991215_04 .0207.C65.ol.gs 


Method 


GEN SCAN 


- . 




Start 


294 


End 


537 






GI 


none 


Score 


.85 






Exons 


294. .431, 486. .537 










Seq. No. 


26779 


Seq. ID 


OJ991215_ 


02.0224 


,C2 


Gene No. 


55445 


Strand 


+ 






Start 


451 


End 


593 






Name 


OJ991215_02 . 0224 .C2 .ol .gs 


Method 


GEN SCAN 






Start 


451 


End 


593 . 






GI 


none 


Score 


. 66 






Exons 


451 . .593 










Seq. No. 


26780 


Seq. ID 


OJ991215_ 


02 . 0224 


.C3 


Gene No. 


55446 


Strand 


+ 






Start 


8297 


End 


18725 






Name 


OJ991215 02.0224.C3.o2.gs 


Method 


GENS CAN 






Start 


8297 


End 


16324 






GI 


none 


Score 


.63 






Exons 


8297.. 8503, 8865.. 8932, 9774 


..9906, 10258.. 12079 


, 12183 


. . 12238, 




12338 . .12484, 12988. .13582, * 


13705. .14141, 14471. 


. 14807, 






16311.. 16324 










Seq. No. 


26780 


Seq. ID 


OJ991215_ 


02 . 0224 


.C3 


Gene No. 


55446 


Strand 


+ 






Start 


8297 


End 


18725 






Name 


OJ991215 02.0224.C3.ol.np 


Method 


AAT/NAP 






Start 


12395 


End 


15498 






GI 


4416302 


Score 


3322 






Exons 


12395.. 15498 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






Seq. No. 


26780 


Seq. ID 


OJ991215_ 


UZ . Uzz4 


.C3 


Gene No. 


55446 


Strand 


+ 






Start 


8297 


End 


18725 






Name 


OJ991215 02.0224.C3.o2.np 


Method 


AAT/NAP 






Start 


14001 


End 


18725 






GI 


6063554 


Score 


357 






Exons 


14001. .14051, 16928. .17207, 


17318. .17553, 17891. 


.17918, 





18551. .18725 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 26780 Seq. ID 

Gene No. 55447 Strand 

Start 18896 End 

Name OJ991215_02 . 0224 .C3.o4 .gs Method 

Start 18896 End 



OJ991215_02.0224.C3 
+ 

21076 

GENSCAN 

21076 



26757 




GI 


none 




Score 


.53 


Exons 


18896. .18899, 20165. 


.20350, 


20574. .21076 


Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


Gene No. 


55448 




Strand 




Start 


19093;- 




End 


19393 


Name 


OJ991215 02. 0224. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


10330 




End 


12505 


GI 


none 




Score 


83 


Exons 


10330. .10452, 10516. 


.10848, 


10939. .11082, 11158. .11205, 



12295. .12336, 12365 .. 12430, 12455. .12505 



Seq. No. 26780 Seq. ID 

Gene No. 55448 Strand 

Start 19.093 End 

Name OJ991215_02 . 0224 . C3 . o5 . tw Method 

Start 10363 End 

GI none Score 

Exons 10363. .10497, 10510.. 10752 



Seq. No. 26780 

Gene No. 55448 

Start 19093 

Name OJ991215_02 . 0224 ,C3 . o5 . tm 

Start . 12223 

GI - none 

Exons 12223. .12315, 12225 .. 12317 , 
12448. .12576 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991215_02.0224.C3 
19393 

TBLASTX: Wheat 

10752 

89 



OJ991215_02.0224.C3 
19393 

TBLASTX: Maize 

12607 

101 



12344. .12607, 12355 .. 12420, 



Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12359 




End 


12676 




GI 


none 




Score 


235 




Exons 


12359. .12676, 12373. 


.12594 








Seq. No. 


26780 




Seq. ID 


OJ991215J32.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3. 


06. tm 


Method 


TBLASTX: Maize 




Start 


12610 




End 


12975 




GI 


none 




Score 


57 




Exons 


12610. .12705, 12626. 


.12706, 


12706. . 12792, 12707 12910, 






12711. .12926, 12721. 


.12960, 


12861. . 12974, 12868. .12975 




Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12747 




End 


13320 




GI 


none 




Score 


67 




Exons 


12747. .12791, 12748. 


.12801, 


12868. .12993, 12873 .. 12974 , 






13033. .13311, 13033. 


.13320 








Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


Gene No. 


55448 




Strand 







26758 




Start 


19093 




End 


19393 




Nam© 


OJ991215 02 0224 C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12982 




End 


13841 




GI 


none 




Score 


92 




Exons 


12982. .13053, 12989 


. .13054, 


13018. .13575, 13053. .13631, 






13054. .13671, 13427 


. . 13672, 


13520. .13642, 13603 .. 1367 1 , 






13682. .13780, 13683 


. . 13841, 


13731.. 13769 




Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3 


. o3. ts 


Method 


TBLASTX : Soybean 




Start 


13162 




End 


13623 




GI 


none 




Score 


339 




Exons 


13162. .13623, 13191 


. .13340, 


13192. .13353, 13419.. 13607 




Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


13204 




End 


.13620 




GI 


none 




Score 


194 




Exons 


13204. .13620 










Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


fipnp No 


55448 




Strand . 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13842 




End 


14155 




GI 


none 




Score 


285 




Exons 


13842. .14090, 13862 


. .14125, 


14079. .14153, 14081. .14155 




Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


,C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


13857 




• End 


14469 




GI . 


5509260 




Score 


359 




Exons 


13857. .14183, 13952 


. .14173, 


14171. .14461, 14185. .14469, 






14186. .14464, 14206 


. . 14469 








GI Descrip. 


— 










Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13986 




End 


14461 




GI 


none 




Score 


82 




Exons 


13986. .14075, 14073 


. .14102, 


14082. .14108, 14109. .1418 9, 






14114. .14182, 14121 


. .14213, 


14181. .14 4 41, 14183. .14 455, 






14183. .14242, 14184 


. .14243, 


14185. .14 4 54, 14285. .14461 




Seq. No. 


26780 




Seq. ID 


OJ991215JD2.0224 


.C3 


Gene No. 


55448 




Strand 






Start 


19093 




End 


19393 




Name 


OJ991215 02. 0224. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


14276 




End 


14707 





26759 




GI 


none 




Score 


543 


Exons 


14276. . 14707, 14283. 


. 14576, 


14284. .14706 


Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224.C3 


Gene No. 


55448 




Strand 


- 


Start 


19093 




End 


19393 


Name 


/\ tooi oi c a o a o o /i /*■" o 

OJ991215 02. 0224. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


14645 




End 


15076 


GI 


none 




Score 


102 


Exons 


14 645 .. 14806, 14819. 


. 15076 






Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224.C3 


Gene No. 


55448 




Strand 




Start 


19093 




End 


19393 


Name 


OJ991215_02.0224.C3. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


14831 




End 


15604 


GI 


none 




Score 


581 


Exons 


1 / O^i 1 C O O O i vi O O O 

14 831 15238, 14833. 


1 C O 1 A 

.15219, 


15226. .15492, 15240 .. 15533, 




15395 .. 15595, 15575. 


1 C C A A 

. 15604 






Seq. No. 


2 6780 




Seq. ID 


OJ991215_02.0224 .C3 


Gene No . 


55448 




Strand 




Start 


19093 




End 


19393 


Name 


OJ991215_02.0224.C3. 


o2.ts 


Method 


TBLASTX : Soybean 


Start 


14840 




End 


15468 


GI 


none 




Score 


299 


Exons 


14840. . 15238, 14845. 


. 15216, 


14852. .15223, .15256 .. 154 68 , 




15264 . . 15431 








Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224.C3 


Gene No. 


55448 




Strand 




Start 


19093 




End 


19393 


Name 


OJ991215 02. 0224. C3. 


ol . tc 


Method 


TBLASTX: Cress 


Start 


15023 




End 


15477 


GI 


none 




Score 


64 


Exons 


15023 15109, 15113. 


T C O O O 

. 15223, 


15250. .15477, 15258. .15425 


Seq. No. 


26780 




Seq. ID 


OJ991215_02.0224.C3 


Gene No . 


5-5448 




Strand * 




Start 


19093 




End 


19393 


Name 


OJ991215 02. 0224. C3. 


ol.gp 


Method 


AAT/GAP 


Start 


19093 




End 


19393 


GI 


61605 3.R1084 




Score 


446 


Exons 


19093. .19393 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 








Seq. No. 


26781 




Seq. ID 


OJ991215_02.0224 .C4 


Gene No. 


55449 




Strand 


+ 


Cf n yf 

o uar l 


1226 




End 


1350 


Name 


OJ991215 02. 0224. C4. 


ol . gp 


Method 


AAT/GAP 


Start 


1226 




End 


1350 


GI 


288 16.R1084 




Score 


207 


Exons 


1226. .1350 








GI Descrip. 


'1658313/emb|CAA70174 | 4.0e- 


18 (Y08987) 


osr40g2 [Oryza sativa] f 



Seq. No. 26781 Seq. ID OJ991215_02 . 0224 . C4 



26760 




VJCilC LNvJ ■ 


JJ1JU 








Oil di IvU 




Start 


92 








End 


551 


Name 


OJ991215 02 


.0224. 


C4.ol. 


gs * 


Method 


GEN SCAN 


Start 


92 








End 


551 


GI 


none 








Score 


.71 


Exons 


92.. 210, 28 


4. .472 


, 498. 


.551 






Seq. No. 


26781 








Seq. ID 


OJ991215_02.0224.C4 




«J <J *± J X 








J Ll all kj. 




Start 


2282 








End 


3656 


Name 


OJ991215 02 


.0224. 


C4.o2. 


gs 


Method 


GEN SCAN 


Start 


2282 








End 


3656 


GI 


none 








Score 


.79 


Exons 


2282. .2808, 


3467. 


.3656 








Seq. No. 


26781 








Seq. ID 


OJ991215_02.0224.C4 


Gene No. 


55451 








Strand 




Start 


2282 








End 


3656 


Name 


OJ991215 02 


.0224. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


2452 








End 


3229 


GI 


2213632 








Score 


64 5 .> 


Exons 


2452. .3229 












GI Descrip. 


(AC000103) 


F21J9. 


24 [Arabidopsis thaliana] 


Seq. No. 


26781 








Seq. ID 


OJ991215_02.0224.C4 


Gene No. 


55452 








Strand 




o Udl L 


Rrid ft 

JU40 








End 


5887 


Name 


OJ991215 02 


.0224. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2507 








End 


2987 


GI 


none 








Score 


48 


Exons 


2507. .2572, 


2552. 


.2614, 


2574. 


.2615, 2612. .2947, 2685. .2930 




2837. .2938, 


2948. 


.2986, 


2952. 


.2987 




Seq. No. 


26781 








Seq. ID 


OJ991215_02.0224.C4 




55452 








Strand 




Start 


5048 








End 


5887 


Name 


OJ991215 02 


.0224. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2519 








End 


2933 


GI 


none 








Score 


139 


Exons 


2519. .2746, 


2519. 


.2746, 


2747. 


.2920, 2756.. 2932, 2766.. 2933 


Seq. No. 


26781 








Seq. ID 


OJ991215_02.0224.C4 




55452 








Strand 




Start 


5048 








End 


5887 


Name 


OJ991215 02 


.0224. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3005 








End 


3409 


GI 


none 








Score 


74 


Exons 


3005. .3409, 


3174. 


.3401 








Seq. No. 


26781 








Seq. ID 


OJ991215_02.0224.C4 


Gene No. 


55452 








Strand 




Start 


5048 








End 


5887 


Name 


OJ991215 02 


.0224. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3077 








End 


3456 


GI 


none 








Score 


98 


Exons 


3077. .3400, 


3099. 


.3392, 


3409. 


.3456 





26761 



Seq. No. 


26781 








Seq. ID 


OJ991215 


Gene No . 


55452 








Strand 




Start 


5048 








End 


5887 


Name 


OJ991215 02 


.0224 . 


C4 .o3 


.gs 


Method 


GENS CAN 


Start 


5048 








End 


5887 


GI 


none 








Score 


. 62 


Exons 


5048. .5887 












Seq. No. 


26782 








Seq. ID 


OJ991215 


Gene No. 


55453 








Strand 


+ 


Start 


1 








End 


10622 


Name 


OJ991215 02 


.0224. 


C5.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1977 


GI 


5420387 








Score 


254 


Exons 


1.-95, 781. 


.1283, 


1716 


. .1977 







GI Descrip. (AJ243459) proteophosphoglycan [Leishmania major] 



Seq. No. 26782 Seq. ID 

Gene No. 55453 Strand 

Start 1 End 

Name OJ991215_02 . 0224 .C5.ol.gs Method 

Start 801 End 

GI none Score 

Exons 801.. 2948 



OJ991215_02.0224.C5 
+ 

10622 
GENSCAN 
2948 
1 



Seq. No. 26782 Seq. ID 

Gene No. 55453 Strand 

Start 1 End 

Name OJ991215_02 . 0224 .C5 .o2 .np Method 

Start 2214 End 

GI 1351856 Score 

Exons 2214.. 2246, 3283.. 3333, 3659.. 3711, 

5142.. 5240, 6355.. 6551, 6690.. 6805, 
GI Descrip. ACONITATE HYDRATASE, CYTOPLASMIC (CITRATE HYDRO-LYASE) 

(ACONITASE) gi|868003|dbj |BAA06108| (D29629) aconitase 

[Cucurbit a sp.] 



OJ991215_02.0224.C5 
+ 

10622 
AAT/NAP 
10622 
342 

3869.. 4010, 4964.. 5098, 
10551. .10622 



Seq. No. 


26782 








Seq. ID 


OJ991215_02.0224 


.C5 


Gene No. 


55454 








Strand ' 






Start 


4057 








End 


5728 




Name 


OJ991215 02. 


0224 


.C5.o2. 


gs 


Method 


GENSCAN 




Start 


4057 








End 


5728 




GI 


none 








Score 


.7 




Exons 


4057. .4188, 


4346 


. .4533, 


5659. 


.5728 






Seq. No. 


26782 








Seq. ID 


OJ991215_02.0224 


.C5 


Gene No. 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215 02. 


0224 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1400 








End 


1616 




GI 


none 








Score 


58 




Exons 


1400. .1468, 


1401 


. .1463, 


1454. 


.1615, 1473.. 1616 




Seq. No. 


26782 








Seq. ID 


OJ991215_02.0224 


.C5 


Gene No. 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215 02. 


0224 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 





26762 




Start 


3656 








End 


6964 




GI 


none 








Score 


65 




Exons 


3656. .3709, 


4964 


. .5080, 


4966. 


.5085, 5141.. 5221, 


5141 . . 5221, 




5157. .5222, 


6405 


. . 6461, 


6406. 


.6456, 6461.. 6532, 


6462 . . 6509, 




6721. . 6771, 


6776 


. . 6928, 


6778. 


.6828, 6796.. 6951, 


6917 . . 6964 


Seq. No. 


26782 








Seq. ID 


OJ991215 


_02.0224 .C5 


Gene No. 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215 02. 


0224 


.C5.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


3957 








End 


6991 




GI 


none 








Score 


69 




Exons 


3957 . .4013, 


4964 


. .5083, 


4966. 


.5085, 5132. .5221, 


5157 . . 5222, 




6405. . 6473, 


6405 


. . 6461, 


6461. 


.6508, 6462.. 6509, 


6721 . .6771, 




6776. . 6928, 


6778 


. . 6828, 


6796. 


.6924, 6917. .6991, 


6925 . . 6966 


Seq. No. 


26782 








Seq. ID 


OJ991215 


_02 . 0224 .C5 


Gene No. 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215 02. 


0224 


.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start- 


3957 








End 


6991 




GI 


none 








Score 


65 




Exons 


3957 . .4013, 


4964 


. .5080, 


4965. 


.5078, 4966. .5085, 


5141 . .5221, 




5157. .5222, 


6405 


. . 6461, 


6406. 


.6459, 6462.. 6509, 


6721 . . 6771, 




6776. .6928, 


6778 


. . 6828, 


6796. 


.6966, 6917.. 6991 




Seq. No. 


26782 








Seq. ID 


OJ991215 


_02 .0224 .C5 


Gene No . 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215 02. 


0224 


.C5.ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6776 








End 


6991 




GI 


none 








Score 


181 




Exons 


6776. . 6928, 


6805 


. . 6951, 


6917. 


.6991, 6925.. 6990 




Seq. No. 


26782 








Seq. ID 


OJ991215 


_02 .0224 .C5 


Gene No. 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215_02. 


0224 


.C5.ol. 


gp 


Method 


AAT/GAP 




Start' 


7839 






End 


8168 




GI 


2311342 








Score 


584 




Exons 


7839. .8168 














Seq. No. 


26782 








Seq. ID 


OJ991215 


_02 . 0224 .C5 


Gene No. 


55455 








Strand 






Start 


8135 








End 


10949 




Name 


OJ991215 02. 


0224 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


8135 








End 


10949 




GI 


none 








Score 


.87 




Exons 


8135. .8285, 


10837. .10949 








Seq. No. 


26783 








Seq. ID 


OJ991215 


_02 . 0224 .C6 


Gene No . 


55456 








Strand 


+ 




Start 


691 








End 


4954 




Name 


OJ991215 02. 


0224 


.C6.ol . 


gs 


Method 


GENSCAN 




Start 


691 






End 


4954 




GI 


none 








Score 


.46 




Exons 


691.. 790, 1384.. 


1443, 4076. .4104, 4820 


. .4954 





26763 



Seq. No. 


26783 






Seq. ID . 


OJ991215_02.0224.C6 


vjene no. 


OOfl D / 






Strand 


+ 


Start 


6248 






End 


12598 


Name 


OJ991215 02. 


0224.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6224 






End 


7344 


GI 


none 






Score 


158 


Exons 


6224. .6394, 


6232. .6393, 


6539 


..6586, 6892. .7068, 6893. .7069, 




7035. .7178,. 


7046. .7342, 


7046 


..7330, 7066. .7344, -7075. .7344 


Seq. No. 


26783 






Seq; ID 


OJ991215_02.0224.C6 




55457 






Strand 


+ 


Start 


6248 






End 


12598 


Name 


OJ991215 02. 


0224.C6.ol. 


np 


Method 


AAT/NAP 


Start 


6245 






End 


7342 


GI 


4127370 






Score 


591 


Exons 


6245. .6394, 


6539. .6587, 


6894 


. .7342 




GI Descrip. 


(AJ010453) glutathione 


transferase [Alopecurus myosuroides] 


Seq. No. 


Z.D/OJ 






Seq. ID 


•OJ991215_02.0224 .C6 


Gene No. ' 


-•55457 . 






Strand 


+ 


o t a. IT t 


6248 






End 


12598 


Name 


otqqi 01 t; no 
uj y y ±z id uz . 


0224.C6.o2. 


gs 


Method 


GENSCAN 


Start 








End 


12598 


GI 


none 






Score 


.49 


Exons 




6539. .6587, 


6894 


..7312, 7662. .7791, 8358. .9966, 




lUUby . . luzUl 


, 10487. .10579, 


11269. .11380, 11382. .11469, 














Seq. No. 


26783 






Seq. ID 


OJ991215_02.0224.C6 




55457 






Strand 


+ 


Start 


6248 






End 


12598 


Name 


OJ991215 02. 


0224.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6344 






End 


7327 


GI 


none 






Score 


64 


Exons 


6344. .6394, 


6539.-6586, 


6892 


..6933, 6893.-6928, 6923.. 7327, 




6926. .7327 












26783 






Seq. ID 


OJ991215_02.0224.C6 


Gene No. 


55457 






Strand 


+ 


Start 


6248 






End 


12598 


Name 


OJ991215 02. 


0224.C6.o2. 


tm 


Method - 


TBLASTX: Maize 


Start 


8501 






End 


8799 


GI 


none 






Score 


252 


Exons 


8501. .8794, 


8503. .8799 








Seq. No. 


26783 






Seq. ID 


OJ991215_02. 0224. C6 


Gene No. 


55457 






Strand 


+ 


Start 


6248 






End 


12598 


Name 


OJ991215 02. 


0224.C6.o2. 


np 


Method 


AAT/NAP 


Start 


8510 






End 


9592 


GI 


4926870 






Score 


502 


Exons 


8510. .9592 










GI Descrip. 


(AC007509) putative non 


-LTR 


retroelement reverse transcript 




[Arabidopsis 


thaliana] 








Seq. No. 


26783 






Seq. ID 


OJ991215_02.0224.C6 



26764 




Gene No. 


55457 


Strand 


+ 




Start 


6248 


End 


12598 




Name 


OJ991215_02 . 0224 . C6 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


8552 


End 


8827 




GI 


none 


Score 


282 




Exons 


8552. .8827, 8614.. 87 90. 








Seq. No. 


26783 


Seq. ID 


OJ991215_02 . 0224 


. C6 


Gene No. 


55457 


Strand 


+ 




Start 


6248 


End 


12598 




Name 


OJ991215_02 . 0224 . C6. ol . ts 


Method 


TBLASTX : Soybean 




Start 


8582 


End 


8968 




GI 


none 


. Score 


177 




Exons 


8582. .8893, 8870. .8968 








Seq. No. 


26783 


Seq. ID 


OJ991215_02 . 0224 


.C6 


Gene No. 


55457 


Strand 


+ 




Start 


6248 


End 


12598 




Name 


OJ991215 02 . 0224 . C6 . o3 . tm 


Method 


TBLASTX: Maize 




Start 


8807 


End 


9067 




GI 


none 


Score 


67 




Exons 


8807. .8875, 8824. .8874, 8927. 


.9067, 8932. .9018 




Seq. No. 


26784 


Seq. ID 


OJ991215_02.0224 


.C7 


Gene No. 


55458 


Strand 






Start 


4 31 


End 


952 




Name 


OJ991215_02 . 0224 .C7 .ol . tm 


Method 


.TBLASTX: Maize 




Start 


418 


End 


709 




GI 


none 


Score 


53 




Exons 


418. .507, 422. .508, 427. .510, 


531. .701 


, 536.. 709, 536.. 


709 


Seq. No. 


26784 


Seq. ID 


OJ991215_02.0224 


. C7 


Gene No. 


55458 


Strand 






Start 


431 


End 


952 




Name 


OJ991215_02 . 0224 .C7 .ol .gs 


Method 


GENSCAN 




Start 


431 


End 


919 




GI 


none 


Score 


.74 




Exons 


431. .919 








Seq. No. 


26784 


Seq. ID 


OJ991215_02.0224 


.C7 


Gene No. 


55458 


Strand 






Start 


431 * 


End 


952 




Name 


OJ991215_02.0224.C7.ol.np 


Method 


AAT/NAP 




Start 


461 v 


End 


952 




GI 


1707007 


Score 


387 




Exons 


461. . 952 








GI Descrip. 


(U78721) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


26784 


Seq. ID 


OJ991215_02.0224 


. C7 


Gene No. 


55458 


Strand 






Start 


431' 


End 


952 




Name 




Method 


TBLASTX: Soybean 




Start 


530 


End 


952 




GI 


none 


Score 


58 




Exons 


530. .949, 566. .742, 836. .952 








Seq. No. 


26784 


Seq. ID 


OJ991215_02.0224 


-C7 



26765 




Gene No. 


55458 


Strand 






Start 


431 


End 


952 




Name 


OJ991215 02.0224.C7.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


575 


End 


949 




GI 


none 


Score 


57 




Exons 


575. .949, 654. .722 








Seq. No. 


26784 


Seq. ID 


OJ991215 


_02.0224.C7 


Gene No. 


55458 


Strand 






Start 


431 


End 


952 




Name 


OJ991215 02.0224 .C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


710 


End 


949^ 




GI 


none 


Score 


61 




Exons 


710. .949, 711. .947 








Seq. No. 


26785 . 


Seq. ID 


OJ991215 


_02.0224.C8 


Gene No. 


55459 


Strand 


+ 




Start 


2617 


End 


4745 




Name 


OJ991215 02.0224.C8.o2.np 


Method 


AAT/NAP 




Start 


2617 


End 


4745 




GI 


6539570 


Scor.e 


109 




Exons 


2617.. 2820, 2969. .3035, 4484.. 


,4745 






GI Descrip.' 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26785 


Seq. ID 


OJ991215 


_02.0224.C8 


Gene No. 


55460 


Strand 






Start 


1 


End 


729 




Name 


OJ991215 02 0224 C8 ol nn 


Method 


AAT/NAP 




Start 


1 


End 


720 




GI 


1707007 


Score 


277 




Exons 


1. .720 








GI Descrip. 


(U78721) hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


26785 


Seq. ID 


OJ991215 


_02.0224.C8 


Gene No. 


55460 


Strand 






Start 


1 


End 


729 




Name 


OJ991215 02.0224.C8.ol.gs 


Method 


GENSCAN 




Start 


43 


End 


729 




GI 


none 


Score 


.61 




Exons 


43. .729 








Seq. No. 


26786 


Seq. ID 


OJ991215 


_02.0224.C9 


Gene No. 


55461 


Strand 






Start 


1059 


End 


11345 




Name 


OJ991215 02.0224.C9.ol.gs 


Method 


GENSCAN 




Start 


1059 


End 


9752 




GI 


none 


Score 


.47 




Exons 


1059. .1133, 1669. .1773, 1861,, 


,1953, 2068. .2131, 


2412. .2663, 




2749. .2809, 3228. .3320, 4078.. 


,4984, 5075. .5235, 


5752. .5959, 




6611. .7128, 7162. .7339, 7373.. 


7768, 7968. .9716, 


9723. .9752 


Seq. No. 


26786 


Seq. ID 


OJ991215_ 


_02.0224.C9 


Gene No. 


55461 


Strand 






Start 


1059 


End 


11345 




Name 


OJ991215 02.0224.C9.o2.np 


Method 


AAT/NAP 




Start 


5562 


End 


11345 




GI 


4680203 


Score 


1584 





26766 




Exons 


5562. .5586, 


6702 


. .7549, 


7826. 


.8033, 8 


190. .9824, 11277. .113 


GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 


Seq. No. 


26786 








Seq. ID 


OJ991215 02. 0224. C9 


Gene No. 


55461 








Strand 




Start 


1059 








End 


11345 


Name 


OJ991215 02 


.0224 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


6743 








End 


6956 


GI 


none 








Score 


89 


Exons 


6743. .6955, 


6774 


. . 6956 








Seq. No. 


26786 








Seq. ID 


OJ991215_02.0224.C9 


Gene No. 


55461 








Strand 




Start 


1059 








End 


11345 


Name 


OJ991215 02 


.0224 


.C9.ol. 


tw 


Method 


TBLASTX : Wheat 


Start 


6803 








End' 


7903 . 


GI 


none 








Score 


63 


Exons 


6803. . 6904, 


6810 


. . 6902, 


6906. 


.7025, 6920. .7018, 7013. .7201 




7029. .7211, 


7220 


. .7903, 


7308. 


.7688, 7400. .7705, 7755. .7883 


Seq. No. 


26786 . 








Seq. ID 


OJ991215_02.0224.C9 


Gene No . 


55461 








Strand 




Start 


1059 








End 


11345 


Name 


OJ991215 02 


.0224 


. C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7037 








End 


7327 


GI 


none 








Score 


85 


Exons 


7037. .7144, 


7038 


. .7145, 


7157. 


,7327, 7158. .7325 


Seq. No. 


26786 








Seq. ID 


OJ991215_02.0224.C9 


Gene No . 


55461 








Strand 




Start 


1059 








End 


11345 


Name 


OJ991215 02 


.0224 


. C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7220 








End 


7645 




none 








Score 


122 


Exons 


7220. .7645, 


7308 


. .7637 








Seq. No. 


26786 








Seq. ID 


OJ991215_02.0224.C9 


Gene No. 


55461 








Strand 




Start ■ 


1059 








. End 


11345 


Name 


OJ991215 02 


.0224 


,C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


7577 








End 


7961 


GI 


none 








Score 


254 


Exons 


7577. .7891, 


7578 


. .7952, 


7690. 


.7938, 7764. .7961 


Seq. No. 


26786 








Seq. ID 


OJ991215_02.0224.C9 


Gene No . 


55461 








Strand 




Start 


1059 








End 


11345 


Name 


OJ991215 02 


.0224 


. C9.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start 


8565 








End 


8807 


GI 


none 








Score 


48 


Exons 


8565. .8663, 


8581 


. .8652, 


8709. 


.8807, 8710. .8805 


Seq. No. 


26786 








Seq. ID 


OJ991215_02.0224.C9 


Gene No. 


55461 








Strand 




Start 


1059 








End 


11345 


Name 


OJ991215 02 


.0224 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8724 








End 


8988 



26767 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
8724.-8978, 8776.-8988 

26786 
55461 
1059 

OJ991215_02.0224.C9.ol.tc 
8757 
none 

8757. .9107, 8812. .8919, 8953. .9003 



97 



Seq. ID OJ991215J32.0224 .C9 
Strand 

11345 

TBLASTX: Cress 
9107 
78 



End 

Method 
End 
Score 



Seq. ID OJ991215_02.0224 .C9 
Strand 

End 11345 

Method TBLASTX : Soybean 

End 9113 

Score 130 



Seq. ID OJ991215_02.0224.C9 

Strand - 

End- 11345 

Method 'TBLASTX : Wheat 

End 94 4 6 

Score 69 



26786 
55461 
1059 

OJ991215_02.0224.C9.o2.ts • 
8829 
none 

8829. .9113, 8839. .9078 

26786 
■ 55461 
1059 

OJ991215_02.0224.C9.o3.tw 
8853 
none 

8853..8978, 8854 8961, 897.6 .. 9074 , 8982 . . 9098,. 9154 . . 9444, 
9156. .9446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26786 
55461 
1059 

OJ991215_02 . 0224 -C9.ol . ts 
9130 
none 

9130.. 9411, 9156.. 9428 

26786 
55462 
14516 

OJ991215_02.0224.C9.o2.tw 
14516 
none 

14516. .14701, 14524.-14847, 14525. .14842 



Seq. ID OJ991215_02.0224.C9 
Strand 

End 11345 

Method TBLASTX : Soybean 

End 9428 

Score 109 



Seq. ID OJ991215_02.0224.C9 
Strand 

End 14847 

Method . TBLASTX : Wheat 

End 14847 

Score 346 



26787 
55463 
152 

OJ991215_02. 0224. C10. ol.gs 
152 
none 

152. .249, 372. .465, 1196. .1492 

26787 
55464 
2573 

OJ991215_02. 0224. C10. o3.np 
2555 



Seq. ID OJ991215_02. 0224. C10 

Strand + 

End 14 92 

Method GENSCAN 

End 14 92 

Score .47 



Seq. ID OJ991215_02. 0224. C10 

Strand + 

End 4748 

Method AAT/NAP 

End 4745 



26768 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1621465 Score 1124 

2555.. 2683, 2789.. 2940, 3045 .. 3289, - 3413. . 4522, 
(U73105) laccase [Liriodendron tulipifera] 



4618. .4745 



26787 
55464 
2573 

OJ991215_02. 0224. CIO. o2.gs 

2573 
none 

2573.. 2683, 2789.. 2940, 3045. 
4618. .4748 



OJ991215_02.0224.C10 
+ 

4748 
GENSCAN 
4748 
.9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3311, 3317.. 3350, 3418.. 4522, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26787 Seq. ID OJ991215 02. 0224. C10 

554 65 ' Strand 

10600 End 
OJ991215JD2 . 0224 . C10 . o4 . np Method 
10600 End 
6681341 Score 

10600. .10678, 10836. .11140, 12896 .. 13391, 14307.. 14459 
(AC015985) putative RING zinc finger protein [Arabidopsis 
•thaliana] .gi I 6682260 I gb | AAF23312 . 1 1 AC016661_37 (AC016661) 
unknown protein [Arabidopsis thaliana] 



OJ991215_02. 
+ 

14459 
AAT/NAP 
14459 
475 



26787 ^ Seq. ID 

55465 Strand 

10600 End 
OJ991215_02. 0224. CIO. ol.gp Method 

10847 End 

none Score 

10847. .11140, 12896.. 13070 

26787 Seq. ID 

55465 Strand 

10600 End 
OJ991215_02. 0224. C10. o2.gp . Method 

13060 End 

none Score 
13060.. 13384 



OJ991215J32. 0224. C10 
+ 

14459 
AAT/GAP 
13070 
882 



OJ991215_02. 0224. C10 

+ • 

14459 
AAT/GAP 
13384 
552 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26787 Seq. ID 

55466 Strand 
1 End 
OJ991215_02 . 0224 . C10 . ol . np Method 
1 End 
6539570 Score 
1..245, 1002. .1076, 1279. .1492 
(AP000836) hypothetical protein [Oryza sativa] 



OJ991215_02. 0224. C10 

1492 
AAT/NAP 
1492 
189 



26787 Seq. ID 

554 67 Strand 

1629 End 
OJ991215_02 . 0224 . C10 . o2 . np Method 

1629 End 

6630699 Score 
1629.. 1706, 2925.. 2973 

(AP000969) hypothetical protein [Oryza sativa] 



OJ991215_02 . 0224 . C10 

2973 
AAT/NAP 
2973 
73 



26769 




gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


26787 








Seq. ID 


OJ991215_02. 0224. C10 


Gene- No. 


55468 








Strand 




Start 


5660 








End 


8004 


Name 


OJ991215 02 


.0224 


.C10.o3. 


gs 


Method 


GENS CAN 


Start 


5660 








End 


8004 


GI- 


none V-V 








Score 


.54 


Exons 








O J. VJ J. . 


.6655, 7986.. 8004 


Seq. No. 


26787 








Seq. ID 


OJ991215_02. 0224. C10 


Gene No. 


55469 








Strand 




Start 


14381 








End' 


14678 


Name 


OJ991215 02 


.0224 


.ClO.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2789 








End 


3291 


GI 


none 








Score 


166 


Exons 


2789. .2941, 


2806 


. .2940, 


3045. 


.3212, 3046.. 3228, 3253.. 3291 


Seq. No. 


26787 








Seq. ID 


OJ991215_02. 0224. C10 


Gene No. 


. 55469 








Strand 




Start 


14381 








End 


14678 


Name 


OJ991215 02 


.0224 


.C10.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2789 








End 


3270 


GI 


none 








"Score 


94 


Exons 


2789. .2863, 


* 2803 


. .2877, 


2852. 


.2941, 2881.. 2940, 3045.. 3239, 




jU ft O . . J<£ / U 












Seq. No. 


26787 








Seq. ID 


OJ991215_02 . 0224 . C10 


Gene No. 


55469 








Strand 




Start 


14381 








End 


14678 


Name 


OJ991215 02 


.0224 


.C10.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2864 








End . 


3288 


GI 


none 








Score 


49 


Exons 


9Rfi4 9Q41 








.3287, 3046.. 3288 


Seq. No. 


26787 








Seq. ID 


OJ991215_02. 0224. C10 


Gene No. 


55469 








Strand 




Start 


14381 








End 


14678 


Name 


OJ991215 02 


.0224 


.C10.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3046 








End 


3291 


GI 


none 








Score 


266 


Exons 


fi ^9Q1 












Seq. No. 


26787 








Seq. ID 


OJ991215JD2. 0224. C10 


Gene No. 


55469 








Strand 




Start 


14381 








End 


14678 


Name 


OJ991215 02 


.0224 


.C10.O4. 


tm 


Method 


TBLASTX: Maize 


Start 


3415 








End 


3725 


GI 


none 








Score 


81 


Exons 


3415. .3525, 


3459 


. .3518, 


3532. 


.3723, 3546.. 3725 


Seq. No. 


26787 








Seq. ID 


OJ991215_02. 0224 .C10 


Gene No. 


55469 








Strand 




Start 


14381 








End 


14678 


Name 


OJ991215 02 


.0224 


.C10.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


3415 








End 


3858 



26770 




GI 


none 




Score 


99 




Exons 


3415.. 3543, 


3462.. 3515, 3522 


..3725, 3532.. 3723, 3823.. 3858 


Seq. No. 


26787 




Seq. ID 


OJ991215_02.0224 


.C10 


VJC11C ■ 


55469 




Strand 






Start ' 


14381 




End 


14678 




Name 


OJ991215 02. 


0224 .C10. o3.tw 


Method 


TBLASTX: Wheat 




Start 


3532 




End 


3874 • 




GI 


none 




Score 


192 




Exons 


3532. .3738, 


3541. .3738, 3543 


..3743, 3728.-3874 




Seq. No. 


26787 




Seq. ID 


OJ991215_02.0224 


.C10 


Gene No. 


55469 




Strand 






Start 


14381 




End 


14678 




Name 


OJ991215 02. 


0224 .C10. o2.tm 


Method 


TBLASTX: Maize 




Start 


4111 




End 


4748 




GI 


none 




' Score 


65 




Exons 


4111. .4242, 


4278. .4325, 4279 


..4344, 4336.-4524, 4344. .4526, 




4616. .4744, 


4617. .4748 








Seq. No. 


• 26787 




Seq. ID 


OJ991215_02.0224 


.C10 


Hpnp No 


55469 




Strand 






Start 


14381 




End 


14678 




Name 


OJ991215 02. 


0224. C10. o3.ts 


Method 


TBLASTX : Soybean 




Start 


4350 




End 


4748 




GI 


none • 




Score 


221 




Exons 


4350. .4526, 


4351. .4524, 4616 


..4744, 4617. .4748 




Seq. No. 


26787 




Seq. ID 


OJ991215_02.0224 


-C10 


VJ die IN w . 


554 69 




Strand 






Start 


14381 




End 


14678 




Name 


OJ991215 02. 


0224. C10. o2.tc 


Method 


.TBLASTX: Cress 




Start 


4378 




End 


4751 




GI 


none 




Score 


150 




Exons 


4378. .4524, 


4383. .4526, 4617 


. . 4751 






Seq. No.- 


26787 




Seq. ID 


OJ991215_02.0224 


-C10 


Gene No. 


55469 




Strand 






Start 


14381 




End 


14678 




Name 


OJ991215 02. 


0224. C10. ol.ts 


Method 


TBLASTX : Soybean 




Start 


12882 




End 


14414 




GI 


none 




Score 


200 




Exons 


12882. .13139, 12893 .. 13102, 


12951. .13139, 13194. .13391, 






13196. .13381 


, 14196. .14243, 


14306. .14 4 01, 14307. .14414 




Seq. No. 


26787 




Seq. ID 


OJ991215_02.0224 


.C10 


Gene No. 


55469 




Strand 






Start 


14381 




End 


14678 




Name 


OJ991215 02. 


0224 .C10. ol.tm 


Method 


TBLASTX: Maize 




Start 


12954 




End 


14438 




GI 


none 




Score 


166 




Exons 


12954. .13142 


, 12965. .13144, 


13173. .13391, 13175. .13390, 






14306. .14425, 14307. .14438 








Seq. No. 


.26787 




Seq. ID 


OJ991215_02.0224 


-C10 


Gene No. 


55469 




Strand 






Start 


14381 




End 


14678 





26771 



Name 


OJ991215 02. 0224. CIO. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


12968 




'End 


13332 




GI 


none 




Score 


162 




Exons 


12968. .13144, 12969 .. 13142, 


13173. .13331, 13181. 


.13330, 




. 13183. .13332, 13198.. 13332 








Seq. No. 


9 67ft 7 




Seq. ID 


OJ991215_ 


09 0994 PI 0 


bene ino. 


SS4 fiQ 

*J -J *i u ^ 




Strand 






Start 


1 4?ft 1 




End 


14678 




Name 


OJ991215 02. 0224. CIO. o3 


gp 


Method 


AAT/GAP 




Start 


14381 




End 


14678 




'GI 


snn9Q7i 




Score 


^ ^n 
•j >j \j 




Exons . 












Seq. . No. 


Z, U / O Q 




Seq. ID 


OJ991215_ 


09 0994 PI 1 


oene INO * 


J .J *i / \J 




Strand 


+ 




Start 


inn 

j. u yj 




End 


644 




Name 


OJ991215 02.0224.Cll.ol 


gs 


Method 


GEN SCAN 




Start 


100 




End 


644 




GI 






Score 


• O J 




Exons 


inn 941 r n p a 










Seq. No. 


Z O / 0 O 




Seq. ID 


OJ991215_ 


09 099 4 PI 1 


Gene No . 


^ ^4 1 1 




Strand 


+ 




Start 


9 ^n r 




End 


2465 




Name 


riTQQ191^ n9 09 9 4 mi r*1 


9P 


Method 


AAT/GAP 




Start 


9 ^n ^ 

Z J U 3 




, End 


2465 




GI 


none 




Score 


294 




Exons 


2305. .2465 










Seq. No. 


26788 




Seq. ID 


OJ991215_ 


02.0224.C11 


Gene No. 


55472 




Strand 






Start 


2487 




End 


7721 




Name 


OJ991215 02.0224.Cll.ol 


np 


Method 


AAT/NAP " 




Start 


2412 




End 


5852 




GI 


6729012 




Score 


1647 




Exons 


2412. .2477, 2567. .2813, 


2968 


..3182, 3264..3443, 


3638. .3902, 




4374. .4588, 4677. .4886, 


5019 


..5076, 55* 


59. .5852 




GI Descrip. 


(AC016827) putative GTPase [Arabidopsis thaliana] 


Seq. No. 


26788 




Seq. ID 


OJ991215_ 


02.0224.C11 


Gene No. 


55472 




Strand 






Start 


2487 




End 


7721 




Name 


OJ991215 02.0224.Cll.o2 


gs 


Method 


GENSCAN 




Start 


2487 




End 


7721 




GI 


none 




Score 


.61 




Exons 


2487. .2813, 2971. .3182, 


3264 


..3443, 3638.. 3902, 


4374. .4588, 




4677. .4850, 4938. .5100, 


5423 


..5476, 5589.. 6072, 


6513. .6934, 




7029.. 7243, 7541.. 7721 










Seq. No. 


26788 




Seq. ID 


OJ991215_ 


02.0224.C11 


Gene No. 


55472 




Strand 






Start 


2487 




End 


7721 




Name 


OJ991215 02.0224.Cll.o2. 


gp 


Method 


AAT/GAP 




Start 


4712 




End 


5927 




GI 


28067 1.R1084 




Score 


1173 




Exons 


4712. .4850, 4938. .5076, 


5589 


. .5927 







26772 



GI Descrip. 1 629881/pir | | S40612 5.0e-10 myosin-related protein - slime mold 
(Physarum polycephalum) >gi_511053_emb_CAA79924_ (Z21878) 
myosin-related protein [Physarum polycephalum] ' 



Seq. No. , 26788 Seq. ID 

Gene No.' 55473 Strand 

Start 11539 End 

Name OJ991215_02 . 0224 . Cll . o2 . tm Method 

Start 2478 - . .End 

GI none Score 

Exons 2478.. 2813, 2480.. 2815, 2487.. 2525, 2561 
2971. .3030 



OJ991215_02. 0224. Cll 
11717 

TBLASTX: Maize 
3030 
42 

.2836, 2971.. 3030, 



Seq. No. 26788 

Gene No. 55473 

Start 11539 

Name OJ991215_02 . 0224 . Cll . ol . ts 

Start -2493 

GI none 

Exdns 2493.. 2612, 2676.. 2774, 2971. 

3244.. 3345, 3256.. 3372, 3260. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991215 02. 0224. Cll 



11717 

TBLASTX: Soybean 
3438 
64 

3102, 2971. .3198, 2999.. 3184,' 
3385, 3379. .3438, 3388. .3438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26788 
55473 
11539 

OJ991215_02. 0224. Cll. o3.tm- 

3130 

none 



Seq. ID OJ991215JD2. 0224. Cll 
Strand 
End 

Method 
End 
Score 



11717 

TBLASTX: Maize 
3825 
"67 



3130. .3198, 3131.. 3184, 3256.. 3453, 3260. .3445, 3633.. 3746, 
3633.. 3824, 3634.. 3825 



Seq. No. 26788 

Gene No. 55473 

Start 11539 

Name OJ991215_02. 0224 .Cll. o2.ts 

Start 3663 

GI none 
Exons . 3663. .3905, 3676 
. 4485. ."4574, 4489 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3834, 3689.. 3889, 4369 
4566 



OJ991215 02. 0224. Cll 



11717 

TBLASTX: Soybean 

4574 

131 

4431, 4371. .4430, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



26788 
55473 
11539 

OJ991215_02. 0224. Cll. ol.tm 
4446 



none 
4446. 
4669. 
5640. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4556, 4459. .4557, 4554. .4589, 4561 
4857, 4677. .4850, '4679. .4852, 4918 
5723, 5677.. 5727, 5734.. 5805 



OJ991215 02. 0224. Cll 



11717 

TBLASTX: Maize 
5805 
139 

4590, 4668. .4775, 
5079, 4950.. 5078, 



Seq. No. 26788 

Gene No. 55473. 

Start 11539 

Name OJ991215_02 . 0224 .Cll. o3. ts 

Start 4669 

GI none 
Exons 



Seq. ID OJ991215_02. 0224. Cll 
Strand 
End 

Method 
End 
Score 



11717 

TBLASTX : Soybean 

5802 

165 



4669. .4851, 4679. .4846, 4698. .4853, 4721. .4852, 4729. .4854, 



26773 



4999.. 5079, 5640.. 5729, 5677.. 5802 



Seq. No. 26788 

Gene No. 55473 ' 

Start 11539 

Name OJ991215_02 . 0224 . Cll . o3 . gs 

Start 11539 

GI none 

Exons 11539.. 11717 



Seq. ID OJ991215_02. 0224. Cll 
Strand 

End 11717 

Method GEN SCAN 

End 11717 

Score .56 



Seq*. No. 

Gene No.' 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
- Name 
Start 
GI 

Exons 

GI Descrip. 



26789 
55474 
236 

OJ991215_02 . 0224 . C12 . ol . gs 

236 

none 

236..366 



Seq. ID OJ991215_02.0224 .C12 

Strand + 

End 366 

Method GENSCAN 

End 366 - 

Score .86 



Seq. ID OJ991215_02.0224.C12 
Strand + 

512 

AAT/GAP 
512 
75 



26789 . 
55475 
453 ^ 

OJ991215_02 . 0224 . C12 . ol . gp 
453 

2338_1.R1084 
453. .512 

'5803242/dbj | AP000399. 1 | AP000399 2.0e-40 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



End 

Method 

End 

Score 



Seq. No. 


26790 




Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 




Strand 






Start 


822 




End 


3845 




Name 


OJ991215 02.0224.C13.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


801 




End 


1077 




GI 


none 




Score 


245 




Exons 


801. .1076, 802. .1050, 821.. 


1063, 823.. 


1077 




Seq. No. . 


26790 ; 




Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 . 




Strand 






Start 


822 




End 


3845 




Name 


OJ991215 02.0224.C13.ol 


.gs 


Method 


GENSCAN 




Start 


822 




End . 


3790 




GI 


none 




Score 


.69 




Exons 


822. .2308, 2335. .3790 










Seq. No. 


26790 




Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 




Strand 






Start 


822 




End 


3845 




Name 


OJ991215 02.0224.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


840 




End 


2057 




GI 


none 




Score 


97 




Exons 


840. .965, 841. .954, 949 


.1170, 969.. 1187, 1977.. 2057 




Seq. No. 


26790 




Seq. ID 


OJ991215JD2.0224 


.C13 


Gene No. 


55476 




Strand 






Start 


822 




End 


3845 




Name 


OJ991215 02.0224.C13.o2 


ts 


Method 


TBLASTX: Soybean 




Start 


852 




End 


2087 





26774 



GI 4396873 Score 64 

Exons 852. .947, ■ 853. .978, 924.. 1214, 994.. 1206, 1992.. 2087 

GI Descrip. 4432867/gb_AAD20715_ 2.0e-09 (AC006300) putative dnaJ-like 
protein [Arabidopsis thaliana] 



Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224 


.C13 


•Gene No. 


55476 








Strand 






Start 


822 








End 


3845 




Name 


OJ991215 02 


.0224 


.C13.ol 


. tm 


w Method 


TBLASTX: Maize 




Start 


1080 








"'End 


2253 




GI 


none 








Score 


648 




Exons 


1080. .1217, 


1248 


. . 1373, 


1614 . 


.2240, 1620. .2243, 1621. .2253 


Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 








Strand 






Start 


822 








End 


3845 




Name 


OJ991215 02 


.0224 


.C13.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


1092 








End 


2171 




GI 


none 








Score 


198 




Exons 


1092. . 1235, 


1248 


. . 1298, 


1857. 


.2171 






Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224 


.CI 3. 


Gene No. 


55476 








Strand 






Start 


822 








End 


3845 




Name 


OJ991215 02 


.0224 


.C13.o4 


. tm 


Method 


TBLASTX : Maize ■ 




Start 


1374 








End 


'2408 




GI 


none 








Score 


145 




Exons 


1374. .1517, 


1375 


. .1494, 


1377. 


.1514, 2256-.. 2408 




Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 








Strand 






Start 


822 








End 


3845 




Name 


OJ991215 02 


.0224 


.C13.ol 


. np 


Method 


AAT/NAP 




Start 


1527 








End 


3845 




GI 


6437559 








Score 


766 




Exons 


1527. .1606, 


1709 


. .2725, 


2801. 


.-3171, 3286..384S 




GI Descrip. 


(AC011623) putative DnaJ protein [Arabidopsis thaliana] 




Seq. No. 


' 26790 








Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 








Strand 






Start 


822 








End 


3845 




Name 


OJ991215 02 


.0224 


•C13.ol 


-gp 


Method 


AAT/GAP 




Start 


2728 








End 


3194 




GI 


2310280 








Score 


887 




Exons 


2728. .3194 














Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 








Strand 






Start 


822 








End 


3845 




Name 


OJ991215 02 


.0224 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3426 








End 


3809 




GI 


none 








Score 


346 




Exons 


3426. .3809, 


.3438 


. .3800, 


3443. 


.3808 






Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224 


.C13 


Gene No. 


55476 








; S.trand 






Start 


822 








End 


3845 





26775 



Name 


OJ991215_02 


. 0224 


.C13.o2 


. tw 


Method 


TBLASTX : Wneat 


Start 


3458 








End 


3724 


GI 


none 








Score 


88 


Exons 


3458. .3667, 


3489 


-. . 3617, 


3662 . 


. 3724 




Seq. No. 


26790 








Seq. ID 


OJ991215_02 . 022 4 . CI 3 


Gene No. 


55476 








Strand 




Start 


822 








End 


3845 . 


Name 


OJ991215_02 


. 0224 


. C13 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3476 








End 


3841 


GI 


none 








Score 


110 


Exons 


3476. .3679, 


3507 


. . 3656, 


3656. 


.3841, 3657. .3818 


Seq. No. 


26790 








Seq. ID 


OJ991215_02.0224.C13 


Gene No. 


55476 








Strand 




Start 


822 








End 


3845 


Name 


OJ991215_02 


. 0224 


. C13 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start . 


3539 








End 


3775 


GI 


none 








Score 


85 


Exons 


3539. . 3652, 


3540 


. . 3650, 


3656 . 


.3775, 3679.-3747 


Seq. No. 


26791 








Seq. ID 


OJ991215_02. 0224. CIS 


Gene No. 


55477 








Strand 


+ 


Start 


3185 








End 


11765 


Name 


OJ991215_02 


.0224 


,C15.ol 


. gs 


Method 


GENSCAN 


Start 


3185 








End 


11604 


GI 


none 








Score 


.75 


Exons 


3185. .3238, 


4672 


. .4682, 


4814 . 


.4919, 6087. .6305, 7386. .7669, 




8862. .8925, 


9016 


. . 9133, 


9206. 


.9346, 11116. .11264, 11439. .11 


Seq. No. 


26791 








Seq. ID 


OJ991215_02. 0224. CIS 


Gene No. 


55477 








Strand 


+ 


Start 


3185 








End 


11765 


Name ' 


OJ991215 02 


. 0224 


.CIS.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


4803 








End 


11594 


GI 


none 








Score 


154 


Exons 


4803. .4922, 


4811 


. .4879, 


4815. 


.4919, 6086. .6307, 6087. .6317, 




6144. .6317, 


7320 


. .7667, 


7322. 


.7669, 7382. .7669, 8860. .8925, 




9013. .9051, 


9015 


; .9050, 


9043. 


.9150, .9051. .9122, 9241. .9351, 




11091. .11264, 11165. .11254, 11432 .. 11590, 11433. .11594 


Seq. -No. 


26791 








Seq. ID 


OJ991215_02 . 0224 . CIS 


Gene No. 


55477 








Strand 


+ 


Start 


3185 








End 


11765 


Name 


OJ991215 02 


.0224 


.C15.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4803 








End 


7403 


GI 


none 








Score 


147 


Exons 


4803. .4922, 


4812 


. .4922, 


6081. 


.6290, 6086.. 6292, 6087.. 6317, 




7314. .7403, 


7322 


. .7402 








Seq. No. 


26791 








Seq. ID 


OJ991215_02. 0224. CIS 


Gene No 


55477 








Strand 


+ 


Start 


3185 








End 


11765 


Name 


. OJ991215 02 


.0224 


.CIS.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4811 








End 


7641 


GI 


none 








Score 


159 


Exons 


4811. .4921, 


4812 


. .4922, 


6065. 


.6307, 6087. .6305, 7319. .7639, 



26776 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7320. .7640, 7504. .7641 



26791 
55477 

3185 . 
OJ991215_02.0224.C15lol.np 
4813 
3169883 
4813. .4919, 
9232. .9346, 



OJ991215_02.0224 .C15 
+ 

11765 
AAT/NAP 
11750 
1252 - 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6087. .6305, 7323. .7669, 8862. .8 925, 9016. .9144, 
11116. .11264, 11439. .11595, 11707.. 11750 
(AF033194) dehydroquinate dehydratase/shikimate : NADP 
oxidoreductase [Lycopersicon esculentum] gi 13169888 (AF034411) 
dehydroquinate dehydratase/shikimate : NADP oxidoreductase 
[Lycopersicon esculentum] 



26791 
55477 
3185 

OJ991215_02. 0224 .CIS. ol.tw 

6210 

none 

6210.. 6305, 62U..6306, 6215. 
7498. .7620 



Seq. ID OJ991215_02.0224.C15 

Strand + 

End 11765 

Method TBLASTX : Wheat 

End 7621 

Score 131 

.6307, 7319.. 7621, 7320.. 7619, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26791 
55477 
3185 

OJ991215_02 . 0224 .CIS. ol.tc 

7404 

none 



Seq. ID OJ991215 02.0224.C15 



Strand 

End- 

Method 

End 

Score 



-+ 

11765 

TBLASTX: Cress' 

9155 

298 



7404. .7667, 7406. .7669, 7443. .7691, 8860. .8925, 9013. .9048, 
9033.. 9113, 9043.. 9117, 9066.. 9155 



Seq. No. 
Gene No. 
Start ; : 
Name 
Start 
GI 

Exons" 



26791 
55477 
-3185 

OJ991215_02.0224.C15.o2.tm 

8843 r 

none 



Seq. ID OJ991215_02.0224.C15 

Strand + 

End 11765 

Method TBLASTX: Maize 

End 11765 

Score " 67 



8843. .8923, 8856. .8924, 8860..8925, 9013. .9123, 9015. .9122, 
9204.. 9242, 9208.. 9369, 9319.. 9366, 11091 .. 11264 , 11124 11267, 
11436. .11603, 11437. .11502, 11438 .. 11590, 11551 .. 11610, 
11708. .11758, 11710. .11760, 11711 .. 11761, 11712 .. 11765, 
11715. .11765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26791 
55477 
3185 

OJ991215_02. 0224. CIS. ol.gp 
9202 

39479 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
9202. .9346, 11116 .. 11264 , 11439 .. 11604 , 11713 .. 11761 
1 629688/pir | IS46210 1.0e-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L327 94) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] * 



OJ991215_02.0224.C15 
+ 

11765 
AAT/GAP 
11761 
875 



26777 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26792 Seq. ID OJ991215JD2 . 0224 . C16 

55478 . Strand 

406 ' End 882 

OJ991215_02 . 0224 . C16 . ol . gp Method AAT/GAP 

406 . End 882 

39479_1.R1084 Score 904 

406.'. 882 

1 629688/pir | | S46210 1.0e-23 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 1 



Seq. No. 26793 

Gene No. 55479 
Start ■ 1481 

Name OJ991215_02 . 0224 . C17 . ol . gs 

Start 1481 

GI none 
Exons 



Seq. ID OJ991215_02.0224.C17 

Strand + 

End 16957 

Method GENSCAN 

End 16957' 

Score . 4 



1481. .1637, 2241. .2381, 2779. .2971, 8601. .8706, 10103 .. 10321 , 
10761. .11048, 13029. .13196, 13794 .. 14035, 15276 15339, 
15440. .15545, 15634 .. 15774 , 16091 .. 16239, . 16596 .. 16761 , 
16938.. 16957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26793 Seq. ID 

55479 Strand 

1481 End 

OJ991215_02 . 0224 . C17 . o2 . np Method 

5887 End 

629688 Score 



OJ991215_02.0224 .C17 
+ 

16957 
AAT/NAP 
16927 
1156 



5887. .5941, 8584. .8706, 10103 .. 10321, 1368 9 .. 14035, 
15276. .15339, 15440 .. 15548, 15640 .. 15774 , 16091 .. 16239, 
16596. .16927 

dehydroquinase shikimate dehydrogenase - Common tobacco 
gi 1 535771 (L32794) dehydroquinate dehydratase/shikimate 
dehydrogenase [Nicotiana tabacum] 



Seq. No. 26793 Seq. ID 

Gene No. 554 79 Strand 

Start 1481 * End 

Name OJ991215_02 . 0224 . C17 . ol . gp Method 

Start - 15696 End 
GI 4968760 Score 

Exons .15696. .15774, 16091.. 16231 

GI Descrip.. 629688/pir || S4 6210 3.0e-29 dehydroquinase shikimate 
dehydrogenase - Common tobacco >gi_535771 (L32794) 
dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 



OJ991215_02.0224.CP7 
+ 

16957 
AAT/GAP 
16231 
372 



Seq. No. 26793 Seq. ID 

Gene No. 55479 Strand 

Start 1481 End 

Name OJ991215_02 . 0224 . C17 . o2 . gp Method 

Start 16081 End 

GI 4968760 Score 

Exons 16081. .16239 

GI Descrip. 629688/pir | | S46210 3.0e-29 dehydroquinase shikimate 
dehydrogenase - .Common tobacco >gi_535771 (L32794) 



OJ991215_02.0224.C17 
+ 

16957 
AAT/GAP 
16239 
216 



26778 



dehydroquinate dehydratase/shikimate dehydrogenase [Nicotiana 
tabacum] 



Seq. No. 


26793 




Seq. ID 


OJ991215_02.0224 


Gene No. 


55480 




Strand 




Start 


2281 




End 


6574 


Name 


OJ991215 02.0224.C17 


.ol.np 


Method 


AAT/NAP 


Start ' 


2281 




End * 


6574 


GI 


' 6815052 




Score 


412 ■ 


Exons 


2281. .2400, 2692. .2762, 2844 


..3007, 6534.. 6574^ 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


* sativa] 


Seq. No. 


26793 




Seq. ID 


OJ991215_02.0224 


Gene No . 


55481 




Strand 




Start 


8590 




End 


16898 


Name 


OJ991215 02.0224.C17 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


8590 




End 


16748 


GI 


none 




Score 


136 


Exons 


8590.. 8700, 8590.. 8706, 8598 


..8708, 10102. .10323, 10103 




10123. .10335, 13686. 


.14033, 


13688. .14035, 15259. .15339, 




15437. .15475, _ 15467. 


.15547, 


15662. .15772, 15669. .15779, 




16090. .16239, 16140. 


.16229, 


16593. .16748, 16595.. 16747 


Seq. No. 


26793 




Seq. ID 


OJ991215_02.0224 


Gene No. 


55481 




Strand " 




Start 


8590 . 




End 


16898 • 


Name 


OJ991215 02.0224.C17 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


8590 




End 


13769 


GI 


none 




Score 


136 


Exons 


8590.. 8700, 8598.. 8708, 10102 10308, 


10103. .10333, 




13658. .13768, 13667. 


.13756, 


13680. .13769 


Seq. No. 


26793 




Seq. ID 


OJ991215_02.0224 


Gene No. 


55481 




Strand 




Start 


8590 




End 


16898 


Name 


OJ991215 02.0224.C17 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


10109 . 




End 


13777 


GI 


none 




. Score 


322 


Exons ' 


10109. .10333, 10li0. 


.10322, 


10111. .10323, 13658. .13777, 




13686. .13775, 13687. 


.13776 






Seq. No. 


26793 




Seq. ID 


OJ991215_02.0224 


Gene No. 


55481 




-Strand 




Start 


8590 




End 


168 98 


Name 


OJ991215 02.0224.C17 


.ol . tw 


Method 


TBLASTX: Wheat 


Start 


10226 




End 


13985 


GI 


none 




Score 


133 


Exons 


10226. .10321, 10231. 


.10323, 


13685. .13981, 13686.. 13985 


Seq. No. 


26793 




Seq. ID 


OJ991215J)2.0224 


Gene No. 


55481 




Strand 




Start 


8590 




End 


16898 


Name 


OJ991215 02.0224.C17 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


13770 




End 


15541 


GI 


none 




Score 


284 


Exons 


13770. .14033, 13772. 


.14035, 


15259. .15339, 15467.. 15541 



26779 




Seq. No. 


26793 


Seq. ID 


OJ991215_02 . 0224 .CI 7 


Gene No. 


55481 


Strand 




Start 


8590 


End 


16898 


Name 


OJ991215_02 . 0224 . C17 . ol . tm 


Method 


TBLASTX: Maize 


Start 


13862 


End 


16898 


GI 


none 


Score 


265 


Exons 


13862. .14035, 138 63 .. 14033, 


13864. .14046, 15257 .. 15337, 




15258. .15338, 15259 .. 15339, 


15259. .15339, 15437 .. 15547 , 




15437 . . 15547, 15477 . . 15548, 


15632. .15772, 15633 .. 15782, 




16090 16239, 16099 ... 16239, 


16137. .16247, 16593 .. 167 60, . 




16598 16759, 16608 .. 16775, 


16609. .16767, 16848 .. 168 95, 




16848 16898, 16853 16897 






Seq. No. 


26794 


Seq. ID 


OJ991215_02.0224.C18 


Gene No. 


55482 


Strand 


+ 


Start 


1339 


End 


1533 


Name 


s~\ t r\ r\ i a i tr a a A a a vi n 1 n _ -i 

OJ991215_02 . 0224 . CI 8 . ol . gs 


Method 


GENSCAN 


Start 


1339 


End 


1533 


GI 


none 


Score 


.46 


Exons 


"1 A A A 1 C A A 

1339 . . 1533 






Seq. No. 


26795 


Seq. ID 


OJ991215_02.0224.C19 


Gene No. 


55483 


Strand 


+ 


Start 


1 


End 


3503 


Name 


OJ991215 02.0224.C19.ol.np 


Method 


AAT/NAP , 


Start 


1 


End 


2830 


GI 


5670315 


Score 


1458- 


Exons 


1..21, 655.. 1248, 1382.. 1632 


, 1720. .1849, 2139. .2197, 2650. .2830 


GI Descrip. 


(AF170909) SYNC1 protein [Arabidopsis 


thaliana] 


Seq. No. 


26795 


Seq. ID 


OJ991215_02.0224.C19 


Gene No. 


55483 


Strand 


+ 


Start 


1 


End 


3503 


Name 


OJ991215 02.0224.C19.ol.gp 


Method 


AAT/GAP 


Start 


655 


End 


1143 


GI 


20754 1.R1084 


' Score 


911 


Exons 


655.. 1143 






GI Descrip. 


'5902407/gb|AAD55509.1 IAC008148 19 6.0e-74 (AC008148) Similar to 




asparaginyl-tRNA synthetases 


[Arabidopsis thaliana] ' 


Seq. No. 


26795 


Seq. ID 


OJ991215_02.0224.C19 


Gene No. 


55483 


Strand 


+ 


Start 


1 


End 


3503 


Name 


OJ991215 02.0224.C19.ol.gs 


Method 


GENSCAN 


Start 


655 


End 


3503 


GI 


none 


Score 


.88 


Exons 


655. .1248, 1382.. 1632, 1720. 


.1849/ 2139. .2197, 2650. .2771, 




3268.. 3503 






Seq. No. 


26795 


Seq. ID 


OJ991215_02.0224.C19 


Gene No. 


55483 


Strand 


+ 


O Ldl U 


1 - 


End 


3503 


Name 


OJ991215 02.0224.C19.o2.gp 


Method 


AAT/GAP 


Start 


1516 


End 


3072 


GI- 


98611 1.R1084 


Score 


1361 


Exons 


1516. .1631, 1718.. 1849, 2139 


..2197, 2650.. 3072 


GI Descrip. 


'5670315/gb|AAD4 6681.1 |AF170909_1 l.Oe 


-65 (AF170909) SYNC1 



26780 



protein [Arabidopsis thaliana] 1 



Seq. No. 


26795 






Seq. ID 


OJ991215 


Gene No. 


55484 






Strand 


+ 


Start 


/4952 






End. 


5634 


Name 


OJ991215_02. 


0224 ,C19.o2 


. gs 


Method 


GEN SCAN 


Start 


4952 






End 


5634 


GI 


none 






Score 


. 66 . 


Exons- 


4952 . . 5009, 


5402 . .5634 








Seq. No. 


26795 






Seq. ID 


OJ991215 


Gene No. 


55485 






Strand 




Start 


1 






End 


7527 


Name 


OJ991215 02. 


0224.C19.o2 


.np 


Method 


AAT/NAP 


Start 


• 1 






End 


7527 


GI 


283894 






Score 


24 


Exons 


1..27, 5505. 


.5705, 6145 


. .6204, 


7393. . 


7527 



GI Descrip. gene Id (limb deformity) protein - chicken 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 7 



26795 
55485 
1 

OJ991215_02.0224.C19.ol.tc 

435 

none 



Seq. ID OJ991215_02.0224.C19 
Strand 

End 7527 

Method TBLASTX : Cress 

End 1110 

Score 7 6 



435. .542, .650. .829, 654. .830, 654. .1040, 655. .1041, 1035. .1103, 
1036. .1110 



Seq. No. 26795 

Gene No. 55485 

Start 1 

Name OJ991215_02 . 0224 . C19 . o2 . tm 

Start 633 

GI none 

Exons 633.. 959, 642.. 965, 655.. 966 



Seq. ID OJ991215_02.0224.C19 
Strand 

End 7527 

Method TBLASTX: Maize 

End 966 

Score 325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26795 
55485 
1 

OJ991215_02.0224.C19.ol.ts 

654 

none 



Seq. ID OJ991215_02.0224 .C19 
Strand 

End 7527 

Method TBLASTX : Soybean 

End 1579 

Score 801 



654. .899, 655. .1248, 690. .1250, 697. .1254, 1106. .1255, 
1366. .1554, 1374. .1568, 1375. .1467, 1376. .1579, 1379. .1567 



Seq. No. 26795 

Gene No. 55485 
Start . 1 

Name OJ991215_02 . 0224 .C19. ol . tm 

Start 967 

GI none 
Exons 



Seq. . ID OJ991215_02.0224.C19 
Strand 

End 7527 

Method TBLASTX : Mai ze 

End 3055 

Score 4 32 



967. .1248, 977. .1249, 996. .1250, 1379. .1639, 1381. .1638, 
1717. .1851, 1718. .1852, 1718. .1864, 2130. .2198, 2136. .2204, 
2636.-2836, 2647. .2829, 2649. .2843, 2948.. 3055 



Seq. No. 
Gene No. 



26795 
55485 



Seq. ID OJ991215_02.0224.C19 
Strand 



26781 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991215_02.0224.C19.o2.tc 
1113 
'none 

1113.. 1166, 1114.. 1245,, 1116. 
1714. .1851, 1715. .1867,' 2130. 

26795 

.554 85 •«*'"' . 
1 

OJ991215_02 . 0224 . C19 . ol . tw 

1571 

none 

1571.. 1639, 1576.. 1635, 1747. 
2648. .2836, 2686. .2844 

26795 
55485 
1 

OJ991215_02.0224.C19.o2.ts 

1586 

none 



End 

Method 

End 

Score 



7527 

TBLASTX: Cress 

2881 

61 



.1238, 1366. .1638,.. 1382. .1639, 
.2231, 2632. .2844, '2636. .2881 

Seq. ID OJ991215_02.0224.C19 

Strand ■ - 

End 7527 

Method TBLASTX : Wheat 

End 2844 

Score 65 

.1851, 1748. .1852, 2133. .2234, 



Seq. ID OJ991215_02.0224.C19 
Strand 

End 7527 

Method TBLASTX : Soybean 

End ■ 2833 

Score 84 



1586. .1639, 1594. .1638, 1717. .1851, 1718. .1852, 2128. .2196, 
2130.. 2198, 2136.. 2195, 2636.. 2833, 2647.. 2829 



26795 
55485 
1 

OJ991215_02.0224.C19.o3.gs 

6516 

none 

6516. .6962 



Seq. ID OJ991215_02.0224.C19 

Strand - . 

End 7527 

Method GEN SCAN 

End 6962 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



26796 
55486 
359 

OJ991215_02.0224.C20.ol.gs 

359 

none 



Seq. ID OJ991215_02.0224.C20 



Strand 
End 

Method 

End 

Score 



+ 

3278 
GENS CAN 
2900 
.42 



359.. 485, 1250.. 1307, 2042.. 2212, 2370.. 2392, 2784.. 2900 



26796 



Seq. ID OJ991215 02.0224.C20 



55486 Strand + 

359 End. 3278 

OJ991215_02.0224.C20.ol.np" Method AAT/NAP 
2435 End 3278 

6069646 Score 389 

2435.. 3278 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639. 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase; 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



26796 
55486 
359 



Seq. ID OJ991215_02.0224.C20 
Strand + 
End 3278 



26782 



Name 


OJ991215 02 


.0224. 


C20.ol.tm 


Method 


TBLASTX: Maize 


Start 


2734 






End 


3186 


GI ' 


none 






Score 


36 


Exons 


2734 . .2766, 


2796. 


.2975, 2827 


.3039, 2836.. 2997, 3088.. 3186 


Seq. No. 


' 26796 






Seq. ID 


OJ991215 02 . 0224 . C20 


C^pnp No 


55486 






Strand 


+ ~~ 


Start 


359 






End • 


3278 


Name 


OJ99121502 


0224. 


C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2832 






End 


3000 


GI 


none 






Score 


194 


Exons 


2832. .2966, 


2833. 


.3000 






Seq. No. 


26797 






Seq. ID 


OJ990605_41.0225.C1 


Gene No. 


55487 






Strand 


.+ 


Start 


1 






End 


2464 


Name 


OJ990605 .41 


0225. 


Cl.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


2014 


GI 


2499819 






Score 


900 


Exons 


1..191, 776 


.901, 


989. .1053, 


1229. .1385, 1469. .1588, 1749.. 



1933.. 2014 

GI Descrip. ASPARTIC PROTEINASE ORYZASIN 1 PRECURSOR gi | 2130068 | pir || S66516 
aspartic proteinase, 1 precursor - rice 

gi 1 1030715 |dbj |BAA06876.1| (D32165) aspartic protease [Oryza 
sativa] gi | 1711289 | dbj IBAA06875 | (D32144) aspartic protease 
' [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26797 
55487 
1 

OJ990605_4 1.0225. CI. ol.gp 
788 

209 1.R1084 



Seq. ID OJ990605_41.0225.C1 

Strand + 

End 24 64 

Method AAT/GAP 

End 24 64 

Score 2027 



788. .901, 989. .1053, 1229. .1385, 1469. .1588, 1749. .1837, 
1933. .2464 

'2499819/sp|Q42456|APRl_ORYSA 0.0e+00 ASPARTIC PROTEINASE 

ORYZASIN 1 PRECURSOR >gi_2130068_pir S66516 aspartic proteinase 

1 precursor - .rice >gi_1030715_dbj_BAA0687 6_ (D32165) aspartic 
protease [Oryza sativa] >gi_1711289_dbj_BAA06875_ (D32144) 
aspartic protease [Oryza sativa] 1 



26797 
55487 
1 

OJ990605_4 1.0225. CI. ol.gs 

788 

none 



Seq. ID OJ990605_41.0225.C1 

Strand + 

End 2464 

Method GENSCAN 

End 2017 

Score . 93 



788. .901, 989. .1053, 1229. .1385, 1469. .1588, 1749. .1837, 
1933. .2017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26797 
55488 
3538 

OJ990605_4 1.0225. CI. o2.gs 

3538 

none 



Seq. ID OJ990605_41.0225.C1 

Strand + 

End 6023 

Method GENSCAN 

End 6017 

Score .94 



3538..3882, 3972. .4079, 4286. .4450, 4571. .5038, 5125. .5238, 



26783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5340. .6017 

26797 
55488 
3538 

OJ990605^4 1 . 0225 . CI . o2 . np 
4100 
5042446 

4100. .4147, 4286. .4440, 4573. .4760, 4868. .5038, 5125. .5238,* 
5340.. 6023 

(AC007789) putative WRKY DNA binding protein [Oryza sativa] 



Seq. ID OJ990605_41.0225.C1 

Strand + 

End 6023 

Method AAT/NAP 

End 6023 

Score 776 



Seq. ID OJ990605_41.0225.C1 
Strand + 
End . 12484 
Method GENSCAN 
End 12484 
Score .86 
10595, 10957. .11004, 11336 11382 , 11636 .. 11798, 
11958, 12122. .12305, 12395.. 12484 



26797 
55489 
10122 

OJ990605_4 1.0225. CI. o4.gs 
10122 
none 
10122. 
11897. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26797 Seq. ID 

55489 Strand 

10122 End 

OJ990605__41 . 0225 . CI . o4 . np Method 

10122 End 

4539291 Score 



OJ990605_41.0225.C1 
+ 

12484 
AAT/NAP 
12484' 
998 



10122. .10619, 11062. .11244, 11336 .. 11382 , 11636 11798 , 
11897. .11958, 12122. .12305, 12395.. 12484 
(AL049480) putative protein [Arabidopsis thaliana] 

OJ990605 41. 0225. CI 



26797 Seq. ID 

554 90 Strand 

7320 End 

OJ990605_41 . 0225 . CI . ol . tw Method 

787 End 

none . Score 



9755 

TBLASTX: Wheat 

2029 

174 



787- .900, 788. .901, 977.. 1051, 986.. 1051, 987.. 1052, 988.. 1053, 
988.. 1053, 1226.. 1381, 1227.^388, 1460.. 1588, 1466.. 1588, 
1746. .1838, 1747. .1839, 1748 T. 1837, 1931. .2029, 1934. .2017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26797 Seq. ID 

55490 Strand 

7320 End 

OJ990605_4 1 . 0225 . CI . o4 . tc Method 

790 End 

none Score 



OJ990605_41.0225.C1 
9755 

TBLASTX: Cress 

2020 

137 



790. .900, 791. .901, 977.. 1051, 988. .1053, 1227. .1388, 

1295. .1381, 1466. .1588, 1468. .1587, 1472. .1588, 1733. .1837, 

1746. .1838, 1746. .1838, 1933 .. 2019, 1934 .. 2020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26797 Seq. ID 

55490 Strand 

7320 End 

OJ990605_4 1 . 0225 . CI . o3 . ts Method 

791 End 

none Score 



OJ990605_41.0225.C1 
9755 

TBLASTX : Soybean 

2020 

135 



26784 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name . 
. Start 
GI 

Exons 



791. .901, 793. .900, 977. .1051, 979. .1053, 988. .1050, 1232. .1381, 
1233. .1388, 1236. .1391, 1460. .1588, 1468. .1587, 1746. .1838, 
1748. .1837, 1933. .2004, 1934. .2020 



26797 Seq. ID 

55490 Strand 
7320 End 
OJ.9 9 06 0 5_4 1 . 0 2 2 5 . C 1 . .0.3 . tm Me t hod 
8l"7 ' End 

none . Score 



QJ990605_41.0225.C1 
9755 

TBLASTX: Maize 

2189 

97 



817. .894, 826. .900, 827. .901, 977. .1051, 986. .1051, 988. .1053, 
1226. .1276, 1227. .1277, 1238. .1387, 1245. .1388, 1275. .1391, 
1460. .1588, 1468. .1584, 1488. .1607, 1742. .1837, 1744. .1839, 
1746. .1838, 1747. .1839, 1931. .2026, 1934. .2017, 2094. .2123, 
2101. .2121, 2109. .2189, 2111. .2185 



26797 
55490 
7320 

OJ990605_4 1.0225. CI. ol.ts 
4283 ■ , . 

none 

4283. .4417, 4283. .4411, 4931 
5125.. 5241, 5336.. 5494, 5337 



Seq. No. 26797 

Gene No. 55490 ■ • ^> . - 

Start 7320 

Name OJ990605_41 . 0225 .CI .o2 . tc 

Start 4 978 

GI none 

Exons 4978.. 5037, 4985.. 5041, 5124, 
5337. .5402 



Seq. ID OJ990605_41.0225.C1 
Strand 

End 9755 

Method TBLASTX : Soybean 

End 5579 

Score 119 
.5041, 4978. .5037, 5124. .5240, 
.5402, 5511. .5579 

Seq. ID OJ990605_41 . 0225 . CI 
Strand 

End 9755 

Method TBLASTX : Cress 

End 5518 

Score 84 

.5240, 5125.. 5241, 5336.. 5518, 



Seq. No. 26797 

Gene No. 554 90 

Start 7320 

Name . OJ990605_41 . 0225 .CI .o5 . tm 

Start 5080 

GI none 

Exons 5080. .5268, 5127. .5276, 5354. 

Seq : . No. 26797 

Gene No. 554 90 

Start 7320 

Name OJ990605_4 1 . 0225 . CI . o2 . tw 

Start 5124 

GI none 

Exons 5124.. 5240, 51-25.. 5241, 5125. 
5337. .5402 



Seq. ID OJ990605_41.0225.C1 
Strand 

End 9755 

Method' TBLASTX : Mai ze 

End 5413 

Score 174 
.5413, 5355.. 5402 

Seq. ID OJ990605_41.0225.C1 
Strand 

End 9755 

Method TBLASTX : Wheat 

End 5413 

Score 227 

.5241, 5328.. 5402, 5336.. 5413, 



Seq. No. 26797 

Gene No. 55490 

Start 7320 

Name OJ990605_41 . 0225 .Cl.o4 .ts 

Start 7311- 

GI none 



Seq. ID OJ990605_41.0225.C1 
Strand 

End 9755 

Method TBLASTX : Soybean 

End 8 640 

Score 81 



26785 



Exons 



7311. .7409, 7506. .7592, 7510. .7590, 7797. .7919, 7993. .8103, 
7998. .8105, 8000. .8104, 8001. .8114, 8353. .8490, 8354. .8488, 
8538.. 8639, 8569.. 8640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26797 
55490 
7320 

OJ990605_41, 

7315 

none 

7315. .7401, 
7782. .7919, 
8016. .8102, 
8362. .8490, 
8777. .8923, 
9020. .9172, 



0225.Cl.o2.tm 



7320.. 7409, 7329. 

7798.. 7932, 7799. 

8360.. 8488, 8360. 

8538.-8687, 8541. 

8780.. 8923, 9005. 

9305.. 9406, 9311. 



Seq. ID OJ990605_41.0225.C1 
Strand 

End 9755 
Method TBLASTX : Mai ze 
End 9406 
Score 81 

.7409, 7504. .7590, 7506. .7592, 
.7930, 7969. .8103, 8000. .8104, 
.8488, 8361. .8489, 8362. .8490, 
.8690, 8576. .8710, 8576. .8689, 
.9166, 9009.. 9170, 9016.. 9168, 
.9406 



Seq. No. 26797 

Gene No. 554 90 

Start 7320 

Name OJ990605_4 1.0225. CI. o3.gs 

Start 7320 

GI none 

Exons 7320.. 7406, 7509.. 7589, 7815. 

8574. .8687, ' 8780. .8920, 9019. 



Seq. ID 

Strand 
End • 
Method 
End 
Score 



OJ990605 41. 0225. CI 



9755 

GEN SCAN - 
9688 
.96 

7916, 8003.. 8101, 8362. .8487, 
9164, 9313.. 9688 



Seq. No. 26797 - Seq. ID 

Gene No. 55490 Strand 

Start 7320 End 

Name OJ990605_4 1 . 0225 . CI . o3 . tc Method 

Start 7320 End 

GI none Score 
Exons 7320. 

7991. 

8360. 



OJ990605_41.0225.C1 
9755 

TBLASTX: Cress 

8640 

77 



.7409, 7504. .7590, 7506. .7592, 7797. .7919, 7991. .8104, 
.8104, 7998. .8105, 8347.. 8469, 8353.-8475, 8354. .8476, 
.8476, 8577.-8639, 8578.. .8640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



26797 Seq. ID 
55490 ^ Strand 

7320 End 

OJ990605_4 1 . 0225 . CI . o3 . np Method 

7329 End 

1168646 Score 
7329. .7406, 
8574. .8687, 



OJ990605_41.0225.C1 

9755 
AAT/NAP 
9189 
320 



7509. 
8780. 



.7589, 7815. 
.8920, 9019. 



7916, 8003.. 8101, 8362.. 8487, 
9189 

GTP-BINDING PROTEIN ERA HOMOLOG (BEX PROTEIN) gi | 606745 (U18532) 
Bex [Bacillus subtilis] gi | 1303826 | dbj | BAA12482 | (D84432) YqfH 
[Bacillus subtilis] gi | 2634961 | emb | CAB14458 | (Z99116) 
GTP-binding protein [Bacillus subtilis] gi I 2634 975 | emb | CAB14471 1 
(Z99117) GTP-binding protein [Bacillus subtilis] 



26797 
55490 
7320 

OJ990605_4 1.0225. CI. o5.tc 

8870 

none 



Seq. ID OJ990605_41.0225.C1 



Strand 
End 

Method 

End 

Score 



9755 

TBLASTX: Cress 

9430 

60 



8870. .8923, 8871. .8921, 9003. .9110, 9016. .9138, 9016. .9168, 



26786 




9023. .9172, 9311. .9430 



Seq. No. 


26797 




Seq. ID 


OJ990605_41.0225 


.CI 


Gene No. 


55490 




Strand 






Start 


7320 




End^ 


9755 




Name 


OJ990605 41. 0225. CI 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


9016 




End 


9409 




GI . 


none 




Score 


96 




Exons 


9016.. 9144, 9016.. 9168, 9035.. 9181, 9311.. 9409. 




Seq. No. 


26797 




Seq. ID 


OJ990605 41.0225 


.CI 


Gene No. 


55490 




Strand 






Start 


7320 




End 


9755 




Name 


OJ990605 41. 0225. CI 


. o2 . gp 


Method 


AAT/GAP 




Start 


9508 




End 


9755 




GI 


699776 




Score 


425 




Exons 


9508. .9755 










Seq. No. 


26797 




Seq. ID 


OJ990605_41 . 0225 


.CI 


Gene No. 


55491 




Strand 






Start 


10121 




End 


11232 




Name 


OJ990605 41. 0225. CI 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10121 




. .End 


10478 




GI 


none 




Score 


415 




Exons 


10121. .10477, 10122 


. . 10478 








Seq. No. 


26797 




Seq. ID 


OJ990605_41.0225 


.CI 


Gene No. 


55491 




Strand 






Start 


10121 




• End 


11232 




Name 


OJ990605 41. 0225. CI 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10121 




End 


10370 




GI 


none 




Score 


315 




Exons 


10121. .10369, 10122 


. .10370 








Seq. No. 


26797 




Seq. ID 


OJ990605_4 1.0225 


.CI 


Gene No. 


55491 




Strand 






Start 


10121 




End 


11232 




Name 


OJ990605 41. 0225. CI 


. o.lyfcm , 


Method 


TBLASTX: Maize 




Start 


10121 




End 


11232 




GI 


none 




Score 


777 




Exons 


10121. .10597, 10122 


. .10598, 


10948. .11007, 10954. .11004, 






10955. .11011, 11062 


. .11229, 


11064. .11231, 11065.. 11232 




Seq. No. 


26797 




Seq. ID 


OJ990605_41.0225 


.CI 


Gene No. 


55491 




Strand 






Start 


10121 




End 


11232 




Name 


OJ990605 41. 0225. CI 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


10404 




End 


11099 




GI 


. none 




Score 


233 




Exons 


10404. .10598, 10427 


. .10579, 


10957. .11007, 10957. .11004, 






11070. .11099 










Seq. No. 


26797 




Seq. ID 


OJ990605_41.0225 


.CI 


Gene No. 


554 92 




Strand 






Start 


11669 




End 


12258 




Name 


OJ990605 41.0225. CI 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11669 




End 


12258 





26787 



GI 

Exons 



none Score 194 

11669. .11776, 11670. .11813, 11670 .. 11807, 11896 .. 11961, 

11897. .11959, 12117. .12239, 12150 .. 12257 , 12178 .. 12258 , 
12207. .12257 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

v Exons- 



26798 
55493 
90 . 

OJ990605_41.0225.C2.ol.np 
'90 

6728966 
90. .689, 1023. .1133 

(AC018363) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990605_41.0225.C2 
Strand + 

.1160 
AAT/NAP. 
1133 
566 



End 

Method 

End 

Score 



26798 
55493 
90 

OJ990605_41.0225.C2.ol.gs 

258 

none 

258.. 689, 1023. .1160 



26798 
55494 
1666 

OJ990605_4 1 . 0225 . C2 . o2 . gs 
1666 
none 
1666. 
4022. 
5729. 



Seq. ID OJ990605_41.0225.C2 

Strand + 

End 1160 

Method GENSCAN 

End 1160 

Score .95 



Seq. ID OJ990605_41.0225.C2 



Strand + 
End' 7143 
• Method GENSCAN 
End 6614 
Score .92 
1783, 2396.. 2475, 2567.. 2653, 3251.. 3368, 3662. 
4159, 4299.. 4345, 4435.. 4504, 4804.. 4866, 5260. 
5814, 5900. .5948, 6061.. 6141, 6239.-6332, 6493. 



.3726, 
.5487, 
.6614 



26798 
55494 
1666 

OJ990605_4 1 . 0225 . C2 . o2 . np 
1666 
4926827 

1666. .1783, 2396. .2475, 
3440.. 3574, 3662.. 3726, 
4299.-4345, 4435. .4582, 
5260.. 5487, 5729. /5814, 
6493.-6573, 7046. .7143 



Seq. ID OJ990605_41.0225.C2 



Strand + 
End 7143 
Method AAT/NAP 
End 7143- 
Score 1451 
2567i. 2653, 3097.. 3147, 3251. 
3834.. 3915, 4022.. 4072, 4160. 
4791. .4866, 4 964 .. 5053, 5140 . 
5900.. 5948, 6061.. 6141, 6239. 



.3371, 
.4222, 
.5178, 
.6332, 



GI Descrip. (AC004135) T17H7.12 [Arabidopsis thaliana] 



Seq. No. 26798 

Gene No. 554 95 

Start 7998 

Name OJ990605_4 1 . 0225 . C2 . ol . tm 

Start 246 

GI none 

Exons 246.. 647, 248.. 691, 248.. 382, 
1012.. 1080, 1015.. 1083 



Seq. ID OJ990605_41.0225.C2 

Strand + 

End . 9742 

Method TBLASTX : Mai ze 

End 1083 

Score 564 

474. .692, 539. .718, 1008. .1082, 



Seq. No. 
Gene No. 
Start 



26798 
55495 
7998 



Seq. ID OJ990605_41.0225.C2 
Strand + 
End 9742 



26788 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990605_41 . 0225 . C2 . ol . ts Method TBLASTX : Soybean 

24 6 End 700 

none Score 55 

246. .293, 248. .298, 284. .382, 294. .635, 356. .691, 466. .690, 
474.. "692, 539.. 700 



26798 
55495 
.7998 

OJ990605_41.0225.C2.o4 .tm 

1659 

none 

1659.. 1799, 1660.. 1800, 2394. 
2462. .2482, 2537. .2665, 2546. 



Seq. No. 26798 

Gene No. 554 95 

Start 7998 

Name OJ990605_41 . 0225'. C2 . o3 . ts 

Start 1662 

GI none' . 

Exons 1662.. 1799, 1663 1791, 2394 . 

2567.. 2650, 3094 .. 3150, . 3099 . 



Seq. ID OJ990605_41.0225.C2 

Strand + 

End ' 9742 

Method TBLASTX : Mai ze 

End 2665 

Score 191 

.2441, 2395. .2478, 2396. .2476, 
.2644, 2566. .2649 

Seq. ID OJ990605_41.0225.C2 

Strand + 

End 9742 

Method TBLASTX : Soybean 

End 3355 

Score 189 

.2441, 2395. .2478, 2566. .2646, 
.3149, 3248.. 3355, 3248.. 3355 



Seq. No. 26798 
Gene No. 55495 
Start 7 998 

Name OJ990605_41 . 0225 . C2 .o2 . tc 

Start 1665 
GI none 

Exons 1665.. 1781, 1666.. 1800, 2394. 

2395.. 2478, 2537.. 2650, 2555. 
3094.. 3150, 3099.. 3149, 3239. 



Seq. ID OJ990605_41.0225.C2 

Strand + ■ 

End " 9742 

Method TBLASTX : Cress 

End 3373 

Score 183 

.2477, 2394. .2441, 2395. .2478, 
.2626, 2566.. 2661, 2566.-2646, 
.3373, 3248. .3373 



Seq. No. 26798 
Gene No. 55495 
Start 7998 

Name 0 J990605_4 1 . 0-225 . C2 . o3 . tm 

Start 3093 
GI none 

Exons 3093.. 3149, 3094.. 3150, 3248. 

3516.. 3575, 3517.. 3576, 3654. 
3861.. 3911 



Seq. ID OJ990605_41.0225.C2 

Strand + 

End 97 42 

Method TBLASTX: Maize 

End- 3911 

Score 7 6 

.3373, 3248.. 3373, 3249.. 3383, 
.3734, '3680. .3733, 3834. .3863, 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



26798 Seq. ID 

55495 Strand 

7 998 End 

OJ990605_4 1 . 0225 . C2 . o2 . tm Method 

4058 End 

none Score 



4058. .4075, 4160. .4222, 4278.-4343, 4803 

4949.. 5047, 4960.. 5052, 5143.. 5166, 5250 

5254. .5487, 5622. .5651, 5746. .5817, 5747 

5901.. 5951, 6060.. 6128, 6238.-6333, 6239 



OJ990605_41.0225.C2 
+ 

9742 

TBLASTX: Maize 

6334 

37 

4865, 4804. .4866, 
5486, 5251. .5487, 
5815, 5900.. 5950, 
6334 



Seq. No. 
Gene No. 



26798 
55495 



Seq. ID OJ990605_41.0225/C2 
Strand + 



26789 




Start 


t ft n o 


End 


9742 


Name 


OJ990605 41.0225.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start ' 


4822 


End 


5797 




none 


Score 


60 


Exons 


4822.. 4866, 4824 . .4865, 4949.' 


.5047, 4960.. 5055, 5143.. 5166 




5254.. 5484, 5257.. 5487, 5259. 


.5486, 5622.. 5651, 5747.. 5797 


Seq. No. 


26798 






/—!___ XT 

Gene no. 


.004 yo 




-j- 


Start 


7998 


End 


•9742 


Name 


OJ990605 41.0225.C2.ol.tc" 


Method 


TBLASTX: Cress 


Start 


5251 


End 


5442 


GI 


none 


Score 


250 


Exons 


5251.. 5436, 5257.. 5442, 5259. 


.5441 




Seq. No. 


26798 


Seq. ID 


OJ990605 41. 0225. C2 


Gene No . 


C C A ft C 

004 yo 


Strand 


+ 


Start 


7998 


End 


9742 


Name 


OJ990605 41.0225.C2.o3.tc 


Method 


TBLASTX :.Cress 


Start 


5901 


End . 


6334 


GI 


• none - ' 


Score 


61 


Exons 


5901.. 5951, 6058.. 6144, 6238., 


.6333, 6239..6334 


Seq. No. 


26798 


Seq. ID 


OJ990605_41.0225.C2 


Gene No. 


554 95 


Strand 


+" 


btart 


7998 


End 


9742 


Name 


OJ990605 41.0225.C2.o3.np 


Method . 


AAT/NAP 


Start 


7759 


End 


9742 


GI 


6634727 


Score 


58 


Exons 


7759. .7799, 7991. .8223, 9714. 


.9742 




GI Descrip. 


(AC012463) T2E6.12 [Arabidopsis thaliana] 


Seq. No. 


26798 


Seq. ID 


OJ990605_41.0225.C2 


Gene No . 


55495 


Strand 


+ 


Start 


7998 


End 


9742 


Name 


OJ990605 41.0225.C2.o3.gs- 


Method 


GEN SCAN 


Start 


7998 


End 


9308 


GI 


none 


Score 


.74 


Exons 


7998.. 9308 






Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55496 


Strand 


+ 


Start 


3685 


End 


4083 


Name 


OJ990605 41.0225.C3.o2.gp 


Method 


AAT/GAP 


o car u 


3685 


End 


4083 


GI 


uC-osflM202064d03al 


Score 


759 


Exons 


3685. .4083 






GI Descrip. 


, 2501555/sp|Q40784 |AAPC PENCL 


6.0e-24 


POSSIBLE 




APOSPORY-ASSOCIATED PROTEIN C 


>gi 549984 (U13148) possible 




apospory-associated protein [Pennisetum ciliare] 1 


Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55497 


Strand 


+ 


Start 


16053 


End 


17905 


Name 


OJ990605 41.0225.C3.o4.gs 


Method 


GENSCAN 


Start 


16053 


End 


17905 


GI 


none 


Score 


.56 



26790 



Exons 



16053. .16172, 17267. .17363, 17826.. 17905 



Seq. No. 26799 
Gene No. 5;5&98 
Start 2g84 9 

Name O&990 605_4 1 . 0225 . C3 . o7 . gs 

Start 22849 
GI none 
Exons. 2284 9. 

25002. 

27405. 



Seq. ID 
Strand 
Ehd 

Method 
End 

Score , 

22909, 23 7 400/. 23508, 23610 .. 237 69, 24 4 59 24 656, 
25050, 25372. .25463, 27035 .. 27 128 , 27215 .. 27319, 
27577, 27650. .27791, 27 963 .. 28058 , 28211.. 28272 



OJ990605_41.0225.C3 
+ 

33654 
GENSCAN 
28272 
.59 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



26799 Seq. ID 

55498 Strand 

22849 End 

OJ990605_4 1 . 0225 . C3 . o5 . np Method 

24800 . End 

2565436 Score 



OJ990605_41.0225.C3 
+ 

33654 
AAT/NAP 
33326 
1371 



24800. .24964, 25005 25129, 30429 30550, 30631 .. 30753, 
31399. .31570, 32070 .. 32107 , 32211 324 09, 324 96 .. 32648 , 
33037. .33171, .33252. .33326 



GI Descrip.' (AF028842) DegP protease precursor [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26799 
55498 
22849 

OJ990605_41.0225.C3.o8.gs 

29892 . 

none 

29892. .30046, 30239 .. 30550, 
32070. .32107, 32211 .. 32409, 
33252. .33329 



Seq. ID 

Strand 
' End 

Method 

End 

Score 
30631. .30753, 
32496. .32648, 



OJ990605_41 
+ 

33654 
GENSCAN 
33329 
.82 

31399 
33037 



0225. C3 



31570, 
33171, 



Seq. No. 26799 

Gene No. 554 98 

Start 22849 

Name OJ990605_4 1 . 0225 . C3 . o7 . gp 

Start 30134 

GI* 20720JL.R1084 

Exons 30134. .30550, 30631 .. 30753, 

GI Descrip. '2565436 8.0e-42 (AF028842) 
thaliana] 1 

Seq. No. 26799 

Gene No. 55498 

Start 22849 

Name OJ990605_4 1 . 0225 . C3 . 08 . gp 

Start 32368 

GI jC-osleLIB3474 037c01al 

Exons 32368. .32409, 32496.-32648, 

GI Descrip. '2565436 '2 . Oe-60 (AF028842) 
thaliana] 1 



Seq. ID OJ990605_41.0225.C3 
Strand + 
End 33654 
Method AAT/GAP 
End 31426 
Score 1072 
31399. .31426 

DegP protease precursor [Arabidopsis 



Seq. ID OJ990605_41.0225.C3 

Strand + 

End 33654 

Method AAT/GAP 

End 33654 

Score 1355 
33037. .33171, 33252.. 33654 
DegP protease precursor [Arabidopsis 



Seq. No. 26799 Seq. ID 

Gene No. 554 99 Strand 

Start 316 End 

Name OJ990605_4 1 . 0225 . C3 . ol . gs Method 



OJ990605_41.0225.C3 

197 9 
GENSCAN 



26791 




Start 


316 


End 


1953 




GI 


none 


Score 


.59 




Exons 


316. .435, 563. .703, 1185. .1315, 1419. 


.1953. 




Seq. No. 


26799 


Seq. ID 


OJ990605..41.0225 


.C3 


Gene No. 


55499 


Strand 






Start 


316 


End 


1979 




Name 


OJ99Q605 41.0225.C3.ol.gp 


Method 


AAT/GAP 




Start 


854 


End 


1979 




GI 


8.44 1.R1084 ■ 


Score 


1978 




Exons 


854.. 1315, 1419.. 1979 








GI Descrip. 


•4105683 1.0e-131 (AF049892) 


unknown 


[Oryza sativa] >gi 


_410 




(AF050155) embryo-specific protein [Oryza sativa subsp. 


ind 


Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225 


.C3 


Gene No. 


55499 


Strand 






Start 


316 


End 


1979 




Name 


OJ990605 41.0225.C3.ol.np 


Method 


AAT/NAP 




Start 


1137 


End 


1953 




GI 


4105683 


Score 


1249 




Exons 


1137. .1315, 1419. .1953 








GI Descrip. 


(AF04 9892) unknown [Oryza sativa] gi | 


4105692 (AF050155) 






embryo-specific protein [Oryza sativa 


subsp. indica] 




Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225 


.C3 


Gene No . 


- 55500 


Strand 






Start 


3025 


End . 


5991 




Name 


OJ990605 41.0225.C3.o2..gs 


Met-hod 


GEN SCAN 




Start 


3025 


End 


5991 




GI 


none 


Score 


.5 




Exons 


3025.. 3257, 3878.. 4072, 4156 


..4255, 5695. .5769, 5785. .5991 


Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225 


-C3 


Gene No. 


55500 


Strand 






Start 


3025 


' End 


5991 




Name 


OJ990605 41.0225.C3.o2.np 


Method 


AAT/NAP 




Start 


3867 


End 


5991 




GI 


6850852 


Score 


1034 




Exons 


3867.. 4072, 4156.. 4255, 4410 


..4512, 4 


614. .4748, 5009. .5172, 




5298.. 5354, 5695.. 5769, 5881 


. .5991 






GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225 


.C3 


Gene No. 


55501 


Strand 






Start 


9595 


End 


13161 




Name 


OJ990605 41.0225.C3.o3.gs 


Method 


GENSCAN 




Start 


9595 


End 


13130 




GI 


none 


Score 


.81 




Exons 


9595.. 9804, 9891.. 10016, 10283.. 10360 


, 11289. .11471, 






12241. .12333, 13071 .. 13130 








Seq. No. 


26799 


Seq. ID 


OJ990605_41.0225 


.C3 


Gene No. 


55501- 


Strand 






Start 


9595 


End 


13161 




Name 


OJ990605 41.0225.C3.o3.np 


Method 


' AAT/NAP 




Start 


9598 


End 


13130 




GI 


498643 


Score 


1077 





267.92 




Exons - 9598. .9804, 9891. .10016, 10283 .. 10360, 10529 .. 1074 9, 

11144. .11186, 11289. .11471,' 12078. .12161, 12241 .. 12333, 
12424. .12468, 13071.. 13130 

GI Descrip. (U10270) G-box binding factor 1 [Zea mays] 



Seq. No. 


26799 


Seq. ID 


OJ990605 


41 . 0225 .C3 


Gene No. 


55501 


Strand 






Start 


9595 


End 


13161 




Name 


OJ990605 41.0225.C3.o4.gp 


Method 


AAT/GAP 




Start 


11361 


End' 


13161 




GI 


428299 


Score 


735 




Exons 


11361. .11471, 12078. .12161, 


12241. .12333, 12424 


. . 12468, 




13071. .13161 








GI Descrip. 


498643 5.0e-37 (U10270) G-box binding 


factor 1 


[Zea mays] 


Seq. No. 


26799 


Seq. ID 


OJ990605 


41 . 0225 .C3 


Gene No. 


55502 


Strand 


- 




Start 


18364 


End 


19357 




Name 


OJ990605 41.0225.C3.o5.gp 


Method 


AAT/GAP 




Start 


18248 


End 


19357 




GI 


30966 1.R1084 


Score 


1220 




Exons 


18248. .18469, 18936.. 19357 








GI Descrip. 


'498643 5.0e-37 (U10270) G- 


box binding 


factor 1 


[Zea mays] ' 


Seq. No. 


26799 


Seq. ID 


OJ990605 


_41.0225.C3 


Gene No. 


55502- 


Strand . 






Start 


18364 


End 


19357 




Name 


OJ990605 41.0225.C3.o5.gs 


Method 


GENSCAN 




Start 


18364 


End 


19300 




GI 


none 


Score . 


.98 




Exons 


18364. .18469, 18936.. 19300 








Seq. No. 


26799 


Seq. ID 


OJ990605 


_41.0225.C3 


Gene No. 


55502 


Strand 






Start 


. 18364 


End 


19357 




Name 


OJ990605 41.0225.C3.o4.np 


Method 


AAT/NAP 




Start 


18367 


End 


19108 




GI 


1652779 


Score 


162 




Exons 


18367. .18457, 18933.. 19108 








GI ' Descrip. 


(D90908) hypothetical 'protein [Synechocystis sp 


.] 


Seq. No. 


26799 


Seq. ID 


OJ990605 


_41 .0225.C3 


Gene No. 


55503 


Strand 






Start 


19963 


End 


21327 




Name 


OJ990605 41.0225.C3.o6.gs 


Method 


GENSCAN 




Start 


19963 


End 


21327 




GI 


none 


Score 


.84 




Exons 


19963.. 21327 








Seq. No. 


26799 


Seq. ID 


OJ990605 


_41.0225.C3 


Gene No. 


55504 


Strand 






Start 


25246 


End 


25310 




Name 


OJ990605 41.0225.C3.o6.gp 


Method 


AAT/GAP 




Start 


25246 


End 


25310 




GI 


2311279 


Score 


69 




Exons 


25246. .25310 









26793 




Seq. No. 


26799 








Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 








Strand 




Start 


37076 








End 


38846 


Name 


OJ990605 41. 


0225 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1134 








End 


1579 • 


GI 


none 








Score 


219 


Exons 


1134. .1313, 


1135 


. .1314, 


1178. 


.1321, 1408. .1491, 1424. .1492 




1495. .1578, 


1496 


. .1579 








Seq. No. 


26799 








Seq. ID 


OJ990605_41.0225.C3 


Gene No . 


55505 








Strand 




Start 


37076 








End 


38846 ' 


Name 


OJ990605 41. 


0225 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1408 








End 


1872 


GI 


none 








Score 


92 


Exons 


1408. .1872, 


1414 


. .1536, 


1442. 


.1636, 1630. .1869, 1685. .1870 


Seq. No. 


26799 








Seq. ID 


OJ990605_41.0225.C3 




55505 








Strand 




Start 


37076 








End 


38846 


Name 


OJ990605 41. 


0225 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1537 








End 


1929 


GI 


none 








Score 


324 


Exons 


1537. .1929, 


1538 


. .1855, 


1630. 


.1866 




Seq. No. 


V, 

26799 








'Seq. ID 


OJ9.9 ; 0605_41.''0225.C3 


(Zpnp No 


55505 

+J >J V +J 








Strand 




Start 


37076 








End 


38846 


Name 


OJ990605 41. 


0225 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1585 








End 


1960 


GI 


none 








Score 


74 


Exons 


1585. .1656, 


1586 


. .1636, 


1636. 


.1869, 1636. .1941, 1682. .1960 


Seq. No. 


26799 








Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 








Strand 




Start 


37076 








End 


3884 6 


Name 


OJ990605 41. 


0225 


. C3 . o3 . 


tm 


Method 


TBLASTX: Maize . 


Start 


3874 








End 


4510 


GI 


none 








Score 


223 


Exons 


3874. .4125, 


3876 


. .4073, 


4157. 


.4258; 4157. .4258, 4398. .4502 




4407. .4505, 


4409 


. .4510 








Seq. No. 


26799 








Seq. ID 


OJ990605__41.0225.C3 


Gene No. 


55505 








Strand 




Start 


37076 








End 


38846 


Name 


OJ990605 41. 


0225 


.C3.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3884 








End 


4258 


GI 


none 








Score 


115 


Exons 


3884. .4072, 


3888 


. .4070, 


3889. 


.4098, 3926. .4072, 4157. .4258 




4158. .4256 












Seq. No. 


26799 








Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 








Strand 




Start 


37076 








End 


38846 


Name - • 


OJ990605 41. 


0225 


.C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3885 








End 


4258 


GI 


none 








Score 


103 



26794 



Exons 


3885. .4070, 


3895. 


.4071, 4160 


. .4258 




Seq. No. 


26799 






Seq. ID 


OJ990605_41.0225.C3 


CZc±T\c± Mo 

UCllC LN U . 


55505 






Strand 




Start 


37076 






End 


38846 


Name 


. OJ990605 41. 


0225. 


C3.o4 . tc 


Method 


TBLASTX : Cress 


Start 


4387 






End 


4771 


GI 


none 






Score 


94 


Exons - 


4387. .4458, 


4398. 


.4514, 4616 


. .4756, 4643. .4771 


Seq. No. 


26799 






Seq. ID 


OJ990605_41.0225.C3 


cpnp Mo 


55505 

J J J V J 






Strand 




Start 


37076 






End 


38846 


Name 


OJ990605 41. 


0225. 


C3.o4.ts 


Method 


TBLASTX : Soybean 


Start 


4 413 ... 






End 


4753 


GI 


none 






Score 


118 


Exons 


4413. .4514, 


4413. 


.4514, 4614 


..4751, 4614. .4748, 4616. .4753 


Seq. No. 


26799 






Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 , 






Strand 




Start 


37076 






End 


38846 


Name 


OJ990605 41. 


0225. 


C3.o7 . tm 


Method 


TBLASTX: Maize 


Start 


4605 






End 


5334 . 


GI 


none 






Score 


177 


Exons 


4605. .4748, 


4615. 


.4749, 4616 


..4747, 4994./.5173, 4999. .5175, 




5011. .5178, 


5275. 


.5334, 5298 


..5333 




Seq. No. 


26799 






Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 






Strand 






37076 






End 


38846 


Name 


OJ990605 41. 


0225. 


C3.o8.ts 


Method 


TBLASTX : Soybean 


Start 


4994 






End 


5925 


GI 


none 






Score 


158 


Exons 


4994. .5203, 


4999. 


.5175, 5117 


..5191, 5275.. 5355, 5298-^.5357, 




5298. .5369, 


5695. 


.5772, 5878 


. .5925 




Seq. No. 


26799 






Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 






Strand 




Start 


. 37076 






End. 


38846 


Name 


OJ990605 41. 


0225. 


C3.o8. tm 


Method 


TBLASTX: Maize 


Start 


9554 






End 


13131 


GI 


none • 






Score 


101 


Exons 


9554.*. 9676, 


9595. 


.9675, 9674 


..9721, 9676. .9720, 9730. .9801, 




9888. .10019, 


9888 


..10016, 9890.. 10018, 


10283. .10372, 




10284. .10361, 10527. .10754, 


10529. . 10753, 11143 .. 11178, . 




11272. .11370 


, 11286. .11375, 


13071. .13130, 13078.. 13131 


Seq. No. 


26799 






Seq. ID 


OJ990605_41.0225.C3 


Gene No. 


55505 






Strand 




Start 


37076 






End 


38846 


Name 


OJ990605 41. 


0225. 


C3 . o5 . tm 


Method 


TBLASTX: Maize 


Start 


11376 






End 


12502 


GI 


none 






Score 


120 


Exons 


11376. .11477 


, 11376. .11480, 


11378. .11479, 12057. .12164, 



12070. .12162, 12074. .12169, 
12236. .12268, 12261 .. 12335, 
12424. .12471, 12434.. 12502 



12076. .12168, 12235. .12267, 
12265. .12348, 12266 .. 12334 , 



26795 



Seq. No. 26799 

Gene No. . 55505 

Start 37076 

Name OJ990605_41 . 0225 . C3 . o9 . ts 

Start 12078 

GI none 

Exons 12078. .12155, 12079 12150, 
12245. .12334, 12424 12447^ 

Seq. No. 26799 

Gene No. 55505 

Start 37076 

Name OJ990 605_4 1 .0225 . C3 . o5 . tc 

Start 18364 

GI none 

Exons 18364. .18480, 18364 18474 , 
18930. .19079, 18935 .. 19081, 

Seq. No. 26799 

Gene No. 55505 . 

Start 37076 

Name OJ990605_41 . 0225 . C3 . 06 . ts 

Start 18364 

GI none 

Exons . 18364. ;. 18474, 18364 .". 18474, 
18959. .19129, 18972.. 19070 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_41.0225.C3 
38846 

TBLASTX: Soybean 

12447 

56 



12148. .12165, 12244. .12336, 



' Seq. ID 
Strand 
End 

Method 

End 

Score 
18365. .18493, 
19073. .19105 



OJ990605 41. 0225. C3 



38846 

TBLASTX : Cress 
19105 
74 

18929. .19057, 



Seq.- ID 

Strand 

End 

Method 

End 

Score 



OJ990605_41.0225.C3 
38846 

TBLASTX : Soybean 

19129 

103 



18933. .18962, 18935 .. 18967, 



Seq. No. 26799 

Gene No. 55505 

Start 37076 

Name OJ990605_4 1.0225.C3.o6.tm 

Start 18385 

GI none 

Exons 18385. .18426, 18421 .. 18462, 
18963. .19079, 18965.. 19132 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_41.0225.C3 
38846 

TBLASTX: Maize 

19132 

54 • 



18933. .18962, 18935 18961, 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26799 
55505 
37076 

OJ990605_41.0225.C3.ol.tc 
30401 
none 
30401. 
30629. 
32072. 
32495. 
33037. 



.30586, 30432. .30587, 

,30754, 31396. .31587, 

.32107, 32208. .32411, 

.32647, 32496. .32654, 

.33177, 33251. .33325, 



26799 
55505 
37076 

OJ990 605_4 1 . 0225 . C3 . o7 . ts 

30416 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990605 41. 0225. C3 



38846 

TBLASTX: Cress 
33329 
183 

30628. .30753, 30629 .. 30754 , 
31397. .31588, 32070 .. 32105, 
32208. .32411, 32209 324 12, 
32575. .32661, 33036 .. 3317 6, 
33252. .33329 

Seq. ID OJ990605_41.0225.C3 



Strand 
End 

Method 

End 

Score 



38846 

TBLASTX: Soybean 

30754 

17 9 



30416. .30586, 30426 .. 30587, 30628 .. 30753, 30629. .30754 



26796 



Seq. No. 26799 
Gene No. 55505 
Start 37076 

Name OJ990605_4 1 . 0225 . C3 . o2 . ts 

Start 31438 
GI none 

Exons 31438. .31569, 31439 .. 31588 , 

32208. ..32402, 32208 . .324 11, 
32496^.32621, 32502.. 32621 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32069 

32209 



OJ990605 41. 0225. C3 



38846 

TBLASTX: Soybean 
32621 
210 

32107, 32070. .32105, 
32412, 32495. .32620, 



Seq. No. 26799 
Gene No. 55505 
Start 37076 

Name OJ990605_41 . 0225 . C3 . o4 . tm 

Start 32334 
GI none 
Exons 32334. 

32496, 

33036. 
- 33259. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_41.0225.C3 
38846 

TBLASTX: Maize 

33330 

95 



.32411, 32334. .32411, 32335 324 12, 324 95 32647 , 

.32654, 32505. .32654, 32596 .. 32655, 33026 33175, 

.33176, 33037. .33177, 33251 .. 33328 , 33252 .. 33329, 
.33330 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26799 
55505 
37076 

OJ990605_41 . 0225 . C3 . o5 . ts 
33036 ; "* 
none 

33036. .33188, 33037. 
33258. .33332, 33355. 



Seq. ID OJ990605_41.0225.C3 
Strand 

End 38846 

Method TBLASTX : Soybean 

- End 33375 '. 

Score 206 
.33174, 33249. .33323, 33254 33340 , 
.33375 



Seq. No. 26799 Seq. ID 

Gene No. 55505 Strand 

Start 37076 End 

Name OJ990605_41 . 0225 . C3 . o9 . gs Method 

Start 37076 End 

GI none Score 

Exons 37076.. 37840 



OJ990605_41.0225.C3 

38846 
GENSCAN 
37840 
.88 



Seq. No. , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26799 ■ Seq. ID 

55505 Strand 

37076 End 38846 

OJ990605_41.0225.C3.o6.np Method AAT/NAP 

37079 End 38846 

3176675 Score 76 
37079. .37406, 38813.. 38846 
(AC003671) F1707.4 [Arabidopsis thaliana] 



OJ990605 41. 0225. C3 



26800 Seq. ID 

55506 Strand 

1 • End 

OJ990605_4 1 . 0225 . C5 . ol . np Method 

1 End 

4176422 Score 
1. .416 

(AB022673) ribosomal protein L12 [Oryza sativa] 



OJ990605_41.0225.C5 
+ 

416 

AAT/NAP 
416 
636 



Seq. No. 



26800 



Seq. ID OJ990605_41.0225.C5 



26797 



Gene No. 55506 Strand 

Start 1 End 

Name OJ990605_4 1.0225. C5 . ol . gs Method 

Start 6 End 

GI none Score 

Exons 6.. 38 9 



+ 

416 

GEN SCAN 

389 

1 



Seq. No. 26800 Seq. ID 

Gene No. 55507 ' . Strand 

Start 18959 End 

Name OJ990605_4 1 . 0225 . C5 . o3 . np Method 

Start 18939 End 

GI 4544399 Score 

Exons 18939.. 20470 

GI Descrip.. (AC007047) putative beta-ketoacyl-CoA synthase [Arabidopsis 
thaliana] 



OJ990605_41.0225.C5 
+ 

20503 
AAT/NAP 
20470 
2059 



Seq. No. 


26800 






Seq. ID 


OJ990605_ 


41.0225 


.C5 


Gene No. 


55507 






Strand 


+ 






Start 


18959 






End 


20503 






Name 


OJ990605 41. 0225. C5 


. p5 . gs 


Method 


GEN SCAN 






Start 


18959 






End 


20503 






GI 


none 






Score 


.97 






Exons 


18959. . 


20503 












Seq. No. 


26800 






Seq. ID 


OJ990605_ 


41 . 0225 


.C5 


Gene No. 


55508 






Strand 


+ 






Start 


20639 






End 


22399 






Name 


OJ990605 41. 0225. C5 


. o6.gs 


Method 


GEN SCAN 






Start 


20639 






End 


22399 






GI 


none 






Score 


.83 






Exons 


20639. . 


20730, 22324 


. .22399 










Seq. . No. 


26800 






Seq. ID 


OJ990605_ 


41.0225 


.C5 


Gene No. 


55509 






Strand 


+ 






Start 


24963- 






End 


28104 






Name 


OJ990605 41. 0225. C5 


. o7 . gs 


Method. 


GENSCAN 






Start 


24963 






. End 


28104 






GI 


none 






Score" 


.46 






Exons 


24963. . 


25060, 26828 


. .27014, 


27212. .27667, 27799. 


.28104 




Seq. No. 


26800 






Seq. ID 


OJ990605_ 


41.0225 


.C5 


Gene No. 


55509 






Strand 


+ 






Start 


24963 






End 


28104 






Name 


OJ990605 41. 0225. C5 


. o4 . np 


Method 


AAT/NAP 






Start 


26247 






End 


28035 






GI 


4309729 




Score 


171 






Exons 


26247. . 


26284, 27382 


. .27667, 


27799. .28035 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



(AC006439) putative GATA-type zinc finger transcription factor 
[Arabidopsis thaliana] 



26800 Seq. ID 

55510 Strand 

43209 End 

OJ990605_4 1 . 0225 . C5 . 06 . np Method 

43182 End 

4835239 Score 



OJ990605_41.0225.C5 
+ 

44081 
AAT/NAP 
44030 
573 



26798 




Exons 43182.. 44030 

GI Descrip. (AL049862) putative DNA-3-methyladenine glycosidase [Arabidopsis 
thaliana] 



Seq. No. 


26800 


Seq. ID 


OJ990605 


41.-0225. C5 


Gene No. 


55510* 


Strand 


+ ' 




Start 


43209 


End 


44081 




Name 


OJ990605 41.0225.C5.ol0.gs 


Method 


GEN SCAN 




Start 


43209 


End 


44081 




GI 


none 


Score 


1 














Seq. No. 


26800 


Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55511 


Strand 






Start 


1598 


End 


10008 




Name 


OJ990605 41.0225.C5.o2.gs 


Method 


GENSCAN 




Start 


1598 


End 


10008 




GI 


none 


Score 


.64 




Exons 


1598.. 2060, 2731.. 2866, 3095 


..3333, 3659..3763, 


6240. .6403 




6769. .6901, 8474. .8540, 9675 


. .10008 






Seq. No. 


26800 


Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55511 


Strand 






Start 


1598 


End 


10008 




Name 


OJ990605 41.0225.C5.o2.np 


Method 


AAT/NAP 




Start 


1604 • 


End 


3242 




GI 


5823307 


Score - 


447 




Exons 


1604. .1758, 1846. .2060, 2731 


..2860, 3095. .3242 




GI Descrip. 


(AF175987) putative transcription factor [Arabidopsis thai 


Seq. No. 


26800 


Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55512 


Strand 






Start 


11784 


End 


12638 




Name 


OJ990605 41.0225.C5.o3.gs 


Method 


GENSCAN 




Start 


11784 


End 


12638 




GI 


none 


Score 


.89 




Exons 


11784. .11857, 12563. .12638 








Seq. No. 


26800 


Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55513 


Strand 






Start 


20030 


End 


21067 




Name 


OJ990605 41.0225.C5.o2.gp 


Method 


AAT/GAP 




Start 


20030 


End 


21067 




GI 


3869 3.R1084 


Score 


1733 




Exons 


20030. .20052, 20135.. 21067 








GI Descrip. 


'4115364 2.0e-47 (AC005957) 


putative . 


fatty acid 


elongase 




[Arabidopsis thaliana] 1 








Seq. No. 


26800 


Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55514 


Strand 






Start 


30750 


End 


42953 




Name 


OJ990605 41.0225.C5.o5.np 


Method 


AAT/NAP 




Start 


30750 


End 


41382 




GI 


1209756 


Score 


1382 




Exons 


30750. .30862, 30988 .. 31102, 


31227. .31286, 31378. 


.31443, 




31602. .31661, 31744. .31806, 


31908. .31954, 32278. 


.32362, 




32461. .32541, 32629 .. 32721, 


32815. .32879, 33195. 


.33270, 



26799 



GI Descrip. 



33374. .33439, 33623.-33688, 33771 .. 33830, 40932 .. 41021, 
41119.. 41382 

(U43629) integral membrane protein [Beta vulgaris] 



Seq. No. 


26800 




Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55514 




Strand 






Start 


30750' 




End 


42953 




Name 


OJ990605 41. 0225. C5. 


08 .gs 


Method 


GENSCAN 




Start 


30750 




. End 


34867 




GI 


. none 




. Score 


.87 




Exons 


30750. .30862, 30988. 


.31102, 


31378. .31443, 31602. 


.31661, 




31908. .32000, 32278. 


.32298, 


32629. .32721, 33374. 


.33439, 




33623.-33688, 34380. 


.34469, 


34568. .34867' 




Seq. No. 


26800 




Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55514 




Strand 






Start 


30750 




End 


42953 




Name - 


OJ990605 41. 0225. C5. 


o3.gp 


Method 


AAT/GAP 




Start 


33149 




End 


35028 




GI 


19673 l.R10'84 




Score 


1447 




Exons 


33149. .33270, 33374. 


.33439, 


33623. .33688, 33771. 


.33830, 




34380. .34469, 34568. 


.35028 








GI Descrip. 


, 5091611/gb|AAD3960C 


.1IAC007858 14 3.0e-48 (AC007858) Simil 




gb U43629 integral membrane protein from Beta vulgaris and 






transporter family 


PF_00083. 






sativa] ' • 












26800 




Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55514 




Strand 






Start 


30750 




End 


42953 




Name 


OJ990605 41. 0225. C5. 


o9.gs 


Method 


GENSCAN 




Start 


37017 




End 


42953 




GI 


none 




Score 


.53 




Exons 


37017. .37160, 38214. 


.38273, 


38356. .38465, 38990. 


.39074, 




39972. .40037, 40260. 


.40325, 


40410. .40469, 40932. 


.41021, 




41119. .41463, 41545. 


.4i704, 


42008. .42141, 42222. 


.42380, 




42825. .42953 










Seq. No. 


26800 




Seq. ID 


OJ990605_ 


41. 0225. C5 ' 


Gene No. 


55515 




Strand 






Start 


46042 




End 


46340 




Name 


' OJ990605 41. 0225. C5. 


o7 .np 


Method 


AAT/NAP 




Start 


45941 




End 


46340 




GI 


5091605 




Score 


182 




Rxon ^ 


45941. .46340 










GI Descrip. 


(AC007858) 10A19I.9 


[Oryza 


sativa] 






Seq. No. 


26800 




Seq. ID 


OJ990605_ 


41. 0225. C5 


Gene No. 


55515 




Strand 






Start 


46042 




End 


46340 




Name 


OJ990605 41. 0225. C5. 


oll.gs 


Method 


GENSCAN 




Start 


46042 




End 


46299 




GI 


none 




Score 


.96 




Exons 


46042. .46299 










Seq. No. 


26800 




Seq. ID 


OJ990605__ 


41. 0225. C5 


Gene No. 


55516 




Strand 







26800 




Start 


49909 








End 


51496 


Name 


OJ990605 4 1 . 


0225 . 


C5 . 06 . 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


419 


GI 


none 








Score 


88 


Exons 


1. .75, 3. .71 


., 75. 


. 116, 


89. .112, 183.. 


j i a AAA j 1 r 

419,. 203. .415 


Seq. No. 


26800 








Seq. ID 


/-\ T A A A A C Jl 1 A A A C /-l r" 

OJ990605 41. 0225. C5 


Gene No. 


55516 








Strand 




Start 


49909 








End ' . 


51496 


Name 


/-\ *T A A A /" A C Jll 

OJ990605 4 1 . 


0225. 


C5.o5. 


tc 


Method 


TBLASTX : Cress 


Start 


75 








End 


419 


GI 


none 








Score 


44 


Exons 


75 . . 113, 201 


..419, 206. 


.415 






Seq. No. 


26800 








Seq. ID 


/-\ T A A A /- A C A 1 A A A n /I r~ 

OJ990605 41. 0225. Co 


Gene No. 


55516 








Strand 




Start. 


49909 








End 


51496 


Name 


OJ990605 41. 


0225. 


C5.o9. 


ts 


•Method 


TBLASTX : Soybean 


Start 


201 








End 


419 


GI 


none 








Score 


212 


Exons 


201. .419, 203. .415 








Seq. No. 


26800 








Seq. ID 


/-v. T A A A A tT /II A A A C /— 1 r" 

OJ990605 41. 0225. C5 


Gene No. 


55516 








Strand 




Start 


49909 


•V 






End 


51496 


Name 


OJ990605 41. 


0225. 


C5.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


1967 








End 


3246 


GI 


none 








Score 


79 ' 


Exons 


1967. .2062, 


2001. 


.2063, 


2697 . 


.2870, 2728.. 2880, 3093.. 3233, 




3115. .3246 












Seq. No. 


26800 








Seq. ID 


OJ990605_41.0225.C5 


Gene No. 


55516 








Strand 




Start 


49909 








End 


51496 


Name 


OJ990605 41. 


0225. 


C5.o8. 


ts 


Method 


TBLASTX : Soybean 


Start 


1982 








End 


3204 


GI 


none 








Score 


74 


Exons 


1982. .2062, 


2001. 


.2063, 


2697. 


.2870, 2728.. 2868, 3093.. 3194, 




3115. .3204 












Seq. No. 


26800 








Seq. ID 


OJ990605_41.0225.C5 


Gene No. 


55516 








Strand 




Start 


49909 








End' 


51496 


Name 


OJ990605 41. 


0225. 


C5.o8. 


tm 


Method 


TBLASTX.: Maize 


Start 


2730 








End 


3237 


GI 


none 








Score 


149 


Exons 


2730. .2870, 


2734. 


.2865, 


3096. 


.3194, 3115.. 3237 


Seq. No. 


26800 








Seq. ID 


OJ990605_41.0225.C5 


Gene No . 


55516 








Strand 




Start 


49909 








End 


51496 


Name 


. OJ990605 41. 


0225. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


7017 








End 


9888 


GI 


none 








Score 


41 


Exons 


7.017. .7154, 


7059. 


.7115, 


7102. 


.7155, 8- 


468. .8530, 8476. .8529, 



9676.. 9888, 9677.. 9886 



26801 




Seq. No. 


26800 


Seq. ID 


OJ990605_41.0225.C5 


Gene No. 


55516 


Strand 




otart 




End 


51496 


Name 


OJ990605 41.0225.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


7026 


End 


10014 


GI 


none 


Score 


71 


Exons 


7026. .7154, 7040. .7150, 7102 


..7155, 9676.-9888, 9677. .9895 




9845.. .9895, 9979.. 10014 






Seq. No. 


26800 . 


Seq. ID 


OJ990605_41.0225.C5 


Gene No. 


55516 


Strand 




OlaiL 




End 


51496 


Name 


OJ990605 41.0225.C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


7039 


End 


9711 


GI 


none 


Score 


79 


Exons 


7039. .7152, 7040. .7141, 7041 


..7154, 7102. .7155, 8468. .8530 




8476. .8529, 9676. .9711 






Seq. No. 


26800 


Seq. ID 


OJ990605_4l'.0225.C5 




JJJXO 


Strand 




Start 


49909 


End . 


51496 


Name 


OJ990605 41.0225.C5.o2.tc 


Method 


TBLASTX: Cress 


Start 


* 7095 


End 


9888 


GI 


none 


Score 


70 


Exons 


7095.. 7154, 7102.. 7155, 8476 


..8529, 9676. .9888, 9677. .9886 


Seq. No. 


26800 


Seq. ID 


OJ990605_41.0225.C5 




jjjID 


Strand 




Start 


49909 


End 


51496 


Name 


OJ990605 41.0225.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9713 


End 


9895 


GI 


none 


Score 


244 


Exons 


9713.. 9895, 9715.. 9888, 9845 


. .9895 




Seq. No. 


26800 


Seq. ID 


OJ990605_41.0225.C5 


Gene No. 


55516 


Strand 




Start 


49909 


End 


51496 


Name 


n.TQQn^OR 41 D99R PR n1 

\JO y 5U OV D f4X.U£<£J.V^»J.U-L. LIU 


.Method 


TBLASTX: Maize 


Start 


19003 


. End 


20501 


GI 


none 


Score 


78 


Exons 


19003. .19113, 19004. .19051, 


19154. .19360, 19454. .20131, 




19454. .19837, . 19570 .. 20079, 


20116. .20163, 20119. .20208, 




20120. .20464, 20230 20445, 


20424. .20501 


Seq. No. 


26800 


Seq. ID 


OJ990605_41.0225.C5~ 


Gene No. 


55516 


Strand 




Start 


49909 


End 


51496 


Name 




Method 


TBLASTX: Cress 


Start 


19004 


End 


20464 


GI 


none 


Score 


81 


Exons 


19004. .19051, 19006. .19077, 


19226. .19360, 19270 .. 19368 , 




19348. .20088, 1934 9 20095, 


20092. .20160, 20116 .. 20394 , 




20117. .20407, 20411. .20464, 


20422. .20457 


Seq. No. 


26800 


Seq. ID 


OJ990605_41.0225.C5 


Gene No. 


55516 


Strand 




Start 


49909 


End 


51496 



26802 




Name 


OJ990605 41. 0225. C5. 


Ol . zs 


Method TBLASTX: 


Soybean 


Start 


19004 








End 


20473 




GI 


. none 








Score 


81 






Exons 


19004. . 


19051, 


19006. 


.19113, 


19154. . 


19360, 


19270 


. .19359, 




19348. . 


19428, 


19349. 


.19432, 


19423... 


20094, 


19454 


. .20140, 




20110. . 


20442, 


"20117. 


.20464, 


20174. . 


204 73 






Seq. No. 


26800 








Seq. 


ID OJ990605 


_41.0225 


bene wo. 


55516 








Strand 






Start 


49909 








End 


51496 




Name 


OJ990605 41. 0225. C5. 


o3. tw 


Method TBLASTX : Wheat 


Start 


19337 








End 


19540 




GI 


none 








Score 


240 




Exons 


19337. . 


19540, 


19354. 


.19515, 


19415. . 


19540 






Seq. No. 


26800 








Seq. 


ID' OJ990605 


J41.0225 


Gene No . 


55516 








Strand 






Start 


49909 








End 


51496 




Name 


OJ990605 41. 0225. C5 . 


o2. tw 


Method TBLASTX: 


Wheat 


Start 


20249 








End 


20464 




GI 


none 








Score 


259 




Exons 


20249. . 


20416, 


20254 . 


.20412, 


20279. . 


20413, 


20423 


. .204 64 


Seq. No. 


26800 








Seq. 


ID OJ990605 


_41.0225 


Gene No. 


55516 








Strand 






Start 


49909 








End 


51496 




Name 


OJ9906C 


5 41. 0225. C5. 


o3. tm 


Method TBLASTX: 


Maize 


Start 


30712 








End 


41313 




GI 


none 








Score 


161 




Exons 


30712. . 


30864, 


30747. 


.30941, 


30750. . 


30866, 


30972 


. .31103, 




30980. . 


31117, 


30983. 


.31114, 


31224. . 


31286, 


31228 


. .31281, 




31232. . 


31291, 


31377. 


.31445, 


31378. . 


31476, 


31378 


. .31470, 




31597. . 


31662, 


31600. 


.31656, 


31744. . 


31806, 


31756 


. .31806, 




31919. . 


31960, 


32276. 


.32323, 


32277. . 


32381, 


32277 


. .32363, 




32462. . 


32548, 


32463. 


.32534, 


32467. . 


32538, 


32623 


. .32745, 




32623. . 


32721, 


32625. 


.32744, 


32807. . 


32881, 


32813 


. .32881, 




32815. . 


32895, 


32815. 


.32883, 


33187. . 


33279, 


33191 


. . jjzcJU , 




33368. . 


33439, 


33378. 


.33440, 


33378. . 


33452, 


33620 


. .33688, 




33621. . 


33710, 


33622. 


.33711, 


33769. . 


33831, 


33771 


. .33830, 




34379. . 


34438, 


34380. 


.34478, 


34381. . 


34470, 


34568 


. .34759, 




34569. . 


34760, 


34754. 


.34801, 


34755. . 


34796, 


37734 


. .37874, 




37761. . 


37871, 


37765. 


.37887, 


37949. . 


38077, 


37950 


. .38081, 




37954 . . 


38088, 


37960. 


.38082, 


38211. . 


38273, 


38214 


. .38273, 




38215. . 


38274, 


38314. 


.38433, 


38355. . 


38423, 


38356 


. .38424, 




38570. . 


38626, 


38582. 


.38632, 


38676. . 


38786, 


38677 


. .38796, 




38699. . 


38797, 


38700. 


.38810, 


38851. . 


38907, 


38988 


. .39074, 




38989. . 


39072, 


39155. 


.39199, 


39162. . 


39200, 


39205 


. .39243, 




39212. . 


39244, 


39388. 




39392. . 


39484, 


39393 


. .39488, 




39561. . 


39629, 


39563. 


.39634, 


39564. . 


39629, 


39800 


. .39880, 




39801. . 


39881, 


39962. 


.40060, 


39968. . 


40033, 


39975 


. .40181, 




39975. . 


40052, 


40248. 


.40328, 


40258. . 


40326, 


40408 


. .40470, 




40410. . 


40469, 


40914. 


.41024, 


40918. . 


41022, 


41119 


. .41313, 




41120. . 


41272 














Seq. No. 


26800- 








Seq. 


ID OJ990605 


_41.0225 


Gene No. 


55516 








Strand 






Start 


49909 








End 


51496 





26803 



Name 

Start 

GI 

Exons 



OJ990605_41.0225.C5.o3.tc 

30750 

none 

30750. .30863, 30772 308 64 , 

30986. .31108, 31224 :. 3128 6, 

31756. .31809, 32304 .. 32363, 

32807. .32881, 32815 .. 32883, 

33365.-33439, 33381 .. 334 4 9, 

37761. .37874, 37762 37845, 

38211. .38273, 38702 .. 38788 , 

39396.-39485, 39397 .. 39489, 

39689. .39712, 39803 .. 39880, 
40251. .40334 



Method TBLASTX : Cress 

End 4 0334 

Score 87 
30980. .31117, 30984. .31103, 
31228. .31287, 31600 .. 31659, 
32623. .32721, 32633.-32722, 
33191. .33280, 33193 .. 3327 9, 
33614. .33688, 33621. .33701, 
37954. .38088, 37961 .. 38077 , 
38988. .39074, 39386 . '.'39484 , 
39563. .39643, 39564 .. 39629, 
39960. .40037, 39970 .. 4 0038 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26800 
55516 
49909 

OJ990605_41. 

31055 

none 

31055. .31117 
31756. .31809 
32629. .32721 
32815. .32883 
33381. .33455 
38709. .38801 
39396. .39485 
39803. .39889 
40014. .40064 



0225.C5.o6.ts 



31224. 
32274. 
32633. 
33191. 
38211. 
'38988. 
39563. 
39803. 



.31286, 
.32360, 
.32722, 
.33280, 
.38273, 
.39092, 
.39643, 
.39880, 



Seq. ID OJ990605_41.0225.C5 
Strand 

End 51496 

Method TBLASTX : Soybean 

End 40064 

Score 7 9 
31228. .31287, 31378 .. 31470, 
32289. .32381, 32467 .. 32547, 
32807. .32881, 32813 .. 32881, 
33193. .33279, 33365 . .33439, 
38356. .38433, 38708. .38788, 
39155. .39205, 39392. .39484, 
39564. .39629, 39801. .39887, 
39960. .40052, 39970. .40059, 



Seq. No. 26800 
Gene No. 55516 
Start 49909 

Name OJ990605_41 . 0225 . C5 . o5 . ts 

Start 33620 
GI none 
Exons 33620 

33772 

34569 



.33688, 
.33831, 
.34703, 
40258- .40326, 
40918. .41022, 
41293. .41337 



33621. 
34380. 
34721. 
40408. 
41119. 



33710, 
34472, 
34783, 
40470, 
41256, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_41.0225.C5 
51496 

TBLASTX: Soybean 

41337 

74 



33769. .33831, 33771 .. 33830, 

34381. .34470, 34568 .. 34720, 

34722. .34778, 40248 .. 40328, 

40410. .40469, 40914 .. 41024 , 

41120. .41287, 41291. .41332, 



Seq. No. 26800 

Gene No. 55516 

Start 49909 

Name OJ990605_41 . 0225 . C5 . o4 . tw 

Start 3444 6 

GI none 

Exons 34446. .34472, 34568 .. 34729, 
41120. .41272 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990605_41.0225.C5 
51496 

TBLASTX': Wheat 

41272 

229 



34569. .34730, 41119 .. 4 1256, 



Seq. No. 26800 

Gene No. 55516 

Start 49909 

•Name OJ990605_4 1 . 0225 . C5 . o2 . ts 

Start 43673 



Seq. ID OJ990605_41.0225.C5 
Strand 

End 51496 

Method TBLASTX : Soybean 

End 44018 



26804 




GI 


none 






Score 


370 




Exons 


43673. . 


43900, 43674. 


.44018, 


43964.. 44014 




Seq. No. 


26800 






Seq. ID 


OJ990605_41.0225 


.C5 . 




55516 






Strand 






Start 


49909 






End 


51496 




Name 


OJ990605 41. 0225. C5. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


43833 






End 


44018 




GI 


none 






Score 


269 




Exons 


43833. . 


44018, 43833. 


.43901, 


43835... 44014 




Seq. No. 


26800 






Seq. ID 


OJ990605 41 0225 


.C5 




55516 






St* ranH 






Start 1 


49909 






End 


514 96 




Name 


OJ990605 41. 0225. C5. 


o5 . tm 








Start 


46039 






Fnd 


4 6*300 




GI 


none 












Exons 


46039. . 


46251, 46040. 


.46300 








Seq. No. 


26800 






Seq. ID 


OJ990605_41.0225 


.C5 




55516 






. Strand 






Start 


49909 






End 


51496 




Name 


OJ990605 41. 0225. C5. 


ol3.gs 


Method 


GENSCAN 




Start 


49909 






End 


51466 




GI 


none 






Score 


.65 




Exons. 


49909. . 


50138, 50566. 


.514 66 








Seq. No. 


26800 






Seq. ID 


OJ990605_41.0225 


.C5 


Gene No. 


55516 






Strand 






O L.CLJ. U 


49909 






End 


51496 




Name 


OJ990605 41. 0225. C5. 


08 . np 


Method 


AAT/NAP 




Start 


50600 






End 


51496 




GI 


4106665 




Score 


280 




Exons 


50600. . 


51496 










GI Descrip. 


(AL035064) pmt2 methyltransf erase [Schizosaccharomyces 


pombe] 


Seq. No. 


26800 






Seq. ID 


OJ990605_41.0225 


.C5 




55516 






Strand 






Start 


49909 






End 


51496 




Name 


-OJ990605 41. 0225. C5. 


o7.ts 


Method 


TBLASTX : Soybean 




Start 


50642 






End 


50833 




GI 


none 






Score 


249 




Exons 


50642. . 


50833 










Seq. No. 


26800 






Seq. ID 


OJ990605_41.0225 


.C5 


Gene No. 


-55516 






Strand 






Start 


49909 






End 


51496 




Name 


OJ990605 41. 0225. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Cf art 


50653 






End 


51459 




GI 


none 






Score 


60 




Exons 


50653. . 


50706, 50654. 


.50689, 


50657. .50839, 50659 50730, 






50812. . 


50997, 50823. 


.51239, 


50901. .51005, 50903. .51109, 






50953. . 


51123, 51103. 


.51270, 


51153. .51272, 51265 .. 51459, 






51281. . 


51442, 51297. 


.51458 








Seq. No. 


26800 






Seq. ID 


OJ990605_41.0225 


.C5 


Gene No. 


55516 






Strand 







26805 




Start 49909 End 51496 

Name OJ990605_41.0225.C5.o4 . gp Method AAT/GAP 

Start 50706 End 51261 

GI uC-osflcypl62gl2bl Score 1030 

Exons 50706.. 51261 



GI Descrip. ' 4539291/emb | CAB39594 . 1 1 5.0e-39 (AL049480) putative protein 
[Arabidopsis thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene- No. 
Start"' 
Name • 
Start 
GI 

Exons 



26800 
55516 
49909 

OJ990605_4 1 . 0225 . C5 . o4 . ts 

50835 

none 



Seq. ID OJ990605_41. 0225.C5 
Strand 

End 51496 

Method TBLASTX : Soybean 

End 51214 

Score 269 



50835. .51107, 50903 .. 51109, 51191. .51214 

26801 Seq. ID OJ990605_4 1 . 0225 . C7 

55517 Strand 

25 End 72 

OJ990605_41.0225.C7.ol.gs Method GEN SCAN 

25 " End 72 

none Score .82 

25. .72 



Seq. No. 


26802 








Seq. ID 


OJ990625_04.0228 


.CI 


Gene No. 


55518 








Strand 






Start 


2 








End- 


615 




Name 


OJ990625 


04. 0228. CI 


.ol.tw 




Method 


TBLASTX: Wheat 




Start 


2 








End 


394 




GI 


none 








Score 


245 




Exons 


2. .217, 8 


..184, 173 


. .247, 


174. 


.293, 181 


..324, 192. .275, 






216. .392, 


245. .394, 


247. . 


393 








Seq. No. 


26802 








Seq. ID 


OJ990625_04.0228 


.CI 


Gene No. 


55518 








Strand 






Start 


2 








End 


615 




Name 


OJ990625 


04. 0228. CI 


. o2 . tm 




Method 


TBLASTX: Maize 




Start 


2 








End 


184 




GI 


none 








Score 


42 




Exons 


2. .34, 8. 


.34, 25. .150, 32 


. .184 


, 32. .184 




Seq. No. 


26802 








Seq. . ID 


OJ990625_04.0228 


.CI 


Gene No. 


55518 








Strand 






Start 


2 








End 


615 




Name 


OJ990625 


04. 0228. CI 


. ol . tm 




Mesthod 


TBLASTX: Maize 




Start 


189 








End 


615 




GI 


none 








Score 


40 




Exons 


189. .221, 


216. .257, 


216. . 


524, 


218. .490, 


219. .524, 244.. 


528, 




516. .614, 


517. .615 













Seq. No. 26802 Seq. ID 

Gene No. 55518 Strand 

Start 2 End 

Name OJ990625_04 . 0228 . CI . ol . tc Method 

Start ' 264 End 

GI none Score 

Exons 264.. 614, 265.. 615 



OJ990625_04.0228.C1 
615 

TBLASTX: Cress 

615 

475 



26806 



# 



Seq. No. 


26802 




Seq. ID 


OJ990625 04.0228 


.CI 


Gene No. 


55518 




Strand 






Start 


2 




End 


615 




Name 


OJ990625 04. 0228. CI 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


267 




End 


615 




GI 


none 




Score 


188 




Exons 


.. 267. .611, 267. .614, 


268. .615, 


511. . 615 






Seq. No. 


26803 




Seq. ID 


OJ990625_04.0228 


.C2 


Gene No. 


55519 




Strand 






Start 


1 




End 


922 




Name 


OJ990625 04. 0228. C2 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


581 




GI 


7528 2.R1084 




• Score 


1057 




Exons 


1. .581 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■ 140291/sp|P12206| YCF4_ORYSA 7.0e-68 HYPOTHETICAL 21.5 KD 

PROTEIN (ORF 185) >gi_82541_pir S05116 hypothetical protein 185 

- rice chloroplast >gi_11997_emb_CAA33958_ (X15901) ORF185 
[Oryza satiya] >gi_226618_prf 1603356AQ ORF 185 [Oryza sativa] 1 



.26803 
55519 
1 

OJ990625_04 . 0228 . C2 . ol . tc 
3 

none 

3. .392, 3. .389, 26. .391 



Seq. ID OJ990625_04.0228.C2 
Strand 

End 922 

Method TBLASTX : Cress 

End 392 • 

Score 424 



Seq. No. 26803 

Gene No. 55519 

Start 1 

Name OJ990625_04 . 0228 . C2 . o2 . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ990625_04.0228.C2 
Strand 

End ' 922 

Method TBLASTX: Maize 

End 234 

Score ' 339 



3. .218, 3. .215, 201. .233, 202. .234 



Seq. No. 26803 

Gene No.'' 55519 

Start 1 

Name OJ990625_04 . 0228 . C2 . ol . ts* 

Start 3 

GI none 
Exons 



Seq. ID OJ990625_04.0228.C2 
Strand 

922 

TBLASTX : Soybean 
922 
139 



End 

Method 
End 
Score 

3. .215, 3. .215, 46. .249, 237 . . 398 ,- 253 . . 393, 720. .851, 757. .855, 
758. .844, 759. .845, 766. .855, 893. .922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26803 
55519 
1 

OJ990625_04.0228.C2.ol.tm 

473 

none 



Seq. ID OJ990625_04.0228.C2 
Strand 

End 922 

Method TBLASTX: Maize 

End 893 

Score 95 



473. .562, 487. .558, 488. .565, 489. .587, 535. .621, 555. .626, 
555. .623, 557. .634, 607. .720, 623. .721, 723. .881, 724. .891, 
724. .891, 726. .893 



Seq. No. 



26804 



Seq. ID OJ990625_04.0228.C3 



26807 



Gene No. 55520 Strand 

Start 1 End 60 

Name OJ990625_04 . 0228 . C3 . ol . gp Method AAT/GAP 

Start- 1 End 60 

GI 14384_1.R1084 , Score 116 

Exons 1 . . 60 

GI Descrip. ' 5881726/dbj | BAA84 417 . 1 1 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26804 
55521 
157 

OJ990625_04 . 0228 . C3 . o3 . tw 
2 

none 

2. .142, 3. .146, 3. .146 

26804 
55521 
157 

OJ990625_04 . 0228 . C3*:ol . tm 

146 

none 



Seq. ID OJ990625_04 .0228..C3 

Strand 

End 997 

Method TBLASTX : Wheat 

End 14 6 

Score .216 . 



Seq. ID OJ990625_04.0228.C3 

Strand * - 

End 997 

Method TBLASTX : Mai ze 

End 892 

Score 54 



146. .196, 146. .193, 152. .880, 194. .892, 198, 



Seq. ID OJ990625_04 .0228.C3 

Strand 

End 997 

Method AAT/GAP 

End 886 

Score 1379 



26804 
55521 
157 

OJ990625_04 . 0228 . C3 . o2 . gp 
157 

24824_1.R1084 
157. .886 

•476752 5.0e-87 (L24073) rubisco large subunit [Oryza sativa] 
>gi_1583954_prf 212148 9A 

RuBisCO:SUBUNIT=large: ISOTYPE=truncated [Oryza sativa] ' 



Seq. No. 


26804 






Seq. ID 


OJ990625_04.0228 


-C3 


Gene No. 


55521 . . 






^Strand 






Start 


157"' 






End 


997 




Name 


OJ990625 


04. 0228. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start. 


216 






End 


919 




GI 


none 






Score 


567 




Exons 


216. .731, 


216. .896, 


218. .919, 


233. .919 






Seq. No. 


26804 






Seq. ID 


OJ990625_04 .0228 


.C3 


Gene No. 


55521 






Strand 






Start 


157 






End 


997 




Name 


OJ990625 


04. 0228. C3 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


291 






End 


473 




GI 


none 






Score 


266 - 




Exons 


291. .473, 


293. .472 










Seq. No. 


26804 






Seq. ID 


OJ990625_04 .0228 


.C3 


Gene No. 


55521 






Strand 






Start 


157 






End 


997 




Name 


OJ990625 


04. 0228. C3 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


434 






End 


910 





26808 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



none Score 54 9 

434. .871, 434. .874, 453.-875, 526.-876, 878. .910 



26804 
55521 
157 

OJ990625_04-0228.C3.ol.tw 

474 . " 

none. 



Seq. ID OJ990625_04.0228.C3 

Strand 

End 997 

Method TBLASTX : Wheat 

End 997 

Score 671 



474.-899, 476.-928, 476. .928, 520. .948, 912. .995, 949. .996, 
949. -996, 950. .997 



Seq. ID OJ990625_04.0228.C5 

Strand + 

End 1032- 

Method AAT/GAP 

End 328 

Score 632 



26805 
55522 
1 

OJ990625_04.0228.C5.ol.gp 
1 

uOosflM202092b08bl 
1. .328 

f 11804 8/sp|P07888|CYF_ORYSA 5.0e-65 APOCYTOCHROME F PRECURSOR 

>gi_65615_pir CFRZ plastoquinol—plastocyanin reductase (EC 

1.10.99.1) cytochrome f precursor - rice chloroplast 
>gi_12000_emb_CAA33961_ (X15901) cytochrome f [Oryza sativa] 
>gi_226621_prf 1603356AU cytochrome f [Oryza sativa] ' 



End 

Method 

End 

Score 



26805 
55522 
1 

OJ990625_04.0228.C5.ol.tm 
1 

none 

1..243, 1..243, 2.-244 

26805 . 
55522 
1 

OJ990625_04.0228.C5.ol.ts 
1 

none 

1. .927, : T. .918, 3. .926 

26805 
55522 
1 

OJ990625_04 . 0228 -C5.ol.tc 
1 

none 

1..732, 7. .723, 829. .885, 829.-885, 837 



Seq. ID OJ990625_04.0228-C5 
Strand + 

1032 

TBLASTX: Maize 
244 
363 



Seq. ID OJ990625_04.0228.C5 



Strand 
End 

Method 

End 

Score 



+ 

1032 

TBLASTX: Soybean 

927 

1426 



Seq. ID OJ990625_04.0228.C5 
Strand + 

1032 

TBLASTX: Cress 
887 
1102 
887 



End 

Method 

End 

Score 



26805 . 

55522 

1 

OJ990625_04 . 0228 . C5 . o2 . tw 
13 

none 

13. .138, 16. .135, 18. .137 



Seq. ID OJ990625_04.0228.C5 

Strand + 

End 1032 

Method TBLASTX : Wheat 

End 138 

Score 212 



26809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26805 
55522 
1 

OJ990625_ 

244 

none 

244. .411, 



04.0228.C5.o2.tm 
245. .412, 247. .411 



Seq. ID OJ990625_04 .0228. C5 

Strand + 

End 1032 

Method TBLASTX : Mai ze 

End 412 

Score 273 



26805 
55522 
1 

OJ990625_04.0228.C5.o3.tw 
469 
none 

469. .585, 470. .586, 472. .585 

26805 
55522 
1 

OJ990625_04.0228.C5.ol.tw 

705 

none 

705. .968, 712. .1032, 712. .1032 



Seq. ID OJ990625_04.0228.C5 

Strand + 

End 1032 

Method TBLASTX : Wheat 

End 586 

Score 205 



Seq. ID OJ990625_04.0228.C5 

Strand + 

End 1032 

Method TBLASTX : Wheat 

End 1032 

Score 377 



Seq. No. 26806 Seq. ID OJ9?0625_04 . 0228 . C6 

Gene No.- 55523 Strand +' 

Start 3063 End 3585 

Name OJ990625_04 . 0228 .C6 . ol . gp Method AAT/GAP 

Start 3063 End 3585 

GI uC-osflm202104g03bl Score 1026 

Exons 3063.. 3585 

GI Descrip. ■ 131211/sp | P19443 | PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) „>gi_1363533_pir S58571 photosystem I 

• protein psaJ - maize chloroplast >gi_552734 (J04502) ORF42 [Zea 
mays] >gi_902241_emb_CAA60305_ (X86563) psaJ [Zea mays] ' 



Seq. No. 


26806 










Seq. ID 


OJ990625_04.0228. 


C6 


Gene No. 


55524 










Strand 






Start 


5898 










End 


6901 




Name 


OJ990625 


_04. 


0228. 


C6.o4 


.tc 


Method 


TBLASTX: Cress 




Start 


24 










End 


358 




GI 


none 










Score 


255 




Exons 


24. .266, 


30. 


.266, 


305. 


.358, 


306. .356 






Seq. No. 


26806 










Seq. ID 


OJ990625_04.0228. 


C6 


Gene No. 


55524 










Strand 






Start 


5898 










End 


6901 




Name 


OJ990625 


_04. 


0228. 


C6.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


7 5 










End 


358 




GI 


none 










Score 


345 




Exons 


75. .290, 


75. 


.329, 


76. . 


318, 


289. .345, 


290. .358, 291. .356, 






292. .357 
















Seq. No. 


26806 










Seq. ID 


OJ990625__04.0228. 


C6 


Gene No. 


55524 










Strand 






Start 


5898 










End' 


6901 




Name 


OJ990625 


04. 


0228 . 


C6;ol 


.tw 


Method 


TBLASTX: Wheat 





26810 



Start 
GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name . 
Start 
GI 

Exons 



311 
none 

311. .736, 312. .752 



26806 
55524 
5898 

OJ990 625_04 . 0228 . C6 . ol . tc 
397 
none 

397.. 450, 398 
458..586, 587 
872.. 901, 904 



End 752 
Score 669 



Seq. ID 
Strand 
End 

-■M/le^hod 

"Score 

454, 399..45S, 453. .584, 456 
868, 590. .856, 592. .864, 592 
975, 908.. 970 



OJ990625 04. 0228. C6 



6901 

TBLASTX: Cress - 

975 -■■".•*'.-. 
89 ' 



,584, 457. .585, 
,873, 868. .900, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name , . 
Start 
GI 

Exons 



26806 
55524 
5898 

OJ990625_04.0228.C6.o8.tm 

817 

none 

817.. 870, 817.. 864, 818.. 886, 
872..92S, 925.-969, 928.-969 

26806 

55524 - 
5898 

OJ990625_04.0228.C6.o3.tw 

830 

none 

830..904, 831.. 881, 832.. 882, 
1085.. 1228, 1106.. 1231 



OJ990625_04.0228.C6 
6901 

TBLASTX: Maize 

969 

89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

865. .924, 871. .924, 872. .925, 



OJ990625_04.0228.C6 
6901 

TBLASTX: Wheat 

1231 

86 



Seq. ID 
Strand 
End 

Method 
End 
Score 

851.. 1066, 862.. 1059, 1060.. 1206, 



Seq. No. 26806 
Gene No. 55524 
Start 5898 

Name OJ990625_04 . 0228 . C6 . o7 . tm 

Start 1005 
GI none 

Exons 1005. .1076, 1023 .. 1076, 1027 

1088. .1144, 1142. .1183, 1155 

1229.. 1306, 1230.. 1301, 1231.. 1302, 1313.. 1405, 1336 
1338. .1400 



Seq. ID OJ990625_04.0228.C6 
Strand 

6901 

TBLASTX: Maize 
1413 
59 

1083, 1028.. 1081/ 1056.. 1148, 
1220, 1160.. 1222, 1163.. 1225, 

1413, 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



26806 
55524 
5898 

OJ990625 
1593 
none 
1593. . 
1761. . 
1866. . 
1912. . 

26806 
55524 
5898 



04.0228.C6.o2.tw 



1721, 1597.. 1722, 1598. 

1826, 1780.. 1863, 1785. 

1916, 1867.. 1914, 1899.. 2024, 

2025, 2013. .2189, 2018. .2188 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1693, 
18 62, 



OJ990625 04. 0228. C6 



6901 

TBLASTX: Wheat 
2189 
136 

1600.. 1722, 1746. 
1837. .1914, 1866. 
1900.. 2025, 1904. 



,1787, 
,1913, 
,2023, 



Seq. ID 

Strand 

End 



OJ990625 04. 0228. C6 



6901 



26811 




Name 


OJ990625 04 


.0228 


.C6.o2. 


tm 


Method 


TBLASTX : 


Maize 


Of- a r 4- 


1 1 








End 


2498 




GI 


none 








Score 


139 




Exons 


1755. .1913, 


1780 


. .1905, 


1782. 


.1931, 1787. .1927, 


1900. .1986 




1901. .1984, 


1980 


. .2150, 


1980. 


.2150, 1982. .2152, 


2167. .2199 


• 


2168. .2221, 


2194 


. .2220, 


2202. 


.2231, 2217.. 2288, 


2218, .2325 




2219. .2287, 


2283 


. .2498, 


2285. 


.2491, 2286. .2492 




*Seq. No. ; ;r; 


. -26TO6- 






■* 


.'Seq, ID--' 


OJ990625 


_04.0228.-C6 


Gene No. 


55524 








»" St rand 








*J O JO 








End 


6901 




Name 


OJ990625 04 


.0228 


.C6.o5. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2082 








End 


2424 




GI 


none 








Score 


71 




Exons . 


2082:. 2168, 


2084 


. .2149, 


2224. 


.2289, 2227.. 2289, 


2289. .2423 




2299. .2424, 


2310 


. .2420 










Seq. No. 


26806 








■Seq. ID 


OJ990625 


_04.0228.C6 


Hono Ma 










Strand 






Start 


5898 








End 


6901 




Name 


OJ990625 04 


.0228 


.C6.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2224 


- 






End 


2439 




GI 


none 








Score 


146 




Exons 


2224. .2289, 


2283 


. .2432, 


2283. 


.2438, 2284. .2439 




Seq. NoT* 


• 26806 








Seq. ID 


OJ990625 


_04.0228.C6 


Gene No. 


55524 








Strand 






O L.O.X C 


O0-70 








End 


6901 




Name 


OJ990625 04 


.0228 


,C6.o4. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2960 








End 


3348 




GI 


none 








Score 


83 




Exons 


2960. .3019, 


2961 


. .3038, 


3002. 


.3040, 3063. .3311, 


3067. .3333 




3073. .3348 














Seq. No. 


26806 








Seq. ID 


OJ990625 


_04.0228.C6 


VjCIlt: IN (J . 










Strand 






Start 


5898 








End 


6901 




Name 


OJ990625 04 


.0228 


.C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3045 








End 


-3360 




GI 


none 








Score 


380 




Exons 


3045. .3353, 


3046 


. .3360, 


3046. 


.3360 






Seq. No. 


26806 








Seq. ID 


OJ990625 


_04.0228.C6 


Gene No. 


55524 








Strand 






Start 


5898 








End 


6901 




Name 


OJ990625 04 


.0228 


.C6.o3. 


ts 


Method 


TBLASTX: 


Soybean 












End 


4482 




GI 


none 








Score 


168 




Exons 


3119. .3226, 


3121 


. .3273, 


3121. 


.3273, 3669.. 3833, 


3679. .3909, 




3692. .3922, 


3706 


. .3909, 


4145. 


.4201, 4172. .4243, 


4174. .4236, 




4180. .4224, 


4231 


. .4293, 


4303. 


.4473, 4304. .4474, 


4305. .4469, 




4305. .4478, 


4321 


. .4482 










Seq. No. 


26806 








Seq. ID 


OJ990625 


_04.0228.C6 


Gene No. 


55524 








Strand 






Start 


5898 








End 


6901 




Name 


OJ990625 04 


.0228 


.C6.o7. 


tc 


Method 


TBLASTX : 


Cress 



26812 



Start 


3122 








GI 


none 








Exons 


3122. .3226, 


3124. 


.3273, 


3124. 


Seq. No. 


26806 








Gene No. 


55524 








Start 


5898 








Name 


. . OJ990625 04 


.0.228; 


C6.o5. 


tm 


'Start ' 


3533 








GI 


. none 








Exons 


3533. .3601, 


3543. 


.3626, 


3633. 




3686. .3880 








Seq. No. 


26806 








Gene No. 


55524 








Start 


5898 








Name 


OJ990625_04 


.0228. 


C6.o3. 


tc 


Start 


3692 








GI 


none 








Exons 


3692. .3910, 


3709. 


.3909, 


4177. 




4305.. 4469, 


4321. 


.4482, 


4527. 


Seq. No. 


26806 








Gene No. 


55524 








Start 


5898 








Name 


OJ990625 04 


.0228. 


C6.o5. 


ts 


Start " 


5069 








GI 


none 








Exons 


5069. .5263, 


5079. 


.5228 




Seq. No. 


26806 








Gene No. 


55524 








Start 


5898 








Name 


OJ990625 04 


. 0228 . 


C6 . 06. 


tc 


Start 


5222 








GI 


none 








Exons 


5222. .5251, 


5288. 


.5323, 


5291. 




5409, .5495, 


5410. 


.5484,' 


5500. 




5584 .... 5.64*6 


5682. 


.5726, 


'5685. 


■ - . ^ : 
Seq. No. 


26806 






* 


Gene No. 


55524 








Start 


5898 








Name 


. OJ990625 04 


.0228. 


C6.o2. 


ts 


Start 


5318 








GI 


none 








Exons 


5318. .5368, 


5326. 


.5376, 


5402. 




544'5. .5489, 


5479. 


.5547, 


5500. 




5550. .5642, 


5551. 


.5643, 


5584. 




5745. .5798, 


5854. 


.6012, 


5865. 




6014. .6058, 


6032. 


.6058, 


6209. 


Seq. No. 


26806 








Gene No. 


55524 








Start 


5898 








Name 


OJ990625 04 


0228. 


C6.06. 


tm 


Start 


5706 









End 3282 
Score 165 



Seq. ID OJ990625_04 .0228.C6 
Strand' 
End 6901 
,Method , TBLASTX: Maize 
End 3*880 * .„ - 

Score 94 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4224, 4201 
.4625 



OJ990625 04. 0228. C6 



6901 

TBLASTX: Cress 
4625 
280 

4293, 4305. .4469, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625_04 .0228.C6 
6901 

TBLASTX : Soybean 

5263 

145 



OJ990625 04. 0228. C6 



6901 

TBLASTX: Cress 
5799 
37 

.5320, 5313. .5372, 5326. .5373, 
.5538, 5501. ,5599, 5502. .5645, 
.5726., 5755. .-5799 : ~ \ 

Seq. ID OJ990625_04.0228.C6 
Strand 

End 6901 

Method TBLASTX : Soybean 

End 6366 

Score 73 

.5443, 5406. .5483, 5407. .5433, 
,5544, 5501. .5554, 5544. .5609, 
,5655, 5738.. 5803, 5738.-5797, 
.6011, 5877.. 6029, 5878.. 6012, 
.6364, 6209. .6364, 6217. .6366 



Seq. ID 

Strand 

End 

Method 
End 



OJ990625_04.0228.C6 
6901 

TBLASTX :Maize 
5897 



26813 



GI none Score 62 

Exons 5706.. 5735, 5709.. 5735, 5711.. 5737, 5739.. 5858, 5740.. 5859, 

5741. .5857, 5853. .5897, 5854 ? .5895, 5862. .5897 

Seq. No. 26806 . . Seq. ID OJ990625_04 . 0228 . C6 

Gene No. 55524 Strand 

Start 5898 End 6901 

Name . OJ990625_04 . 0228 . C6 . ol . tm Method - TBLASTX: Maize • 

Start- ■ 5898 .^V End 6901 " 

GI none ' ' Score 230 

Exons 5898. .6029, 5898. .6029, 5899. .6030, 58 99 .. 6030, ' 6017 .. 6061 , 

6023.. 6061, 6062.. 6085, 6063.. 6089, 6092.. 6901, 6098.. 6880 



Seq. ID OJ990625_04.0228.C6 
Strand 

End 6901 

Method AAT/GAP 

End 6065 

Score 283 



Seq. No. 26806 
Gene No. 55524 
Start 5898 

Name OJ990625_04 . 0228 . C6 . o2 . gp 

Start 5898 

GI LIB3431-017-P1-K1-H4 
Exons 5898. .6065 

GI Descrip. 1173189/sp | P12340 | RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal protein S12 [Zea 
mays] >gi_121614 l_emb_CAA60309_ (X86563) ribosomal protein S12 
[Zea mays] 1 



Seq. No. 


26806 








Seq. ID 


OJ990625_04.0228.C6 


Gene No. 


55524 








Strand 




Start 


5898 








End 


6901 


Name 


OJ990625 04. 


0228. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6368 








End 


6858 


GI 


none 








Score 


374 


Exons 


6368. .6796, 


6378. 


.6797, 


6379. 


.6816, 6625.. 6816, 6835. .6858 


Seq. No. 


26806 








Seq. ID 


OJ990625_04.0228.C6 


Gene No. 


55524 








Strand 




Start 


5898 








End 


6901 


Name 


OJ990625 04. 


0228. 


C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start ;-. 


"6386 ' - 








End 


'6816 


GI 


none 








Score' 


351 


Exons - 


6386. .6796, 


6387. 


.6797, 


6430. 


.6816 




Seq. No. 


26807 








Seq. ID 


OJ990625_04 .0228.C7 


Gene No. 


55525 








Strand 


+ 


Start 


509 








End 


637 


Name 


OJ990625 04. 


0228. 


C7.ol. 


gp 


Method 


AAT/GAP 


Start 


509 








End 


637 


GI 


LIB3432-057- 


■Pl-Kl 


-A8 




Score 


169 


Exons 


509. .637 












GI Descrip. 


'11957/emb|X15901 


ICHOSXX 7.0e 


-52 Rice 


complete chloroplast 




genome ' 












Seq. No. 


26807 








Seq. ID 


OJ990625_04.0228.C7 


Gene No. 


55526 








Strand 


+ 


Start 


1186 








End 


2080 


Name 


OJ990625 04. 


0228. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


496 








End 


786 



26814 




GI 


none 




Score 


167 


Exons 


496. .612, 496. .612, 


603. .785, 


615. .78 


2, 616. .786 


Seq. No. 


26807 




Seq. ID 


OJ990625_04 .0228 


Gene No. 


55526 




Strand 




Start 


1186 




End 


'2080 


Name 


OJ990625 04. 0228. C7 


.o4.tc 


Method 


TBLASTX: Cress 


Start 


665 




End 


944 ■ 


GI 


none ' 




Score 


- 166 : ' 


Exons 


665.. 937, 678.. 944 









Seq. No. 26807 

Gene No. 55526 

Start 1186 

Name OJ990625_04 . 0228 . C7 . ol . tc 

Start 1120 

GI none 

Exons 1120.. 1266, 1121.. 1288, 1127, 
1306. ,1662, 1455.. 1670 



Seq. ID OJ990625JD4 .0228.C7 

Strand + 

End 2080 

Method TBLASTX: Cress 

End . 1670 

Score 206 

.1267, 1263.. 1643, 1265.. 1666, 



OJ990625_04.0228.C7. 
+ 

2080 
AAT/GAP 
1738 
1023 



Seq. No. 26807 Seq. ID 

Gene No. 55526 Strand 

Start 1186 End 

Name OJ990625_04 . 0228 . C7 . o2 . gp Method 

Start 1186 End 

GI 2896_1.R1084 Score 

Exons 1186.. 1738 

GI Descrip. ' 131271/sp | P12157 | PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) >gi_72705_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 

[Oryza sativa] >gi_226634_prf 1603356BH photosystem II 47kD 

protein [Oryza sativa] 1 



Seq. No. 


26807 








Seq. ID 


OJ990625JD4.0228 


.C7 


Gene No. 


55526 








Strand 


+ 




Start 


1186 








End 


2080 




Name 


OJ990625 04 


.0228. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1228 








End' 


1659. 




GI 


none 








Score 


691 




Exons 


1228. .1272, 


1229. 


.1657, 


1229. 


.1657, 1306. .1659 




Seq. No. 


26807 








Seq. ID 


OJ990625_04.0228 


.C7 


Gene No. 


55526 








Strand 


+ 




Start 


1186 








End 


2080 . 




Name 


OJ990625 04 


.0228. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1265 








End 


1474 




GI 


none 








Score 


221 




Exons 


1265. .1405, 


1265. 


.1402, 


1266. 


.1403, 1409. .1474 




Seq. No. 


26807 








Seq. ID 


OJ990625_04 .0228 


.C7 


Gene No. 


55526 








Strand 


+ 




Start 


1186 








End 


2080 




Name 


OJ990625 04 


0228. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1337 








End 


1781 




GI 


none 








Score 


694 




Exons 


1337. .1777, 


1338. 


.1643, 


1339. 


.1776, 1680. .1781 





26815 



Seq. No. 


26807 








Seq. ID 


OJ990625 04. 0228. C7 


Gene No. 


55526. 








Strand 


+ ~ 


Start 


1186 








End 


2080 


Name 


OJ990625 04 


.0228 


.C7.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


1477 








End 


1791 


GI 


none 








Score 


567 


Exons • 


147.7. .1791, 


1478 


. .1789 








Seq. No. 


26807 








Seq. ID 


OJ990625 04.0228.C7 


Gene No. 


55526 








Strand 


+ 


Start 


1186 








End 


2080 


Name 


OJ990625 04 


.0228 


.C7.o2. 


tc 


Method 


TBLASTX : Cress 


Start 


1673 








End 


2080 


GI 


none 








Score 


686 


Exons 


1673. .2080, 


1673 


. .2080 








Seq. No. 


26807 








Seq. ID 


OJ990625_04.0228.C7 


Gene No . 


55527 ■ 








Strand 




_Start 


2165 








End 


2483 


Name 


OJ990625 04 


.0228 


.C7.o3. 


tc 


Method 


TBLASTX: Cress . 


Start 


2165 








End 


2483 


GI 


none 








Score 


75 


Exons 


2165. .2248, 


2168 


. .2245, 


2170. 


.2250, 2282.. 2362, 2282.-2362, 




2361. .2483, 


2362 


. .2454 








Seq. No. 


26808 








* Seq. ID 


OJ990625_04 .0228. C8 


Gene No. 


55528 








Strand 


+ 


Start 


1243 








End 


1749 


Name 


OJ990625 04 


.0228 


.C8.o2. 


gp 


Method 


AAT/GAP 


Start 


1243 








End 


1749 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



987 



uC-osflcypOllbOlbl 
1243. .1749 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_226762_prf 1604469A cytochrome b6 [Oryza sativa] 1 



26808 
55529 . 
351 

OJ990625_04.0228.C8.ol.tc 
1 

none 



Seq. ID OJ990625_04 .0228.C8 
Strand 

End 1807 

Method TBLASTX: Cress 

End 1807 

Score 55 



1..33, 2. .88, 3. .74, 32. .169, 33. .179, 33. .173, 180. .206, 
181. .219, 213. .386, 218. .448, 219. .461, 426. .452, 532. .558, 
1380. .1805, 1383. .1805, 1385.. 1807, 1391. .1807 



26808 
55529 
351 

OJ990625_04.0228.C8.ol.tm 
1 

none 



Seq. ID OJ990625_04.0228.C8 
Strand 

End 1807 

Method TBLASTX : Maize 

End 755 

Score 60 



1..33, 3. .29, 5. .43, 26. .496, 31. .348, 33. .497, 33. .386, 

142. .504, 215. .502, 403. .513, 482. .559, 493. .558, 493. .564, 

534.. 563, 551.. 601, 551.. 601, 552.. 602, 592.. 723, 603.. 635, 
607. .687, 681. .722, 729. .755 



26816 



Seq. No. 26808 

Gene No. 55529 

Start . 351 

Name OJ990625_04 . 0228 . C8 . o2 . ts 

Start 3 

GI none 
Exons 



Seq. ID OJ990625_04.0228.C8 
Strand . - 

1807 

TBLASTX : Soybean 
584 
55 



End 

Method 
End 
Score 

3. .74, 5. .43, 32. .124, 33. .125, 33. .125, 161. .220, 172. .210, 
213.. 386, 218.. 448., 218.. 448, 225 . . 4 61, H26 . . 452, 533.. 583, 
.534. .§84 • . . Vi; \ 



Seq. No. 


26808 




Seq. ID 


OJ990625 04. 0228. C8 




RCT CO Q 




u LI cLL 1U 




Start 


351 




End ' 


1807 


Name 


OJ990625 04.0228.C8.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


73 




End 


322 


GI 


none 




Score 


248 ' 


Exons 


73. .240, 75. .242, 241. 


.309, 


242. .310, 


242. .322, 243. .311, 




244. .312 








Seq. No. 


26808 




Seq. ID 


OJ990625_04.0228.C8 


Gene No. 


55529 




Strand 




Start 


351 




End 


1807 


Name 


OJ990625 04.0228.C8.ol 


.gp 


Method 


AAT/GAP 


Start 


351 




End 


802 


GI 


' uC-osf lcyp003hllbl 




Score 


872, 


Exons 


351. .802 








GI Descrip. 


, 131332/sp|P09449|PSBH 


_ORYSA 


1.0e-09 


PHOTOSYSTEM II 10 KD 



PHOSPHOPROTEIN >gi_72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204_ 
(X12695) 10 kD phosphoprotein (AA 1 - 73) [Oryza sativa] 
>gi_12016_emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] ? 



Seq. No. 26808 

Gene No. 55529 

Start 351 

Name OJ990625_04 . 0228 . C8 . ol . ts 

Start 885 

GI none 
Exons 



OJ990625.04.0228.C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 

885. .929, 931. .978, 933.-983, 991. .1029, 993. .1025, 1301. .1345, 
1302. .1364, 1302. .1361, 1341. .1805, 1346. .1807, 1353. .1805, 
1391.. 1807 



1807 

TBLASTX : Soybean 

1807 

48 



Seq. No. 


26808 








Seq. ID 


OJ990625_04.0228 


.C8 


Gene No. 


55529 








Strand 






Start 


351 








End 


1807 




Name 


OJ990625 04 


.0228 


,C8.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1386 








End 


1805 




GI 


none 








Score 


664 




Exons 


1386. .1805, 


1448 


. .1804 










Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228 


.C9 


Gene No. 


55530 








Strand 


+ 




Start 


5826 








End 


6930 




Name 


OJ990625 04 


0228 


.C9.05 


.gp 


Method 


AAT/GAP 




Start 


5826 








End 


6930 





26817 



GI 

Exons 

GI Descrip. 



2291_1.R1084 Score 2153 

5826. .6930 

, 133936/sp|P1214 6|RR3_ORYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990.625_04.0228.C9 
+ 

8417 
AAT/GAP 
8417 
2927 



26809 ^ Seq. ID 

55531 Strand 
6945 End 
OJ990625_04 . 0228 . C9 . 06 . gp Method 
6945 End 
3073JL.R1084 Score 
6945. .8417 

'133936/spl P12146|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_226646_prf 1603356BW ribosomal protein S3 

[Oryza sativa] 1 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



26809 
55532 
2282 

OJ990625_04.0228.C9.ol.gp 

2282 
2798177 
2282.. 2847 

5881726/dbj | BAA84417 . 1 | 3. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_04.0228.C9 

2847 
AAT/GAP 
2847 
1010 



0e-24 (AP000423) RNA polymerase alpha 



Seq. ID OJ990625_04 .0228.C9 
Strand 

End 4020 

Method AAT/GAP 

End 4020 

Score 782 



subunit [Arabidopsis thaliana] 

26809 
55533 
3630 

OJ990625_04 . 0228 . C9 . o2 . gp 
3630 
5003883 
3630;v,.4020" 

11957?emb 1X15901 | CHOSXX 1.0e-166 Rice complete chloroplast 
genome 

26809 Seq. ID OJ990625_04 . 0228 . C9 

55534 Strand 

4590 End 5175' 

OJ990625_04 . 0228 .C9. o3 .gp Method AAT/GAP 

4590 End 5175 

481_1.R1084 Score 1023 

4590. .5175 

f 132672/sp|P12137|RK14_ORYSA 6.0e-57 CHLOROPLAST SOS RIBOSOMAL 

PROTEIN L14 >gi_71224j?ir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15 901) ribosomal protein 

L14 [Oryza sativa] >gi_226644_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] 1 



Seq. No. 
Gene No. 
Start 



26809 
55535 
5480 



Seq. ID 

Strand 

End 



OJ990625 04. 0228. C9 



9871 



26818 



Name 


OJ990625 04.0228.C9.ol2.tc 


Method 


TBLASTX: Cress 


Start 


1 


End 


316 


GI 


none 


Score 


141 


Exons 


1..87, 2. .85, 3. .86, 6. .104, 


140. .211, 


142. .210, 145.'. 219, 




263. .316, 263. .316 






Seq. No. 


26809 


Seq. ID 


OJ990625_04.0228.C9 




cccoc 

JJJJJ - r i= * 


o L.i aiiu 




Start 


5480 


End 


9871 


Name 


OJ990625 04.0228.C9.olO.tm 


Method 


TBLASTX: Maize 


Start 


253 


End 


494 


GI 


none 


Score 


290 


Exons 


253.-447, 254. .445, 449. .493, 


450. .491, 


450. .494 


Seq. No. 


26809 


- Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 


Strand 




Start 


5480 


End 


9871 


Name 


OJ990625 04.0228.C9.o3.ts 


Method 


TBLASTX: Soybean 


Of art 


402 


End 


1965 


GI 


none 


Score 


75 


Exons 


402. .494, 402. .521, 497. .643, 


553. .642, 


659. .685, 762. .809, 




768. .809, 921. .1265, 939. .1271, 946. .1269, 946. .1308, 956. .1303, 




1231.. 1377, 1255.. 1509, 1256. 


.1486, 1266.. 1511, 1268.. 1513, 




1417. .1515, 1534. .1614, 1557. 


.1613, 1769. .1945, 1771. .1965 


Seq. No. 


26809 


Seq. ID * 


OJ990625_04.0228.C9 


Con q \T/"\ 

bene ino . 


55535 


Strand 




Start 


5480 


End 


9871 


Name 


OJ990625 04.0228.C9.o9.tc 


Method 


TBLASTX: Cress 


Start 


938 


End 


1185 


GI 


none 


Score 


208 


Exons 


938. .1033, 939. .1184, 939. .1184, 952. .1185 


Seq. No. 


26809 


Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 


Strand 




Of a r f 


5480 


End 


9871 


Name 


OJ990625 04.0228.C9.oll.tc 


Method 


TBLASTX: Cress 


Start 


1186 


End 


1392 


GI 


none" - 


Score 


•124 


Exons 


1186. .1269, 1188. .1271, 1204. 


.1272, 1247.. 1390, 1255.. 1392, 




1256. .1390 






Seq. No. 


26809 


Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 


Strand • 




O Lai L 


5480 


End 


9871 


Name 


OJ990625 04.0228.C9.ol0.tc 


Method 


TBLASTX: Cress 


Start 


1792 


End 


2234 


GI 


none 


Score 


36 


Exons 


1792.. 1857, 1843.. 1881, 1848. 


.1886, 1898. .1942, 1985. .2221, 




1994.. 2221, 2040.. 2234, 2092. 


.2223, 2103.. 2234 


Seq. No. 


26809 


Seq. ID 


OJ990625_04 .0228.C9 


Gene No. 


55535 


Strand 




Start 


5480 


End 


9871 


Name 


OJ990625 04.0228.C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1985 


End 


2749 


GI 


none 


Score 


523 



26819 




Exons 


1985. .2695, 


1985 


. .2749, 


1992. 


.2720, 2056.. 2742 


Seq. No. 


26809 








Seq. ID 


OJ990625_04 .0228.C9 


bene wo . 


c c c o c 
JJJJJ 








OLX at WX 




Start 


5480 










y o / J- 


Name 


OJ990625 04 


.0228 


.C9.o5. 


tm • 


rut; uxiWwi 


TRT.A9TY * M;^ i 7P 
l o Lino i /\. . L la jl c 


Start 


2183 








£_ii IVwl 




GI - .> 


none 








■ Score 




Exons" 


2183. .2656, 


2184 


. .2657, 


2184. 






Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




Start 


5480 








End 


9871 


Name 


nTQQOfi^R fid 


fi99ft 






Method 


TBLASTX: Cress 


Start • 


2477 








End 


3064 


GI 


none 








Score 


295 


Exons 


2477. .2749, 


2481 


. .2720, 


2732. 


.2791, 2764. .2808, 2764. .2808, 




2791. .2964, 


2805 


. .2876, 


2805. 


.2975, 21 


J34..2989, 2937. .2966, 




2966. .3064, 


2968 


. .3063 








Seq. No. 


26809 








Seq. ID 


OJ990625_04 .0228.C9 


Gene No. 


55535 








Strand 




Q+- -a y+- 


^4 ft fi 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.oll 


.tm 


Method 


TBLASTX: Maize 


Start 


2665 








End 


2926 


GI 


none 








Score'" 


63' 


Exons 


2665. .2739, 


268? 


. .2743, 


2686. 


.2739, 2793.. 2921, 2806.. 2922, 




2806. .2922, 


2834 


. .2926 








Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 






ft fi 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


2944 








End 


3231 


GI 


none 








Score 


188 


Exons 


2944. .3057, 


2945 


. .3061, 


2945. 


.3061, 3059.. 3229, 3060.. 3230, 




3061. .3231, 


3062 


. .3229, 


3189. 


.3230 




Seq: No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




O Ldl L 










End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


3019 








End 


3271 


GI 


none 








Score 


91 


Exons 


3019. .3111, 


3020 


. .3190, 


3029. 


.3190, 3170.. 3271, 3171.. 3263, 




3175, .3264 












Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




Start 


5480 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3232 








End 


4748 


GI 


none 








Score 


38 


Exons 


3232. .3264, 


3233 


. .3283, 


3256. 


.3339, 3276.. 3338, 3295.-3366, 




3350. .3367, 


3384 


. .3623, 


3386. 


.3583, 3387.. 3608, 3406.. 3624, 




3630. .3908, 


3631 


. .3909, 


3647. 


.3910, 3651.. 3911, 3659.. 3709, 




3683. .3961, 


3694 


. .3972, 


3917. 


.3955, 3919. .3999, 4007. .4051, 



26820 



4012. .4065, 4014. .4064, 4083. 
4221.. 4511, 4501.. 4614, 4501. 



,4166, 4084. .4506, 4103. .4507, 
.4746, 4505. .4747, 4686. .4748 



Seq. No. 26809. Seq. ID 

Gene No. 55535 Strand 

Start 5480 End 

Name OJ990625_04 . 0228 . C9 . 06 . t s Method 

Start 3716 End 

GI none Score 

Exons 3716.. 3901, 3717.. 3905 



Seq. No. 26809 

Gene No. 55535 

Start 5480 

Name OJ990625_04 . 0228 . C9 . o2 . tw 

Start 4007 

GI none 

Exons 4007.. 4051, 4013.. 4051, 4014. 

4103. .4456, 4103. .4465, 4188. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

' Method 
End 
Score 



OJ990625_04.0228.C9 
9871 

TBLASTX : Soybean 

3905 

174 



OJ990625 04. 0228. C9 



9871 

TBLASTX: Wheat 
4465 
45 

4064, 4062. .4082, 4084. .4458, 
4457 



26809 
55535 
5480 

OJ990625_04, 

4096 

none 

4096. .4260, 
4319. .4507, 
4648. .4938, 
5130. .5492, 
6759. .7070, 
7314. .7463, 
8068. .8220, 
8311. .8334, 
8820. .9029, 
9031. .9129, 
9167. .9343, 
,3:427. .9705 

26809 
55535 
5480 

OJ990625_04, 

4096 

none 

4096... 4308, 
4500. .4574, 



0228.C9.ol.ts 



4096. 
4532. 
4757. 
5130. 
6759. 
7314. 
8072. 
8531. 
8847. 
9121. 
9168. 



4308, 
4582, 
4951, 
5525, 
7139, 
7463, 
8305, 
8875, 
9044, 
9165, 
9395, 



4103. 
4543. 
4927. 
5144. 
6760. 
7357. 
8082. 
8584. 
8947. 
9123. 
9349. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.4312, 
.4569, 
.5028, 
.5533, 
.7128, 
.7464, 
.8306, 
.8874, 
.9045, 
.9164, 
.9426, 



D 'OJ990625 04. 0228. C9 



9871 

TBLASTX: 
9800 
158 
4103. .4330, 
4586. .4651, 
4934. .5053, 
5149. .5535, 
7143. .7250, 
7373. .7468, 
8082. .8306, 
8585. .8914, 
9016. .9162, 
9124. .9165, 
9350. .9427, 



Soybean 



4303. 
4637. 
5114. 
5396. 
7313. 
7458. 
8310. 
8640. 
9030. 
9165. 
9405. 



.4518, 
.4939, 
.5347, 
.5530, 
.7447, 
.7487, 
.8336, 
.8879, 
.9125, 
.9344, 
.9800, 



0228.C9.o5.tc 



4099. 
4534. 



,4269, 4103 
,4566, 4577 



Seq. No. 26809 

Gene No. 55535 

Start 5480 

Name OJ990625_04 .0228 .C9.o6.tw 

Start 4536 

GI none 

Exons 4536.. 4571, 4537.. 4575, 4545. 

4622.. 4900, 4622.. #§97, 4639. 



Seq. ID OJ990625_04.0228.C9 
Strand 

End ' 9871 

Method TBLASTX : Cress 

End 4615 

Score 156 

.4300, 4303. .4506, 4316. .4507, 
.4615 

Seq. ID OJ990625_04.0228.C9 
Strand 

End 9871 

Method TBLASTX : Wheat 

End 4 900 

Score 60 
.4613, 4555. .4611, 4557. .4613, 
.4899 



26821 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26809 
55535 
5480 

OJ990625_04.0228.C9.o8.tc 

4641 

none 

4641. .4841, 4642. .4845, 4649. 
4847. .4939, 4914. .4946, 4927. 

26809 
55535 
5480 

OJ990625_04 . 0228 . C9 . o4 . tm 

4789 

none 

4789. .4833, 4790. .4834, 4833. 
6572. .6628 



Seq. ID OJ990625_04 .0228.C9 
Strand 

End 9871 

Method TBLASTX : Cress 

End 5028 

Score 114 

.4846, 4846. .4893, 4846. .4938, 
.5028, 4934. .5026 

Seq. ID OJ990625JD4 .0228.C9 
Strand 

End 9871 

Method TBLASTX : Mai ze 

End 6628 

Score 75. 

.4883, 4834.-5535, 4835. .5530, 



Seq. No. 26809 

Gene No. 55535 

Start 5480 

Name OJ990625_04 . 0228 ..C9.o4 .tw 

Start 5053 

GI none 

Exons 5053.. 5106, 5055.. 5105, 5057. 

Seq. No. 26809 

Gene No. 55535 

Start 5480 

Name OJ990625_04 . 0228 . C9 . o4 . tc 

Start 5062 

GI none 

Exons 5062.. 5094, 5168.. 5233, 5213. 
5228.-5527 



Seq. ID OJ990625_04 .0228.C9 
Strand 

End 9871 

Method TBLASTX: Wheat 

End 5444 

Score 80 

.5110, 5060.. 5443, 5061.. 5444 

Seq. ID OJ990625_04.0228.C9 
Strand 

End 9871 

Method TBLASTX : Cress 

End 5535 

Score 48 

.5533, 5214. .5489, 5224. .5535, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



26809 
55535 
5480 

OJ990625_04 . 0228 . C9 . o7. tw 

5476 

none 

5476.. 5550, 5477.. 5551, 5521. 
5556. .5681, 5665.. 5688, 5667. 
5732..S794, 5848. .5880, 5849. 



Seq. ID OJ990625_04-0228.C9 
Strand 

End 9871 . 

Method " TBLASTX: Wheat * " ♦ 

End 5881 

Score 131 

.5646, '5547. .5651, 5551.. 5646, 
.5690, 5689. .5736, 5721. .5801, 
.5881 



26809 
55535 
5480 

OJ990625_04.0228.C9.o4.gp 
5480 

LIB3432-015-P1-K1-H8 
5480. .5743 

1 11957/emb 1X15901 | CHOSXX 1.0e-129 Rice complete chloroplast 
genome ' 



Seq. ID OJ990625_04.0228.C9 
Strand 

9871 
AAT/GAP 
5743 
450 



End 

Method 

End- 

Score 



26809 
55535 



Seq. ID OJ990625_04.0228.C9 
Strand 



26822 




Start 


5480 








End 


9871 






Name 


OJ990625 04 


.0228. 


C9.o7. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5845 








End 


6168 






GI 


none 








Score 


352 






Exons 


5845. .6093, 


5846. 


.6094, 


5853. 


.6164, 5856. .6149, 


6100. 


.6168 


Seq. No. 


26809 








Seq. ID 


OJ990625 


04. 0228. C9 


Gene No. 


55535 








Strand . 








Start 


'5480 








End 


9871 






Name 


OJ990625 04 


.0228. 


C9.o6. 


tc 


Method 


TBLASTX: 


Cress 




Start 


5884 








End 


7118 






GI 


none 








Score 


49 






Exons 


5884 . .5925, 


5892. 


.-5912, 


5944 . 


.6006, 5962.. 6006, 


5999. 


.6088, 




6003.. 6095, 


6216. 


. 6242, 


6238. 


.6282, 6391. .6453, 


6564. 


.6605, 




6575.. 6622, 


6695. 


. 6937, 


6702. 


.7073, 6744. .7118, 


6745. 


.7101 


Seq. No. 


26809 








Seq. ID 


OJ990625 


04. 0228. C9 


Gene No. 


55535 








Strand 








Start 


5480 








End 


9871 






Name 


OJ990625 04 


.0228. 


C9.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5968 








End 


6602 






GI 


none 








Score 


202 






Exons 


5968. .6126, 


5969. 


. 6118, 


5970. 


.6146, 6091. .6141, 


6093. 


.6179, 




6094. .6180, 


6103. 


.6177, 


6165. 


.6278, 6174. .6281, 


6179. 


.6286, 




6288. .6497, 


6296. 


.6475, 


6355. 


.6525, 6365. .6535, 


6379. 


.. 6525, 




6555. .6602, 


6569. 


.6601 












Seq. No. 


26809 








Seq. ID 


OJ990625 


04. 0228. C9 


Gene No. 


55535 








Strand 








Start 


5480 








End 


9871 






Name 


OJ990625 04 


.0228. 


C9.o8 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


6209 








End 


6532 






GI 


none 








Score ' 


59 






Exons 


6209. .6238, 


6210. 


.6242, 


6235. 


.6276, 6235. .6282, 


6239. 


.6337, 




6240. .6497, 


6240. 


.6410, 


6367. 


.6525, 6368. .6475, 


6371. 


.6532, 




6379. .6513, 


6465. 


.6524 












Seq. No. 


26809 








Seq. ID 


OJ990625 


04. 0228. C9 


Gene No. 


55535 








Strand 








Start 


5480 








End 


9871 






Name 


OJ990625 04 


.0228. 


C9.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6672 








End 


8434 






GI 


none 








Score 


37 






Exons 


6672. .6704, 


6681. 


.7253, 


6683. 


.6901, 6696. .7094, 


6703. 


.7251, 




7146. .7253, 


7206. 


.7484, 


7248. 


.7487, 7467.. 7925, 


7479. 


.7925, 




7873. .7986, 


7917. 


.7991, 


7934. 


.7990, 7936. .8040, 


8005. 


.8223, 




8024. .8338, 


8033. 


.8302, 


8040. 


.8339, 8269.. 8343, 


8275. 


.8343, 




8304. .8393,. 


8330. 


.8389, 


8332. 


.8433, 8345. .8434 






Seq. No. 


26809 








Seq. I'D 


OJ990625 


04. 0228. C9 


Gene No. 


55535 








Strand 








Start 


5480 








End 


9871 






Name 


OJ990625 04 


.0228. 


C9.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


7155 








End 


7919 






GI 


none 








Score 


464 






Exons 


7155. .7487, 


7155. 


.7484, 


7465. 


.7503, 751 


.8. .7916, 


7524. 


.7919 



26823 




Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




Start 


5480 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o7. 


tc 


Method 


TBLASTX: Cress 


Start 


- 7349 








. End 


7865 


GI 


none 








Score 


129 


Exons 


7349. .7447, 


7350 


. .7460, 


7357. 


.7461, 7364. .7462, 7511.. 7618, 




7533. .7829, 


7542 


. .7865' 








Seq. No. 


■ 

26809 








Seq. ID 


OJ990625_04 . 0228. C9 


Gene No . 


55535 








Strand 




Start 


5480 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


7540 








End 


7868 


GI 


none 








Score 


137 


Exons 


7540. .7830, 


7542 


. .7868, 


7554. 


.7835 




Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




Start 


5480 








End " 


9871 


Name 


OJ990625 04 


.0228 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


' 8207 








End 


9095 


GI 


none 








Score 


92 


Exons 


8207. .8305, 


8208 


. .8306, 


8210. 


.8299, 8445.-8495, 8446. .8496, 




8446. .8523, 


8447 


. .8503, 


8497. 


.8526, 8497.. 8526, 8583.. 8750, 




8585. .8752, 


8585 


. .8755, 


8640. 


.8756, 8766... 9014, 8770.. 9009, 




8778. .9095, 


8947 


. .9015 








Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


fjpnp No 


55535 








Strand 




Start 


5480 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8616 








End 


9445 


GI 


none 








Score 


1254 


Exons 


8616. .9437, 


8617 


. .9438, 


8640. 


.9440, 8947. .9441, 9074. .9445 


Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No . 


55535 








Strand 




Start 


'5480 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o5. 


tw 


Method 


TBLASTX: Wheat' 


Start 


8756 








End 


9063 


GI 


none 








Score 


448 


Exons 


8756. .9061, 


8757 


. .9062, 


8757. 


.9062, 8947. .9063 


Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




Start 


5480 








End 


9871 


Name 


OJ990625 04 


.0228 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


9350 








End 


9871 


GI 


none 








Score 


251 


Exons 


9350. .9520, 


9351 


. .9524, 


9351. 


.9545, 9427.. 9558, 9545.. 9661, 




9546. .9665, 


9669 


. .9869, 


9672. 


.9869, 9674. .9871 


Seq. No. 


26809 








Seq. ID 


OJ990625_04.0228.C9 


Gene No. 


55535 








Strand 




Start 


5480 








.End 


9871 


Name 


OJ990625 04 


.0228 


.C9.o9. 


tm 


Method 


TBLASTX: Maize 



26824 




Start 


9669 




End 


9871 




GI 


none 




Score 


279 




Exons 


9669.-9869, 9672.. 9869, 


9674. 


. 9871 






Seq. No. 


26810 - 




Seq. ID 


OJ990625_04.0228 


-C10 


Gene No. 


55536 




Strand 






Start 


479 




End 


883 




Name 


OJ99062.5 04. 0228. CIO. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


479 




End 


882 




GI 


none 




Score 


92 




Exons 


479.-556, 479. .556, 480 


. .557, 


557 . . 601 


, 558. .614, 558.. 


614, 




589.-669, 594.. 671, 596 


. .673, 


605. .667 


, 621.. 686, 631.. 


672, 




631.. 699, 632.. 673, 659 


. .679, 


684. .734 


, 684. .725, 685.. 


777, 




685.-735, 724. .882, 724 


. .882 








Seq. No. 


26810 




Seq. ID 


OJ990625_04.0228 


.C10 


Gene No. 


55536 




Strand 






Start 


479 




End 


883 




Name 


OJ990625 04. 0228. C10. ol 


. ts 


Method 


TBLASTX: Soybean 




Start . 


768 




End 


883 




GI 


. none 




Score 


150 




Exons 


768. .881, 772. .882, 773 


. .883 








Seq. No. 


26811 




Seq. ID 


OJ990625_04.0228 


-Cll 


Gene No. 


55537. ... . 




Strand 






Start 


1588 




■ End ■ 


20.77 




Name 


OJ990625 04.0228.Cll.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


995 




End 


1221 




GI 


none 




Score 


347 




Exons 


995. .1219, 995. .1219, 997. .1221, 997.. 


1221 




Seq. No. 


26811 




Seq. ID 


OJ990625JD4.0228 


.Cll 


Gene No. 


55537 




Strand 






Start 


1588 




End 


2077 




Name 


OJ990625 04.0228.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1222 




End 


1674 




GI 


none 




Score 


448 . 




Exons 


1222... 1539, 1226.. 1540, 


1254. 


.1541, 1527. ;1604, 1544. .1603, 




1557.. 1673, 1559.. 1672, 


1,588. 


. 1674," 1588. .1674 




Seq. No. 


26811 




Seq. ID 


OJ99062,5_04.0228 


.Cll 


Gene No. 


55537 




Strand 






Start 


1588 




End 


2077 




Name 


OJ990625 04.0228.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


1588 




End 


2077 




GI 


183 1.R1084 




Score 


940 




Exons 


1588. .2077 











GI Descrip. ' 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 

Seq. No. 26811 * Seq. ID OJ990625_04 . 0228 . Cll 

Gene No. 55537 Strand 



26825 




Start 


1588 








End 


2077 


Name 


OJ990625 04 


.0228 


.Cll.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1619 








End 


1743 


GI 


none 








Score 


132 


Exons 


1619. .1705, 


1620 


. . 1706, 


1624. 


.1722, 1624. .1743- 


Seq. No. 


26811 








Seq. ID 


OJ990625 04.0228.C11 


Gene No . 


55537 








Strand 


- 


Start . 


1588 








End 


2077 


Name 


OJ990625 04 


.0228 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1757 








End 


2077 


GI 


none 








Score 


553 


Exons 


1757. .2077, 


1760 


. .2077 








Seq. No. 


26811 








Seq. ID 


OJ990625_04 .0228.C11 


Gene No. 


55537 








Strand 




Start 


1588 








End 


2077 


Name 


OJ990625 04 


.0228 


.Cll.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


1787 








End 


2076 


GI 


none 








Score 


59 


Exons 


1787. .1834, 


1790 


. .1831, 


1830. 


.2060, 1834. .2076, 1835. .2074 



Seq. No. 


26811 




Seq. ID 


OJ990625_04.0228.C11 


Gene No. 


55537 




Strand 




Start 


1588 




End 


2077 


Name 


OJ990625 04. 0228". Cll.ol 


.tc 


Method - 


TBLASTX: Cress 


Start 


1799 




End 


2076 


GI 


none 




Score 


\l 


Exons 


1799. .1834, 1802. .1831, 


1830. 


.2060, 1834. .2076, 1835. .2062 


Seq. No. 


26812 




Seq. ID 


OJ990625_04 . 0228 .C12 


Gene No. 


55538 




Strand 




Start 


383 




End 


1183 


Name 


OJ990625 04.0228.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


193 




End 


437 


GI 


none 




Score 


72 


Exons 


193. .252, 194. .253, 194 


. .253, 


260. .316, 


262.. 315, 300. .437, 




305. .436, 306. .437 








Seq. No. 


26812 




Seq. : TD 


OJ990625_04.0228.C12 


Gene No. 


55538 




Strand 




Start 


383 




End 


1183 


Name 


OJ990625 04.0228.C12.ol 


gp 


Method 


AAT/GAP 


Start 


383 




End 


8.52 


GI 


uC-osflcyp097b05bl 




Score 


907 


Exons 


383. .852 









GI Descrip. ■ 140503/sp | P12173 | YCTI_ORYSA 3.0e-39 HYPOTHETICAL 14 KD PROTEIN 

IN TRNI INTRON (ORF 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trnl intron) - rice chloroplast 

>gi_12041_emb_CAA33945_ (X15901) ORF133; ORF within trnl intron 
[Oryza sativa] >gi_12061_emb_CAA33915_ (X15901) ORF133; ORF 

within trnl intron [Oryza sativa] >gi_226660_prf 1603356CL trnl 

intron ORF 133 [Oryza 1 



Seq. No. 
Gene* No. 
Start 



26812 
55538 
383 



Seq. ID 

Strand 

End 



OJ990625 04.0228.C12 



1183 



26826 



Name 

Start 

GI 

Exons 



OJ990625_04 . 0228 . C12 . ol . tm Method 

64 9 End 

none Score 

649. .921, 651. .950, 879. .959, 896. .976, 900. .962, 964, 
969.. 1160, 969.. 1160 



TBLASTX: Maize 

1160 

432 



,1158, 



Seq. No. 26812 
Gene No. ' 55538 
Start ' . 383' ■ ■ 

Name OJ990625_04 . 0228 . C12 . ol . tc 

Start 815 
GI none 

Exons 815.. 892, 816.. 893, 816.. 902, 817 

900. .941, 911. .964, 915. .962, 993 
■ ' 1069. .1161 



Seq. ID OJ990625_04.0228.C12 
Strand - V.- 
1183 

TBLASTX: Cress 
1163 
116 

900, 880. .909, 895. .939, 
1064, 994. .1080, 1068.. 1163, 



End 

Method 
End . 
Score 



Seq. No. 26812 
Gene No. 55538 
Start 383 

Name OJ990625_04 . 0228 .C12 . o2 . ts 

Start 848 
GI none 

Exons 848. .892, 849.. 887, 850.. 894, 

1015. .1080, 1015. .1077, 1068. 
1163. .1183 



Seq. ID OJ990625_04.0228.C12 
Strand 
End 

Method 
End 
Score 
897. .932, 



1183 

TBLASTX : Soybean 
1183 
46 

898. .933, 1011. . 1064, 



1163, 1070.. 1171, 1070.. 1162, 



Seq. No. - 26813 Seq. ID OJ990625_04 . 0228 . C13 

Gene No. 55539 Strand 

Start 1 ' End 34 9 

Name OJ990625_04 . 0228 . C13 . ol . gp Method AAT/GAP 

Start 1 End 34 9 

GI 5455469 Score 682 

Exons 1. .34 9 

GI Descrip. 131251/sp I P12094 | PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN (32 
KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Or^2a .. 

sativa] >gi_22624 9_prf 1503I43A psbA gene [Oryza sativa] 

>gi 226406 prf 15 



Seq. No. 


26813 








Seq. ID 


OJ990625_04.0228 


.C13 


Gene No. 


55540 








Strand 






Start 


713 








End 


1039 




Name 


OJ990625 


04.0228.C13 


,o2. 


tc 


Method 


TBLASTX: Cress 




Start 


23 








End 


391 




GI 


none 








Score 


397 




Exons 


23. .391, 


41. .391 












Seq. No. 


26813 








Seq. ID 


OJ990625_04.0228 


.C13 


Gene No. 


55540 








Strand 






Start 


713 








End 


1039 




Name 


OJ990625 


04.0228.C13 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


197 








End 


547 




GI 


none 








Score 


109 




Exons 


197. .313, 


425. ;547 













26827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26813 Seq. ID 

55540 Strand 

713 End 
OJ990625_04.0228.C13.o2.ts Method 

425 End 

none Score 

425. .790, 446. .631 



OJ990625_04.0228.C13 
1039 

TBLASTX : Soybean 

790 

84 



26813 
55540 
713 

OJ990625_04 . 0228 . C13 . ol . tc 
479 
none 



1039 

TBLASTX: Cress 
1039 
241 

479. .706, 482. .712, 689. .1039, 708. .1037, 709. .1038 



Seq. ID * OJ990625_04.0228.C13 
Strand 
End 

Method 
End 
Score 



26813 

55540 Strand 

713 End 
OJ990625_04 . 0228 . C13 . ol . tm Method 

674 End 

none Score 

674. .1039, 675. .1037, 676. .1038 



Seq. ID OJ990625_04 .0228.C13 



1039 

TBLASTX: Maize 

1039 

592 



OJ990625 04 .0228.C13 



26813 Seq. ID 

55540 ' Strand 
713 End 1039 

OJ990625_04 . 0228 . C13 . o2 . gp Method AAT/GAP 
713 End 1039 

24570_1.R1084 Score 654 

713.. 1039 

, 131251/sp| P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa ' protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15' 



26813 
55540 
713 " 

OJ990625_04 . 0228 . C13 . ol . ts 

855 

none 

855. .1037, 855. .1034, 857.. 

26814 
55541 
1 

OJ990625_04.0228.C14.ol.tc 
1 

none 



Seq. ID OJ990625_04.0228.C13 



Strand 
End 

Method 
End 
Score 
,1039 



1039 

TBLASTX: Soybean 

1039 

283 



Seq. ID OJ990625_04.0228.C14 

Strand 

End 650 

Method TBLASTX : Cress 

End , . 650 

Score 348 



1..345, 1..324, 312. .395, 316. .555, 322. .483, 326. .490, 480. .650 



26814 
55541 



Seq.' ID OJ990625_04.0228.C14 
Strand 



26828 



Start 
Name 
Start 
GI 

Exons 



1 End 
OJ990 625_04 . 0228 . C14 . ol . ts Method 
1 End 
none Score 
1..555, 1..465, 5. .472, 480. .554 



650 

TBLASTX: Soybean 

555 

548 



OJ990625 04.0228.C14 



Seq. No. 26814 Seq. ID 

Gene No. 55541 Strand 

Start 1 End 

Name OJ990625JD4 . 0228 . C14 . ol . tm Method 

Start 233 End 

GI none Score 

Exons 233.. 280, 233.. 280, 234.. 302, 270.. 395, 287.. 616, 287, 
480. .617 



"650 

TBLASTX: Maize. 

617 

72 



,577, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26815 Seq. ID 

55542 Strand 

115 End 

OJ990625_04 . 0228 . CIS . ol . tm Method 

1 End 

none . . Score 



OJ990625_04.0228.C15 
1192 

TBLASTX: Maize 

1192 

65 



1..60, 2. .61, 3. .62, 53. .169, 61. .162, 96. .218, 141. .185, 
190. .252, 190. .237, 192. .254, 284. .307, 285. .311, 304. .357, 
305. .352, 328. .357, 334. .378, 387. .569, 388. .570, 414. .575, 
572. .778, 572. .1057, 573. .1073, 784. .1095, 1078. .1191, 
1098.. 1190, 1099.. 1191, 1109.. 1192- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26815 Seq. ID OJ990625_04 . 0228 . CIS 

55542 Strand 

115 End 1192 

OJ990 625_04 . 0228 . CIS . ol . gp Method AAT/GAP 

115 End 1090 

2409_1.R1084 Score 1913 

115.. 1090 

'128690/spl P12126|NU3C_ORYSA 2.0e-56 NADH- PLAS TOQUINONE 

OXIDOREDUCTASE CHAIN 3, CHLOROPLAST >gi_66161_pir DERZN3 NADH 

dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 3 - .rice 
chloroplast >gi_11989_emb_CAA34001_ (X15901) ndhC; NADH 

dehydrogenase ND3 [Oryza sativa] >gi_226610_prf 1603356AG NADH 

dehydrogenase ND3 [Oryza sativa] ' 



26815 Seq. ID 

55542 Strand 

115 End 

OJ990625_04 . 0228 . CIS . ol . tc Method 

671 End 

none Score 



OJ990625_04. 0228. CIS 
1192 

TBLASTX: Cress 

1070 

101 



671. .1021, 673. .738, 675. .989, 677. .1021, 798. .1022, 1038. .1070 



26815 
55542 
115 

OJ990625_04. 0228. CIS. ol.ts 
731 
none 

731. .1057, 732. .1061, 789. .1064, 1027, 
1104. .1190, .1108. .1191, 1109. .1192 



Seq. ID OJ990625_04. 0228. CIS 



Strand 
End 

Method 

End 

Score 



1192. 

TBLASTX : Soybean 

1192 

438 

,1062, 1103. .1189, 



26829 



Seq. No. 26816 

Gene No. 55543 

Start 1 

Name OJ990625_04 . 0228 . C16 . ol . tm 

Start 1 

GI none 

Exons 1..624, 2. .598, 291. .656, 292. .624, 651. .689 



Seq. ID OJ990625_04.0228.C16 



Strand 
End 

Method 

End 

Score 



1086 

TBLASTX: Maize 
689 
833 



Seq. No. 26816 

Gene No. 55543 

Start 1 

Name OJ990625_04 . 0228 . C16 . ol . tw 

Start 1 

GI none 
Exons 



Seq. ID OJ990625_04.0228.C16 
Strand 

End 1086 

Method TBLASTX : Wheat 

End 424 

Score 317 



1..225, 2. .226, 127. .387, 219. .380, 295. .381, 349. .414, 
352. .411, 353. .424, 375. .413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26816 Seq. ID 

55543 Strand 
1 End 
OJ990625_04 . 0228 . C16 . o2 . tc Method 
1 ' End 

none Score 

1..237, 3. .203, 225. .314, 229. .306 



OJ990625_04 .0228.C16 
1086 

TBLASTX: Cress 

314 

154 



26816 
55543 
1 

OJ990625_04.0228.C16.ol.ts 

246 

none 



Seq. ID OJ990625_04 .0228.C16 
Strand 

End 108 6 

Method TBLASTX : Soybean 

End 1086 

Score 178 



246.. 521, 311.. 595, 313.. 594, 1021.. 1086 



26816 
55543 
1 

OJ990625_04 . 0228 .C1.6. ol. tc 

321 

none 



Seq. ID OJ990625_04.0228.C16 
Strand 

End 1086 
/Method TBLASTX: Cress 
'End ' 1086 

Score 200 



321. .500, 325. .624, 329. .595, 540. .647, 1021. .1086 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26816 
55543 
1 

OJ990625_ 

690 

none 

690. .830, 
708. .872, 
738. .788, 
816. .914, 
867. .914, 
894. .995, 
904. .1044 
925. .1035 
958. .1032 



04.0228.C16 



690. .821, 
708. .872, 
738. .803, 
816. .914, 
867. .920, 
895. .999, 
904. .999, 
928. .1035 
958. .1014 



Seq. ID 
Strand 
End . 
. o2 . tm Method 
End 
Score 
690. .752, 693. .848 
709. .786, 711. .866 
745. .789, 777. .809 
855.-962, 855. .941 
867. .914, 870. .917 
895. .969, 898. .999 
906.. 1004, 907.. 9 
, 929.. 1042, 929.. 
, 959.. 1030, 980.. 



OJ990625_04 .0228.C16 
1086 

TBLASTX: Maize 

1051 

71 

699. .785, 707. .742, 
711. .845, 736. .780, 
793. .837, 807. .830, 
858. .926, 867. .923, 
876..962, 886. .954, 
, 898. .1008, 898. .954, 
66, 925.. 999, 925.. 999, 
1051, 932.. 988, 953. .1000, 
1018, 984. .1031 " 



26830 



Seq. No. 


26817 








Seq. ID 


OJ990625_04 . 0228 .C17 


(Tipr-ip No 


55544 








Strand 




Start 


172 








End 


997 


Name 


OJ990625 04 


.0228. 


C17.o2 


. ts 


Method 


TBLASTX : Soybean 


Start ' 


172 








End 


723 


GI 


none 








Score 


295 


Exons 


172. .498, 176.. 4*87, 186 


.'.515, 


368. .505, 


556. .723, 557. .688, 




558. .707 














26817 








Seq. ID 


OJ990625 04.0228.C17 


Gene No. 


55544. 








Strand 




Start 


172 








End 


997 


Name 


OJ990625 04 


.0228. 


C17.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


253 








End 


997 


GI 


none 








Score 


227 


Exons 


253. .489, 254. .48 


7, 255 


. .503, 


550. .996, 


557. . 997 


Sea No 


26817 








Seq. ID 


OJ990625 04.0228.C17 


Gene No. 


55544 








Strand 




Start 


172 








End 


997 


Name 


OJ990625 04 


.0228. 


C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


279 








End 


612 


GI 


none 








Score 


215 


Exons 


279. .515, 280. .498, 368 


. .505, 


556. .612, 


557. .610 




26817 








Seq. ID 


OJ990625_04.0228.C17 


Gene No. 


55545 








Strand 




Start 


1007 








End 


1800 


Name 


OJ990625 04 


.0228. 


C17.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1007 








End 


1430 


GI 


none 








Score 


375 


Exons 


1007. .1276, 


1009. 


.1413, 


1009. 


.1374, 1325.. 1429, 1383.. 1430 


Seq. No. 


26817 








Seq. ID 


OJ990625_04.0228.C17 


fjpnp No 


55545 








Strand 




Start 


1007 








End 


1800 


Name 


OJ990625 04 


.0228. 


C17.o6 


.ts 


Method 


TBLASTX : Soybean 


Start 


1240 








End 


1693 


GI 


none 








Score 


44 


Exons 


1240. .1284, 


1243. 


.1281, 


1280. 


.1519, 1285.. 1497, 1325.. 1510, 




1432. .1536, 


1507. 


.1632, 


1558. 


.1632, 1633.. 1662, 1634.. 1693 


Sea No. 


26817 








Seq. ID 


OJ990625_04.0228.C17 


Gene No. 


55545 








Strand 




Start 


1007 








End 


1800 


Name 


OJ990625 04 


.0228. 


C17.o6 


. tc 


Method 


TBLASTX: Cress 


Start 


1519 








End 


1800 


GI 


none 








Score 


253 


Exons 


1519. .1800, 


1574. 


.1792 






/■ 


Seq. No. 


26817 








Seq. ID 


OJ990625_04.0228.C17 


Gene No. 


55546 








Strand 




Start 


1705 








End 


1874 


Name 


OJ990625 04 


.0228. 


C17.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1705 








End 


1874 . 


GI 


none 








Score 


44 



26831 



Exons 



Seq. No. 
• /Gene No, 
'^Start 
Name 
Start 
GI - 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1705. .1740, 1707. 
1819. .1872, 1825. 

26817 
55547 
1778 

OJ990625_04.0228. 

1778 

none 

1778. .2233, 1779. 
2233.. 2406, 2234. 

26817 
55547 
1778 

OJ990625_04.0228. 

2094 

none 

2094.. 2222, 2095. 
2255. .2494 



.1748, 1709. .1750, 1757. .1825, 1759. .1824, 
.1866, 1827. .1874 

Seq. ID OJ990625_04 .0228.C17 
Strand 

End 2594 ' ^ 

C17.ol.ts Method TBLASTX: Soybean 

End 2594 

Score 507 
.2192, 1783.. 2235, 1783.. 2232, 2133.. 2252, 
.2521, 2261. .2593, 2382. .2594, 2403. .2594 

Seq. ID OJ990625_04.0228.C17 
- Strand 

End 2594 

C17.o3.tc Method TBLASTX: Cress 

End 24 94 

Score 83 
.2226, 2096. .2224, 2233.-2397, 2255. .2488, 



Seq. No. 


26817 








Seq. ID 


OJ990625_04 .0228.C17 


Gene No. 


55548 








Strand 




Start 


2507 








End 


3312 


Name 


OJ990625 04 


.0228 


.C17.o4 


.tc 


Method 


TBLASTX: Cress . 


Start 


2507 








End 


3064 


GI 


none 








Score 


63 


HjXons 


oqm oini 






0111 


.3064, 28i 


30. .3026 


Seq. No. 


26817 








Seq. ID 


OJ990625_04 . 0228 . C17 


Gene No. 


55548 








Strand 




Start 


2507 








End 


3312 


Name 


OJ990625 04 


.0228 


.C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2516 








End 


3119 


GI 


none 








Score 


97 


Exons 


2516.. 2707, 


2777 


. .3064, 


2880. 


.3119 • 




Seq. No. 


26817 








Seq. ID 


OJ990625_04.0228.C17 


Gene No. 


55548 








Strand 




Start 


2507 








End 


3312 


Name 


OJ990625 04 


.0228 


.C17.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


2897 








End 


3312 


GI 


none 








Score 


50 


Exons 


2897. .2932, 


2898 


. .2933, 


2920. 


.3063, 2930.. 3064, 2934.. 3068, 




2940. .3068, 


3083 


. .3307, 


3085. 


.3312, 3087.. 3305, 3088.. 3306 


Seq. No. 


26817 








Seq. ID 


OJ990625_04.0228.C17 


Gene No. 


55549 








Strand 




Start 


3512 








End 


3883 


Name 


OJ990625 04 


.0228 


.C17.o5 


.ts 


Method 


TBLASTX: Soybean 


Start 


3512 








End 


3883 


GI 


none 








Score 


101 


Exons 


3512. .3685, 


3515 


. .3679, 


3534. 


.3686, 3552.. 3686, 3553.. 3690, 




3701. .3739, 


3710 


. .3880, 


3732. 


.3881, 3732.. 3881, 3734.. 3883 


Seq. No. 


26817 








Seq. ID 


OJ990625_04.0228.C17 


Gene No. 


55550 








Strand 





26832 



Start 
Name 
Start 
GI 

Exons 



3884 

OJ990625_04 . 0228 . C17 . o5 . tc 

3884 

none 

3884. .3961, 
3978. .4148, 
4165. .4293, 
4345. .4401 



End 

Method 

End 

Score 



4537 

TBLASTX: Cress 

4403 

125 



3887.. 3994, 3888. 
3999.. 4148, 4003. 
4292.. 4399, 4292, 



Seq. No. 26817 . 

Gene No. 55550 
Start 3884 

Name OJ990625_04 . 0228 . C17 . o4 . ts 

Start 3885 
GI none 

Exons 3885.. 3998, 3890.. 3961, 3895. 

3999. .4148, 4000. .4158, 4146. 
4292. .4537, 4304. .4534, 4317. 



,3998, 3888.. 4004, 3895.. 4038, 
,4155, 4146. .4271, 4157. .4288, 
,4399, 4311. .4400, 4317. .4403, 



Seq. ID OJ990625_04.0228.C17 
Strand 

End 4537 

Method TBLASTX : Soybean 

End 4537 

Score 161 

.3999, 3895. .3999, 3978. .4148, 
.4271, 4147. .4290, 4157. .4288, 
.4535 



Seq. No. 


26818 




Seq. ID 


OJ990625_04.0228.C18 


Gene No. 


55551 




Strand 


+ 


Start 


319 




End 


449 


Name 


OJ990625 04.0228.C18.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


397 


GI 


none 




Score 


174 


Exons 


1..48, 16. .210, 27. .212, 


35. 


.220, 270. 


.344, 271. .345, 271. .34 




362.. 397, 363.. 392 








oeq. jno . 


26818 




Seq. ID 


OJ990625_04.0228.C18 


Gene No. 


55551 




Strand 


+ 


Start 


319 




End 


449 


Name 


OJ990625 04.0228.C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


332 


GI 


none 




Score 


42 


Exons 


1..21, 2. .28, 8. .331, 9. 


.332 


, 27.. 332 




Seq. No. 


26818 




Seq. ID 


OJ990625_04.0228.C18 


Gene No. 


55551 




Strand 


+ 


Start 


319 




End . 


449 


Name 


OJ990625 04.0228.C18.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


350 


GI 


none 




Score 


192 


Exons 


2. .28, 16. .240, 27. .242, 


236 


..331, 246 


..350, 259. .333 


Seq. No. 


26818 




Seq. ID 


OJ990625_04.0228.C18 


Gene No. 


55551 




Strand 


+ ■ 


Start 


319 




End 


449 


Name 


OJ990625 04.0228.C18.ol. 


gp 


Method 


AAT/GAP 


Start 


319 




End 


449 


GI 


5607624 




Score 


215 


Exons 


319. .449 








GI Descrip. 


287391/dbj | D13111 | RICMT15 1. 


Oe-178 Oryza sativa mitochondrial 




rpoB pseudogene 








Seq. No. 


26818 




Seq. ID 


OJ990625_04.0228.C18 


Gene No. 


55552 : 




Strand 




Start 


1750 




End 


1887 



26833 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990625_04 .0228.C18 .o2.ts Method 

1750 End 

none Score 
1750. .1872, 1759. .1887 



TBLASTX : Soybean 

1887 

191 



26819 
55553 
4645 

OJ990625_04.022S.C19.o4.gp 
4645 

45273_1.R1084 
4645. .5103 

1 1022811 4.0e-21 (U37703) ORF 62 [Hordeum vulgare] • 



Seq. ID OJ990625_04.0228.C19 
Strand + 

5103 
AAT/GAP 
5103 
850 



End 

Method 

End 

Score 



Seq. ID OJ990625_04 .0228.C19 
Strand 

End 153 

Method AAT/GAP 

' End 153 

Score 228 



26819 
55554 
1 

OJ990625_04. 0228 . C19 . ol . gp 
1 

LIB3432-021-P1-K1-A3 
1..153. 

1 11957/emb 1X15901 | CHOSXX 1.0e-52 Rice complete chloroplast 
. genome ' 



Seq. ID OJ990625_04.0228.C19 

Strand 

End 338 

Method AAT/GAP 

End 338 

Score 198 



26819 
55555 
227 

OJ990625_04.0228.C19.o2.gp 
227 

1036999 
227. .338 

11957/emb 1X15901 | CHOSXX 2.0e-52 Rice complete chloroplast genome 



Seq. ID OJ990625_04.0228.C19 
Strand 

End 4254 

Method AAT/GAP 

End 4254 

Score 2 §4 



26819 
55556 
4080 

OJ990625_04.0228.C19.o3.gp 
4080 

306_9.R1084 
4080. .4254 

f 287391/dbj | D13111 | RICMT15 1.0e-178 Oryza sativa mitochondrial 
rpoB pseudogene' 



Seq. ID OJ990625_04 .0228.C19 
Strand 

End 6309 

Method AAT/GAP 

End 6309 

Score 1619 



26819 
55557 
5421 

OJ990625_04.0228.C19.o5.gp 
5421 

7587_1.R1084 
5421.. 6309 

, 131283/sp|P12158|PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD - 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ4 4 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 



26819 



Seq. ID OJ990625_04.0228.C19 



26834 




Gene No. 


55558 






Strand 




Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o6 


. tm 


Method 


TBLASTX: Maize 


Start ' 


1 






End 


303 


GI 


none 






. Score 


101 ■ 


Exons 


1..78, 2. 


.76, 47. .223, 


54. .227, 54. .221, 55. .231, 216. .287, 




221. .268, 


261. .302, 261 


. .302 


, 262. .303 




Seq. No. 


26819 






Seq. ID 


OJ990625_04 . 0228. CI 9 


Gene No. 


55558 






Strand 


— 


Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o6 


.tc 


Method 


TBLASTX: Cress 


Start 


54 






End 


380 


GI 


none 






Score 


150 


Exons 


54. .215, 


81. .227, 106.. 


225, 


216. .263, 


217. .264, 261. .332, 




330. .380, 


330. .377 








Seq. No. 


26819 






Seq. ID 


OJ990625_04 . 0228. CI 9 


(2orip NO 


55558 






Strand 


- 


Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o5 


. tw 


Method 


TBLASTX: Wheat 


Start 


66 






End 


264 


GI 


none 






Score 


161 


Exons 


66. .227, 


72. .215, 106.. 


225, 


216. .263, 


217. .264 


Seq. No. 


26819 






■ Seq. ID 


OJ990g25_04 . 0228. C19 


UC11C L\KJ . 


55558 






. Strand 


— 


Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


96 






End 


410 


GI 


none 






Score 


141 


Exons 


96. .224, 


108.. 218, 235. 


.264, 


286. .393, 


330. .410 


Seq. No. 


26819 






Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 






Strand 




Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


883 






End 


1155 


GI 


none 






Score 


45" 


Exons 


883. .927, 


889.-927, 965 


..1132, 972. .1154/ 972. .1154, 973. .11 




991. .1155 








Seq. No. 


26819 






Seq." ID 


OJ990625_04.0228.C19 


Gene No 


55558 






Strand 




Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o5 


. tc 


Method 


TBLASTX: Cress 


Start 


1024 






End 


1161 


GI 


none 






Score 


201 


Exons 


1024. .1161, 1024. .1161 








Seq. No. 


26819 






Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 






Strand 




Start 


6405 






End 


7029 


Name 


OJ990625 


04.0228.C19.o9 


.tm 


Method 


TBLASTX: Maize 


Start 


2016 






End 


2219 


GI 


none 






Score 


172 


Exons , 


2016.. 2159, 2026.. 2151, 


2145 


..2219, 2146. .2217 



26835 




Seq. No. 


26819 








Seq. ID 


OJ990625 


_04.0228.C19 


Conp No 


J J J JU 








Strand 






Start 


. 6405 








End 


7029 




Name 


OJ990625 04 


.0228. 


C19.o7 


.tm 


Method 


TBLASTX: 


Maize 


Start 


"* 3154 








End 


3426 




GI 


none 








Score 


123 




Exons 


3154.,. 3237, 


315.5. 


.3238, 


3187. 


.3366, 3228.-3368, 


3231. .3368, 




3272. .3376,. 


333$. 


.3425, 


3358. 


.3426 








26819 








Seqi ID 


OJ990625 


_04.0228.C19 


Gene No. 


55558 








Strand 






Start 


6405 








End 


7029 




Name 


OJ990625 04 


.0228. 


C19.ol0.tm 


Method 


TBLASTX: Maize 


Start 


3900 








End 


4117 




GI 


none 








Score 


64 




Exons 


3900. .3959, 


3903. 


.3962, 


3955. 


.4110, 3958. .4113, 


4040. .4117 


Seq. No. 


26819 








Seq. ID 


OJ990625 


_04 .0228.C19 


Gene No. 


55558 








Strand 






Start . 


6405 








End 


7029 




Name 




. 0228 . 


C19.o5 


..tm 


Method 


TBLASTX: 


Maize 


Start 


4665 








End 


5295 




GI 


none 








Score 


34 




Exons 


4665. .4706, 


4680. 


.4724, 


4681. 


.4719, 4735.. 5007, 


4737. .5009, 




4737. .5006, 


4738. 


.5043, 


4739. 


.5053, 4991.. 5089, 


5008. .5094, 




5010. .5108, 


5010. 




JUJ.lt 


.5094, 5197. .5235, 


M Q7 

ji^ / . •j^.jj, 




5206. .5295, 


5247 . 


.5294, 


5248. 


.5295 






Seq. No. 


26819 








Seq. ID 


OJ990625 


_04.0228.C19 




JJJJO 








Strand 






Start 


6405 








End 


7029 




Name 


OJ990625 04. 


.0228. 


C19.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4765 








End 


5342 




GI 


none 








Score 


294 




Exons 


•4765. .4989, 


4773. 


.4997, 


4777. 


.4989, 5041. .5088, 


5259. .5291, 




5263. .5292, 


5281. 


.5340, 


5283. 


.5342, 5286. .5342 




Seq. No. 


26819 








Seq. ID 


OJ990625 


_04.0228.C19 


f!lpn & No 


J J J JO 








Strand 






Start 


6405 








End 


7029 




Name 


OJ990625 04. 


,0228. 


C19.o4 


. tc 


Method 


TBLASTX : 


Cress 


Start 


4765. 








End 


5294 




GI 


none 








Score 


184 




Exons 


4765. .4989, 


4766. 


.4981, 


4770. 


.4994, 4776. .4988, 


4777. .4989, 




5039. .5086, 


5057. 


.5086, 


5147. 


.5215, 5152. .5184, 


5256. .5294 


Seq. No. 


26819 








Seq. ID 


OJ990625 


_04.0228.C19 


Gene No. 


55558 








Strand 






Start 


6405 








End 


7029 




Name 


OJ990625 04, 


.0228. 


C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5364 








End 


7007 




GI 


none 








Score 


35 




Exons 


5364. .5381, 


5365. 


.5385, 


5447. 


.5527, 5474. .5527, 


5566. .6006, 




5568. .6458, 


5569. 


.6465, 


6071. 


.6667, 6079. .6663, 


6173. .7003, 




6513. .7007, 


6514 . 


.7005 











26836 




Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 








Strand 




otart 


&a n r 
03 y o 








End 


7029 


Name 


OJ990625 04. 


0228. 


C19.o4. 


tw 


Method 


TBLASTX : Wheat 


Start 


5468 








End 


5832 


GI 


none 








Score 


109 


Exons 


5468. .5539, 


5468. 


.5563, 


5470. 


.5541, 5527.. 5832, 5541.. 5831, 




5566.. 5832 * 












Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 








Strand 




0 tar t 










End 


7029 


Name 


OJ990625 04. 


0228. 


C19.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5553 








End 


7029 


GI 


none 








Score 


1317 


Exons 


5553. .6458, 


5572. 


.6465, 


6071. 


.6667, 6085.. 7029, 6513.. 6680, 




6514. .7029 












Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


bene inq . 


J J J JO 








Strand 




Start 


6405 








End 


7029 


Name 


OJ990625 04. 


0228. 


C19.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5559 








End 


5994 


GI 


none 








Score 


660 


Exons 


5559. .5993, 


5560. 


.5994, 


5566. 


.5994 




Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 








Strand 




0 tar t 










End 


7029 


Name 


OJ990625 04. 


0228. 


C19.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5834 








End 


6465 


GI 


none 








Score 


184 


Exons 


5834. .5968, 


5835. 


.5951, 


5911. 


.6012, 5912. .6025, 5927.. 6031, 




5931. .6464, 


5931. 


.6458, 


5932. 


.6465, 6079. .6465 


Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


bene ino. 


c c c co 

JJJJO 








Strand 




Start 


6405 








End 


7029 


Name 


OJ990625 04. 


0228. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5995 








End 


6481 


GI 


none 








Score 


745 


Exons 


5995.. 6465, 


6000. 


.6476, 


6000. 


.6458, 6074. .6481, 6085. .6480 


Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 








Strand 




Start 


6405 








End. 


7029 


Name 


OJ990625 04. 


0228. 




yp 


Method 


AAT/GAP 


Start 


6405 






End 


6862 


GI 


2231 2.R1084 








Score 


844 


Exons 


6405. .6862 












GI Descrip. 


, 11957/emb|X15901 


1 CHOSXX 


; l.Oe 


-145 Rice 


complete chloroplast 




genome ' 












Seq/ No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


55558 








Strand 




Start 


6405 








End 


7029 


Name 


OJ990625 04. 


0228. 


C19.o3. 


tw 


Method 


TBLASTX: Wheat 



26837 



Start 


6466 








End 


6864 


GI 


none 








Score 


208 


Exons 


6466. .6663, 


6467. 


.6667, 


6513. 


.6863, 6514.. 6864, 6724. .6864 


Seq. No. 


26819 








beq. iu 




Gene No. 


rrr.ro 

00030 








btrana 




Start 


6405 










7H9Q 

/ \) 4. y 


Name 


QJ990625. 04 


.0228. 


C19.o2 


.tm 


Method 


fppj 7\ C TV • M=» -i >7A 
1 oJjHo 1 A . Md 1 Z e 


Start 


"6517 








hna 


oyoo » 


GI 


none 








Score 


699 


Exons 


6517. .6966, 


6519. 


.6965 








Seq. No. 


26819 








Seq. ID 


OJ990625_04 .0228.C19 


Gene No. 


55559 








Strand 




Start 


/Uzo 








End 


7841 


Name 


OJ990625 04 


.0228. 


C19.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


7028 








End 


7470 


GI 


none 








Score 


126 


Exons 


7028. .7099, 


7029. 


.7103, 


7089. 


.7244, 7089. .7214, 7091. .7234, 




7189. .7443, 


7205. 


.7450, 


7435. 


.7470 




Seq. No. 


26819 








Seq. ID 


OJ990625_04 .0228.C19 


Gene No. 


ooooy 








Strand 




Start 


7028 








End 


7841 


Name 


OJ990625 04 


.0228. 


C19.o2 


.tc 


Method 


TBLASTX: Cress 


Start, 


7211 








End 


7540 


GI 


none 








Score 


501 


Exons 


7211. .7540, 


7213. 


.7536- 








Seq. No. 


26819 








Seq. ID 


OJ990625_04 .0228.C19 


Gene No . 


C C C C (1 

ooooy 








Strand 




Start 


7028 








End 


7841 


Name 


OJ990625 04 


.0228. 


C19.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


7236 








End 


7840 


GI 


none 








Score 


611 


Exons 


7236. .7838, 


7236. 


.7625, 


7237. 


.7839, 7238.. 7840 


Seq. No. 


26819 








Seq. ID- 


OJ990625_04.0228.C19. 


Gene No. 


c c c c n 

booby 








Strand 




Start 


7028 








End 


7841 


Name 


OJ990625 04 


.0228. 


C19.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


7262 








End 


7689 


GI 


none 








Score 


667 


Exons 


7262. .7684, 


7264 . 


.7689, 


7264. 


.7683 




Seq. No. 


26819 








Seq. ID 


OJ990625_04.0228.C19 


Gene No. 


c c c c o 

ooooy 








Strand 




Start 


7028 








End 


7841 


Name 


OJ990625 04 


.0228. 


C19.o3 


.tc 


Method 


TBLASTX: Cress 


Start 


7624 








End 


7841 


GI 


none 








Score 


347 


Exons 


7624. .7839, 


7625. 


.7840, 


7695. 


.7841 




Seq. No. 


26820 








Seq. ID 


OJ990625_04.0228.C20 


Gene No. 


55560 








Strand 


+ 


Start 


2307 








End 


2757 


Name 


OJ990625 04 


.0228. 


C20.ol 


.gp 


Method 


AAT/GAP 



26838 



Start 2307 End 2757 

GI uC-osflcyp086a01bl Score 902 

Exons 2307. ,2757 

GI Descrip. ' 11957/emb | X15901 I CHOSXX 1.0e-135 Rice complete chloroplast 
genome' 



Seq. No, 26820 Seq. ID 

. Gene^No. -55561 Strand- 
Star& : 2838* - End' 

Name OJ990625_04 . 0228 . C20 . o2 . gp Method 

Start 2838 . End 

GI uC-osflcyp086a01al Score 

Exons 2838.. 3083, 3892.. 4082 

GI Descrip. ' 133806/sp | P25875 | RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ (X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] 1 



OJ990625_04.0228.C20 

+ ... 

4082 

AAT/GAP 

4082 

851 



Seq. No. 26820 Seq. ID 

Gene No. 55562 Strand 

Start 4676 End 

Name OJ990625_04 . 0228 . C20 . ol . tw Method 

Start 8 End 

GI none Score 
Exons 



OJ990625_04.0228.C20 
+ 

5333 

TBLASTX: Wheat 

563 

55 



8,. .82, 13. .81, 41. .127, 51. .245, 76. .198, 87. .227, 214. .339, 
224. .337, 331. .402, 338. .427, 344. .418, 376. .447, 377. .427, 
388. .429, 418. .501, 421. .501, 422. .514, 423. .509, 503. .532, 
504. .563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26820 
55562 
4676 

OJ990625JD4 . 0228 . C20 . 06 . tm 
8 

none 



Seq. ID OJ990625_04.0228.C20 
Strand 
End 

Method 
End 
Score 



+ 

5333 

TBLASTX: Maize 

238 

37 



8. .61, 9. .41, 13. .63, 41. .94, 51. .92, 53. .97, 99. .227, 101. .238, 
102. .227 



Seq. No. 26820 
Gene No. 55562 
Start 4676 

Name OJ990625_04 . 0228 . C20 . o3 . tm 

Start 240 

GI none 

Exons 240.. 335, 240.. 335, 242.. 337, 257.. 337, 344 

348. .407, 362. .484, 364. .501, 386. .502, 503 
538. .612, 558. .617, 560. .616, 601. .666, 602 
603.. 668 



Seq. ID OJ990625_04.0228.C20 

Strand + 

End 5333 

Method TBLASTX : Mai ze 

End 668 



Score 



126 



,406, 344. 
,532, 507. 
,667, 603. 



,406, 
,611, 
, 668, 



Seq. No. 26820 

Gene No. 55562 

Start 4676 

Name OJ990625_04 . 0228 . C20 . o4 . tc 

Start 740 

GI none 
Exons 



Seq. ID OJ990625_04.0228.C20 
Strand 
End 

Method 
End 
Score 



+ 

5333 

TBLASTX: Cress 

1020 

47 



740. .766, 740. .766, 864. .1007, 864 . .1007, 877. .1020 



26839 



Seq. No. 


26820 








Seq. ID 


OJ990625_04.0228.C20 


Gene No. 


55562 








Strand 


+ 


OLai t 


4676 








End 


5333 


Name 


OJ990625 04 


.0228. 


C20.o2. 


ts 


. Method 


TBLASTX : Soybean 


Start 


740 








End 


1609 


GI 


none 








Score 


177 


Exons 


740. .835, 876. .1004, 87S 


I..1006, 880..: 


1005, 1358.. 1609, 




1374. .1580, 


1375. 


.1587 








Seq. No. 


26820 








Seq. ID 


' ■ ,\- 

* OJ990625_04.0228.C20 


Gene No. 


55562 








Strand 


+ 


Start 


4676 








End 


5333 


Name 


OJ990625 04 


.0228. 


C20.O5. 


tm 


Method 


TBLASTX: Maize 


Start 


1013 








End 


1220 


GI 


none 








Score 


160 


Exons 


1013. .1111, 


1013. 


.1120, 


1015. 


.1125, 1086. .1151, 1094. .1150, 




1105. .1161, 


1150. 


.1218, 


1152. 


.1220 




Seq. No. 


26820 








Seq. ID 


OJ990625_04.0228.C20 


Gene No. 


55562 








Strand 


+ 


Start 


4676 








End 


5333 


Name 


OJ990625 04 


.0228. 


C20.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1221 








End 


1787 


GI 


none 








Score 


56 


Exons 


1221. .1262, 


1223. 


.1273, 


1223. 


.1273, 1259. .1321, 1259. .1324, 




■ -1261. .1323, 


1323. 


.1514, 


1327. 


.1641, 1328. .1636,'/1630. .1779, 




1634. .1780, 


1659. 


.1787 








Seq. No. 


26820 








Seq. ID 


OJ990625_04 .0228.C20 




55562 








Strand 


+ 


Start 


4 676 








End 


5333 


Name 


OJ990625 04 


.0228. 


C20.O2. 


tc 


Method 


TBLASTX: Cress 


Start 


1351 








End 


1583 


GI 


none 








Score 


156 


Exons 


1351. .1569, 


1352. 


.1576, 


1352. 


.1567, 1371.. 1583 


Seq. No. 


26820 








Seq. ID 


OJ990625_04.0228.C20 




55562 








Strand 


. + 


Start 


4676 








End 


5333 


Name 


OJ990625 04 


.0228. 


C20.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1478 








End 


1751 


GI 


none 








Score 


368 


Exons 


1478. .1750, 


1479. 


.1751, 


1659. 


.1751 




Seq. No. 


26820 








Seq. ID 


OJ990625_04 .0228.C20 


Gene No. 


55562 








Strand 


+ 


Start 


4676 








End 


5333 


Name 


OJ990625 04 


.0228. 


C20.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2858 








End 


3485 


GI 


none 








Score 


64 


Exons" 


2858. .2902, 


2861. 


.2908, 


2886. 


.2936, 2903.. 2935, 2904. .2936, 




2937. .2969, 


2957. 


.3211, 


2959. 


.3237, 2965.. 3225, 3199.. 3336, 




3210. .3347, 


3213. 


.3344, 


3257. 


.3367, 3350. .3484, 3358. .3483, 



3405. .3485 



Seq. No. 26820 . Seq. ID OJ990625_04 . 0228 . C20 

Gene No. - 55562 Strand + 

26840 



Start . 


4676 








End 


5333 




Name 


OJ990625 04 


.0228. 


C20.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2967 








End 


4088 






none 








Score 


00 




Exons 


2967. .2990, 


2971. 


.2991., 


3016. 


.3105, 


3031. .3105, 


3097. .3147, 




3102. .3161, 


3136. 


.3189, 


3136. 


.3198, 


3209. .3247, 


3211. .3249, 




3252. .3353, 


3267. 


.3353, 


3479. 


.3508, 


3525. .3575, 


3526. .3567, 




3573. .3620, 


3780. 


.3878, 


3790. 


.3882, 


3816. .3887, 


3849. .4088, 




3860. .'4087 














Seq. No. 


26820 








Seq. ID OJ990625 


_04.0228.C20 




CC ceo 
D D D 








Strand 


+ 




Start 


4676 








End 


5333 




Name 


OJ990625 04 


.0228. 


C20.o3. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3826 








End 


4013 




GI 


none 








Score 


230 




Exons 


3826. .3921, 


3827. 


.4012, 


3828. 


.4013, 


3834. .4013 




Seq. No. 


26820 








Seq. ID OJ990625 


_04.0228.C20 


Gene No. 


55562 








Strand 


+ 




Start 


4676 








End 


5333 




Name 


OJ990625_04 


.0228. 


C20.o7. 


tm 


Method 


. TBLASTX: 


Maize 


jLalL 


7 

fij X / 








End 


4691 




GI 


none 








Score 


65 




Exons 


4317. .4370, 


4367. 


.4462, 


4367. 


.4426, 


4368. .4463, 


4375. .4473, 




4453. .4497, 


4491. 


.4571, 


4495. 


.4572, 


4496. .4555, 


4528. .4590, 




4545.-4583, 


4556. 


.4594, 


4559. 


.4597, 


4586. .4651, 


4593. .4652, 




4611. .4652, 


4648. 


.4689, 


4649. 


.4690, 


4650. .4691, 


4650. .4691 


Seq. No. 


26820 








Seq. ID OJ990625 


_04 .0228.C20 


Gene No. 


55562 








Strand 


+ 




Start 


4676 








End 


5333 




Name 


OJ990625 04 


.0228. 


C20.ol. 


tc 


Method 


TBLASTX: 


Cress 




ft DO / 








End 


5204 




GI 


none 








Score 


157 




Exons 


4657. .4806, 


4665. 


.4808, 


4666. 


.4806, 


4795. .4836, 


4795. .4821, 




4797. .4835, 


4861. 


.4905, 


4887. 


.5000, 


4912. .5004, 


4924. .5010, 




4928. .5011, 


4928. 


.5020, 


5104. 


.5139, 


5105. .5149, 


5109. .5150, 




5112. .5150, 


5151. 


.5192, 


5152. 


.5199, 


5154. .5204 




Seq. No. 


26820 








Seq. ID OJ990625 


_04.0228.C20 


Gene No. 


55562 








Strand 


+ 




Start 


4676 








End 


5333 




Name 


OJ990625 04 


.0228. 


C20.O3. 


gp 


Method 


AAT/GAP 




Start 


4676 








End 


4944 




GI 


40596 1.R1084 






Score 


450 




Exons 


4676. .4944 














GI Descrip. 


•11957/emb|X15901 


ICHOSXX l.Oe 


-104 Rice complete 


chloroplast 




genome 1 














Seq. No. 


26820 








Seq. ID OJ990625 


_04.0228.C20 


Gene No. 


55562 








Strand 


+ 




Start 


4676 








End 


5333 




Name 


OJ990625 04 


0228. 


C20.O4. 


tm 


Method 


TBLASTX : 


Maize 


Start 


4692 








End 


4952 




GI 


none 








Score 


209 




Exons 


" 4692. .4844, 


4692. 


.4892, 


4693. 


.4872, 


4837. .4932, 


4863. .4940, 



26841 



4929. .4952 



Seq. No. 26820 

Gene No. 55562 

Start 4676 

Name OJ990625 J)4 . 0228 . C20 . 08 . tm 

Start 5100 

GI none 
Exons 



Seq. ID OJ990625_04 .0228.C20 

Strand + 

End 5333 

Method TBLASTX : Maize 

End 5333 

Score .' 114 ■ • 



5100. .5183, 5107. .5181, 5161. .5205, 5179. .5205, 5181. .5276,' 
5188.. 5280, 5192.. 5281,. 5300.. 5332, 5301.. 5333, 5301.. 5333 



Seq. No. 26821 

Gene No. 55563 

Start 43 

Name OJ990625_04 . 0228 . C21 . ol . tm 

Start 43 

GI none 

Exons 43.. 309, 44.. 307 

Seq. No. 26821 

Gene No. 55563 

Start 43 

Name OJ990625J34 . 0228 . C21 . ol . tw 

Start 141 

GI none 
Exons 



Seq. ID OJ990625_04 .0228.C21 

Strand 

End 311 

Method TBLASTX : Mai ze 

End 309 

Score. 415 



Seq. ID OJ990625_04.0228.C21 

Strand 

End 311 

Method TBLASTX : Wheat 

End '311^ 

Score 4 6 



141. .167, 142. .168, 143. .169, 163. .309, 163. .309, 164. .310, 
165. .311 



Seq. ID OJ990625JD4 .0228.C22 

Strand + 

End 428 

Method AAT/GAP 

End 428 

Score 297 



Seq. No. 26822 
Gene No. 55564 
Start 256 

Name OJ990625_04 . 0228 .C22 . ol . gp 

Start 256 
GI 7587_1.R1084 
Exons 256. . 428 

GI Descrip. ' 131283/sp | P12158 | PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 
REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34 014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



Seq. No. 


26822 






Seq. ID 


OJ990625_04.0228 


-C22 


Gene No. 


55564 






Strand 


■ + 




Start 


256 






End 


428 




Name 


OJ990625 


04.0228.C22.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


256 






End 


366 




GI 


none 






Score 


179 




Exons 


256. .366, 


257.. 364 - 










Seq. No. 


26822 






Seq. ID 


OJ990625_04.0228 


.C22 


Gene No. 


55564 






Strand 


+ 




Start 


256 






End 


428 




Name 


OJ990625 


04.0228.C22.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


256 






End 


427 




GI 


none 






Score 


298 




Exons 


256. .426, 


257. .427, 257 


.427 









26842- 



Seq. No. 


26822 






Seq. ID 


OJ990625J34.0228 


.C22 


oclie ViV • 








OLI a. 1 lkJL 






Start 


256 






End 


428 




Name 


OJ990625 


04.0228.C22.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


256 






End - 


427' 




GI 


none 






Score 


298 




Exons 


256. .426, 


257. .427 










Seq. No. 


26822 






Seq. ID 


OJ990625_04.0228 


.C22 
















Start 


256 






End 


428 




Name 


OJ990625 


04.0228.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


256 






End 


428 




GI 


none 






Score 


298 




Exons 


256. .426, 


257. .427, 257. 


.427, 


330. .428 






Seq. No. 


26823 






Seq. ID 


OJ990625_04.0228 


.C23 


Gene No. 


55565 






Strand 






oLdl L 


i 






End 


624 




Name 


OJ990625 


04 .0228.C23.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


624 




GI 


none 






Score 


201 




Exons 


1..198, 1 


..408, 3. .401, 


3. .422, 409. .558, 429. .557, 430 


* .558, 




434. .559, 


546. .623, 553. 


.624, 


555. .623 






Seq. No. 


26823 






Seq. ID 


OJ990625_04.0228 


.C23 


bene NO . 


jjjDj 






Strand 






Start 


1 






End 


624 




Name 


OJ990625 


04.0228.C23.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2 






End 


329 




GI 


none 






Score 


311 




Exons 


2. .328, 3 


..329, 3. .323 










Seq. No. 


26823 






Seq. ID 


OJ990625_04.0228 


.C23 


bene inq . 


JJJ DO 






Strand 






Start 


1 






End 


624 




Name 


OJ990625 


04.0228.C23.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


. 30 






End 


474 




GI 


none 






Score 


618 




Exons 


30. .473, 


30. .473, 31. .474, 235. .474 






Seq. No. 


26824 






Seq. ID 


OJ990625_04.0228 


.C24 


Gene No. 


55566 






Strand 






Of a r +- 








End 


360 




Name 


OJ990625 


04.0228.C24.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5 






End 


360 




GI 


none 






Score 


64 




Exons 


5. .55, 5. 


.55, 16. .60, 74 


. .121 


, 75. .251, 


76. .258, 159. .260, 




161. .259, 


285..344, 287. 


.346, 


289. .360, 


298. .351 




Seq. No. 


26825 






Seq. . ID 


OJ990625JD4.0228 


.C25 


Gene No. 


55567 






Strand 






Start 


3 






End 


257 




Name 


OJ990625 


04.0228.C25.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3 






End 


257 




GI 


none 






Score 


163 




Exons 


3. .185, 8 


..190, 24. .173, 


29. . 


190, 194.. 


256, 194. .256, 219. .25 



26843 



Seq. No. 


26825 


beq. id 


(j j yyubzo Ufi.uzzo 


. L/Z o 


Gene No. 


55567 


Strand 






Start 


3 


End 


257 




Name 


OJ990625 04 . 0228 . C25 . ol . ts 


Method ' 


TBLASTX : Soybean 




Start 


3 


End 


257 




GI 


none 


Score 


159 




-Exons 


3. .185, 8. .190, 24. .17.3, * 194 


..256, 21*9, 


. .25? 




Seq. No. 


o c o o c 

26826 


beq. lu 




. L>Z D 


Gene No. 


55568 


Strand 


+ 




Start 


164 


End 


470 




Name 


OJ990625 04.0228.C26.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


469 




GI 


none 


Score 


711 




Exons 


1..468, 1..468, 2. .469 








Seq. No. 


26826 


Seq. ID 


OJ990625_04 .0228 




Gene No. 


55568 


Strand 


+ 




Start 


164" 


End 


470 




Name 


OJ990625 04.0228.C26'.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 


End 


329 




GI 


none 


Score 


118 




Exons 


2. .73, 2. .70, 74. .187, 74. .187, 199. .321, 200. .325, 252 


. .329 


Seq. No. 


26826 


Seq. ID 


OJ990625_04.0228 


.C26 


Gene No. 


55568 


Strand 


+ 




Start 


164 


End 


470 




Name 


OJ990625 04.0228.C26.ol.gp 


Method 


AAT/GAP 




Start 


164 


End 


470 




GI 


5005167 


Score 


614 




Exons 


164. .470 








GI Descrip. 


140281/sp| P09363I YCX1 SOYBN 


1.0e-32 HYPOTHETICAL 16.8 KD PROTEIN 



(ORF 143) >gi_81821_pir S05717 hypothetical protein 143 - 

soybean chloroplast >gi_11577_emb_CAA30522_ (X07675) ORF 143 
[Glycine max] 



Seq. No. 


26826 






Seq. ID 


OJ990625_04.0228 


.C26 


Gene No. 


55568 






Strand 


+ 




Start 


164 






End 


470 




Name 


OJ990625 


04.0228.C26.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


307 






End 


467 




GI 


none 






Score 


190 




Exons 


307. .447, 


312. .449, 312 


. .467, 


346. .456 






Seq. No. 


26826 






Seq. ID 


OJ990625_04.0228 


.C26 


Gene No. 


55568 






Strand 


+ 




Start 


164 






End 


470 




Name 


OJ990625 


04.0228.C26.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


330 






End 


451 




GI 


none 






Score 


193 




Exons 


330. .449, 


331. .447, 341 


. .451 








Seq. No. 


26827 






Seq. ID 


OJ990625_04.0228 


.C27 


Gene No. 


55569 






Strand 






Start 


477 






End 


799 




Name 


OJ990625 


04.0228.C27.o2 


.tm 


Method 


TBLASTX: Maize 





26844 



Start 


216 




End 


367 


GI 


none 




Score 


153 


Exons 


216. .308, 218. .322, 236. 


.322, 


.308. .340, 


308. .340, 315. .365, 




329. .361, 335. .367 








Seq. No. 


26827 




Seq. ID 


OJ990625 04.0228.C27 


Gene No. 


55569 




Strand 




Start 


477 




End 


799 


Name 


OJ990625 04.0228.C27.ol. 


gp 


Method 


AAT/GAP 


Start 


477 




End 


799 


GI 


14384 1.R1084 




Score 


377 


Exons 


477. .505, 591. .799 








GI Descrip. 


'5881726/dbj | BAA8 4 417.il 


3.0e- 


-24 (AP000423) RNA polymerase 




subunit [Arabidopsis thaliana 


] ' 




Seq. No. 


26827 




Seq. ID 


OJ990625 04.0228.C27 


Gene No. 


55569 




Strand 




Start 


477 




End 


799 


Name 


OJ990625 04 .0228.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


507 




End 


792 


GI 


none 




Score 


50 


Exons 


507;. 554, 507.. 566, 509. 


.562, 


565. .603, 


674. .784, 674. .781, 




676. .792, 688. .783 








Seq. No. 


26827 




Seq. ID 


OJ990625 04.0228.C27 


Gene No. 


55569 




Strand . 




Start 


477 




End 


799 


Name 


OJ990625 04 . 0228 .C27 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


638 




End 


784 


GI 


none 




Score 


201 


Exons 


638. .781, 644. .784, 660. 


.782, 


688. .783 




Seq. No. 


26828 




Seq. ID 


OJ990625_04 .0228 -C28 


Gene No. 


55570 




Strand 




Start 


1 




End 


837 


Name 


OJ990625 04.0228.C28.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


837 


GI 


none 




Score 


83 


Exons 


1..69, 2. .64, 3. .65, 42. 


.188, 


52. .195, 


55. .183, 169. .249, 




176. .256, 177. .260, 179. 


.268, 


246. .836, 


247. .837, 265. .837 


Seq. No. 


26828 




Seq. ID 


OJ990625_04.0228.C28 


Gene No. 


55570 




Strand 




Start 


1 




End 


837 


Name 


OJ990625 04.0228.C28.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1 




End 


184 


GI 


none 




Score 


197 


Exons 


1..183, 1..183, 2. .184 








Seq. No. 


26828 




Seq. ID 


OJ990625_04 . 0228 . C28 


Gene No. 


55570 




Strand 




Start 


1 




End 


837 


Name 


OJ990625 04 .0228.C28.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


315 




End 


765 


GI 


none 




Score 


689 


Exons 


315. .689, 331. .765, 331. 


.765 







26845 




Seq. No. 


26828 




Seq. ID 


OJ990625_04 . 0228 . C28 


Gene No . 


000 / u 




o LiailU 




Start 


1 




End 


837 


Name 


OJ990625 04.0228.C28.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


340 




End 


817 


GI 


none 




Score 


703 


Exons 


340. .816, 342. .686, 349 


. .816, 


350. .817 




Seq. No. 


v . _ 

26829 




' Seq.. ID 


OJ990625_04.0228.C29 


Gene No. 


55571 




Strand 


+ ' 


Start 


1582 




End 


2504 


Name 




. tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


850 


GI 


none 




Score 


53 


Exons 


2. .49, 3., 47, 43. .141, 


44. .145, 22S..323, 229. .348, 316. .357, 




318. .473, 329.-352, 347 


. .475, 


348. .470, 


441. .584, 442. .585, 




442. .588, 569.-739, 581 


. .742, 


582. .740, 


735. .818, 737. .850 


Seq. No. 


26829 




Seq. ID 


OJ990625_04.0228.C29 


Gene No. 


55571 




Strand 


+ 


o car z 






End 


2504 


Name 


OJ990625 04.0228.C29.o2 


-tw 


Method 


TBLASTX: Wheat 


Start 


210 




End 


648 


GI 


none 




Score 


73 


Exons 


210. .284, 210. .311, 220 


. .285, 


284. .442, 


323. .349, 346. .465, 




348. .443, '607. .648 








Seq. No. 


26829 




Seq. ID 


OJ990625_04.0228.C29 


Gene No. 


55571 




Strand 


+ 


btart 


1 coo 




End 


2504 


Name 


OJ990625 04.0228.C29.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


229 




End 


472 


GI 


none 




Score 


76 


Exons 


229.. 351, 233.. 325, 234 


"39 £ 


313. .465, 


315.. 350, 322.. 357, 




339. .440, 346. .465, 347 


. .472, 


347. .466 




Seq. No. 


26829 




Seq. ID 


OJ990625_04.0228.C29 


Gene No. 


55571 




Strand 


+ 


C +- -a 

otait 


1 RQ9 




End 


2504 


Name 


OJ990625 04.0228.C29.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1208 




End 


2207 




none 




Score 


137 


Exons 


1208.. 1345, 1210.. 1305, 


1223. 


.1306, 1488. .1559, 1511. .1558, 




1573.. 1707, 1577.. 2206, 


1577. 


.2197, 1578.. 2207 


Seq. No. 


26829 




Seq. ID 


OJ990625_04 .0228.C29 


Gene No. 


55571 




Strand 


+ 


Start 


1582 




End 


2504 


Name 


nTQQfl^9^ CiA fi 99fi P9 Q r\A 


. tm 


Method 


TBLASTX: Maize 


Start 


1444 




End 


1701 


GI 


none 




Score 


44 


Exons 


1444. .1470, 1446. .1469, 


1467. 


.1505, 1468. .1587, 1478. .1591, 




1479.. 1589, 1501.. 1593, 


1559. 


.1699, 1587. .1700, 1588. .1701, 




1588. .1701 








Seq. No. 


26829 




Seq. ID 


OJ990625_04.0228.C29 


Gene No. 


55571 




Strand 


+ 



26846 



Start 
Name 
Start 
GI 

Exons 



1582 End 

OJ990625_04 . 0228 . C2 9 . ol . ts Method 

1479 End 

none Score 



2504 

TBLASTX : Soybean 

1983 

41 



1479. .1535, 1579. .1674, 1580. .1981, 1581. .1982, 1588. .1983, 
1762. .1983 



Seq.-' No- • . 

.Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26829 
55571 
1582 

OJ990625_04.0228.C29.ol.gp 
1582 

LIB3431-013-P1-K1-B3 
1582.. 1697 

, 6002093/emb|X84149.1|CHZLRPS4G 9.0e-21 Zizania latifolia 
cloroplast rps4 gene for ribosomal protein S4 1 



Seq. ID OJ990625_04 .0228.C29 

Strand + 

End 2504 

Method AAT/GAP ' 

End 1697 

'Score 181 



26829 
55571 
1582 

OJ990625_04.0228.C29.ol.tw 

1934 

none 



Seq. ID OJ990625_04 .0228.C29 

Strand + 

End 2504 

Method TBLASTX : Wheat 

End 2334 

Score 433 



1934. .2257, 1935. .2228, 2216. .2272, 2216. .2278, 2217. .2285, 
2296.. 2334 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26829 
55571 
1582 

OJ990625_04 . 0228 . C29 . ol . tm 

1962 

none 



Seq. ID OJ990625_04 .0228.C29 

Strand + 

End 2504 

Method TBLASTX : Mai ze 

End 2504 

Score 626 



1962. .1997, 1989. .2417, 1993. .2196, 1994. .2419, 1995. .2420, 
.2269. .2421, 2421. .2504, 2422. .2502, 2423. .2503 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26829 
55572 
2585 

OJ990625_04 . 0228 . 029 . o5 . tm 

2585 

none 



Seq. ID OJ990625_04 .0228.C29 
Strand 

End 2871 

Method TBLASTX : Mai ze 

End 2871 

Score 97 



2585. .2680, 2594. .2680, 2595. .2681, 2595.-2684, 2596. .2685, 
2675. .2770, 2680. .2871, 2683. .2871 



Seq. No. 26829 

Gene No. 55573 

Start 2872 

Name OJ990625_04 . 0228 . C29 . o3 . tm 

Start 2872 

GI none 
Exons 



Seq. ID OJ990625_04 .0228.C29 
Strand 

End 3485 

Method TBLASTX : Mai ze 

End 3312 

Score 74 



2872.-2928, 2872.-2967, 2876. .3049, 2950. .3033, 2998.. 3063, 
2998. .3048, 3031. .3105, 3038. .3112, 3050. .3109, 3105.. 3158, 
3106. .3156, 3158. .3301, 3159. .3302, 3160. .3309, 3160. .3312 



Seq. No. 
Gene No. 
Start 



26829 
55573 
2872 



Seq. ID OJ990625_04.0228.C29 
Strand 

End 3485 



26847 




Name 


OJ990625 04 


.0228.C29.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3144 






End 


3483 


GI 


none 






Score 


193 


Exons 


3144. .3323, 


3148. .3324, 


3156. 


.3314, 3400. .3423, 3401. .3427, 




3422. .3478, 


3435. .3479, 


3442. 


.3483 




Seq. No. 


26829 






Seq. ID 


OJ990625_04.0228.C29 


Gene No. 


55573 - 






Strand 




Start 


2872 






End 


3485 


Name 


OJ990625 04 


.0228.C29.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3153 






End 


3485 


GI 


none 






Score 


192 


Exons 


3153. .3329, 


3153. .3314, 


3163. 


.3360, 3427. .3483, 3432. .3485 


Seq. No. 


26829 






Seq. ID* 


OJ990625 04.0228.C29 


Gene No. 


55573 






Strand 




Start 


2872 






End 


3485 


Name 


OJ990625 04 


.0228.C29.o6. 


tm 


Method 


TBLASTX : Maize 


Start 


3317 






End 


3485 


GI 


none 






Score 


203 


Exons 


3317. .3484, 


3321. .3485 








Seq. No. 


26830 






Seq. ID 


OJ990625 04.0228.C30 


Gene No. 


55574 






Strand 


*■ 


Start 


1400 






End 


2206 


Name 


OJ990625 04 


.0228.C30.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1 






End 


319 


GI 


none 






Score 


49 


Exons 


1..117, 2.. 


31, 3.. 317, 3 


l. .317 


, 71. .319 




Seq. No. 


26830 






Seq. ID 


OJ990625_04.0228.C30 


Gene No. 


55574 






Strand 




Start 


1400 






End 


2206 


Name 


OJ990625 04 


.0228.C30.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


328 


GI 


none 






Score 


432 


Exons 


2. .325, 3.. 


326, 71.. 328 








Seq. No. 


26830 






Seq. ID 


OJ990625_04.0228.C30 


Gene No. 


55574 






Strand 




Start 


1400 






End 


2206 


Name 


OJ990625 04 


.0228.C30.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


188 






End 


1178 


GI 


none 






Score 


187 


Exons 


188. .298, 188. .304, 190. 


.306, 


1012.. 1137, 1022.. 1177, 1023. 


Seq. No. 


26830 






Seq. ID 


OJ990625_04.0228.C30 


Gene No. 


55574 






Strand 




Start 


1400 






End 


2206 


Name 


OJ990625 04 


.0228.C30.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


659 






End 


1002 


GI 


none 






Score 


85 


Exons 


659.. 709, 661.. 738, 662. 


.745, 


680. .742, 


699.. 749, 722.. 847, 




735. .851, 738. .845, 739. 


.858, 


775. .897, 


847. .1002, 847. .999 


Seq. No. 


26830 






Seq. ID 


OJ990625_04.0228.C30 


Gene No. 


55574 






Strand 





26848 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI 

Exons 

GI Descrip. 



1400 End 

OJ990625_04 . 0228 . C30 . o5 . tc Method 

796 End 

none Score 



2206 

TBLASTX: Cress 

1127 

51 



796.-834, 801. .839, 822. .893, 823. .897, 853. .897, 946. .1011, 
955. .1008, 956. .1009, 960. .1010, 983. .1120, 987. .112.7, 999. .1127 



26830 
55574 
1400 

OJ990625_04 . 0228 . C30 . ol . tm 
1057 
none 
1057. 
1248. 
1324. 



1203, 
1328, 
1377, 
1461. .1511, 
1555. .1671, 
1707. .2186, 



1064. .1204, 1068. 

1248. .1328, 1249. 

1325. .1381, 1366. 

1461. .1508, 1524. 

1557. .1685, 1647. 

1730.. 2185, 1735. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



26830 
55574 
1400 

OJ990625_04.0228.C30.ol.gp 
1400 

uC-osflM202088b07al 
1400.. 1658 " 

, 11957/emb 1X15901 | CHOSXX 2 . Oe- 
genome 1 



OJ990625 04.0228.C30 



2206 

TBLASTX: Maize 
2187 
162 

1220, 1071.. 1208, 1138.. 1209, 
1329, 1250.. 1330, 1311.. 1382, 
1446, 1379. .1483, 1380. .1469, 
1553, 1525.. 1554, 1549.. 1665, 
1760, 1660. .1737, 1700. .1744, 
2187, 1852.. 2187 

Seq. ID OJ990625_04.0228.C30 
Strand 

End 2206 

Method AAT/GAP 

End.. 1658 

Score 514 

■52 Rice complete chloroplast 



Seq. No. 


26830 








Seq. ID 


OJ990625_04.0228.C30 


Gene No. 


55574 








Strand' 




Start 


1400 








End 


2206 


Name 


OJ990625 04 


.0228 


.C30.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1636 








End 


2054 


GI 


none 








Score 


45 


Exons 


1636. .1665, 


1718 


. .2047, 


1718. 


.2050, 1719.. 2054, 1737.. 2054 


Seq. No. 


26830 








Seq. ID 


OJ990625_04.0228.C30 


Gene No. 


55574 








Strand 




Start 


1400 








End 


2206 


Name 


OJ990625 04 


.0228 


.C30.o2 


. tc 


Method - 


TBLASTX: Cress • 


Start 


1636 








End 


2004 


GI 


none 








Score 


45 


Exons 


1636. .1665, 


1659 


. .1742, 


1737. 


.2003, 1737.. 2003, 1852.. 2004 


Seq. No. 


26830 








Seq. ID 


OJ990625_04 . 0228 .C30 


Gene No. 


55574 








Strand 




Start 


1400 








End 


2206 


Name 


OJ990625 04 


.0228 


.C30.O4 


.tc 


Method 


TBLASTX: Cress 


Start 


2005 








End 


2206 


GI 


none 








Score 


164 


Exons 


2005. .2157, 


2006 


. .2206, 


2007. 


.2204 




Seq. No. 


26830 








Seq. ID 


OJ990625_04 . 0228 .C30 


Gene No. 


55575 








Strand 




Start 


2207 








End 


3010 



26849 



Name OJ990625_04 . 0228 . C30 . ol . tc 

Start 2207 

GI none 

Exons : ' 2207.. 3010, 2208.. 3008 

Seq. No. 26830 

Gene No. 55575 

Start. 2207 

Name - OJ990625_04 . 0228 . C30 . o3 . ts 

Start 2215 

GI none 

Exons 2215.. 2439, 2217.. 2447, 2219. 

Seq. No. 26830 

Gene No. 55575 

Start 2207 

Name OJ990625_04 . 0228 . C30 . o2 . tm 

Start 2387 

GI none 

Exons 2387.. 2584, 2387.. 2899, 2389. 
2639.. 2902 



Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
2446 



TBLASTX : Cress 

3010 

1309 



OJ990625_04.0228.C30 
3010 

TBLASTX: Soybean 

2447 

324 



Seq. ID OJ990625_04 .0228.C30 
Strand 

End 3010 

Method TBLASTX: Maize 

End 2902 

Score 302 

.'2661, 2418. .2900, 2418. .2900, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26830 
55575 
2207 

OJ990625_04 . 0228 . C30 . o2 . ts 
2682 
none 

2682..29S7, 2696.. 2959, 2905.. 2958 



Seq. ID OJ990625_04 .0228.C30 
Strand 
End 

Method 
End 
Score 



.3010 

TBLASTX: Soybean 

2959 

489 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_ 
+ 

1291 

AAT/GAP ' 

1291 

766 



04.0228.C31 



26831 
55576 
861 

OJ990625_04.0228.C31.ol.gp 
861 

uC-osflcyp021gl0bl 
861. .1291 

, 131148/sp|P12156|PSAB_ORYSA 6.0e-59 PHOTOSYSTEM I P700 

CHLOROPHYLL A APOPROTEIN A2 >gi_72674 jpir A2RZP7 photosystem I 

P700 apoprotein A2 - rice chloroplast >gi_11981_emb_CAA33995_ 
(X15901) PSI P700 apoprotein A2 [Oryza sativa] 

>gi_226604_prf 1603356AA photosystem I P700 apoprotein A2 

[Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



26831 
55577 
5669 

OJ990625_04.0228.C31.o4.gp 
5669 

2135_1.R1084 
5669. .6214 

, 11957/emb|X15901|CHOSXX 1, 
genome 1 

26831 
55578 
6252 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990625_ 
+ 

6214 
AAT/GAP 
6214 
1072 



04.0228.C31 



Oe-159 Rice complete chloroplast 



Seq. ID OJ990625_04.0228.C31 
Strand + 
End 7291 



26850 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990625_04 . 0228 . C31 . o5 . gp Method AAT/GAP 
6252 End 7291 

2721_1.R1084 Score 1977 

6252. .7291 

' 114622/sp I P12087 fATPF_ORYSA 1.0e-20 ATP SYNTHASE B CHAIN 

(SUBUNIT i) >gi_67929_pir LWRZ1 H+-transporting ATP synthase 

(EC 3.6.1.34) chain I - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza 
sativa] >gi_226695_prf 1603356W ATPase I [Oryza sativa] 1 

26831 Seq. ID - OJ990625_04 . 0228 . C31 

55579 Strand 

3528 End 3944 

OJ990625_04 . 0228 . C31 . o2 . gp Method • AAT/GAP 

3528 End 3944 

LIB3431-040-P1-K2-C1 Score 734 

3528. .3944 

'114 52 1/sp | PI 2084 | ATPA_ORYSA 6.0e-53 ATP SYNTHASE ALPHA CHAIN 
>gi 67827 pir' PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 
alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26831 
55580 
4512 

OJ990625_04.0228.C31.o3.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990625 04.0228.C31 



5058 
AAT/GAP 
5058 
1047 



4512 
5005311 
4512. .5058 

114521/sp | P12084 | ATPA__ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_11979_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26831 Seq. ID OJ990625_04 . 0228 . C31 

55581 Strand - 

7956 ^ End 8326 

OJ990625_04 . 0228 . C31 . 06 . gp Method AAT/GAP 

7956 End 8326 

LIB3477-011-P1-K1-C10 Score 734 

7956. .8326 

, 114 657/sp|P12083|ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transport ing ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26831 
55582 
8367 

OJ990625_04 . 0228 . C31 . ol . tm 
22 

none 



Seq. ID OJ990625_04.0228.C31 



Strand 
End 

Method 

End 

Score 



11228 

TBLASTX: Maize 

2748 

145 -' 



22. .165, 49. .14.7, 887. .994, 904. .999, 905. .985, 909. .989, 
.964. .1047, 965.-2497, 975. .1328, 1097. .2509, 1285. .2538, 



26851 






2034. .2534, 


2532. .2588, 


2536. 


.2589, 2543.. 2590, 2622.. 2648, 




2632. .2649, 


2650. .2748, 


2651. 


.2734 




Seq. No. 


26831 






Seq. ID 


OJ990625_04.0228.C31 


Gene No. 


55582 






Strand 




o cart 


OjD / 






End 


11228- 


Name 


OJ990625 04 


.0228.C31.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


22 






End 


2371 


GI 


none 






Score 


142 


Exons 


22. .153, 49 


..147, 1822.. 


2202, 


1823.. 2203, 1825.. 2205, 




2034. .2210, 


2204. .2371, 


2205. 


.2366, 2206.. 2370 


Seq. No. 


26831 






Seq. ID 


OJ990625_04.0228.C31 


Gene No. 


55582 






Strand 




jLdl L. 








End 


11228 


Name 


OJ990625 04 


.0228.C31.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


22 






End 


2766 


GI 


none 






Score 


145 


Exons 


22. .165, 58 


..147, 177. .269, 1250. .2497, 


1250. .2497, 1285. .2, 




2034. .2546, 


2620. .2766, 




.2699, 2669.. 2734 


Seq. No. 


26831 






Con T n 

oeq . iu 




pAnQ NT /-\ 


55582 






OLiaUU 




Start 


8367 






■Dna. 


1 1 99R 


Name 


OJ990625 04 


.0228. C31. oil 


.tc 


fuf *-\ 4" r\ /"N 

ixiecnoa 


TT3T flQTY • froco 

1 dLiAo i a . v^ress 


Start 


156 






End 


344 ■ 


GI 


none 






Score 


324 


Exons 


156. .344, 156. .341, 157. 








Seq. No. 


26831 






oeq. iJj 




(~* s-\ y-\ f~\ XT f\ 

oene ino • 


55582 






0 trana 




Start 


8367 






End 


11228 


Name 


OJ990625 04 


.0228.C31.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


344 






End 


741 


GI 


none 






Score 


716 


Exons 


344. .733, 344. .733, 346. 


.741, 


346. .741 




Seq. No. 


26831 






Seq. ID 


OJ990625_04.0228.C31 


it; • 


55582 






Strand 




Start 


8367 






End 


11228 


Name . 


OJ990625 04 


. 0228. C31. oil 


.tm 


Method 


TBLASTX: Maize 


Start 


348 






End 


495 


GI 


none 






Score 


168 


Exons 


348. .494, 3- 


48. .494, 349. 


.495, 


349. .495 




Seq. No. 


26831 






Seq. ID 


OJ990625_04 . 0228 . C31 




55582 






Strand 




Start 


8367 






End 


11228 


Name 


OJ990625 04 


.0228.C31.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


513 






End 


762 


GI 


none 






Score 


130 


Exons 


513. .611, 514. .618, 514. 


.762, 


515. .733, 


667. .762 


Seq. No. 


26831 






Seq. ID 


OJ990625_04.0228.C31 


Gene No. 


55582 






Strand 




Start 


8367 






End 


11228 


Name 


OJ990625 04 


.0228.C31.o5. 


tm 


Method 


TBLASTX: Maize 



26852 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
GI 

Exons 



558 End 886 

none Score 216 

558. .731, 559.-885, 560. .886, 560. .886 



26831 
55582 
8367 

OJ990625_04.0228.C31.o4.ts 

7 65 

none 



Seq. ID ,OJ990625_04 .0228.C31 
Strand 

End 11228 

Method TBLASTX : Soybean 

End 1250 

Score 189 



765. .962, 773. .1042, 774. .962, 775. .1047, 776. .1249, 990. .1250, 
999. .1052, 1095. .1247, 1096. .1248, 1097. .1249 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26831 
55582 
8367 

OJ990625_04 . 0228 . C31 . 08 . tc 

874 

none 



Seq. ID OJ990625_04 .0228.C31 
Strand 

End 11228 

Method TBLASTX : Cress 

End 1284 

Score 614 



874. .1047, 875. .1282, 879. .1052, 880. .1284, 1096. .1248, 
1097.. 1282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



26831 
55582 
8367 

OJ990625_04 . 0228 . C31 . o4 . tc 

1289 

none 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Cress 

End 1821 

Score 833 



1289. .1819, 1298. .1819, 1300. .1821 



26831 
55582 
8367 

OJ990625_04.0228.C31.o9.tc 

2412 

none 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Cress 

End 3094 

Score 130 



2412. .2522, 2413. .2523, 2414. .2497, 2638. .2769, 2666. .2734, 
2783. .2983, 2788. .2985, 2788.-2982, 3011. .3094, 3013. .3093 



26831 
55582 
8367 

OJ990625_04.0228.C31.ol0.tc 

3352 

none 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Cress 

End 3985 

Score 92 



3352. .3423, 3353. .3424, 3356.-3424, 3363. .3428, 3555. .3791, 
3556. .3975, 3556.-3984, 3557.-3985, 3599. .3985 



26831 
55582 
8367 

OJ990625_04.0228.C31.o5.ts 

3555 

none 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Soybean 

End 3985 

Score 186 



3555. .3800, 3562. .3984, 3562. .3984, 3599. .3985 

26831 Seq. ID OJ990625_04 . 0228 . C31 



26853 




Gene No. 


55582 








Strand 






Start 


8367 








End 


11228 ■ 




Name 


OJ990625 04 


.0228. 


C31.ol3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4105 








End 


4245 ... 




GI 


none 








Score 


197 




Exons 


4105. .4245, 


4106. 


.4243 










Seq. No. 


26831 








Seq. ID OJ990625 


_04.0228.C31 


Gene No. 


55582 








Strand 


_ 




Start 


8367 








End 1 


11228 




Name 


OJ990625 04 


.0228. 


C31.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4204 








End 


9881 




GI 


none 








Score 


78 . 




Exons 


4204 . .5103, 


4205. 


.4273, 


4269. 


.4424, 


4271. .4924, 


4551. .5114, 




5119. .5154, 


5174. 


.5674, 


5176. 


.5670, 


5710. .5751, 


5715. .5744, 




5833. .5850, 


5935. 


.6006, 


5940. 


.5999, 


5941. .6009, 


6029. .6076," 




6031. . 6078, 


6036. 


.6071, 


6037. 


.6078, 


6097 ... 6168, 


6100. .6144, 




6105. .6188, 


6137. 


.6190, 


6175. 


.6228, 


6176. .6229, 


6178. .6225, 




6221. . 6292, 


6235. 


. 6294, 


6235. 


.6288, 


6236. .6289, 


6282 . . 6305, 




6383. .6556, 


6385. 


.6561, 


6385. 


.6561, 


6386. . 6565, 


6901. .6969, 




6990. .7028, 


6994. 


.7029, 


6995. 


.7267, 


7028. .7135, 


7041. .7280, 




7257. .7325, 


7350. 


.7412, 


8044. 


.8139, 


8045. .8794, 


8194.78793, 




8978. .9019, 


9025. 


.9477, 


9030. 


.9746, 


9035. .9745, 


9052. .9750, 




9059. .9748, 


9858. 


. 9881 










Seq. No. 


26831 








Seq. ID OJ990625 


_04.0228.C31 


Gene No. 


55582 








Strand 






Start 


8367 








End 


11228 ' 




Name 


OJ990625 04 


.0228. 


C31.ol4 


.tc 


Method 


TBLASTX: Cress 


Start 


4328 








End 


4594 




GI 


none 








Score 


155 




Exons 


4328. .4594, 


4336. 


.4593 










Seq. No. 


26831 








Seq. ID OJ990625 


_04.0228.C31. 


Gene No. 


55582 








Strand 






Start 


8367 








End 


11228 




Name 


OJ990625 04 


.0228. 


C31.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4 603- . 








End 


6502 




GI 


none 








Score 


344 




Exons 


4603. .5100, 


4604. 


.4924, 


4617. 


.5114, 


5167. .5577, 


5174 . .5578, 




5204. .5578, 


6404. 


.6502, 


6404. 


.6493, 


6406. .6501 




Seq. No. 


26831 








Seq. ID OJ990625 


_04.0228.C31 


Gene No. 


55582 








Strand 






Start 


8367 








End 


11228 ■ 




Name 


OJ990625 04 


.0228. 


C31.O10 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4745 








End 


5058 




GI 


none 








Score 


48 




Exons 


4745. .4816, 


4747. 


.5058, 


4877. 


.4921 






Seq. No. 


26831 








Seq. ID OJ990625 


_04.0228.C31 


Gene No. 


55582 








Strand 






Start 


8367 








End 


11228 




Name 


OJ990625 04 


.0228. 


C31.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5102 








End 


6768 




GI 


none 








Score 


. 62 




Exons 


5102. .5164, 


5110. 


.5169, 


5116. 


.5169, 


5164 . .5445, 


5164. .5685, 



26854 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5174. .5704, 5672. .5758, 5707. .5922, 5715. .5861, 5761. .5886, 

5844. .5945, 5860. .5973, 5866.-5976, 5929. .6006, 5933. .6013, 

5937. .6014, 6002. .6097, 6006. .6110, 6007. .6111, 6007. .6153, 

6093.. 6224, 6093.. 6230, 6103.. 6231, 6115.. 6231, 6140.. 6232, 

6232..6357, 6232.-6345, 6234.. 6347, 6315.. 6611, 6316.. 6618, 

6317. .6619, 6317. .6631, 6604. .6768, 6644.-6676, 6667. .6768 



26831 
55582 
8367 

OJ990625_04.0228.C31.ol.tw 

5246 

none 

5246. .5596, 



5247. 
5600.. 5686, 5600. 



,5594, 5248, 
.5668, 5601, 



5945, 5917. 

6105, 6024. 

6230, 6109. 

6384, 6265. 



26831 
55582 
8367 

OJ990625_04 . 0228 . C31 . o3 . tw 

5908 

none 

5908.. 6012, 5910 
5942.. 6022, 6022 
6108.. 6230, 6108 
6230.. 6268, 6265 



26831 
55582 
8367 

OJ990625_04, 

6771 

none 

6771. .6854, 
6883. .7032, 
7266. .7307, 
7314. .7352/ 
7427. .7489, 
7537. .7572, 



0228.C31.o3.tm 



6771. 
6911. 
7268. 
7356. 
7428. 



.6869, 6773. 

.7027, 6956. 

.7315, 7268. 

.7427, 7357. 

.7499, 7430. 



7538.. 7705, 7661. 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 
Method TBLASTX : Wheat 
End 5686 
Score 575 

.5595, 5255. .5599, 5592.. 5672, 
.5669, 5602.. 5685 

Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Wheat 

End 6384 

Score 4 3 
.5949, 5935. .6021, 5939. .6025, 
.6104, 6024. .6134, 6025. .6105, 
.6231, 6109. .6231, 6221. .6268, 
.6384 

Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Mai ze 

End 7705 

Score 111 
.6856, 6853.. 6897, 6855.. 6899, 
.7276, 6990. .7274, 7201. .7287, 
.7324, 7269.-7325, 7311. .7352, 
.7425, 7357. .7428, 7361. .7453, 
.7528, 7481. .7561, 7537. .7668, 
.7690 



Seq. No. 26831 

Gene No. 55582 

Start 8367 

Name OJ990625_04 . 0228 . C31 . ol2 . tc 

Start 6995 

GI none 

Exons 6995.. 7300, 6996.. 7028, 7011. 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 

Method TBLASTX : Cress 

End 7301 

Score 252 
.7301 



Seq. No. 26831 
Gene No. 55582 
Start 8367 

Name OJ990625_04 . 0228 . C31 . o9 . tm 

Start 7792 
GI none 

Exons 7792.. 7815, 7794.. 7817, 7819. 

7860. .7883, 7864. .8001, 7877. 
8013.. 8129, 8014.. 8130, 8018. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990625 04.0228.C31 



11228 

TBLASTX: Maize 
8135 
37 

7860, 7820.. 7861, 7848. 
8020, 7892.. 8026, 8013. 
8134 



.8018, 
.8135, 



26855 



Seq. No. 


26831 








Seq. ID 


OJ990625_04.0228.C31 


Gene No. 


55582 








Strand 




Start 


8367 








End 


11228 


Name 


OJ990625 04.0228 


.C31.08 


. tm 


Method 


TBLASTX: Maize 


Start 


8136 








End 


8398 


GI 


none 








Score 


355 


Exons 


8136. . 


8396, 8136 


. .8363, 


8138. 


.8398, 8192. .8398 


Seq. No. 


26831 








Seq. ID 


OJ990625_04.0228.C31 


Gene No. 


55582 








Strand 




Start 


8367 








End 


11228 


Name 


OJ990625 04.0228 


.C31.o6 


. tc 


Method 


TBLASTX: Cress 


Start 


8293 








End 


8805 


GI 


none 








Score 


577 


Exons 


8293. . 


8754, 8294 


. .8752, 


8318. 


.8767, 8755. .8805, 8757. .8798 


Seq. No. 


26831 








Seq. ID 


OJ990625_04.0228.C31 


Gene No. 


55582 








Strand 




Start 


8367 








End 


11228 


Name 


OJ990625 04,0228 


.C31.o7 


.gp 


Method 


AAT/GAP 


Start 


8367 








End 


8909 


GI 


42732 


1.R1084 






Score 


1070 


Exons 


8367. . 


8909 










GI Descrip. 


, 114657/sp| P12083|ATPI_ 


ORYSA 


3.0e-7 6 ATP SYNTHASE A CHAIN 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



PRECURSOR {SUBUNIT IV) >gi_67926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ (X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] 1 



26831 Seq. ID 

55582 Strand 

8367 End 
OJ990625_04 .0228 .C31.o6.tm Method 

9257 End 

none Score 

9257.. 9541, 9257.. 9541 



OJ990625_04.0228.C31 
11228 

TBLASTX: Maize 

9541 

452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26831 Seq. ID 

55582 ' Strand 

8367 End 

OJ990625_04 . 0228 . C31 . o7 . tc Method 

9261 End 

none Score 



OJ990625_04.0228.C31 
11228 

TBLASTX: Cress 

9883 

118 



9261. .9374, 9263. .9376, 9371. .9745, 9372. .9746, 9374. .9748, 
9863.. 9883, 9865.. 9882 



Seq. No. 26831 
Gene No. 55582 
Start 8367 

Name OJ990625_04 . 0228 .C31 .o4 . tm 

Start 9542 
GI none 
Exons 9542. 

9797. 

9882. 



,9568, 9542.. 9568, 9563. 
.9880, 9798.. 9890, 9820. 



Seq. ID OJ990625_04.0228.C31 
Strand 

End 11228 
Method TBLASTX : Maize 
End 10202 
Score 47 

.9748, 9563. .9745, 9582 
.9882, 9852. .9896, 9882 



.9947, 9955. .9996, 9955. .9990, 9994. .10032, 10001 
10002. .10034, 10029. .10202, 10031.. 10201 



9758, 
9947, 
. . 10033, 



26856 




Seq. No. 


26831 






Seq. ID 


OJ990625_04 .0228 


-C31 


Gene No. 


55582 






Strand . 






Start 


8367 






End 


11228 




Name 


OJ990625 04.0228.C31 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10018 






End 


11093 




GI 


none 






Score 


62 




Exons 


10018. 


.10125, 10078. 


.10137, 


10082. .10150, 10082. .10150, 






10095. 


.10157, 10136. 


.10267, 


10137. .10928, 10140. .10268, 






10204. 


.10929, 10552. 


.10929, 


10938. .11072, 10938... 11093 




Seq. No. 


26831 






Seq. ID 


OJ990625_04.0228 


. C31 


Gene No. 


55582 






Strand 






Start 


8367 






End 


11228 




Name 


OJ990625 04.0228.C31 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10038 






End 


10446 




GI 


none 






Score 


493 




Exons 


10038. 


.10403, 10038. 


.10442, 


10039. .10446 




Seq. No. 


26831 






Seq. ID 


OJ990625_04 .0228 


-C31 


Gene No. 


55582 






Strand 






Start 


8367 






End 


11228 




Name 


OJ990625 04.0228.C31 


.ol.tc 


Method 


TBLASTX: Cress • 




Start 


10083 






End 


11228 




GI 


none 






Score 


58 




Exons 


10083. 


.10139, 10084. 


.10137, 


10178. .10276, 10197. .10400, 






10197. 


.10928, 10204. 


.10929, 


10941. .11015, 10951. .11007, 






11010. 


.11066, 11019. 


.11063, 


11128. .11220, 11172.. 11228 




Seq. No. 


26831 






Seq. ID 


OJ990625_04 .0228 


.C31 


Gene No. 


55582 






Strand 






Start 


8367 






End 


11228 




Name 


OJ990625 04.0228.C31 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


10203 






End 


10497 




GI 


none 






Score 


256 




Exons 


10203. 


.10403:-,. 10203. 


.10460, 


10204. .10461, 10204. .10461, 






10408. 


.10497, 10442. 


.10489 








Seq. No. 


26831 






Seq. ID 


OJ990625_04 .0228 


- C31 


Gene No. 


55582 






Strand 






Start 


8367 






End 


11228 




Name 


OJ990625 04.0228.C31 


.o!2. tm 


Method 


TBLASTX: Maize 




Start 


10686 






End 


10823 




GI 


none 






Score 


212 




Exons 


10686. 


.10823, 10686. 


.10823 








Seq. No. 


26832 






Seq. ID 


OJ990625_04.0228 


.C32 


Gene No. 


55583 






Strand 






Start 


1 






End 


666 




Name 


OJ990625 04.0228.C32 


.ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


666 




GI 


688 1. 


R1084 




Score 


1290 





Exons 1 . . 666 

GI Descrip. ? 226661/prf | | 1603356CM 6.0e-54 trnA intron ORF 109 [Oryza 
sativa] 1 

Seq. No. 26832 Seq. ID OJ990625_04 . 0228 . C32 



26857 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



55584 Strand 

698 End 

OJ990625_04 . 0228 . C32 . o2 . tc Method 

1 End 

none Score 



1..48, 2. .64, 2. .64, 3.-65, 3..65, .3'2. 
91. .156, 92. .172, 93.:i58, 100. .162, 157. .231, 158. .232 



867 

TBLASTX: Cress 

232 

87- 

.97, 33. .119, 52. .141, 



26832 
55584 
698 

OJ990625_04.0228.C32.o2.ts 
1 



OJ990625 04.0228.C32 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1..63, 2. .64, 32. .97, 33. .119, 34. .99, 52. .141, 91. .156, 
92. .172, 93. .158, 100. .162, 114. .242, 157. .243, 158. .244, 
158. .244 



867 

TBLASTX : Soybean 

244 

91 



Seq. No. 26832 Seq. ID 

Gene No. 55584 Strand 

Start 698 End 

Name OJ990625_04 . 0228 . C32 . ol . tc Method 

Start 343 End 

GI none Score 

Exons 343.. 378, 349.. 378, 350. .382, 354.. 467, 366 

379. .492, 392. .493, 440. .577, 496. .576, 528 

579. .704, 579. .704 



OJ990625 04.0228.C32 



867 

TBLASTX: Cress 
704 
40 



,476, 379. .477, 
,584, 536. .577, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26832 Seq. ID 

55584 Strand 

698 End 

OJ990625_04 . 0228 . C32 . ol . ts Method 

4 96 End 

none Score 



OJ990625_04.0228.C32 
867 

TBLASTX : Soybean 

867 

133 



496. .612, 497. .577, 528.-584, 591. .620, 603. .656, 616. .669, 
617. .670, 659. .751, 662. .739, 667. .741, 752. .805, 753. .803, 
754. .816, 754,, 804, 816. .866, 841. .867 

26832 Seq. ID OJ990625_0,4-. 0228 . C32 . 

55584 Strand 

698 End 8 67 

OJ990625_04 . 0228 . C32 . o2 . gp Method AAT/GAP 

698 End 8 67 

2669_1.R1084 Score 283 

698. .867 

'3914470/sp|Q40070| PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 
POLYPEPTIDE PRECURSOR >gi_13218 68_emb_CAA66373_ (X97771) lOkD 
PSII protein [Hordeum vulgare] ' 



26832 
55584 
698 

OJ990625_04 . 0228 . C32 . ol . tm 
704 
none 

704. .865, 705. .866, 716. .865, 718. .867 



Seq. ID OJ990625_04 .0228.C32 



Strand 
End 

Method 

End 

Score 



867 

TBLASTX: Maize 

867 

262 



2 68 58' ' 



Seq. No. 


26832 


Seq. ID 


OJ990625_04.0228.C32 


Gene No . 


CCCQ/ 

OjOO 4 


o c r ana 




Start 


698 


End 


867 


Name 


OJ990625 04.0228.C32.o3.tc 


Method 


TBLASTX: Cress 


Start - 


716 


End 


867 . 


GI 


none 


Score 


210 


Exons 


716. .865, 716. .865, 718. .867' 






Seq. No. 


26833 


Seq. ID 


OJ990625_04.0228.C33 


Gene No. 


55585 


Strand 




Of yf 

otart 


2 


End 


619 


Name 


OJ990625 04.0228.C33.ol.tc 


Method 


TBLASTX: Cress 


Start 


2 


End 


364 


GI 


none 


Score 


52 


Exons 


2. .61, 3. .35, 18. .212, 36. .215, 37. .213, 248. .298, 249. .299, 




287. .361, 308. .364 






Seq. No. 


26833 


Seq. ID 


OJ990625_04.0228.C33 


Gene No. 


55585 


Strand 




oTiar l 


2 


End 


619 


Name 


OJ990625 04. 02.28. C33.ol.tm 


Method 


TBLASTX: Maize 


Start 


115 


End 


605 


GI 


none 


Score 


38 


Exons 


115. .186, 325.-552, 32S..534, 


327. .551, 


530. .604, 531. .605, 




532.. 603, 533.. 604 






Seq. No. 


26833 


Seq. ID 


OJ990625_04.0228.C33 


Gene No. 


55585 


Strand 




C 4- -i 

otart 


2 


End 


619 


Name 


OJ990625 04 . 0228 . C33 . ol . ts 


Method 


TBLASTX: Soybean 


Start 


296 


End 


619 


GI 


none 


Score 


78 


Exons 


296. .346, 296. .346,. 298. .348, 


441. .530, 


443. .532, 446. .532, . 




447.. 533, 536.. 619, 537.,. 617 






Seq. No. 


26834 


Seq. ID 


OJ991015_03.0302.C1 


Gene No. 


55586 


Strand 


+ 


Start 


1 


End 


406 


Name 


OJ991015 03.0302.Cl.ol.gp 


Method 


AAT/GAP 


Of -»>-+• 


1 


End 


406 


GI 


LIB3477-003-P1-K1-E9 


Score • 


173 


Exons 


1..98, 379. .406 






GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 1173557 ■ (U31771) Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


26835 


Seq. ID 


OJ991015_03.0302.C2 


Gene No. 


55587 . 


Strand 


+ 


Start 


1 


End 


228 


Name 


OJ991015 03.0302.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


228 


GI 


6016932 


Score 


65 


Exons 


1..228 






GI Descrip. 


(AL031667) dJ620Ell.la (novel 


Helicase 


C-terminal domain and 



SNF2 N-terminal domains containing protein, similar to KIAA0308) 
[Homo sapiens] 



26.859 



Seq. No. 26835 Seq. ID 

Gene No. 55587 Strand 

Start 1 End 

Name OJ991015JD3 . 0302 . C2 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59.-228 



OJ991015_03.0302.C2 
+ 

228 

GENSCAN 

228 

.71 



Seq. No. 


26836 




Seq. ID 


OJ991015_03.0302.C3 


Gene No. 


55588 . 




Strand 


+ 


Start 


52 




End 


2902 


Name 


OJ991015 03.0302.C3.o2. 


np . 


Method 


AAT/NAP 


Start 


52 




End 


2902 


GI 


3582328 




Score 


676 


Exons 


52. .130, 1463. .2902 








GI Descrip. 


(AC005496) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


26836 




Seq. ID 


OJ991015_03.0302.C3 


Gene No. 


55588 




Strand 


+ 


Start 


52 




End 


2902 


Name 


OJ991015 03.0302.C3.ol. 


gs 


Method 


GENSCAN 


Start 


54 




End 


805 


GI 


none 




Score 


.99 


Exons 


54. .81, 168;. 805 








Seq. No." 


26836 




Seq. ID 


OJ991015_03.0302/C3 


Gene No. 


55589 




Strand 




Start 


3868 




End ' 


4336 


Name 


OJ991015 03.0302.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1450 




End 


2502 


GI 


none 




Score 


139 


Exons 


1450. .1737, 1459. .1812, 


1542. 


.1625, 1651. .1818, 1822. .1911, 




1825.. 2010, 1843.. 2004, 


1861. 


.2403, 1921.. 2097, 1953.. 2132, 




1984. .2127, 2095. .2400, 


2110. 


.2208, 2182. .2391, 2244. .2402, 



2416. .2502 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26836 
55589 
3868 

OJ991015_03.0302.C3.o2.tm 
1450 
none 
1450. 
1825. 
2014. 



.1719, 
.1926, 
.2400, 
2404. .2610, 



1459. 
1930. 
2101. 
2463. 



1719, 
2100, 
2451, 
2687, 



1486. 
1930. 
2110. 
2512. 



26836 
55589 
3868 

OJ991015_03.0302.C3.ol.tw 

1459 

none 

1459. .1659, 1544. .1618, 1548. 
1826. .1894, 1852. .1944, 1861. 
1956.. 2339, 1957.. 2340, 2257. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991015 03. 0302. C3 



4336 

TBLASTX: Maize 
2868 
115 

.1686, 1609. .1812, 1651. .1812, 
.2208, 1943. .2098, 1981. .2163, 
.2502, 2175.. 2501, 2239.-2376, 
.2688, 2737. .2868 

Seq. ID CKJ991015_03.0302.C3 
Strand 

End 4336 
Method TBLASTX : Wheat 
End 2508 
Score 82 

.1619, 1576. .1719, 1669. .1812, 
.1995, 1918. .2037, 1953. .2339, 
.2508 



26860 




Seq. No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1594 








End 


2634 




GI 


none 








Score 


66 




Exons 


1594 . . 1719, 


1978. 


. .2196, 


2272. 


.2634, 2295.. 2588 




Seq. No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


.C3.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


2530 








End 


2862 




GI 


none 








Score 


151 




Exons 


2530. .2682, 


2535. 


. .2681, 


2737. 


.2862, 2757.. 2861 




Seq. No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


3798 








End 


4135 




GI 


487298 








Score 


543 




Exons 


3798. .4135 














GI Descrip. 


487298/dbj | D29997 | RICEN265 0. 


0e+00 Rice mRNA EN2 6, partial 




sequence 














Seq. -No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3868 








End 


4330 




GI 


none 








Score 


53 




Exons 


3868. .3909, 


3958. 


. .4014, 


3976. 


.4023, 4027.. 4329, 4046.. 4330 


Seq. No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


.C3.o3. 


gs 


Method 


GEN SCAN 




Start 


3868 








End 


4281 




GI 


none 








Score 


.88 




Exons 


3868. .4281 














Seq. No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


.C3.o3. 


np 


Method 


AAT/NAP 




Start 


3871 








End 


4336 




GI 


4704824 








Score 


528 




Exons 


3871. .4336 














GI Descrip. 


(AF139377) ; 


stearoyl acyl carrier protein desaturase Lldd3A20 




[Lupinus luteus] 












Seq. No. 


26836 








Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 


55589 . 








Strand 






Start 


3868 








End 


4336 




Name 


OJ991015 03 


.0302. 


,C3.ol. 


tm 


Method 


TBLASTX: Maize " 




Start 


3877 








End 


4332 





26861 



# • 



GI 


none 




Score 


178 




Exons 


3877. .3909, 3976. .4026, 


4030 


..4332, 4043. .4330 




Seq. No. 


26836 




Q ess-* X n 

beq. lu 


ujyyiui j uj. ujuz 


.C3 


Gene No. 


c c c o n 

55589 




Strand 






Start 


3868 




Lna 


A "3 "3 £ 




Name 


OJ991015 03.0302.C3.ol. 


tc 


Method 


i nJj/\o i a . uress 




Stapt 


3976 






4 jjD 




GI 


none 




Score 


ID J 




Exons 


3976.. 4026, 4030.. 4332, 


4043 


. . 4336 






Seq. No. 


26836 




Seq. ID 


OJ991015_03.0302 


.C3 


Gene No. 






Strand 






Start 


3868 




End 


4336 




Name 


OJ991015 03.0302.C3.o2. 


tw . 


Method 


TBLASTX: Wheat 




Start 


3976 




End 


4329 




GI 


none 




Score 


162 




Exons 


3976. .4026, 4030. .4329, 


4043 


..4327, 4180. .4329 




Seq. No. 


26837 




Seq. ID 


OJ991015_03.0302 


.C4 


Gene No. 


55590 




Strand 






Start 


1 




End 


3882 




Name 


OJ991015 03.0302.C4.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


1340 




GI 


3355632 




Score 


507 




Exons 


1..386, 1167. .1340 










GI Descrip. 


(AJ006957) stearoyl-acyl carrier protein desaturase [Linum 




usitatissimum] 










Seq. No. 


26837 




Seq. ID 


OJ991015_03.0302 


.C4 


Gene No. 


55590 




Strand 






Start 


1 




End 


3882 




Name 


OJ991015 03.0302.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


453 




GI 


none 




Score 


460 




Exons 


1..378, 1..57, 3. .377, 


433. . 


453 






Seq. No. 


26837 




Seq. ID 


OJ991015_03.0302 


.C4 


Gene No. 


55590 




Strand 






Start 


1 




End 


3882 




Name 


OJ991015 03.0302.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3 




End ■ 


378 




GI 


none 




Score 


231 




Exons 


3. .377, 7. .378 










Seq. No. 


26837 




" Seq. ID 


OJ991015_03.0302 


.C4 


Gene No. 


55590 




Strand 






Start 


1 




End 


3882 




Name 


OJ991015 03.0302.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3 




End 


377 




GI 


none 




Score 


234 




Exons 


3. .347, 7. .342, 330. .377 








Seq. No. 


26837 




Seq. ID 


OJ991015_03.0302 


,C4 


Gene No. 


55590 




Strand 






Start 


1 




End 


3882 




Name 


OJ991015 03.0302.C4.ol. 


gs 


Method 


GENSCAN 





26862 



Start 


10 


End 


509 


GI 


none 


Score 


1 


Exons 


10. .509 






Seq. No. 


26837 


Seq. ID 


OJ991015_03 


Gene No. 


55590 


Strand 




Start 


1 


End 


3882 


Name 


OJ991015 03.0302.C4.ol.gp 


Method 


AAT/GAP 


Start 


106 


End 


573 


GI 


52838 1.R1084 


Score 


902 


Exons 


106. .573 






GI Descrip. 


l 3355632/emb|CAA07349| 2.0e 


-27 (AJ006957) stearoyl 




protein ciesaturase [Linum usitatissimum] 1 


Seq. No. 


26837 


Seq. ID 


OJ991015_03 


Gene No. 


55590 


Strand 




Start 


1 


End 


3882 


Name 


OJ991015 03.0302.C4 .o2.gs 


Method 


GENSCAN 


Start 


784 


End 


3882 


GI 


none 


Score 


.69 


Exons 


784.. 1029, 2082. .2198, 3871 


. .3882 




Seq. No. 


26838 


Seq. ID 


OJ991015JD3 


Gene No. 


55591 


Strand 


+ 


Start 


250 


End 


4173 


Name 


OJ991015 03.0302.C5.o2.np 


Method 


AAT/NAP 


Start 


250 


End 


4173 


GI 


4587554 


Score 


152 


Exons 


.250. .375, 1478. .1874, 4113. 


.4173 




GI Descrip. 


(AC006577) Similar to gb|AJ005701 Na/Ca, K-exchange 




Caenorhabditis elegans. ESTs gb|T04173 and gb|AA5 




from this gene. [Arabidopsis thaliana] 




Seq. No. 


26838 


Seq. ID 


OJ991015_03 


Gene No. 


55592 


Strand 


+ 


C 4 > >~4- 

o tar u 


4288 


End 


5093 


Name 


OJ991015 03.0302. C5.o3.np 


Method 


AAT/NAP 


Start 


4288 


End 


5093 


GI 


6862912 


Score 


493 ' 


Exons 


4288. .4864, 5047. .5093 






GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis 


> thaliana] 


Seq. No. 


26838 


Seq. ID 


OJ991015_03 


Gene No. 


55593 


Strand 




OLdiU 


" 737 


End 


2045 


Name 


OJ991015 03.0302.C5.ol.np 


Method 


AAT/NAP 


Start 


737 


End 


2045 


GI 


5777617 


Score 


102 


Exons 


737. .846, 1955. .2045 






GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 


Seq. No. 


26838 


Seq. ID 


OJ991015_03 


Gene No. 


55594 


Strand 




Start 


2345 


End 


2658 


Name 


OJ991015 03.0302.C5.ol.gp 


Method 


AAT/GAP 


Start 


2345 


End 


2658 


GI 


287036 


Score 


528 



03. 0302. C4 



,0302. C5 



26863 




Exons 


2345. .2658 














Seq. No. 


26838 








Seq. ID 


OJ991015_03.0302 


.C5 


Gene No. 


c c c n c 








Strand 






Start 


4300 








End 


4869 




Name 


OJ991015 03. 


.0302 


.C5.ol, 


,ts 


Method 


TBLASTX: Soybean 




Start 


4300 








End 


4692 




GI 


none 








Score 


532 




Exons 


4300. .4692, 


4317 


. .4664 










Seq. No. 


26838 








Seq. ID 


OJ991015_03.0302 


• C5 


Gene No. 


55595 








Strand 






Start 


4300 








End 


4869 




Name 


OJ991015 03. 


.0302 


.C5.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


4306 








End 


4578 




GI 


none 








Score 


274 




Exons 


4306. .4578, 


4311 


. .4574 











Seq. No. 


'26838 




Seq. ID 


OJ991015_03.0302 


.C5 


Gene No. 


55595 




Strand 






Start 


4300 




End 


4869 




Name 


OJ991015 03.0302.C5.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4312 




End 


4845 




GI 


none 




Score 


292 




Exons 


4312. .4611, 4320. .4604, 


4738. 


.4845 






Seq. No. 


26838 




Seq. ID 


OJ991015_03.0302 


.C5 


Gene No. 


55595 




Strand 






Start 


4300 




End 


4869 




Name 


OJ991015 03.0302.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4432 




End 


4842 




GI 


none 




Score 


191 




Exons 


4432. .4626, 4432. .4578, 


4660. 


.4722, 4798. .4842 




Seq. No. 


■26838 




Seq. ID 


OJ991015_03.0302 


.C5 


Gene No. 


55595 




Strand 






Start 


4300 




End 


4869 




Name 


OJ991015 03.0302.C5.ol. 


tm . 


Method 


• TBLASTX: Maize 




Start 


4615 




End 


4869 




GI 


none 




Score 


345 




Exons 


4615.. 4863, 4620.. 4865, 


4684. 


.4869 






Seq. No. 


26839 




Seq. ID 


OJ991015_03.0302 


.C6 


Gene No. 


55596 




Strand 


+ 




Start 


1 




End 


490 




Name 


OJ991015 03.0302.C6.ol. 


gp 


Method 


AAT/GAP 




Start 


1 


End 


426 




GI 


uC-osflM202123g02bl 




Score 


478 




Exons 


1..37, 211. .426 










GI Descrip. 


1 6094303/sp | P56707 | SMTA_ASTBI 


1.0e-22 


SELENOCYSTEINE 





METHYLTRANSFERASE ( SECYS-METHYLTRANSFERASE ) ( SECYS-MT ) 
>gi_4006848_emb_CAA10368_ (AJ1314 33) selenocysteine 
methyltransf erase [Astragalus bisulcatus] ' 



Seq. No. 
Gene No. 
Start 



26839 
55596 
1 



Seq. ID 

Strand 

End 



OJ991015 
+ 

490 



03. 0302. C6 



268-64 




Name 


OJ991015 03.0302.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


3 ~ 


End 


483 




GI 


none 


Score 


58 




Exons 


3. .35, 215. .478, 229. .483 








Seq. No. 


26839 


Seq. ID 


\OJ991015_03.0302 


.C6 


Gene No. 


55596 


Strand 


'+ 




Start 


1 


End 


490 




Name 


OJ991015 03.0302.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


349 




GI 


none 


Score 


68 




Exons 


3. .35, 123. .137, 201. .347, 206 .. 34 9, 209 .. 34 6 




Seq. No. 


26839 


Seq. ID 


OJ991015_03. 0302 


.C6 


Gene No. 


55596 


Strand 


+ 




Start 


1 


End 


490 




Name 


OJ991015 03.0302.C6.ol.ts • 


Method 


TBLASTX : Soybean 




Start 


206 


End 


481 




GI 


none 


Score 


250 




Exons 


206. .481, 209. .460, 304. .477 








Seq. No. 


26839 


Seq. ID 


OJ991015 03.0302 


.C6 


Gene No. 


55596 


Strand 


+ 




Start 


1 


End 


490 




Name 


OJ991015 03.0302.C6.ol.gs 


Method 


GEN SCAN 




Start 


211 


End 


488. 




GI 


none 


Score 


.83 




Exons 


211. .488 








Seq. No. 


26839 


Seq. ID 


OJ991015_03.0302 


,C6 


Gene No. 


55596 


Strand 


+ 




Start 


1 


End 


490 




Name 


OJ991015_03.0302.C6.ol.np 


Method 


AAT/NAP 




Start 


292 


End 


484 




GI 


3746073 


Score 


117 




Exons 


292. .484 








GI Descrip. 


(AC005311) hypothetical prote 


in [Arabidopsis thaliana] ■ 




Seq. No. 


26839 


Seq. ID 


OJ991015_03.0302 


.C6 


Gene No. 


55596 


Strand 


+ 




Start 


1 


End 


490 




Name 


OJ991015 03.0302.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


349 


End 


4 90 




GI 


none 


Score 


230 




Exons 


349. .489, 350. .490, 353. .490 








Seq. No. 


26840 


Seq. ID 


OJ991015_03.0302 


.C9 


Gene No. 


55597 


Strand 






Start 


944 


End 


1224 




Name 


OJ991015 03.0302.C9.ol.gs 


Method 


GENSCAN 




Start 


944 


End 


1224 




GI 


none 


Score 


.7 




Exons 


944.. 1023, 1149.. 1224 








Seq. No. . 


26841 


Seq. ID 


OJ991015_03.0302 


.C10 


Gene No. 


55598 


Strand 


+ 




Start 


2923 


End 


3349 





26865 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

Exons 

GI Descrip. 



OJ991015J33. 0302. CIO. ol.gs 

2923 

none 

2923.. 3034, 3249.. 3349 

26841 
55599 
4033 

OJ991015_03. 0302. CIO. o2.gs 

4033 

none 



Method GENSCAN 
End 334 9 

Score .59 



Seq. ID OJ991015_03. 0302. C10 

Strand + 

End 5042 

Method GENSCAN 

End 5042 . 

Score .61 



4033. .4129, 4212. .4397, 4459. .4784, 4986. .5042 



03. 0302. C10 



26841 Seq. ID OJ991015_ 

55600 Strand + 
10867' End 11047 
OJ991015_03. 0302. C10. o3.gp Method AAT/GAP 
10867 End 11047 
uC-osflcyp021f01bl Score 243 
10867. .11047 

1 5852077/emb|AL117264.1iOSB6015 1.0e-31 Oryza sativa 
iridica(GLA4) genomic DNA, chromosome 4, BAC clone: b6015 ? " 

26841 Seq. ID OJ991015_03 . 0302 . C10 

55601 Strand 

5276 End 9676 

OJ991015_03 .0302 . C10 . ol . gp Method AAT/GAP 
5276 End 6207 

98607_1.R1084 Score 1794 

5276. .6207 

' 1076290/pir | IS51169 2.0e-30 amino acid transporter AAP4 - 
Arabidopsis thaliana >gi_608 671_emb_CAA54 631_ (X77500) amino 
acid transporter [Arabidopsis thaliana] 1 



Seq. No. 


26841 




Seq. ID 


OJ991015_ 


_03 


0302. C10 


Gene No. 


55601 




Strand 








Start 


5276 




End 


9676 






Name 


OJ991015 03 


.0302. C10. o3.gs 


Method 


GENSCAN 






Start 


5625 




End 


9567 






GI 


none 




Score 


.67 






Exons 


5625. .6633, 


6727.. 6847, 6913. 


.7146, 7254. .7355, 


9504. .9567 


Seq. No. 


26841 




Seq. ID 


OJ991015_ 


_03 


0302. C10 


Gene No. 


55601 




Strand 








Start 


5276 




End 


9676 






Name 


OJ991015 03 


.0302. C10. ol.np 


Method 


AAT/NAP 






Start 


5628 




End 


9676 






GI 


4138679 




Score 


1176 






Exons 


5628. .6633, 


6727.. 6820, 6913. 


.7150, 9505.. 9676 






GI Descrip. 


(Y09591) amino acid transporter [Vicia 


faba] 






Seq. No. 


26841 




Seq. ID 


OJ991015_ 


_03. 


0302. C10 


Gene No. 


55601 




Strand 








Start 


5276 




End 


9676 






Name 


OJ991015 03 


.0302. C10. o2.gp 


Method 


AAT/GAP 






Start 


6768 




End 


9621 






GI 


5607375 




Score 


754 







26866 




it von s 


6768. .6820, 


6913. 


.7146, 


9504. 


.9621 ' 




ftT Dp^crio 

Ul 1-/ \^ O J ■-f' ■ 


1076290/pir | IS51169 2 . Oe 


-30 amino acid 


transporter AAP4 - 




Arabidopsis 


thaliana >gi 


608671 emb_CAA54631_ (X77500) amine 




acid transporter 


[Arabidopsis 


thaliana] 




Qprr No . 

•J \^ vj • Ly \s . 


26841 








Seq. ID 


OJ991015_03. 0302. C10 


Gene No. 


55602 








Strand 




Start 


10496 








End 


15803 


Name 


OJ991015 03. 


0302. 


ClO.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5619 








End 


6317 


GI 


none 








Score 


147 


Exons 


5619 5948. 


5628 . 


. 57'59, 


5629. 


.5949, 5949. .6056, 5949. .6317, 




5950. .6315 












Seq. No. 


26841 








Seq. ID 


OJ991015_03. 0302. C10 


Gene No. 


55602 








Strand 




Start 


10496 








End 


15803 


Naiue 


OJ991015 03. 


0302. 


ClO.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5631 








End 


7151 


GI 


none 








Score 


107 


Exons 


5631 5921 


5737 . 


. 5922, 


5961 . 


.6125, 6120.. 6365, 6124.. 6525, 




6390. . 6632, 


■6753. 


.6833, 


6911. 


.7150, 6912.. 7151 


Spa No 


26841 








Seq. ID 


OJ991015_03. 0302 .C10 


Gene No. 


55602 








Strand 




Start 


. 10496 








End 


15803 


Name 


OJ991015 03. 


0302. 


ClO.ol. 


tc - 


Method 


TBLASTX: Cress 


Start 


5733 








End 


7151 


GI 


LlKJliKZ 








Score 


256 




5733. .6125, 


5743. 


. 6126, 


6120. 


.6380, 6121. .6372, 6361. .6561, 




6372. .6632, 


6753. 


.6833, 


6911. 


.7150, 6912. .7151 


Seq. No. 


26841 








Seq. ID 


OJ991015_03. 0302. C10 


Gene No. 


55602 








Strand 




Start 


10496 








End 


15803 


Name 


OJ991015 03. 


0302. 


ClO.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5751 








.End 


6126 


GI 


none 








Score 


136 


Exons 


5751. .5921, 


5776. 


.5919, 


5925. 


.6125, 5967.. 6125, 5968.. 6126 


Seq. No. 


26841 








Seq. ID 


OJ991015_03. 0302. C10 


Gene "No. 


55602 








Strand 




Start 


10496 








End 


15803 


Name 


OJ991015 03. 


0302. 


C10.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


6459 








End . 


7154 


GI 


none 








Score 


62 


Exons 


6459. . 6647, 


6460. 


.6648, 


6753. 


.6833, 6911.. 7150, 6912.. 7154 


Seq. No. 


26841 








Seq. ID 


OJ991015_03. 0302. C10 


Gene No. 


55602 








Strand 




Start 


10496 








End 


15803 


Name 


OJ991015 03. 


0302. 


C10.O4. 


gs 


Method 


GEN SCAN 


Start 


10496 








End 


14294 


GI 


none 








Score 


.4 


Exons 


10496. .10665 


, 10985. .11016, 11519. .11907, 13572 .. 13778, 



14061. .14294 



26867 




Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.C10 


Gene No. 


55602 




Strand 






Start 


10.4 96 




End 


15803 




Name 


OJ991015 03..0302.C10 


. o4 .gp 


Method 


AAT/GAP 




Start 


11080 




End 


11718 




GI 


57195 1.R1084 




Score 


1202 




Exons 


11080. .11718 










GI Descrip. 


'2244866/emb|CAB1028! 


B.ll 1. 


0e-28 (Z97337) hypothetical ] 


prot€ 




[Arabidopsis thaliana] 1 








Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.CIO 


Gene No. 


55602 




Strand 






Start 


10496 




End 


15803 . 




Name 


OJ991015 03. 0302. C10 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


11350 




End 


11586 




GI 


none 




Score 


84 




Exons 


11350. .11586, 11396. 


. 11527 








Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.C10 


Gene No. 


55602 




Strand 






Start 


10496 




End 


15803 




Name 


OJ991015 03. 0302. C10 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


11353 ■ 




End 


14295 




GI 


none 




Score 


488 




Exons 


11353>. 11910, 11354. 


.11908, 


11683. .11910, 14055. .14294, 






14065.\l4295 










Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.C10 


Gene No. 


55602 




Strand 






Start 


10496 




End 


15803 




Name 


OJ991015 03. 0302. C10 


.02. ts 


Method 


TBLASTX : Soybean 




Start 


11365 




End 


14291 




GI 


none 




Score 


72 




Exons 


11365. .11595, 11399. 


.11515, 


11590. .11910, 11747. .11908, 






14055. .14180, 14065. 


.14181, 


14211. .14291 




Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.C10 


Gene .No. 


55602 




Strand 






Start 


10496 




End 


15803 




Name 


OJ991015 03.0302.C10 


. o2.np 


Method 


AAT/NAP 




Start 


11392 




End 


15803 




GI 


2244866 




Score 


659 




Exons 


11392. .11907, 14061. 


.14340, 


15783. .15803 




GI Descrip. 


(Z97337) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.C10 


Gene No. 


55602 




Strand 






Start 


10496 




End 


15803 




Name 


OJ991015 03. 0302. C10 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11686 




End 


14180 




GI 


none 




Score 


71 




Exons 


11686. .11856, 11735. 


.11809, 


11839. .11910, 11840. .11908, 






14055. .14108, 14106. 


.14180 








Seq. No. 


26841 




Seq. ID 


OJ991015_03.0302 


.C10 


Gene No. 


55602 




Strand 






Start 


10496 




End 


15803 , 





26868 



Name 


OJ991015 03. 


0302. C10. 


o2 . tw, 


Method 


TBLASTX: Wheat 




Start 


11765 ~ 






End 


14295 




Gl 


none 






Score 


201 




Exons 


11765. . 11908 


, 11765.. 


11908, 


11767. .11910, 11767. .11910, 






14058 . . 14294 


, 14059.. 


14295, 


14134. .14232 




Seq. No. 


26842 






Seq. ID 


OJ991015_03.0302 


.Cll 


Gene No. 


-55603 






Strand 


+ 




Start 


4643 






End 


5230 




Name 


OJ991015 03. 


0302 .Cll . 


o2 . gs 


Method 


GEN SCAN 




Start 


4643 ~~ 






End 


5230 




GI 


none 






Score 


. 95 




Exons 


4643. .5230 












Seq. No. 


26842 






Seq. ID 


OJ991015_03.0302 


.Cll 


Gene No. 


55604 






Strand 


+ 




Start 


5231 






End 


5566 




Name 


OJ991015 03. 


0302 .Cll . 


o3 . ao 


Method 


AAT/GAP 




Start 


5231 ~~ 






End 


5566 




GI 


4716463 






Score 


619 




Exons 


5231 . . 5566 












Seq. No. 


26842 






Seq. ID 


OJ991015J33.0302 


.Cll 


Gene No. 


55605 






Strand 






Start 


1 






End 


5658 




Name 


OJ991015 03. 


0302. Cll. 


ol . np 


Method 


AAT/NAP 




Start'.^:-"' 


1 






End 


5658 




GI 


2244866 






Score 


665 




Exons 


1..33, 886.. 


1503, 1648.. 2057 


, 5637. .5658 




GI Descrip. 


(Z97337) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


26842 






Seq. ID 


OJ991015_03.0302 


.Cll 


Gene No. 


55605 






Strand 






Start 


1 






End 


5658 




Name 


OJ991015 03. 


0302. Cll. 


ol.gs 


Method 


GEN SCAN 




Start 


901 






End 


1887 




GI 


none 






jScore 


.87 




Exons 


901.. 1503, 1 


648. .1887 










Seq. No. 


26842 






Seq. ID 


OJ991015_03.0302 


.Cll 


Gene No. 


55605 






Strand 






Start 


1 






End 


5658 




Name 


OJ991015 03. 


0302. Cll. 


o2.gp 


Method 


AAT/GAP 




Start 


3323 






End 


3673 




GI 


2442369 






Score 


614 




Exons 


3323. .3673 












Seq. No. 


26842 






Seq. ID 


OJ991015_03.0302 


.Cll 


Gene No. 


55606 






Strand 






Start 


6357 






End 


7928 




Name 


OJ991015 03. 


0302. Cll. 


ol.tc 


Method 


-TBLASTX: Cress 




Start 


920 






End 


1176 




GI 


none 






Score 


123 




Exons 


920. .1144, 928. .1137, 


1129. . 


1176 






Seq. No. 


26842 






Seq. ID 


OJ991015_03.0302 


.Cll 


Gene No. 


55606 






. Strand 







26869 



Start 
Name 
Start 
GI 

Exons 



6357 End 

OJ991015_03.0302.Cll.ol.tm Method 

934 End 

none Score 



7928 

TBLASTX: Maize 

1902 

165 



934. .1137, 935. .1129, 1117. .1188, 1126. .1191, 1130. .1252, 
1187.. 1504, 1204. .1506, 1216.. 1506, 1650.. 1673, 1663.. 1902, 
1676. .1888 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26842 
556Q6 
6357 

OJ991015_03.0302.Cll.ol.ts 

952 

none 



Seq. ID OJ991Q15_03.0302.C11 
Strand 

End 7928 

Method TBLASTX : Soybean 

End 1884 

Score 88 



952. .1137, 986. .1144, 1117. .1185, 1130. .1186, 1186. .1506, 
1205. .1315, 1343. .1516, 1477. .1521, 1642. .1683, 1672. .1779, 
1676. .1774, 1804. .1884 



26842 
55606 
6357 

OJ991015_03.0302.Cll.o2.tc 

1282 

none 

1282. .1452, 1331. .1426, 1435. 

26842 
55606 
6357 

OJ991015_03.0302.Cll.ol.tw 

1361 

none 

1361. .1504, 1363. .1506, 1363. 
1709. .1825, 7714. .7791 

26842 
55606 
6357 

OJ991015_03.0302.Cll.o2.ts 

4757 

none 

4757. .4819, 4850. .5212, 4864. 
7574. .7687, 7575.-7682, 7766. 

26842 
55606 
6357 

OJ991015_03.0302.Cll.o3.gs 

6357 

none 

6357. .6650 



Seq. ID OJ991015_03.0302.C11 
Strand 

7928 

TBLASTX: Cress 
1506 
73 



End 

Method 
End 
Score 
.1506 



Seq. ID OJ991015_03.0302.C11 
Strand 

End 7928 

Method TBLASTX : Wheat 

End 7791 

Score 218 

.1506, 1672.. 1890, 1676.. 1891, 



Seq. ID OJ991015_03.0302.C11 
Strand 

End 7928 

Method TBLASTX : Soybean 

End 7928 

Score 69 
.5004, 5050.. 5211, 7451.. 7492, 
.7879, 7767. .7880, 7890. .7928 

Seq. ID OJ991015_03.0302.C11 
Strand 

End ' 7928 

Method GENSCAN 

End 6650 

Score . 8 



Seq. No. 26843 

Gene No. 55607 

Start 1 

Name OJ991015_03 . 0302 . C12 . ol . np 

Start 1 



Seq. ID OJ991015_03.0302.C12 

Strand + 

End 1268 

Method AAT/NAP 

End 1268 



26870 




GI 


6723433 


Score 


1425 




Exons 


1..243, 417. .1268 








GI Descrip. 


(AL132965) putative protein [Arabidopsis thaliana] 




Seq. No. 


26843 


Seq. ID 


ujyyiuio uo. Ujuz 


.C12 


Gene No. 


35607 


Strand 


+ 




Start 


1 


End 


1Z DO 




Name 


ojyyiuib Uo.UoUz.ciz.oi.gs 


Method 






Start 


lUz 


bna 


iZbo 




GI 


none 


Score 


.45 




Exons 


102. .243, 417. .1268 








Seq. No. 


zoo4 J 


Seq. ID 


OJ991015_03.0302 


.C12 


Gene No. 


jodUo 


Strand 






Start 


zu / 1 


End 


6279 




Name 


ojyyiuio u J . u JUz . ci^ . oz . tm 


Method 


TBLASTX: Maize 




Start 


/ 0 


End 


500 




GI 


none 


Score 


260 




Exons 


76.-246, 78. .230, 81. .251, 83 


..244, 415. .489, 416. .493, 






416. .496, 417. .500, 429. .497 








Seq. No. 


26o43 


Seq. ID 


OJ991015_03.0302 


.C12 


Gene No . 


55608 


Strand 


- 




Start 


2071 


End 


6279 




Name 


OJ991015_03 .0302.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


450 


End ■ 


737 ■ 




GI 


none : 


Score 


391 




Exons 


450. .737, 450. .734, 452. .736 








Seq. No. 


26843 


Seq. ID 


OJ991015_03.0302 


-C12 


Gene No. 


55608 


Strand 


- 




Start 


2071 


End 


6279 




Name 


OJ991015 03.0302.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


509 


End 


1281 




GI 


none 


Score 


1122 




Exons 


509. .1246, 510. .1256, 513. .1253, 961.. 


1281, 1190.. 1258 




Seq. No. 


26843 


Seq. ID 


OJ991015_03.0302 


.C12 


Gene No. 


55608 


Strand 






Start 


2071 


End 


6279 




Name 


OJ991015 03.0302.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


528 


End 


981 




GI 


none 


Score 


614 




Exons 


528... 980, 528. .977, 536. .979, 


844. .981 






Seq. No. 


26843 


Seq. ID 


OJ991015_03.0302 


.C12 


Gene No. 


55608 


Strand 






Start 


2071 


End 


6279 




Name 


OJ991015 03.0302.C12.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1083 


End 


1262 




GI 


none 


Score 


286 




Exons 


1083. .1262, 1083. .1256, 1085., 


.1258 






Seq. No. 


26843 


Seq. ID 


OJ991015_03.0302 


.C12 


Gene No. 


55608 


Strand 






Start 


2071 


End 


6279 




Name 


OJ991015 03.0302.C12.o2.gs 


Method 


GEN SCAN 





26871 



Start 


2071 








End 


5669 




GI 


none 








Score 


.79 




Exons 


2071. .2745, 


3009. 


.3133, 


3336. 


.3375, 3800. .4160, 


4258. .4 




5009. .5123, 


5585. 


.5669 










Seq . No . 


26843 








Seq. ID 


OJ991015 


_03.0302 


Gene No. 


55608 








Strand 






Start 


2071 








End 


6279 




Name 


OJ991015 03 


.0302. 


C12.o3 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2514 








End 


2746 




GI 


none 








Score 


73 




Exons 


2514 . .2723, 


2515. 


.2745, 


2516. 


.2746, 2516. .2746 




Seq. No. 


26843 








Seq. ID 


OJ991015 


_03.0302 


Gene No. 


55608 








Strand 


— 




Start 


2071 








End 


6279 




Name 


OJ991015 03 


.0302. 


C12.02 


. np 


Method 


AAT/NAP 




Start 


4432 








End 


6279 




GI • 


5852093 








Score 


71 




Exons 


4432. .4462, 


6138. 


.6279 










GI Descrip. 


(AL117264) 


zwhl6 . 


1 [Oryza sativa] 






Seq. No. 


26844 








Seq. ID 


OJ991015 


_03.0302 


Gene No. 


55609 








Strand 


+ 




Start 


237 








End 


372 




Name 


OJ991015 03 


. 0302 . 


C13.ol 


. gs 


Method 


GENSCAN 




Start 


237 ~~ 








End 


372 




GI 


none 








Score 


.49 




Exons 


237 . . 372 














Seq. No. 


26844 








Seq. ID 


OJ991015 


_03.0302 


Gene No. 


55610 








Strand 


+ 




Start 


2153 








End 


3266 




Name 


OJ991015 03 


.0302. 


C13.ol 


.np 


Method 


AAT/NAP 




Start 


1915 








End 


3266 




GI 


3540202 








Score 


122 




Exons 


1915. .2019, 


2114. 


.2312, 


3104. 


.3266 






GI Descrip. 


(AC004260) 


Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


26844 








Seq. ID 


OJ991015 


_d3.0302 


Gene No. 


55610 








Strand 


+ 




Start 


2153 








End 


32 66 




Name 


OJ991015 03 


.0302. 


C13.o2 


. gs 


Method 


GENSCAN 




Start 


2153 








End 


3251 




GI 


none 








Score 


.8 




Exons 


2153. .2312, 


3128. 


.3251 










Seq. No. 


26845 








Seq. ID 


OJ991015 


_03.0302 


Gene No. 


55611 








Strand 


+ 




Start 


68 








End 


965 




Name 


OJ991015 03 


.0302. 


C14.ol 


. gs 


Method 


GENSCAN 




Start 


68 








End 


965 




GI 


none 








Score 


.68 




Exons 


68.-255, 337. .421 


, 660. 


.689, 


861. . 965 






Seq. No. 


26845 








Seq. ID 


OJ991015 


_03.0302 


Gene No. 


55612 








Strand 







26872 



Start 
Name 
Start 
GI 

Exons 



1670 End 
OJ991015_03 . 0302 . C14 . o2 . gs Method 
1670 End 
none Score 
1670. .1827, 18 95. .1927, .1998. .2106 



2106 
GENS CAN 
2106 
.75 



Seq. No. 26846 Seq. ID 

Gene No. 55613 Strand 

Start 122 End 

Name OJ991015_03 . 0302 . C15 . ol . gs Method 

Start 122 End 

GI none Score 

Exons 122.. 243 



OJ991015_03.0302.C15 
+ 

243 

GENSCAN ' 

243 

.84 



Seq. No. 26846 

Gene No. 55614 

Start 1837 

Name OJ991015_03 . 0302 . C15 . ol . np 

Start 1054 

GI 81286 

Exons 1054.. 1318, 1840.. 2013, 206 

GI Descrip. extensin - Volvox carteri (fragment) 
(X65165) extensin [Volvox carteri] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2337 



OJ991015_03.0302.C15 

2337 
AAT/NAP 
2337 
191 

gi I 21992 | emb | CAA46283 | 



Seq. No. 26846 Seq. ID 

Gene No. 55614 Strand 

Start 1837 End 

Name OJ991015_03 . 0302 . C15 . o2 . gs Method 

Start 1837 End 

GI none Score 

Exons 1837.. 2210 



OJ991015_03.0302.C15 

2337 
GENSCAN 
2210 
.57 



Seq. No. 


26847 


Seq. ID 


OJ991015_03.0302.C16 


Gene No. 


55615 


Strand 


+ 


Start 


987 


End 


6102 


Name 


OJ991015 03.0302.C16.o3.np 


Method 


AAT/NAP 


Start 


987 


End 


4855 


GI 


4415931 


Score 


323 


Exons 


987. .1030, 3489. .3612, 3700.. 


3950, 4729.. 4855 


GI Descrip. 


(AC006418) putative ubiquitin 


[Arabidopsis thaliana] 


Seq. No. 


26847 


Seq. ID 


OJ991015_03.0302.C16 


Gene No. 


55615 


Strand 


+ 


Start 


987 


End 


6102 


Name 


OJ991015 03.0302.C16.o2.gs 


Method 


GENSCAN 


Start 


2819 


End 


6102 


GI 


none 


Score 


.67 


Exons 


2819.. 2839, 2983.. 3188, 3432. 


.3612, 3739.. 3959, 4046.. 4213, 



4538.. 4637, 4684.. 4860, 5465.. 5687, 5735.. 6102 



Seq. No. 26847 

Gene No. 55616 

Start 137 

Name OJ991015_03 . 0302 . C16 . ol . np 

Start 137 

GI 1345643 

Exons 137.. 367 



Seq. ID OJ991015_03.0302.C16 
Strand 

End 367 

Method AAT/NAP 

End 367 

Score 139 



26873 




GI Descrip. FLAVONOID 3 1 , 5 ' -HYDROXYLASE 2 (F3'5 f H) (CYTOCHROME P450 75A3) 
(CYPLXXVA3) gi|629709|pir| IS38984 flavonoid 3 ■ , 5 ' -hydroxylase 
Hf2 - garden petunia gi | 311654 | emb | CAA802 65 | (Z22544) flavonoid 
3\ 5' -hydroxylase [Petunia x hybrida] gi I 738771 1 prf | | 2001426A 





flavonoid 3 


*,5'- 


hydroxylase 


[Petunia x 


hybrida] 




Seq. No. 


26847 








Seq. ID 


OJ991015_03.0302 


.Cl6 


Gene No. 


55617 








Strand 






Start 


498 








End 


2508 




Name 


OJ991015 03 


.0302 


.C16.o2 


.np 


Method 


AAT/NAP 




Start 


498 








End 


2508 




GI 


6552735 








Score 


287 




Exons 


498. .612, 1879.. 


2508 










GI Descrip. 


(AC013482) ' 


T26F17.17 [Arabidopsis thaliana] 




Seq. No. 


26847 








Seq. ID 


OJ991015_03 . 0302 


.Cl6 


Gene No. 


55618 








Strand 






Start 


6271 








End 


8260 




Name 


OJ991015_03 


.0302 


.C16.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1847 








End 


2253 




GI 


none 








Score 


82 




Exons 


1847. .2047, 


1924 


. . 2046, 


2050 


. .2253 






Seq. No. 


26847 








Seq. ID 


OJ991015_03 .0302 


.Cl6 


Gene No. 


55618 








Strand 






Start 


6271 








End 


8260 




Name 


OJ991015_03 


.0302 


.C16.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1900 








End 


2358 




GI 


none 








Score 


242 




Exons 


1900. .2358 














Seq. No. 


26847 








Seq. ID 


OJ991015 03.0302 


.Cl6 


Gene No. 


55618 








Strand 






Start 


6271 








End 


8260 




Name 


OJ991015 03 


.0302 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1975 








End 


2373 




GI 


none 








Score 


HO 




Exons 


1975. .2271, 


1978 


. .2373, 


2156 


. .2323 






Seq. No. 


26847 








Seq. ID 


OJ99l0l5_03.0302 


.Cl6 


Gene No. 


55618 








Strand 






Start 


6271 








End 


8260 




Name 


OJ991015 03 


.0302 


.C16.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


2092 








End 


2364 




GI 


none 








Score 


186 




Exons 


2092. .2364 














Seq. No. 


26847 








Seq. ID 


OJ99l0l5_03.0302 


.Cl6 


Gene No. 


55618 








Strand 






Start 


6271 








End 


8260 




Name 


OJ991015 03 


.0302 


.C16.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2267 








End 


2609 




GI 


none 








Score 


118 




Exons 


2267. .2494, 


2269 


. .2493, 


2403 


..2591, 2545.. 2592, 2548.. 2595, 




2549. .2596, 


2550 


. .2609 










Seq. No. 


26847 








Seq. ID 


OJ99l0l5_03.0302 


.Cl6 



26874 



Gene No. 


55618 




Strand 




Start 


6271 




End 


8260 


Mamo 
LNclIUc: 


oj99iois 03 ciio? oi 




Method 


TBLASTX : Cress 




3487 ~~ 




End 


3939 








Score 


99 




3487 3570 3673 376? 


3674 . 


.3736, 3702.. 3779, 3751.. 3939, 




3757 3903 3774 3938 








Seq. No. 


26847 




Seq. ID 


OJ991015_03.0302.C16 


Gene No. 


. 55618 




Strand 




Start 


6271 




End * 


8260 


in dllic 


OJ991015 03 0302 C16 ol 


. tm 


Method 


TBLASTX: Maize 


O Lai L 


3490 ~~ 




End 


3983 


GI 


none 




Score 


151 




3490 3609 3661 3969 


3671 . 


.3832, 3673. .3960, 3699. .3983 




26847 




Seq. ID 


OJ991015_03.0302.C16 


Gene No. 


55618 




Strand 




Start 


6271 




End 


8260 


Name 


OJ991015 03 0302 C16 ol 


. ts 


Method 


TBLASTX : Soybean 


'Qfarf 
i_JL.C3.J_L. 


3490 ~~ 




End 


3951 


\J X 






Score 


133 


Hi ALJ1 1 0 


3490 361? 3537 361 1 


3658. 


.3933, 3671. .3829, 3673. .3951, 




3702 3938 








Seq. No. 


26847 




Seq. ID 


■OJ991015_03.0302.C16 


Gene No. 


55618 




Strand 






U-. / X 




End 


8260 


Naitie 


fi.TQQI 01 5 03 0309 PI 6 o3 


..gs 


Method 


GENSCAN 


O L al U 


69 71 _ 


End 


8260 


ox 


none 




Score 


.53 




6971 643ft 6481 6553 


6602 . 


.6784, 8220. .8260 


Seq. No. 


26848 




Seq. ID 


OJ991015_03.0302.C17 


Gene No. 


55619 




Strand 




Qfarf 
O L.GLX L, 


4896 




End 


6944 


INCH UC 


OJ991015 03 0302 C17 r>3 




Method 


GENSCAN 


o uai l. 


4896 ~ 




End : «£ v . : - 


6-94 4 


O X 


none ^ * 




Score 


• .44 


Hi AU1 lO 


4896 5014 5046 5119 


6889 


.6944 






26849 




Seq. ID 


OJ991015_03.0302.C18 


Gene No 


55620 




Strand 


+ 


Start 


1 




End 


7052 


Name 


OJ991015 03.0302.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


7052 


GI 


119110 




Score 


142 


Exons 


1. .265, 6421. .7052 








GI Descrip. 


EBNA-1 NUCLEAR PROTEIN gi | 73987 | pir | | QQBE31 probable nuclear 




antigen - human herpesvirus 4 


(strain 


B95-8) 



gi|1334880|emb|CAA24816.1| (V01555) BKRF1 encodes EBNA-1 
protein, latent cycle gene. [Human herpesvirus 4] 



Seq. No. 
Gene No. 
Start 
Name 



26849 
55620 
1 

OJ991015_03.0302.C18.ol.gs 



Seq. ID OJ991015_03.0302.C18 

Strand + 

End 7052 

Method GENSCAN 



26875 




Start 


148 


End 


928 


GI 


none 


Score 


.4 


Exons 


148. .305, 779..928 






Seq. No. 


26849 


Seq. ID 


OJ991015_03.0302..C18 


Gene No. 


55621 


Strand 


+ 


Start 


7615 


End 


7786 


Maine 


ujyyiuio u j . u juz . tio . ox . gp 


Method 


AAT/GAP 


Start . 


7615 


End 


7786 


GI 


uC-osflM202062f05bl 


Score 


229 


Exons 


7615. .7786 






GI Descrip. 


'3540195 1.0e-35 (AC004260) 


Unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


26849 


Seq. ID 


OJ991015_03.0302.C18 


Gene No . 


c COO 


Strand 


+ 


Start 


10149 


End 


11741 


Name 


OJ991015 03.0302.C18.o3.gs 


Method 


GEN SCAN 


Start 


10149 


End 


11410 


GI 


none 


Score 


.97 


Exons 


10149. .10150, 10404. .10604, 


10776. .11410 


Seq. No. 


26849 


Seq. ID 


OJ991015_03.0302.C18 


Gene No. 


55622 


Strand 


+ 




i n 1 a q 


End- 


11741 


Name 


OJ991015 03.0302.C18.o2.np 


Method 


AAT/NAP 


Start 


10489 


End 


11741 


GI 


3540195 


Score 


510 


Exons 


10489. .10599, 10777 114 10, 


11718. . 11741 


GI Descrip. 


(AC004260) Unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


26849 


Seq. ID 


OJ991015_03.0302.C18 


Gene No. 


55622 


Strand 


+ 


Start 


10149 


End 


11741 


Name 


ujyyiuio u j . u juz . uio . o j . gp 


Method 


AAT/GAP 


Start 


10886 


End 


11335 


GI 


2431484 


Score 


884 


Exons 


10886.. 11335 






GI Descrip. 


3540195 1.0e-35 (AC004260) 


Unknown protein [Arabidopsis 




thaliana] 






Seq. No. 


26849 


Seq. ID 


OJ991015_03.0302.C18 


Gene No. 


55623 


Strand 




Of -, v>f 

otart 


3377 


End 


10614 


Name 


OJ991015 03.0302.C18.o2.gs 


Method 


GENSCAN 


Start 


3377 


End 


9293 


GI 


none 


Score 


.46 


Exons 


3377. .3523, 4673. .4722, 4810. .4886, 5885.-5886, 6387. .6940, 




7679. .8009, 8724. .8992, 9164. .9293 




Seq. No. 


26849 


Seq. ID 


OJ991015_03.0302.C18 


Gene No. 


55623 


Strand 




Start 


3377 


End 


10614 


Name 


OJ991015 03.0302.C18.o2.tm 


Method 


TBLASTX: Maize 


Start 


8302 


End 


10614 


GI 


none 


Score 


46 


Exons 


8302.. 8361, 8401... 8517, 104 05 10614 , 


10405. .10605, 10458.. 



26876 



Seq. No. 26849 

Gene No. 55623 

Start 3377 

Name OJ991015JD3 . 0302 . C18 . o2 . gp 

Start 8303 

GI uC-osflM202062f05bl 

Exons 8303.. 8483 

GI Descrip. '3540195 1.0e-35 (AC004260) 
thaliana] 1 



Seq. ID OJ991015_03.0302.C18 
Strand 

End 10614 

. Method AAT/GAP 

■ End 8483 

Score 274 

Unknown protein [Arabidopsis 



Seq. No. 26849 

Gene No. 55624 

Start 10840 

Name OJ991015_03 . 0302 . C18 . ol . tm 

Start 10840 

GI none 

Exons 10840. .11412, 10841.. 11416 



Seq. ID OJ991015_03.0302.C18 
Strand 

End 11416 

Method TBLASTX : Mai ze 

End 11416 

Score 84 5 



Seq. No. 26849 

Gene No. 55624 

Start 10840 

Name / OJ991015_03 . 0302 . C18 . ol . tw 

Start 11056 

GI none 

Exons 11056. .11193, 11057 .. 11200, 



Seq. ID OJ991015_03.0302.C18 
Strand 

End 11416 

Method TBLASTX : Wheat 

End 11204 

Score 106 
11059. .11202," 11097.. 11204 



Seq. No. 26850 

Gene No. 55625 

Start 1 

Name OJ991015_03 . 0302 . C19 . ol . np 

Start 1 

GI 3540195 

Exons 1 . . 610 

GI Descrip. (AC004260) Unknown protein 



Seq. ID OJ991015_03.0302.C19 

Strand + 

End 823 

Method AAT/NAP 

End 610 

Score 816 

[Arabidopsis thaliana] 



Seq. No. 26850 

Gene No. 55625 

Start 1 

Name OJ991015_03 . 0302 . C19 . ol . gs 

Start 32 

GI none 

Exons 32.. 604 



Seq. ID OJ991015_03.0302.C19 

Strand + 

End 823 

Method GEN SCAN 

End 604 

Score .46 



Seq. No. 26850 

Gene No. 55625 

Start 1 

Name OJ991015_03 . 0302 . C19 . ol . gp 

Start 251 

GI 31975_1.R1084 

Exons 251.. 823 

GI Descrip. '3540195 1.0e-35 (AC004260) 
thaliana] ' 



Seq. ID OJ991015_03.0302.C19 

Strand + 

End 823 

Method AAT/GAP 

End 823 

Score 1127 

Unknown protein [Arabidopsis 



Seq. No. 
Gene No. 
Start 



26850 
55626 
4503 



Seq. ID OJ991015_03.0302.C19 
Strand + 
End 4566 



26877 




Name 


OJ991015 03.0302.C19.o2. 


gp 


Method 


AAT/GAP 


Start 


4503 




End 


4566 


GI 


LIB3477-003-P1-K1-E9 




Score 


82 


III Av 1 1 O 


4503 4566 










' 24 985.8 6/sp | Q40638 | MP01 


ORYSA 2.0e-24 MAJOR -POLLEN ALLERGEN ORY 


S 1 PRECURSOR (ORY S I)~ 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 










26850 




Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55627 




Strand 




Start 


1666 




End 


9604 


Name 


OJ991015 03.0302.C19.o2. 


as 


Method 


GENS CAN 


Start 


1666 ~ 




End 


9595 


VJJ. 


none 




Score 


.63 


DAUl 1 0 


1666 1731. 2053.. 2159. 


2304 


..2343, 2447. .2583, 2624. .2796, 




4969 5153, 5638.. 6251, 


9157 


. .9595 




Sea. No. 


26850 




Seq. ID 


OJ991015 03 . 0302 . CI 9 


Gene No. 


55627 




Strand 




Start 


1666 




End 


9604 


Name 


OJ991015 03.0302.C19.o2. 


np 


Method 


AAT/NAP 


Start 


5563 




End 


9604 




1552379 




Score 


927 


LAUll <D 


5563. .6251, 9157. .9604 








Vj -L 1— ' ^ O W X X * 


(Y08155) pectin methylesterase [Silene 


1 i f nl i ^ Qqn a lhal 

_L CI L> J- J- W -± i Q. O O k-/ . d. .^i^/U J 




26850 




Seq. ID 


OJ991015 03 0302 C19 


Gene No. 


55628 




Strand 




Start 


9517 




End 


9766 


Name 


OJ991015 03.0302.C19.ol. 


tm 


Method 


TBLASTX: Maize 


i_) Lai L. 


1 




End 


801 


GI 


none 




Score 


961 


Fvnn 


1...543, 2. .601, 3. .554, 


583. 


.621, 584. 


.622, 598. .669, 644. .667, 




769. .801, 775. .801 








Seq. No. 


26850 




Seq. ID 


OJ991015 03.0302.C19 


Gene No. 


55628 




Strand 




Start 


9517 




End 


97 66 


Name 


OJ991015 03.0302.C19.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1 




End 


288 


GI 


none 




Score 


391 


PYon ^ 


1..126, 2. .235, 17. .235, 


238 


..288, 239 


. .280 


Seq. No. 


26850 




Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 ■ 




Strand 




Start 


9517 




End 


9766 


Name 


OJ991015 03.0302.C19.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


226 


GI 


none 




Score 


148 


Exons 


1..225, 1..126, 2. .226, 


181. 


.225 




Seq. No. 


26850 




Seq. ID 


OJ991015_0.3-0302.C19 


Gene No. 


55628 




Strand 




Start 


9517 




End 


9766 


Name 


OJ991015 03.0302.C19.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


77 




End 


469 


GI 


none 




Score 


707 



26878 




Exons 


77. .469, 77 


. .376 


, 79. .468 






Seq. No.. 


26850 








Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 








Strand 




Start 


9517 








End 


9766 


Name 


- OJ991015 03 


.0302 


,C19:o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


'-■ 239 








End 


505 


GI 


hone 








Score 


308 


Exons 


239. .427, 241. .426, 424 


C Pi yi 


428. .505 




Seq. No. 


ZOOOU 








Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 








Strand 




Start 


9517 








End 


9766 


Name 






PI Q a O 

. y . oz 


. tin 


Method 


TBLASTX: Maize 


Start 


30O0 








End 


6262 


GI 


none 








Score 


124 


Exons 


C C Q C c /"/ O 

DOOO . . Ob4Z, 


oobl 


. . oboo , 


DjDD. 


.5649, 5695. .5757, 5717. .5755, 




CTCO fill 

0 lOZ . . Dl /l, 


3 / 3 J 


CI A £ 


bU4 o . 


.6171, 6121.. 6261, 6179.. 6262 


Seq. No. 


26850 








Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 








Strand 




Start 


951 7 








End 


97 66 


Name 


ojyyioio 


a o a o 
. U3UZ 


. ciy . oi 


. ts 


Method 


TBLASTX: Soybean 


Start 


C C "I c 

5575 








End 


9376 


GI 


none 








■Score 


80 


Exons 


cctc eel's 
00 /O . . ObU, 


o byy 


* * £ Q "3 o 


5717 . 


.5833, 5875.'. 5982, 6004.. 6249, 




6043 . . 6252, 


A A A A 

9200 


. . 9376, 


A A 1 A 

9219 . 


.9323 




Seq. No. 


26850 








Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 








Strand 




Start 


yo± / 








End 


9766 


Name 


r\TQQi m c: m 

ojyyiuio Uo 


A O A A 


pi A _ -1 

. ciy . oi 


. tc 


Method 


TBLASTX: Cress 


Start 


C C T O 

55/0 








End * 


6253 


GI 


none 








Score 


239 


Exons 


oo / o . . jd4 y , 


3 / U 1 




DILI. 


.6091, 6164.. 6253 


Seq. No. 


26850 








Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 








Strand 




Start 


yoi / 








End 


9766 


Name 


p tqqi rii c: m 

ujyyiuio uj 




. uiy . oz 


i_ - - 

. tw 


Method 


TBLASTX: Wheat 


Start 


o / o y 








End 


6207 


GI 


none 








Score 


55 


Exons 


5759. .5833, 


5761 


. .5832, 


Oo/o. 


.5982, 5900.. 5956, 5905.. 5973, 




5996. .6106, 


5998 


. .6207, 


bU4 o . 


.6207 




Seq. No. 


26850 








Seq. ID 


OJ991015_03.0302.C19 


Gene No. 


55628 








Strand 




Start 


9517 








End 


9766 


Name 


OJ991015 03 


.0302 


.C19.o3 


gp 


Method 


AAT/GAP 


Start 


9517 








End 


9766 


GI 


none 








Score 


449 


Exons 


9517. .9766 












Seq. No. 


26851 








Seq. ID 


OJ991015_03.0302.C20 


Gene No. 


55629 








Strand 




Start 


759 








End 


1210 


Name 


OJ991015 03 


.0302 


.C20.ol 


gs 


Method 


GENSCAN 



26879 




Of 3 yf 


7qq 


End 


1210 




none 


S core 


. 59 


Exons 


759 852 1187 1210 






beq. NO. 


O (TO CO 


Seq. ID 


OJ991015_03.0302.C21 


Gene No. 


55630 


Strand 


+ 


Start 


690 


End 


5839 


Nam© 


n.TQQims 03 n?o?' C2i oi as 


Method 


GENSCAN. 


Cf 2 y-f 


v) " W 


End 


5839 




none 


Score 


.59 


Tj 1 /"V T"l 

Lxons 


6Q0 99M 3?41 3633 3668 


3717, 4104. .4214, 4310. .4414, 




4667 4819 5108 5209. 5638 


.5714, 5788. .5839 


C a /-t K7/^i 
064. IN U . 




Seq. ID 


OJ991015_03.0302.C21 


Gene No. 


55630 


Strand 


+ 


Start 


690 


End 


5839 


Name 


OJ991015 03.0302.C21.ol.np 


Method 


AAT/NAP 


Of a rf- 
O LCL-L L- 


690 


End 


3276 




4587573 


Score 


755 


Exons 


690.. 1706, 3112.. 3276 






uescrip. 


(AC006550) Similar to clathrin assembly protein gb|AF041374 


(UALixij rroin Kdttus norvegicus 


. [Arabidopsis thaliana] 


beq. no. 




Seq. ID 


OJ991015_03.0302.C21 


Gene No.. 


55630 


Strand 


+ 


Start. 


byu 


End 


5839 


Name 


ojyyiuio u 0 . Uouz . 1 . 01 . rm 


Method 


TBLASTX: Maize 


Of ^ 1^4- 

otart 


753 


End 


2237 




none 


Score 


50 


Exons 


753 827. 834. .1061, 834. .884 


, 957.. 1094, 1101. .1160, 




1326. .1700, 1346. .1654, 2100. 


.2237, 2108.. 2206 


Seq. No. 


26852 


Seq. ID 


OJ991015_03.0302.C21 


Gene No. 


55630 


Strand 


+ 


Cf ar f 


690 


End 


5839 


Name 


OJ991015 03.0302.C21.ol.tc 


Method 


TBLASTX: Cress 


Of 3 y-f 


1326 


End 


1700 




none 


. Score 


284 




1326. .1700 






Seq. No. 


26852 


Seq. ID 


OJ991015_03.0302.C21 


Gene No. 


55630 


Strand 


+ 


Of a r f 


690 


End 


5839 


Name 


OJ991015 03.0302.C21.ol.ts 


Method 


TBLASTX : Soybean 


Cf a >-f 

b tart 


1431 


End 


2237 


P T 


none 


Score 


215 


jjXons 


1431. .1700, 2100. .2237, 2105. 


.2203 




Seq. No. 


26853 


Seq. ID 


OJ000122_52.0228.C1 


Gene No. 


55631 


Strand 




Start 


725 


End 


1089 


Name 


OJ000122 52.0228.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


725 


End 


1089 


GI 


none 


Score 


79 


Exons 


725. .823, 742. .819, 834. .905, 


940. .106 


S9, 942. .1088 


Seq. No. 


26853 


Seq. ID 


OJ000122_52.0228.C1 



26880 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



55631 Strand 

725 End 

OJ000122_52 . 0228 . CI . ol . tm Method 

831 ,-, End 

none : ir Score 

831. .1085, ' 835. .1089 



26853 
55631 
725 

OJ000122_52.0228.Cl.ol.ts 
835 

5509260 

835. .1089, 882. .1085 



1089 

TBLASTX : Maize 

1089 

188 . 



Seq. ID OJ000122_52.0228.C1 
Strand 

End 1089 

Method TBLASTX : Soybean 

End 1089 

Score 179 



26854 Seq. ID 

55632 Strand 

15 End 
OJ000122_52.0228.C3.ol.tw . Method 

15 End 

none Score 

15. .254, 17. .238, 221. .319, 222. .314, 



OJ000122_52.0228.C3 
373 

TBLASTX: Wheat 

373 

95 

326. .373 



Seq. No. 26854 Seq. ID 

Gene No. 55632 Strand 

Start 15 End 

Name OJ000122_52 . 0228 . C3 . ol . tm Method 

Start 83 End 

GI none Score 

Exons 83.. 331, 84.. 368 



OJ000122_52.0228.C3 
373 

TBLASTX: Maize 

368 

85 



Seq. No. 26855 Seq. ID 

Gene No. 55633 Strand 

Start 6 End 

Name OJ000122_52 . 0228 . C5 . o2 . tw Method 

Start 6 End 

GI none Score 

Exons 6.. 497, 140.. 493, 250.. 498 



OJ000122_52.0228.C5 
1463 

TBLASTX: Wheat 

498 

602 



Seq. No. 26855 

Gene No. 55633 

Start 6 

Name OJ000122_52 . 0228 .C5.ol.tc 

Start 195 

GI none 

Exons 195.. 377, 378.. 521, 380.. 520 

Seq. No. 26855 

Gene No. 55633 

Start 6 

Name OJ000122_52 . 0228 . C5 . ol . ts 

Start 285 

GI none 

Exons 285.. 545, 296.-544 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_52.0228.C5 
1463 

TBLASTX: Cress 

521 

90 



OJ000122__52.0228.C5 
1463 

TBLASTX: Soybean 

545 

301 



Seq. No. 



26855 



Seq. ID OJ000122_52.0228.C5 



26881 




bene no. 


jjojj oLrana 






Start 


6 End 


1463 




Name 


OJ000122 52.0228.C5.o2.tm Method 


TBLASTX: Maize 




Start 


344 End 


635 




GI 


none Score 


406 




Exons 


344. .631, 345. .635 






Seq. No. 


26855 Seq. ID 


OJ000122_52.0228 


.C5 


bene no . 


oodjj burana 






Start 


6 End 


1463 




Name 


OJ000122 52.0228.C5.ol.tw Method 


TBLASTX: Wheat 




Start 


504 End 


1130 




GI 


none Score 


707 




Exons 


504. .1130, 560. .1009, 1070. .1129 






Seq. No. 


26855 Seq. ID 


OJ000122_52.0228 


.C5 


Gene No . 


55633 Strand 






Start 


6 - End 


1463 




Name 


OJ000122 52.0228.C5.ol.tm Method 


TBLASTX: Maize 




Start 


683 End 


1268 




GI 


none Score 


229 




Exons 


683. .838, 684. .845, 842. .1003, 843. .1268, 1005. . 1247, 1070. 


Seq. No. 


26855 Seq. ID 


OJ000122_52.0228 


.C5 


Gene No. 


55633 Strand 






Start 


6 . End 


1463 




Name 


OJ000122 52.0228.C5.o3.tw Method 


TBLASTX: Wheat 




Start 


1130 End 


1463 




GI 


none Score 


301 




Exons 


1130. .1411, 1131. .1463 






Seq. No. 


26856 Seq. ID 


OJ000122_52.0228 


.C6 


Gene No. 


55634 Strand 






Start 


103 End 


432 




Name 


OJ000122 52.0228.C6.ol.tm Method 


TBLASTX: Maize 




Start 


103 End 


432 




GI 


none Score 


106 




Exons 


103. .156,. 166. .282, 166. .282, 283. .303, 


283. .429, 367. . 


432 


Seq. No. 


26857 Seq. ID 


OJ000122_52.0228 


.C12 


Gene No. 


55635 Strand 


+ 




Start 


289 End 


350 




Name 


OJ000122 52.0228.C12.ol.gp Method 


AAT/GAP 






289 End 


350 




GI 


4879016 Score 


116 




Exons 


289. .350 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


26858 Seq. ID 


OJ000122_52.0228 


.C17 


Gene No. 


55636 Strand 


+ 




Start 


1826 End 


2070 




Name 


OJ000122 52.0228.C17.ol.gp Method 


AAT/GAP 




Start 


1826 End 


2070 




GI 


uC-osf Icyp033a04bl Score 


414 




Exons 


■ 1826. .2070 







26882 




GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 





DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


z booy 






oeq. xu 


nTHOni 99 C 9 AOOQ 
UJUUU1ZZ OZ.UZZo 


. ci y 


Gene No. 


C C C. *3 *7 
OOOO / 






Strand 






Start 


1 








193 




Name 


n Tnnn i 9 9 c. 9 
UJUUU1ZZ OZ 


H99Q PI Q r\l 

. UZZ 0 .Liy . Ol 


+■ t.r 

. rw 


rie unOu 


TBLASTX: Wheat 




Start 


1 






HiUU. 


193 




GI 


none 






Score 


119 




Exons 


1..192, 1.. 


183, 2. .193 










Seq. No. 


Z bo bU 






oeq. ijj 


Ainnni oo co nooQ 
OJUUU1ZZ OZ.UZZo 


. CZo 


Gene No. 


OjDjo 






otrana 






Start 








i^na 


3546 




Name 




. UZZO .LZj.OI 


. T-in 




TBLASTX: Maize 




Start 








una 


3532 




GI 


none 






Score 


242 




Exons 


3232. .3528, 


3233. .3532, 


3236. 


.3523 






Seq. No. 


zboou 






Seq. ID 


OJ000122_52.0228 


poo 


Gene No. 


00 b OO 






Strand 






Start " 


OOOO 
oZ oZ 






End 


3546 




Name 


(JJUUU1ZZ OZ 


f\ OOQ POO ^1 

. UZZo . LZo . Ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


JZ JZ 






End 


3546 




GI 


none 






Score 


103 




Exons 


3232 . . 3369, 


O O O /T TOCO 

oZoo . . oooz, 


O A O 1 

34Z7 . 


.3534, 3457. .3546 




Seq. No. 


26860 






Seq. ID 


OJ000122_52.0228 


.C23 


Gene No. 


OObOO 






Strand 






Start 


OZOZ 






End 


3546 




Name 


r\ T A Aftl OO CO 

OJUUUlzz OZ 


. Uzzo . CZ J . Ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


ozoz 






End 


3546 




GI 


none 






Score 


81 




Exons 


OZOZ . . JJ^J , 


jZjD . . ooOo , 


o4 10 . 


.3534, 3425.. 3496, 3426.-3524, 




3454. .3546 












Seq. No. 


Z OODl 






Seq. ID' 


OJ000122_52.0228 


.C26 


Gene No. 


oo dj y 






Strand 






Start 


i c 

10 






End 


330 




Name 


UJUUU1ZZ OZ 


.0228.C26.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1 c 
±0 






End 


330 




GI 


none 






Score 


363 




Exons 


15. .206, 16 


..330, 17.. 310 








Seq. No. 


9 £9 
Z DO DZ 






Seq. ID 


OJ000122_52.0228 


.C30 


Gene No. 


0004 U 






Strand 






Start 


O 1 C 
OlO 






End 


1781 




Name 


th rt m 9 9 c. 9 
UJUUU1ZZ oz 


.0228.C30.o6 


.tm 


Method 


TBLASTX: Maize 




Start 


olO 






End 


512 




GI 


none 






Score 


197 




Exons 


315. .512 












Seq. No. 


26862 






Seq. ID 


OJ000122_52.0228 


.C30 


Gene No. 


55640 






Strand 






Start 


315 






End 


1781 




Name 


OJ000122 52 


.0228.C30.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


336 






End 


669 





26883 




GI 


none 






Score 


104 




Exons 


336.-668, 460. .669 










Seq. No. 


26862 






Seq. ID 


OJ000122_52.0228 


.C30 


Gene No. 


55640 






Strand * 






Start 


315 






End 


1781 




Name 


OJ000122 52 


.0228.C30.ol 


. tm 


.Method 


TBLASTX: Maize 




Start 


516 






End 


1115 




GI 


none 






Score 


234 ■ 




Exons 


516.. 956, 529.. .954, 954 


. .1115 


, 961.. 1107 




Seq. No. 


26862 






Seq. ID 


OJ000122_52 . 0228 


.C30 


Gene No. 


55640 






Strand 






Start 


315 






End 


1781 




Name 


OJ000122 52 


.0228.C30.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


669 






End 


1295 




GI 


none 






Score 


356 




Exons 


669. .1295, 


670. .1293 










Seq. No. 


26862 






Seq. ID 


OJ000122_52 . 0228 


.C30 


Gene No. 


55640 






Strand 






Start 


315 






End 


1781" 




Name 


OJ000122 52 


.0228.C30.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1164 






End 


1455 




GI 


none 






Score 


232 




Rxnns 


1164 . .1454, 


1168 . . 1455 




- 






Seq. No. 


26862 






Seq. ID 


OJ000122_52.0228 


.C30 


Gene No. 


55640 






Strand 






Start 


315 






End 


1781 




Name 


OJ000122 52 


.0228.C30.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1254 






End 


1514 




GI 


none 






Score 


151 




Exons 


1254 . . 1514, 


1255. . 1509 










Seq. No. 


26862 






Seq. ID 


OJ000122_52 . 0228 


.C30 


Gene No. 


55640 






Strand 






Start 


315 






End 


1781 




Name 


OJ000122 52 


.0228.C30.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


1278 






End 


1595 




GI 


none 






Score 


81 




Exons 


1278. .1421, 


1279. .1419, 


1422 . 


.1595 






Seq. No. 


26862 






Seq. ID 


OJ000122_52.0228 


-C30 


Gene No. 


' 55640 






Strand 






Start 


315 






End 


1781 




Name 


OJ000122 52 


.0228.C30.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


1302 






End 


1781 




GI 


none 






Score 


237 




Exons 


1302. .1781, 


1303. .1557, 


1308 . 


.1748 






Seq. No. 


26862 






Seq. ID 


OJ000122_52.0228 


.C30 


Gene No. 


55641 






Strand 






Start 


1785 






End 


2294 




Name 


OJ000122 52 


.0228.C30.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1785 






End 


2294 




GI 


none 






Score 


238 





26884 



m 



Exons 


178^ 22Q4 


1 8 fiQ 

J. O V 7 ■ 


921 6 


Seq. No. 


26862 






Gene No. 


55641 








1785 






Name 


Pi.70001 9 9 S9 


0998 


P 3 0 n 9 




18^7 ~~ 






(IT 
ox 


none 








1857 2168 


1864 . 


.2061, 


Seq. No. 


26862 






Gene No. 


55641 








1785 






Name 


o.toooi 99 ^9 


0998 

• U /i Z O . 


P30 o3 


C -j 

OLait 


904 3 _ 






(IT 








Hi AU1 lO 


2043 2270 






Seq. No. 


26862 






Gene No. 


55642 






OLal L 


2259 






Name 


O.TOOOI 99 R9 


0998 


P30 n4 




99 _ 






PT 


none 






Exons 


99^9 9S94 


9302 


2359 


Seq. No. 


26862 






Gene No. 


55642 ' 








99 






Name 


Pi TO 00199 ^9 
UUUUU1ZZ J£ 


0998 


P^O n 1 ^ 


oLalL 


9 9 0^ _ 






PT 


none 






P Ynn q 

DAU11D 


2295 2597 


2296 . 


. 2577 , 


Seq. No. 


26862 






Gene No. 


55642 






O L. Q. i- u 


2259 






Name 


Pi.70001 99 c i9 


0998 


P30 nl 


jLdl L 


9 310 _ 






P.T 


none 






ITvon q 

IjAUI lij 


2310 2669 


2311 

Z. -J X X * 


2574 


Seq. No. 


26862 






Gene No. 


55642 








2259 






Name 


O.TOOOI 29 S9 


0998 
. uz z o . 


P30 n4 




£ Dfi 0 






P.T 


none 








2646 3128 


2688 


3017 




26862 






Gene No. 


55642 






Start 


2259 






Name 


OJ000122 52 


.0228. 


C30.O5 


Start 


2827 






GI 


none 






Exons 


2827. .3018, 


2829. 


.3116 




1951. .2262 





Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


2294 


tm 


Method 


TBLASTX : Maize 




End 


2222 




Score 


155 


1869 

X \J \J ZJ . 


.2222, 1954.. 2220 




Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


2294 




Method 


TBLASTX : Soybean 




End 


2270 




Score 


198 




Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


3128 




Method 


TBLASTX : Maize 




End 


2759 




Score 


43 


2304. 


.2507, 2467. .2508, 2580. .2759 




Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


3128 


u w 


Method 


TBLASTX: Wheat 




End 


2597 




Score 


252 


2495. 


.2596 






Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


3128 


t" c; 


Method 


TBLASTX: Soybean 




End 


2705 




Score 


176 


2589. 


.2669, 2661. .2705, 2673. .2705 




Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


3128 




Method 


TBLASTX: Wheat 




End 


•3128 




Score 


181 


2689. 


.3024 






Seq. ID 


OJ000122_52.0228.C30 




Strand 






End 


3128 


tm 


Method 


TBLASTX: Maize 




End 


3116 




Score 


154 



26885 



Seq. No. 26863 Seq. ID 

Gene No. 55643 Strand 

Start 214 End 
Name ^ OJ000122_52 . 0228 . C31 . ol . tm Method 

Start 214 End 

GI none Score 

Exons 214. .546, 262. .546, 359. .547 



OJ000122_52.0228.C31 
790 

TBLASTX: Maize 

547 

113 



Seq. No. 26863 Seq. ID 

Gene No. 55643 Strand 

Start 214 End 

Name OJ000122_52 . 0228 . C31 . ol . tw Method 

Start 427 End 

GI none Score 

Exons 427.. 786, 428.. 661, 686.. 790 



OJ000122_52.0228.C31 
790 

TBLASTX: Wheat ■ 

790 

100 



Seq. No. 26864 Seq. ID 

Gene No. 55644 Strand 

Start 1 End 

Name OJ000122_52 . 0228 . C33 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..423, 2.. 427 



OJ000122_52.0228.C33 
4 93 

TBLASTX: Maize 

427 

103 



Seq. No. 26864 - Seq. ID 

Gene No. * 55644 Strand 

Start 1 End 

Name OJ000122_52 . 0228 . C33 . ol . tw Method 

Start 10 End 

GI none Score 

Exons 10.. 492, 13.. 468, 53.. 493 



OJ000122_52.0228 .C33 
493 

TBLASTX: Wheat 

493 

223 



Seq. No. 26864 Seq. ID 

Gene No. 55644 Strand 

Start 1 End 

Name OJ000122_52 . 0228 . C33 . ol . ts Method 

Start 142 End 

GI ^none Score 

Exons 142.. 456 



OJ000122_52.0228.C33 
4 93 

TBLASTX : Soybean 

456 

184 



Seq. No. 26864 Seq. ID 

Gene No. 55645 Strand 

Start 428 End 

Name OJ000122_52 . 0228 . C33 . o3 . tm Method 

Start 428 End 

GI none Score 

Exons 428.. 583, 430.. 621 



OJ000122_52.0228.C33 
621 

TBLASTX: Maize . 

621 

148 



Seq. No. 26864 Seq. ID 

Gene No. 55646 Strand 

Start 625 End 

Name OJ000122_52 . 0228 . C33 . o3 . tw Method 

Start 625 End 

GI none Score 

Exons 625.. 978 



OJ000122_52.0228.C33 
978 

TBLASTX: Wheat 

978 

259 



26886 




Seq. No. 


26864 


Seq. ID 


OJ000122_52.0228. 


C33 


Gene No. 


55647 


Strand 






Start 


1312 


End 


1665 




Name 


OJ000122 52.0228.C33.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1312 


End 


1665 




GI 


none 


Score 


78 




Exons 


1312. .1662, 1468. .1665 








Seq. No. 


26864 


Seq. ID 


OJ000122_52.0228. 


C33 


Gene No. 


55647 


Strand 






Start 


1312 


End 


1665 




Name 


OJ000122 52.0228.C33.o2.tm 


Method 


TBLASTX: Maize 




Start 


1324 


End 


1662 




GI 


none 


Score 


85 




Exons 


1324. .1662, 1453. .1662 








Seq. No. 


26864 


Seq. ID 


OJ000122_52.0228. 


C33 


Gene No. 


55648 


Strand 






Start 


1714 


End 


1912 




Name 


OJ000122 52.0228.C33.o4.tw 


Method 


TBLASTX: Wheat 




Start 


1714 


End 


1912 




GI 


none 


Score 


126 




Exons 


1714. .1896, 1715. .1912 








Seq. No. 


26865 


Seq. ID 


OJ000122_52.0228. 


C34 


Gene No. 


55649 


Strand 






Start 


826 


End 


1122 




Name 


OJ000122 52.0228.C34.ol.tw 


Method 


TBLASTX: Wheat 




Start 


826 


End 


1122 




GI 


none 


Score 


255 




Exons 


826. .1122, 886. .1029, 954.. 


1118 






Seq. No. 


26866 


Seq. ID 


OJ000102_36.0222. 


CI 


Gene No. 


55650 


Strand 


+ 




Start 


15967 


End 


20623 




Name 


OJ000102 36 . 0222 . CI . o2 . gp 


Method 


AAT/GAP 




Start 


15967 


End 


20623 




GI 


uC-osflcyp029d06bl 


Score 


872 




Exons 


15967. .16287, 20446. .20623 








GI Descrip. 


, 5524769/emb|CAB50793.1| 3. 


Oe-11 (AJ243822) Mrell protein 




[Arabidopsis thaliana] 1 








Seq. No. 


26866 


Seq. ID 


OJ000102_36.0222. 


CI 


Gene No. 


55651 


Strand 


+ 




Start 


27519 


End 


30442 




Name 


OJ000102 36.0222.Cl.o3.gp 


Method 


AAT/GAP 




Start 


27519 


End 


30442 




GI 


17582 1.R1084 


Score 


1098 




Exons 


27519. .27581, 27684 .. 27722, 


27845.-27926, 29235 .. 2 9306, 






29670. .29722, 30132.. 30442 








GI Descrip. 


! 4582434/gb|AAD24820.1|AC007196_6 1 . Oe 


-41 (AC007196) unknowi 




protein [Arabidopsis thaliana] 1 






Seq. No. 


26866 


Seq. ID 


OJ000102_36.0222. 


CI 


Gene No. 


55652 


Strand 


+ 




Start 


43297 


End 


44246 




Name 


OJ000102 36.0222.Cl.o4.gp 


Method 


AAT/GAP 





26887 



Start 43297 . " End 44246 

GI LIB3434-005-P1-K1-D3 Score 847 

Exons 43297. .433.62, 43655 .. 43843, 44006.. 44246 

GI Descrip. * 5734438/emb | CAB52688 . 1 | 1.0e-49 (AJ132223) hexose transporter 
[Lycopersicon esculentum] 1 



Seq. No. 


26866 




Seq. ID 


OJ000102_36.0222 


.CI 


Gene No. 


55653 




Strand 






Start 


247 




End 


728 




Name 


OJ000102 36. 0222. CI. 


ol.gp 


Method 


AAT/GAP 




Start 


247 




End 


728 




GI 


none 




Score 


646 




Exons 


247. .475, 613. .728 










Seq. No. 


26866 




Seq. ID 


OJ000102_36.0222 


.CI 


Gene No. 


55653 




Strand 






Start 


247 




End 


728 




Name 


OJ000102 36. 0222. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


298 




End 


692 




GI 


none 




Score 


188 




Exons 


298. .477, 299. .484, 


300. .476 


, 300. .485, 


332. .478, 605.. 


691, 




613 . 690, 624 . . 692 










Seq. No. 


26866 




Seq. ID 


OJ000102_36.0222 


.CI 


Gene No . 


55654 




Strand 






Start 


19229 




End 


19817 




Name 


OJ000102 36 0222 CI 


ol . tc 


Method 


TBLASTX: Cress 




Start 


19229 




End 


19817 




GI 


none 




Score 


125 




Exons 


19229. . 19267, 19346. 


. 19453, 


19348. .19452, 19541 19576, 






19577. .19627, 19746. 


. 19817 








Seq. No. 


26866 




Seq. ID 


OJ000102_36.0222 


.CI 


Gene No. 


55655 




Strand 






Start 


20424 




End 


21245 




Name 


OJ000102 36. 0222. CI. 


o4 . t s 


Method 


TBLASTX : Soybean 




Start 


20424 ~ 




End 


21245 




GI 


none 




Score 


85 




Exons 


20424.'. 20588, 20428. 


.20559, 


20433. .20591, 20434 .. 2058 9, 






21104. .21244, 21105. 


.21245 








Seq. No. 


26866 




Seq. ID 


OJ000102_36.0222 


.CI 


Gene No . 


55656 




Strand 






Start 


31912 




End 


34749 




Name 


OJ000102 36. 0222. CI. 


o3 . t s 


Method 


TBLASTX: Soybean 




Start 


31912 




End 


33122 




GI 


none 




Score 


88 




Exons 


31912. .31992, 32275. 


.32385, 


32817. .32948, 32817 .. 32951, 






32821. ,32949, 32821. 


.32967, 


32828. ,32959, 33058 33120, 






33060. .33122 










Seq. No. 


26866 




Seq. ID 


OJ000102_36.0222 


.CI 


Gene No. 


55656 




Strand 






Start 


31912 




End 


34749 




Name 


OJ000102 36. 0222. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


32235 




End 


34749 




GI 


none 




Score 


58 





26888 



Exons 


32235. 


.32324, 32275. 


.32328, 


32311. .32385, 32334 


. .32384, 




32821. 


.32967, 32822. 


.32971, 


33063. .33158, 33067 


. .33156, 




33073. 


.33162, 33074. 


.33190, 


33311. .33379, 33321 


. .33386, 




33497. 


.33550, 34088. 


.34258, 


34089. .342 


47, 34090 


. .34251, 




34 656. 


.34748, 34660. 


.34749 








Seq. No. 


26866 






Seq. ID 


OJ000102 


_36.0222 


Gene No. 


ODOjD 






Strand 






Start 


31912 






End 


34749 




Name 


OJ0001 


02_36.0222.C1. 


o5 . ts 


Method 


TBLASTX: 


Soybean 


Start 


34086 






End 


34745 




Gl' 


none 






Score 


101 




Exons 


34086. 


.34247, 34088. 


.34246, 


34638. .347 


24, 34710 


. .34745 


Seq. No. 


26866 






Seq. ID 


OJ000102 


_36.0222 


Gene No. 


oo bo / 






Strand 






Start 


36183 






End 


36628 




Name 


OJ0001 


02_36.0222.C1. 


ol . ts 


Method 


TBLASTX: 


Soybean 


Start 


36183 






End 


36628 




GI 


none 






Score 


176 




Exons 


36183. 


.36317, 36200. 


.36316, 


36422. .36628, 36436 


. .36531 


Seq. No. 


26866 






Seq. ID 


OJ000102 


_36.0222 


Gene No. 


55658 






Strand 






Start ■ 


36788 






End 


39000 




Name 


OJ0001 


02^36.0222. CI. 


o4 . tm 


Method 


TBLASTX: 


Maize 


Start 


36788 






End 


39000 




GI 


none 






Score 


81 




Exons 


36788. 


.36886, 36788. 


.36886, 


36789. .368 


90, 36982 


. .37086, 




36987. 


.37088, 36988. 


.37113, 


36989. .370 


87, 36990 


. .37112, 




37487. 


.37555, 37489. 


.37557, 


37948. .380 


52, 37949 


. .38056, 




37959. 


.38057, 37995. 


.38060, 


38900. .389 


98, 38900 


. .38998, 




38901. 


.38999, 38901. 


.38999, 


38902. .390 


00 




Seq. No. 


26866 






Seq. ID 


OJ000102 


_36.0222 


Gene No. 


55659 






Strand 






Start 


41304 






End 


44606 




Name 


OJ0001 


02_36.0222.C1. 


o3.tm 


Method 


TBLASTX: 


Maize 


Start 


41304 






End 


43871 




GI 


none 






Score 


152 




Exons 


41304. 


.41405, 41311. 


.41409, 


41311. .414 


09, 41862 


. .41942,. 




41863. 


.41940, 41870. 


.41947, 


42535. .42600, 42537 


. .42602, 




42537. 


.42602, 42755. 


.42910, 


42768. .42902, 42769 


. .42906, 




43255. 


.43362, 43257. 


.43361, 


43649. .438 


52, 43649 


. .43834, 




43650. 


.43871 










Seq. No. 


26866 






Seq. ID 


OJ000102 


_36.0222 


Gene No. 


55659 






Strand 






Start 


A t o n A 

4 loU4 






End 


44606 




Name 


OJ0001 


02_36.0222.C1. 


o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


43652 






End 


44200 




GI 


none 






Score 


285 




Exons 


43652. 


.43849, 43652. 


.43834, 


43687. .438 


36, 44063 


. .44200, 




44092. 


.44199 










Seq. No. 


26866 






Seq. ID 


OJ000102 


J36.0222 


Gene No. 


55659 






Strand 







26889 



Start 


41304 


End 


44606 


Name 


OJ000102 36.0222.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


44067 


End 


44606 


(IT 


none 


Score 


160 


F.Yon s 

1—1 ^Tk W 1 I ij 


44067. .44219, 44067 . '..44105, 44069 .. 44233, 44092 . .44235, 




44436. .44597, 44439.. 44606 






Sea No 


26867 


Seq. ID 


OJ000102 36. 0222. C2 


Gene No. 


55660 


Strand 


+ 


Start 


1675 


End 


2138 


Name 


OJ000102 36.0222.C2.ol.gp 


Method 


AAT/GAP 


Start 


1675 ~ ' 


End 


2138 


GI 


2427703 


Score 


798 


Exons 


1675. .2138 






GI Descrio. 


4138722/emb|CAA70777 | 8.0e-30 


(Y09590) 


hexose transporter [Vitis 




vinifera] 






Sea. No. 


26867 


Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 


Strand 


+ 


Start 


2790 


End 


3417 


Name 


OJ000102 36.0222.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


37 


End 


723 


GI 


none 


Score 


221 


Rxon ^ 


37. .201, 55. .207, 56. .208, 308. .466, 317. .442, 507. .692, 




S09 691 S23 723 






iv> G V-4 . Li \J • 




Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 


Strand 


+ 


Start 


2790 


End 


3417 


Name 


OJ000102 36.0222.C2.o2.ts 


Method 


TBLASTX : Soybean 


Start 


59 


End 


583 


GI 


none 


Score 


76 


Exons 


59. .148, 133. .195, 148. .204, 


149. .208, 


314. .382, 317. .397, 




507. .581, 509. .583 






Seq. No. 


26867 


Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 


Strand 


+ 


Start 


2790 


End 


3417 


Name 


OJ000102 36.0222.C2.o3.tm 


Method 


TBLASTX: Maize 


Start 


1730 


End 


2077 


GI 


none 


Score 


162 


Exons 


1730. .1846, 1743. .1847, 1849. 


.2076, 1850. .2077 


Sea. No. 


26867 


Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 


Strand 


+ 


Start 


2790 


End 


3417 


Name 


OJ000102 36.0222.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


1733 


End 


3217 


GI 


none 


Score 


128 


Exons 


1733. .1846, 1755. .1847, 1849. 


.2115, 1850. .2854, 2167. .2277, 




2350. .2853, 2857. .3216, 2858. 


.3217 




Seq. No. 


26867 


Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 


Strand 


+ 


Start 


2790 


End 


3417 


Name 


OJ000102 36.0222.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1757 


End 


3229 



26890 




GI 


none 








Score 


112 


Exons 


1757. .1846, 


1758 


. . 1847, 


1849. 


.2112, 1850. .2854, 2170. .2280, 




2350. .2853, 


2857 


. .3216, 


2858. 


.3229 




Seq. No. 


26867 








Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 








Strand 


+ 


Start 


2790 








End 


3417 


Name 


OJ000102 36 


.0222 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2168 








End 


2512 


GI 


none 








Score 


258 


Exons 


2168. .2419, 


2179 


. .2292, 


2435. 


.2512 




Seq. No. 


26867 








Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 








Strand 


+ 


Start 


2790 








End 


3417 


Name 


OJ000102 36 


.0222 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2489 








End 


2827 


GI 


none 








Score 


241 


Exons 


2489. .2827, 


2527 


. .2811 








Seq. No. 


26867 








Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 








Strand 


+ 


Start 


2790 








End 


3417 


Name 


OJ000102 36 


0222 


.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2522 








End 


3219 


GI"', 


none '->>■ 








Score 


1086 


Exons 


2522. .3217, 


2524 


. .3219 








Seq. No. 


26867 








Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 








Strand 


+ 


Start 


2790 








End 


3417 


Name 


OJ000102 36 


0222 


C2.o2. 


gp 


Method 


AAT/GAP 


Start 


2790 








End 


3417 


GI 


5771166 








Score 


1173 ' 


Exons 


2790. .3417 












GI Descrip. 


57344 38/emb ICAB52688.il 


l.Oe- 


49 (AJ132223) hexose transporter 




[Lycopersicon esculentum] 






Seq. No. 


268 67 








Seq. ID 


OJ000102_36.0222.C2 


Gene No. 


55661 








Strand 


+ 


Start 


2790 








End 


3417 


Name 


OJ000102 36. 


0222 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2879 








End 


3205 


GI 


none 








Score 


399 


Exons 


2879. .3205, 


2887 


.3204 








Seq. No. 


26868 








Seq. ID 


OJ000102_36.0222.C4 


Gene No. 


55662 








Strand 




Start 


6346 








End 


6800 


Name 


OJ000102 36. 


0222. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


6346 








End 


6800 


GI 


2311773 








Score 


741 


Exons 


6346. .6800 












Seq. No. 


26868 








Seq. ID 


OJ000102_36.0222.C4 


Gene No. 


55663 








Strand 




Start 


19923 








End 


21797 



26891 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000102_36 . 0222 . C4 . o2 . gp Method AAT/GAP 

19923 End 21797 

38389JL.R1084 Score 1759 

19923. .20357, 20888 .. 2094 1, 21103 .. 2134 6, 21574.. 21797 

, 4138722/emb|CAA70777 | 8.0e-30 (Y09590) hexose transporter 

[Vitis vinifera] 1 



26868 
55664 
22032 

OJ000102_36.0222.C4.ol.tc 
9425 



OJ000102 36. 0222. C4 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9425. .9505, 9444. .9503, 9578. .9784, 9606. .9782, 9635. .9784, 
9933. .10052, 9934. .10056, 9944. .10075, 9948. .10067, 
10183. .10251, 10184. .10252, 10306 .. 10383 , 11189 .. 11278 , 
11205. .11273, 11756. .11851, 11769 .. 1 1852 , 12127 .. 12183, 
12132. .12185 



22371 

TBLASTX: Cress 

12185 

70 



OJ000102 36. 0222. C4 



Seq. No. 26868 Seq. ID 

Gene No. 55664 Strand 

Start 22032 End 

Name OJ000102_36 . 0222 . C4 . o2 . tw Method 

Start 9431 End 

GI none Score . 

Exons 9431.. 9526, 9440.. 9571, 9575.. 9718, 9588.. 9716, '9610 9717 , 
9617. .9718 



22371 

TBLASTX: Wheat 

9718 

102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26868 
55664 
22032 

OJ000102_36.0222.C4 .ol.tm 
9440 



Seq. ID OJ000102_36.0222.C4 
Strand 

22371 

TBLASTX: Maize 
10063 
82 



End 

Method 
End 

none Score ■ 

9440. .9511, 9444. .9503, 9446. .9526, 9590. .9784, 9600. .9785, 
9606. .9785, 9607 .'.9792, 9608. .9802, 9941. .10063, 9942. .10061, 
9943. .10062 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102_36 . 0222 . C4 . ol . ts . 

Start 9468 

GI none 

Exons 9468.. 9500, 9470.. 9508, 9590. 
9944. .10027 



OJ000102_36.0222.C4 
22371 

TBLASTX: Soybean 

10027 

48 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9784, 9600.. 9776, 9933.. 10022, 



Seq. No. 26868 
Gene No. 55664 
Start 22032 

Name OJ000102_36 . 0222 . C4 . o4 . tm 

Start 10237 

GI none 

Exons 10237. .10281, 10712 .. 10786, 10717 .. 10809, 10718 

11174. .11278, 11199. .11279, 11205 .. 1127 6, 11756 
11759. .11851, 11769. .11852, 12128 .. 12184 , 12132 
12305. .12433, 12306 .. 12434 , 12308 .. 12436, 12310 



Seq. ID OJ000102_36.0222.C4 
Strand 

22371 

TBLASTX: Maize 
12436 
80 



End 

Method 

End 

Score 



,10783, 
,11848, 
,12182, 
,12435 



26892 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102_36 . 0222 . C4 . o3 ,tm 

Start 12728 

GI none 

Exons 12728. . 12796, 12732 12797, 
13008. . 13136 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX : Maize 

End 13136 

Score 77 
13002. .13133, 13007. .13135, 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000 102_36 . 0222 . C4 . o3 . tc 

Start 12965 

GI none 

Exons 12965. .13138, 12977 13138, 12999 13145, 13005 .. 13145, 
13285. .13365 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX : Cress 

End 13365 

Score 127 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102_36 . 0222 . C4 . o3 . ts 

Start 13002 

GI none 

Exons 13002. .13133, 13007 .. 13135, 
13234. .13320, 13238.. 13324 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX : Soybean 

End 13324 

Score 7 9 
13007. .13135, 13008. .13136, 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102_36 . 0222 . C4 . ol . tw 

Start 13006 

GI none 

Exons 13006. .13134, 13007 .. 13135, 
13234. .13365, 13462.. 13509 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX : Wheat 

End 13509 

Score 142 
13008. .13136, 13234. .13365, 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102_36 . 0222 . C4 . o2 . tc 

Start 21889 

GI none 

Exons 21889. .22071, 21905 .. 21949, 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX : Cress 

End 22072 

Score 41 
21980. .22072 " 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102_36 . 0222 . C4 . o2 . ts 

Start 21889 

GI none 

Exons 21889. .22071, 21905. .22063 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX : Soybean 

End 22071 

Score 110 



Seq. No. 26868 

Gene No. 55664 

Start 22032 

Name OJ000102 36 . 0222 . C4 . o2 . tm 



Seq. ID OJ000102_36.0222.C4 
Strand 

End 22371 

Method TBLASTX: Maize 



26893 



Start 
GI 

Exons 



21892 End 
none Score 
21892. .22071, 21905.. 22072 



22072 
228 



Seq." No. 26868 - Seq. ID 

Gene No. 55664 Strand 

Start 22032 ' End 

Name OJ000102_36 . 0222 .C4 . o3 . gp Method 

Start 22032 End 

GI none Score" 

Exons 22032. .22371 



OJ000102_36.0222.C4 

22371 
AAT/GAP 
22371 
621 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26869 
55665 
4095 

OJ000102_36.0222-.C6.o2.ts 

4095 

none 

4095. .4124, 4217. .4234, 4239. 
8584. .8643, 8585.-8659, 8650. 
8923.. 9075, 8924.. 9073 

26869 
55665 
4095 

OJ000102_36 . 0-222 . C6 . o3 . tm 

4205 

none 

4205. .4249, 4239. .4418, 4240. 
4570. .4620, 8545.. 8634, 8546. 
8918. .8998 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 36. 0222. C6 



9598 

TBLASTX : Soybean 
9075 
34 

4352, 4464. .4526, 4573. .4614, 
8733, .8660. .8851, 8857. .8913, 



Seq. ID OJ000102_36.0222.C6 
Strand 

End 9598 
Method TBLASTX: Maize 
End 8998 
Score 57 

.4284, 4380. .4517, 4400. .4525, 
.8659, 8659.-8826, 8660. .8818, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26869 
55665 
4095 

OJ000102_36.0222.C6.o2.tc 

4221 

none 

4221. .4388, 4241. .4330, 4427, 
4802. .4984, 8576. .8818, 8855, 

26869 
55665 
4095 

OJ000102_36.0222.C6.o4 .tm 

5035 

none 

5035. .5187, 
9551. .9598 



5044.. 5172, 5049, 



Seq. ID OJ000102_36.0222.C6 
Strand 

End 9598 
Method TBLASTX : Cress 
End 9169 
Score 95 

.4525, 4437..4'529, 4543.. 4617, 
.8911, 8924. .8989, 9002. .9169 

Seq. ID OJ000102_36.0222.C6 
Strand 

End 9598 

Method TBLASTX : Mai ze 

End 9598 

Score 177 

.5177, 5166. .5243, 5194. .5235, 



Seq. No. 26869 

Gene No. 55665 

Start 4095 

Name OJ000102_36 . 0222 . C6 . o2 . tm 

Start 6041 

GI none 

Exons 6041.. 6139, 6232 .. 6315, .6237 . 



Seq. ID OJ000102_36.0222.C6 
Strand 

End 9598 

Method TBLASTX : Mai ze 

End 6446 

Score 95 

.6314, 6312. .6446, 6312. .6440, 



26894 




6314. . 6442 



Seq. No. 


26869 








Seq. ID 


OJ000102_36.0222.C6 


Gene No. 


55665 








Strand 




Start 


4095 








End 


9598 


Name 


OJ000102 36. 


0222. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


6041 








End 


6371 


GI 


none 








Score 


95' 


Exons 


6041. . 6139, 


6232. 


.6315, 


6237. 


.6314, 6312. .6371, 6314. .6370 


Seq. No. 


o <z o c c\ 

zoo by 








Seq. ID 


OJ000102_36.0222.C6 


Gene No. 


55665 








Strand 




Start 


4095 








End 


9598 


Name 


OJ000102 36. 


0222. 


C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


6226 








End 


7605 


GI 


none 








Score 


99 


Exons 


6226. .6315, 


6237. 


.6314, 


6299. 


.6445, 6303. .6446, 6742. .6969 




6808. .7011, 


7073. 


.7126, 


7127. 


.7195, 7477. .7605 


O *-w XT 

Seq. No. 


zboby 








Seq. ID 


OJ000102_36.0222.C6 


Gene No. 


55665 








Strand 




Start 


4095 








End 


9598 


Name 


OJ000102 36. 


0222. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start - 


6232 








End 


6795 


GI 


none 








Score 


77 


Exons 


; 6232. . 6315, 


6237. 


.6314, 


6312. 


.6446, 6312. .6446, 6314. .6454 




6751. . 6795 












Seq. No. 


26869 








Seq. ID 


OJ000102_36.0222.C6 


Gene No. 


55665 








Strand 




Start 


4095 








End 


9598 


Name 


OJ000102 36. 


0222. 


C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6372 








End 


7120 


GI 


none 








Score 


70 


Exons 


6372. . 6446, 


6742. 


.6969, 


6747. 


.6833, 6754. .7002, 6806. .6970 




7069. .7119, 


7070. 


.7120 








Seq. No. 


Z bo by 








Seq. ID 


OJ000102_36.0222.C6 


Gene No. 


55665 








Strand 




Start 


4095 








End 


9598 


Name 


OJ000102 36. 


0222. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6757 








End 


7171 


GI 


none 








Score 


88 


Exons 


6757. .6975, 


6759. 


.6956, 


6760. 


.6969, .6869.. 7009, 7069.. 7110 




7069. .7119, 


7070. 


.7120, 


7127. 


.7171 




Seq. No. 


26869 








Seq. ID 


OJ000.102_36.0222.C6 


Gene No. 


55665 








Strand 




Start 


4095 








End 


9598 


Name 


OJ000102 36. 


0222. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6796 








End 


7120 


GI 


none 








Score 


223 


Exons 


6796. . 6969, 


6802. 


.6969, 


7069. 


.7119, 7070. .7120 


Seq. No. 


26870 








Seq. ID 


OJ000102_36.0222.C8 


Gene No. 


55666 








Strand 




Start 


205 








End 


592 



26895 



Name 


OJ000102 36.0222.C8.ol. 


tm 


Start 


205 




GI 


none 




Exons 


205.. 285, 219.. 293, 222 


. .293, 


Seq. No. 


26870 




Gene No. 


55666 




Start 


205 




Name 


OJ000102 36.0222.C8.ol. 


tc 


Start 


. 228 




GI 


none 




Exons 


228.. 293, 384.. 518, 430 


. .567, 


Seq. No. 


26870 




Gene No. 


55666 




Start 


205 




Name 


OJ000102 36.0222.C8.ol. 


tw 


Start 


261 




GI 


none 




Exons 


261. .293, 264. .293, 361 


. .567, 


Seq. No. 


26871 




Gene No. 


55667 




Start 


1632 




Name 


OJ000122 45.0302.C3.ol. 


tm 


Start 


1632 ■ 




GI' 


none 




Exons 


1632. .1775, 1636. . 1776, 


1636. 




2098. .2274, 2134. .2271, 


2316. 


Seq. No. 


26872 




Gene No. 


55668 




Start 


431 




Name 


OJ000122 45.0302.C4.ol. 


tm 


Start 


431 




GI 


none 




Exons 


431. .574, 472. .570, 608 


. .757, 




652.-765 




Seq. No. 


26873 




Gene No. 


55669 




Start 


64 




Name 


OJ000122 45.0302.C5.ol. 


gp 


Start 


64 




GI 


LIB3432-052-P1-K1-D9 




Exons 


64. .499 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method TBLASTX : Mai ze 
End 574 
Score . 124 



Seq. ID OJ000102_36.0222.C8 

Strand 

End, 592 

Method TBLASTX : Cress 

End 569 

Score 4 6 



Seq. ID OJ000102_36.0222.C8 

Strand 

End 592 

Method TBLASTX : Wheat 

End 592 

Score 51 



Seq. ID OJ000122_45.0302.C3 
Strand 

End 2514 

Method TBLASTX : Mai ze 

End- 2514 

Score 131 



Seq. ID OJ000122_45.0302.C4 

Strand 

End 7 65 

Method TBLASTX : Mai ze 

End 7 65 

Score 163 



Seq. ID OJ000122__45.0302.C5 

Strand + 

End 4 99 

Method AAT/GAP 

End 4 99 

Score 669 



1 2326760/emb | Y14434 | MTTANAD2X 0.0e+00 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 1 



Seq. ID OJ000122__45.0302.C20 

Strand 

End 624 

Method AAT/GAP 

End 624 

Score 213 



26874 
55670 
501 

OJ000122_45 . 0302 .C20 . ol . gp 
501 

44255_1.R1084 ' 
501.. 624 

, 2894288/emb|CAA17029| 5.0e-16 (AL021837) putative proteome 



26896 




subunit [Schizosaccharomyces pombe] * 



Seq. No. 


26875 


Seq. ID 


OJ000122_45.0302.C22 


Gene No. 


55671 


Strand 




Start 


393 


End 


4 92 


Name 


OJ000122 45.0302.C22.ol.gp 


Method 


AAT/GAP 


Start 


393 


End 


492 


GI 


422 2.R1084 


Score 


200 


Exons 


393. .492 






GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


Seq. No. 


26876 


Seq. ID 


OJ000122 45.0302.C26 


Gene No. 


55672 


Strand 




Start 


298 


End 


487 


Name 


OJ000122 45.0302.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


298 


End 


458 


GI 


none 


Score 


154 


Exons 


298. .435, 305. .436, 310. .450, 


312. .458 




Seq. No. 


26876 


Seq. ID 


OJ000122_45.0302.C26 


Gene No. 


55672 


Strand 




Start 


298 


End 


487 


Name 


OJ000122 45.0302.C26.ol.tw 


Method 


TBLASTX: Wheat 


Start 


298 


End 


458 


GI 


none 


Score 


*210 


Exons 


298. .435, 310. .450, 312. .458 






Seq. No. 


26876 


Seq. ID 


OJ000122_4 5.0302.C26 


Gene No. 


55672 


Strand 




Start 


298 


End 


487 


Name 


OJ000122 45.0302.C26.ol.ts 


Method 


TBLASTX : Soybean 


Start 


303 


End 


487 


GI 


none 


Score 


76 ' 


Exons 


303. .449, 304. .450, 304. .435, 


305. .487 


, 312. .458 


Seq. No. 


26876 


Seq. ID 


OJ000122_4 5 . 0302 . C26 


Gene No. 


55672 


Strand 




Start 


298 


End 


487 


Name 


OJ000122 45.0302.C26.ol.tc 


Method 


TBLASTX: Cress 


Start 


304 


End 


458 


GI 


none 


Score 


179 


Exons 


304. .435, 310. .450, 312. .458 






Seq. No. 


26877 


Seq. ID 


OJ000122_4 5. 0302.C29 


Gene No. 


55673 


Strand 


+ 


Start 


1 


End 


1584 


Name 


OJ000122 45.0302.C29.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1584 


GI 


635 1.R1084 


Score 


900 


Exons 


1..322, 1388. .1584 






GI Descrip. 


'459009 1.0e-133 (U00037) similar to multifunctional 



aminoacyl-tRNA synthetase, especially to the prolyl-tRNA 
synthetase region [Caenorhabditis elegans] ? 



Seq. No. 26877 Seq. ID OJ000122_4 5 . 0302 . C29 

Gene No. 55674 Strand + 



26897 



Start 
Name 
Start 
.GI . 
Exons 



2089 End 

OJ000122_45.0302.C29.ol.ts Method 

30 End 

none . - Score 



2627 

TBLASTX : Soybean 

2407 

404 



30. .323.,;v37,~.327,- 1385 1606, 138.6 1616/ 1390.. 1614, ,- 
2099. .2206, 2099.. 2194, 2122 . i 2199, ' 2338 .. 2400, 2339. ^2407 



Seq. No. 26877 
Gene No. 5567 4 

Start 2089 

Name OJ000122_45 . 0302 . C29 . ol . tm 

Start 35 
GI none 

Exons 35.. 148, 36.. 269, 36.-323, 37 

1385. .1606, 1390. .1614, 1537., 
2128. .2220, 2337. .2405, 2338. 



Seq. ID OJ000122_45.0302.C29 

Strand + 

End 2627 

Method TBLASTX: Maize . 

End 2442 

Score 82 

.327, 37. .324, 176. .352, 
1617, 2099.. 2206, 2099.. 2206, 
2442, 2339.. 2404 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26877 
55674 
2089 

OJ00.0122_45.0302.C29.ol.tc 
36 

none 

36. .146, 36. .278, 37. .279 

26877 
55674 
2089 

OJ000122_45.0302.C29.o2.tc 

280 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_45.0302.C29 
+ 

2627 

TBLASTX: Cress 

279 

75 



OJ000122_45.0302.C29 
+ 

2627 

TBLASTX: Cress 

2404 

61 



280. .327, 1385. .1606, 1385. .1609, 1396. .1632, 1455. .1607, 
2099. .2206, 2122. .2220, 2338. .2400, 2339. .2404 



26877 
55674 
2089 

OJ000122_45.0302.C29.o2.gp 

2089 

none 

2089. .2195, 2340. .2627 

26878 
55675 
780 

OJ000122_45.0302.C30.o3.tw 

303 

none 

303. .461, 309. .461, 311. .463 

26878 
55675 
780 

OJ000122_45.0302.C30.ol.tc 

308 

none 

308. .757, 309. .758, 314. .769, 



Seq. ID OJ000122_45.0302.C29 

Strand + 

End 2627 

Method AAT/GAP 

End' 2627 

Score 674 



Seq. ID OJ000122_45.0302.C30 
Strand 

End 1944 

Method TBLASTX : Wheat 

End 4 63 

Score 204 



Seq. ID OJ000122_45.0302.C30 

Strand - . ... 

End 194 4 

Method TBLASTX : Cress 

End 7 69 

Score 332 

318. .767, 709. .768 



26898 




Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 


Gene No. 


55675 


Strand 






Start 


780 


End 


1944 




Name 


OJ000122 45.0302. C30.ol.tm . . 


Method • 


.•TBLASTX : Mai.ze 




9ta rt 


• 311 • ' 


End " 


1122 




GI 


none 


Score 


643 




Exons 


311. .769, 312. .767, 312. .770, 


415. .771 


, 748. .801, 752.. 


820, 




774. .1049, .800. .1048, 802. .1122, 802.. 


1086 




Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 


Gene No. 


55675 


Strand 






Start 


780 


End 


1944 




Name 


OJ000122 45.0302.C30.ol.ts 


Method 


TBLASTX : Soybean 




Start 


314 


End ■ 


1188 




GI 


none 


Score 


531 






314. .769, 315. .767, 421. .783, 


748. .801 


, 752 . .799, 774 . . 


1187, 




802. .1185, 802. .1188 








Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 


Gene No - 


55675 


Strand 






Start 


780 


End 


1944 




Name 


OJ000122 45.0302.C30.o4.tw 


Method 


TBLASTX: Wheat 






470 


End 


589 




GI 


none 


Score 


113 






470. .589, 471. .587 








Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 




55675 


Strand 






Start 


780 


End 


1944 




Name 


OJ000122 45.0302.C30.o2.tw 


Method 


TBLASTX: Wheat 




Start 


590 


End 


820 




GI 


none 


Score 


231 




R vnn s 


590. .769, 591. .767, 607. .768, 


748. .801, 752. .820 




Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 


Gene No . 


55675 


Strand 






Start 


780. 


End 


.1944 




Name 


^.OJ000122 45.0302.C30.p2.tc 


Method 


TBLASTX: Cress 




Start 


774 


End 


1227 




GI 


none 


Score 


489 




Rvon "=5 


774. .1217, 802.. 1218, 805. .1227 






Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 


Gene No. 


55675 


Strand 






Start 


780 


End 


1944 




Name 


OJ000122 45.0302.C30.ol.gp 


Method 


AAT/GAP 




Start 


780 


End 


1944 




GI 


31166 1.R1084 


Score 


932 




Exons 


780. .1205, 1859. .1944 ■ 








GI Descrip. 


'1518540 2.0e-97 (U53418) UDP 


-glucose 


dehydrogenase [Glycine 




max] 1 








Seq. No. 


26878 


Seq. ID 


OJ000122_45.0302 


.C30 


Gene No. 


55675 


Strand 






Start 


780 


End 


1944 




Name 


OJ000122 45.0302.C30.o.l.tw 


Method 


TBLASTX: Wheat 





26899 



Start 
GI 

Exons 



/ 

820 End 1197 

none Score 256 

820. .1008, 822. .1010, 981. .1175, 1009. .1194, 1020. .1196, 

1021. .1197 



Seq. No. ' 26879 

Gene No. 55676 

Start 2 

Name OJ000122_4 5 . 0302 .C31 .ol . tw 

Start 2 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



Seq/; ID OJ000122_4 5 . 0302 . C31 
Strand 

End 1063 

Method TBLASTX : Wheat 

End 626 

Score 96 



2. .88, 3. .86, 84. .173, 85. .180, 90. .176, 92. .241, 150. .326, 
166. .327, 304. .399, 312. .404, 405. .626, 413. .625 



Seq. No. 26879 

Gene No. 55676 

Start 2 

Name OJ000122_4 5 . 0302 . C31 . o2 . tm 

Start 6 

GI none 

Exons 6.. 68, 88.. 360, 105.. 272 

Seq. No. 26879 

Gene No. 5567 6 

Start 2 

Name OJ000122_45 . 0302 . C31 .ol . tm 

Start 414 

GI none 

Exons 414. .719, 507. .740, 509. .742 

Seq. No. 26879 

Gene No. 5567 6 

Start 2 

Name OJ000122_45 . 0302 . C31 . ol . ts 

Start 597 

GI none 

Exons 597.. 959, 987.. 1061 



26879 
55676 
2 

OJ000122_45 . 0302 . C31 . o2 . tw 
699 
none 

699.. 1061, 700.. 855, 701.. 1063, 704.. 1063 



Seq. ID OJ000122_45.0302.C31 
Strand 

End 1063 

Method TBLASTX : Mai ze 

End 360 

Score 60 



Seq. ID OJ000122_45.0302.C31 
Strand 

End 1063 

Method TBLASTX : Mai ze 

End 742 

Score 247 



Seq. ID OJ000122_45.0302.C31 
Strand 

End 1063 

Method TBLASTX : Soybean 

End 1061 

Score 204 



Seq. ID OJ000122_45.0302.C31 
Strand 

End 1063 

Method TBLASTX : Wheat 

End 1063 

Score 368 



Seq. No. 26880 

Gene No. 55677 

Start 351 

Name OJ000122_45 . 0302 . C33 . ol . ts 

Start 351 

GI none 
Exons 



Seq. ID OJ000122_45.0302.C33 
Strand 

End 1234 

Method TBLASTX : Soybean 

End 820 

Score 67 



351. .497, 353. .538, 528. .785, 539. .820 



26880 
55677 
351 



Seq. ID OJ000122_45.0302.C33 
Strand 

End 1234 



26900 




Name 


OJ000122 45 0302 C33.o2 


tw 


Method 


TBLASTX: Wheat 




9f Art 


437 ~ 




End 


817 




(IT 


none 




Score 


58 




Pyrin 


437. .538, 441. .536/ 515 


.817, 


647. .763 






Seq. No. 


26880 




Seq. ID 


OJ000122_45.0302 


.C33 


Gene No. 


55677 




Strand 






Start 


351 




End 


1234 




Name 


OJ000122 45.0302.C33.ol 


tm 


Method 


TBLASTX: Maize 




art 


506 ~ 




End 


967 






none 




Score 


329 




Exons 


506. .967, 507. .860, 703 


.966 








Seq. No. 


26880. 




Seq. ID 


OJ000122_45.0302 


.C33 


Gene No. 


55677 




Strand 






Start 


351 




End 


1234 




Name 


OJ000122 45.0302.C33.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


835 




End 


1234 




GI 


none 




Score 


207 




Exons 


835. .1164, 836. .1234, 909. .1226 






Seq. No. 


26880 




Seq. ID 


OJ000122_45.0302 


.C33 


Gene No. 


55677 




Strand 






Start 


351 




End 


1234 




Name 


OJ000122_45 . 0302 . C33 . o2 


.tm 


Method 


TBLASTX: Maize 




Start 


_7 O O 




End 


'1183 




CT 


none 




Score 


202 




F 1 von ^ 


968. .1183, 969. .1181 










Seq. No. 


26881 




Seq. ID 


OJ000122__45.0302 


.C35 


Gene No. 


55678 




Strand 






Start 


454 




End 


999 




Name 


OJ000122 45.0302.C35.o2 


, tm 


Method 


TBLASTX: Maize 




Start ■ 


454 




End 


768 




GI 


none 




Score 


184 




Kxon s 

1«J Jrk \J lU 


454. .768 










Seq. No. 


26881 




Seq. ID 


OJ000122_45.0302 


.C35 


Gene No. 


55678 




Strand 






Start 


454 




End 


999 




Name 


OJ000122 45.0302.C35.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


604 




End 


999 




GI 


. none 




Score 


211 






604. .999, 631. .822, 705 


. .899 








Seq. No. 


26881 




Seq. ID 


OJ000122_45.0302 


.C35 


Gene No. 


55679 




Strand 






Start 


1150 




End 


1615 




Name 


OJ000122 45.0302.C35.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1150 




End . 


1562 




GI 


none 




Score 


65 




Exons 


1150. .1251, 1272. .1562 










Seq. No. 


26881 




Seq. ID 


OJ000122_45.0302 


,C35 


Gene No. 


55679 




Strand 






Start 


1150 




End 


1615 




Name 


OJ000122 45.0302.C35.ol 


.ts 


Method 


TBLASTX : Soybean 





26901 




Start " 


1338 




End 


1615 


GI 


none 




Score 


237 


Exons 


1338. .1577, 1385. .1468, 


1544 


. .1615 




Seq. No. 


26881 * - 




Seq. ID 


OJ000122_45,*0302.C35 


Gene No. 


oob / y 




Strand 




Start 


1150 




End 


1615 


Name 


OJ000122' 45.0302.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1356 




End 


1595 


GI 


none 




Score 


94 


Exons 


1356. .1433, 1406. .1471, 


1419 


..1487, 14 


85. .1595, 1503. .1595 


Seq. No. 


26882 




Seq. ID 


OJ000122_45.0302.C37 


Gene No. 


oobou 




Strand 




Start 


75 




■End 


837 


Name 


OJ000122 45.0302.C37.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


75 




End 


837 


GI 


none 




Score 


249 


Exons 


75.. 533, 76.. 405, 513.. 


560, 


594. .836, 


618. .833, 622. .837 


Seq. No. 


26882 


- 


Seq. ID 


OJ000122_45.0302.C37 


Gene No. 






btrana 




Start 


75 




End 


837 


Name 


OJ000122 45.0302.C37.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


75 




End 


713 


GI 


none 




Score 


43 


Exons 


75. .413, 82. .123, 148.. 


282, 


612. .713 




Seq. No. 


26882 




Seq. ID 


OJ000122_45.0302.C37 


Gene No. 


c c c o r\ 




btrana 




Start 


75 




End 


837 • 


Name 


OJ000122 45.0302.C37.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


141 




End 


456 


GI 


none 




Score 


222 


Exons 


141. .455, 142. .456 








Seq. No. 


26882 




■ Seq. ID 


OJ000122_45.0302.C37 


/—>___ XT _ 

bene No. 


ooooU 




btrana 




Start 


75 




End' 


837 


Name 


OJ000122 45.0302.C37.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


615 




End 


834 


GI 


none 




Score 


131 


Exons 


615. .833, 615.. 833, 616 


. .834 


, 772. .834 




Seq. No. 


26883 




Seq. ID 


OJ000122_45.0302.C38 


Gene No. 


55681 




Strand 


- + 


Start 


1352 




End 


1733 


Name 


OJ000122 45.0302.C38.o2 


• gp 


Method 




Start 


1352 




End 


1733 


GI 


uC-osflcyp033a04bl 




Score 


675 


Exons 


1352. .1733 








GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


26884 




Seq. ID 


OJ000122_45.0302.C44 


Gene No. 


55682 




Strand 




Start 


4403 




End 


5224 



^26902 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000122_45.0302.C4 4.ol.tm 

4403 

none 

4403. .4486, 4523. .4573, 4626. 
4 959. .5168, '4975. .5175, 5192. 



Method TBLASTX : Mai ze 
End 5224 
Score 56 

.4694, 4783. .4833, 4837. .4881, 
.5224, 5197.. 5223' 



Seq. ID OJ000122_45.0302.C44 
Strand 

End 5224 
Method TBLASTX : Wheat 
End 5175 
Score 72 

4494, 4522. .4557, 4523. .4558, 4607. .4681, 4608. .4676, 
4830, 4831. .4899, 4840. .4908, 4956. .5135, 4975. .5130, 
5175 



26884 
55682 
.4403 

OJ000122_45.0302.C44.ol.tw 
4405 
none 
4405. 
4786. 
5140. 



Seq. No. 26884 
Gene No. 55682 
Start 4403 

Name OJ000122_45 . 0302 . C4 4 . ol . tc 

Start 4423 
GI none 

Exons 4423.-4539, 4523.. 4576, 4619. 

4783.-4833, 4837. .4881, 4959. 
5189.. 5224 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122 45.0302.C44 



5224 

TBLASTX: Cress 
5224 
68 

,4693, 4620. .4694, 4782.-4832, 
,5168, 4975. .5175, 5188. .5223, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26884 
55682 
4403 

OJ000122_45.0302.C44.ol.ts 

4423 

none 



Seq. ID OJ000122_45.0302.C44 



Strand 
End 

Method 

End 

Score 



5224 

TBLASTX : Soybean 

5224 

70 



4423. .4521, 4523. .4567, 4622. .4675, 4626.-4694, 4783.-4833, 
4831. .4881, 4956. .5177, 4975. .5178, 5183. .5224 

26885 , Seq. ID OJ000122_45 . 0302 . C4 9 

55683 Strand + 

87 End 196 

OJ000122_4 5 . 0302 . C4 9 . ol . gp Method AAT/GAP 

87 End 196 

uC-osflcyp033a04bl Score 208 

87. .196 

'6016845/dbj IAP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 • 



26886 Seq. ID 

55684 Strand 

227 End 

OJ000113_24.0203.Cl.ol.gs Method 

227 End 

none Score 
227. .376 



OJ000113_24.0203.C1 
376 

GENSCAN 

376 

..99 



Seq. No. 26887 Seq. ID 

Gene No. 55685 Strand 

Start 360 End 

Name OJ000113_24 . 0203 . C2 . ol . np Method 



OJ000113_24.0203.C2 
+ 

2022 
AAT/NAP 



26903 




Start 


360 


End 


2022 


GI 


3859694 


Score 


207 


E von q 


360. .568, 801. .957, 1048. .1293, 2004.. 


2022 




(AL0334 97) beta-gluconase [Candida albicans] 


Spa No 


26887 


.-Seq. ID 


OJ000113_24 .0203.C2 


(2pr|P NO 


55685 


■ Strand 


+ 


Start 


360 


End 


2022 


Name 


OJ000113 24.0203.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


390 


End 


1810 


GI 


none 


Score 


253 


Exons 


390. .569, 394. .567, 404. .571, 


805. .921, 810. .896, 1038. .11 




1046. .1102, 1110. .1229, 1119. 


.1193, 1223. .1294, 1227. .1295 




1275.. 1409, 1295.. 1405, 1630. 


.1794, 1631. .1810 


Seq. No. 


26887 


Seq. ID 


OJ000113_24.0203.C2 


Gene No . 


55685 


Strand 


+ 


Start 


360 


End 


2022 


Name 


OJ000113 24.0203.C2.ol.gs 


Method 


GEN SCAN 


Start 


399 


End 


1707 


GI 


none 


Score 


.7 


Exons 


399. .568, 1049. .1404, 1529. .1707 




Sea No 


26887 


Seq. ID 


OJ000113_24 .0203.C2 


Gene .No . 


55685 


Strand 


+ 


Start 


360 


End 


2022 


Name 


OJ000113 24.0203.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


473 


End 


1816 


GI 


none 


Score 


149 


Exons 


473. .571, 474..S69, 799.-957, 


819. .956 


, 1038. .1295, 1178.. 




1275.. 1409, 1295.. 1405, 1630. 


.1812, 1631. .1810, 1631. .1816 


Sea No. 


26887 


Seq. ID 


OJ000113_24.0203.C2 


Gene No. 


55685 


Strand 


+ 


Start 


360 


End 


2022 


Name 


OJ000113 24.0203.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


800 


End 


1295 


GI 


none 


. Score 


219 


Exons 


800.. 958, 801. .968, 805.. 957, 


1038.. 1118, 1046..1117T: 




1054.. 1125, 1098.. 1295, 1098. 


.1205, 1160. .1291 


Seq. No. 


26887 


Seq. ID 


OJ000113_24 .0203.C2 


Gene No. 


55685 


Strand 


+ 


Start 


360 


End 


2022 


Name 


OJ000113 24.0203.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1298 


End 


1773 


GI 


none 


Score 


96 


Exons 


1298. .1405, 1302. .1409, 1627. 


.1737, 1630. .1773, 1631.. 1771 


Sea No 


26888 


Seq. ID 


OJ000113_24.0203.C3 


Gene No . 


55686 


Strand 


+ 


Start 


519 


End 


7189 


Name 


OJ000113 24.0203.C3.ol.gs 


Method 


GENSCAN 


Start 


519 


End 


7189 


GI 


none 


Score 


.68 


Exons 


519. .577, 779. .867, 2593. .2840, 2928.. 


3017, 4960.. 5026, 




5160.. 5377, 5471.. 5835, 6376. 


.7189 





26904 



Seq. No. 


26888 


Seq. ID 


OJ000113_24.0203 


.C3 


Gene No. 


55686 


Strand 


+ 




Start 


519 


End 


7189 




Name 


OJ000113 24.0203.C3.ol.np 


-Method 


AAT/NAP 




Start "v 


1377 


End 


2815 




GI 


6721512 


Score 


50 




Exons 


1377. .1466, 2783. .2815 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26888 


Seq. ID 


OJ000113_24 . 0203 


.C3 


Gene No. 


55686 


Strand 


+ 




Start 


519 


End 


7189 




Name 


OJ000113 24.0203.C3.ol.gp 


Method 


AAT/GAP 




Start 


3676 


End 


3968 




GI 


none 


Score 


461 




Exons 


3676. .3968 








Seq. No. 


26888 


Seq. ID 


OJ000113_24.0203 


.C3 


Gene No. 


55686 


Strand 


+ 




Start 


519 


End 


7189 




Name 


OJ000113 24 .0203.C3.o2.np 


Method 


AAT/NAP 




Start 


4918 


End 


7177 




GI 


4102839 


Score 


1331 




Exons 


4918.. 5062, 5160.. 5350, 5442 


..5997, 6376. .7177 




GT Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 




Seq. No. 


26888 


Seq. ID 


OJ000113_24.0203 


.C3 


Gene No . 


55687 


Strand 


+ 




Start 


7619 


End 


16599 




Name 


OJ000113 24.0203.C3.o2.gs 


Method 


GENS CAN 




Start 


7619 


End 


16599 




GI 


none 


Score 


.68 




Exons 


7619.. 7621, 9279.. 9357, 9436 


..9488, 9912. .9998, 10157.; 


10327 




10364. .11279, 11388. .11688, 


11694. .11903, 11912. .12797, 






12861. .12944, 13011 13187, 


13217. .15554, 15625 .. 16189, 






16381,. 16507, 16573.. 16599 








Seq. No. 


26888 


Seq. ID 


OJ000113_24.0203 


.C3 


Gene No. 


55687 


Strand 


+ 




Start 


7619 


End 


16599 




Name 


OJ000113 24.0203.C3.o3.np 


Method 


AAT/NAP 




Start . 


10941 


End 


16187 




GI 


6498441 


Score 


7072 




Exons 


10941. .12003, 12334. .12797, 


12861. .13347, 13522 .. 1424 5, 






14417. .15812, 15906.. 16187 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


26888 


Seq. ID 


OJ000113_24.0203 


.C3 


Gene No. 


556SB 


Strand 






Start 


16810 


End 


20447 




Name 


OJ000113 24.0203.C3.o6.tw 


Method 


TBLASTX: Wheat 




Start 


4926 


End 


5302 




GI 


none 


Score 


114 ' 




Exons 


4926.. 5072, 4939.. 5067,' 5152 


...5298, 5153.. 5302 





26905 




Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203.C3 


Gene No. 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203, 


.C3.'ol. 


tc 


Method 


TBLASTX: Cress 


Start. 


4951- 








End 


7191 


GI 


none 








Score 


102 


Exons 


4951. .5064, 


' 5126, 


. .5344, 


5153. 


.5350, 5155.. 5346, 5560.. 5943, 




5561. .5944, 


6374, 


. .6772, 


6379. 


.6789, 6833.. 7162, 6844. .7017, 




7054. .7191 












Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203.C3 


Gene No. 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203, 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4957 








End 


5350 


GI 


none 








Score 


112 


Exons 


4957.. 5061, 


4960, 


. .5064, 


5153. 


.5350, 5155. .5346 


Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203.C3 


Gene No. 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203, 


.C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4959 








End 


5383 


GI 


none 








Score 


108 


Exons 


4959. .5072, 


4960, 


. .5067, 


5153. 


.5383, 5155.. 5346 


Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203.C3 


Gene No . 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203, 


,C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5555 








End 


7162 


GI 


none 








Score 


149 


Exons 


5555.. 5692, 


5557, 


. .5676, 


5659. 


.5718, 5663.. 5725, 5729.. 5950, 




5743. .5949, 


6373, 


. .6789, 


6374. 


.6772, 6833.. 7162, 6835.. 7128 


Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203."C3 


Gene No. 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203, 


,C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5555 








End 


7153 


GI 


none 








Score 


279 


Exons 


5555. .5911, 


5557, 


> .5892, 


6373. 


.6408, 6374.. 6406, 6392. .6592, 




6436. .6591, 


6595, 


. . 6789, 


6596. 


.6778, 6833.. 7018, 7052. .7153 


Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203.C3 


Gene No. 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203. 


.C3.o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


6845 








End 


7141 


GI 


none 








Score 


236 


Exons 


6845. .7141, 


6847, 


. .7140 








Seq. No. 


26888 








Seq. ID 


OJ000113_24.0203.C3 


Gene No. 


55688 








Strand 




Start 


16810 








End 


20447 


Name 


OJ000113 24 


.0203, 


,C3.o5. 


tw 


Method 


TBLASTX: Wheat 



26906 



Start 
GI 

Exons 



11093 
none 

11093. .11137, 11144, 
11225. .11482 



.11242, 



End 11482 
Score 54 
11161. .11241, 11209. .11448, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



26888 
55688 
16810 

OJ000113_24.0203.C3.o5.tm 

11132 

none 

11132. .11380, 11134. .11379 

26888 
55688 
16810 

OJ000113_24.0203.C3.o2.tw 

12218 

none 

12218. .12391, 12219 
12792. .12974, 12796 



12704, 
12909, 



26888 
55688 
16810 

OJ000113_24.0203.C3.o9.tw 

12990 

none 

12990. .13172, 12992.. 13132 



Seq. ID OJ000113_24 .0203.C3 
Strand 

End 20447 

Method TBLASTX: Maize 

End 11380 

Score 197 



Seq. ID OJ000113_24 .0203.C3 
Strand 

End 20447 

Method TBLASTX : Wheat 

End 12988 

Score 394 
12413. .12673, 12792 .. 12962, 
12845. .12988, 12854. .12967 

Seq. ID OJ000113_24 .0203.C3 
Strand 

End 20447 

. Method TBLASTX: Wheat 

End 13172 

Score 212 



26888 
55688 
16810 

OJ000113_24.0203.C3.o3.tm 
13177 
none 

13177. .13263, 13178, 



Seq. ID OJ000113_24.0203.C3 
Strand 

End 20447 

Method TBLASTX : Mai ze 

End 13561 

Score 34 9 
.13561, 13238. .13447, 13330. .13530 



26888 
55688 
16810 

OJ000113_24.0203.C3.ol.tw 

13234 

none 

13234. .13629, 13235.. 13654 

26888 
55688 
16810 

OJ000113_24.0203.C3.o3.ts 

13313 

none 

13313. .13684, 13330.. 13473 

26888 
55688 
16810 



Seq. ID OJ000113_24 .0203.C3 
Strand 

End 20447 ■ 

Method TBLASTX : Wheat 

End 13654 

Score .490 



Seq. ID OJ000113_24 .0203.C3 
Strand 

End 20447 

Method TBLASTX : Soybean 

End 13684 

Score 278 



Seq. ID OJ000113_24 .0203.C3 
Strand 

End 20447 



26907 




Name 


OJ000113 24. 0203. C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14093 




End 


14551 




GI 


. none 




Score 


234 




Exons .■*,: 


" 14093. .14347, 14117. 


.14341, 


14182.. .14367, 14 402 14551 , 






14413. .14550 










Seq. No. 


26888 




Seq. ID 


OJ000113_24 .0203 


.C3 


Gene No. 


55688 




Strand 






Of ivf 

ouar z 


16810 




End 


20447 




Name 


OJ000113 24. 0203. C3. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


14240 




End 


■14806 




GI 


5666795 




Score 


68 




Exons 


14240. .14338, 14414. 


.14551, 


14606. .14806 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


o /~ o o o 
ZDOOO 




Seq. ID 


UJUUU1U Zh.UZUj 


.C3 


Gene No . 


C C /" o o 

55688 




Strand 






Start 


16810 




End 


20447 




Name 


OJ000113_24.0203.C3. 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


1 A C C A 

14554 




End 


14866 




GI 


none 




Score 


186 




Exons 


14554 14730, 14606. 


.148 66 








Seq. No. 


o c o o o 

26888 




Seq. ID 


OJ000113_24.0203 


.C3 


Gene No. 


c c c o o 

55688 




Strand 






Start 


16810 




End 


20447 




Name 


OJ000113 24. 0203. C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


15059 




End 


15382 




GI 


none 




Score 


364. 




Exons 


15059 .. 15382 , 15088. 


i c o r n 

. 15369 








Seq. No. 


26888 




Seq. ID 


OJ000113_24.0203 


.C3 


Gene No . 


rrz-QO 

ODDOO 




Strand 






Start 


loolU 




End 


20447 




Name 


OJ000113 24. 0203. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15196 




End 


15577 




GI 


none 




Score 


368 




Exons 


15196. .15273, 15197. 


.15577, 


15200. .15538, 15298.. 15546 




Seq. No. 


26888 




Seq. ID 


OJ000113_24.0203 


.C3 


Gene No. 


55688 




Strand 






otart 


16810 




End 


20447 




Name 


OJ000113 24. 0203 /C3. 


08 .tw 


Method 


TBLASTX: Wheat 




Start 


15578 




End 


16178 




GI 


none 




Score 


83 




Exons 


15578. .15655, 15582. 


.15653, 


15583. .15654, 1564 4 15859, 






15645. .15860, 15657. 


.15992, 


16052. .16174, 16053. .16178 




Seq. No. 


26888 




Seq. ID 


OJ000113_24.0203 


.C3 


Gene No . 


55688 




Strand 






Start 


16810 




End 


20447 




Name 


OJ000113 24. 0203. C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


16047 




End 


16190 




GI 


none 




Score 


184 




Exons 


16047. .16190, 16052. 


.16186 








Seq. No. 


26888 




Seq. ID 


OJ000113_24.0203 


.C3 



26908 




Gene No. 


55688 


Strand 




Start 


16810 


' * End 


20447 


Name 


OJ000113 24.0203.C3.o3.gs 


Method 


GENSCAN 


Start 


16810 


End 


20447 


-GI 


none 


Score 


• 61 


Exons 


16810. .20053, 20218. .20447 






Seq. No. 


26888 


■ Seq. ID 


OJ000113_24 .0203.C3 


Gene No. 


55688 


Strand 




start. 


16810 


End 


9 n A A 1 


Name 


OJ000113 24.0203.C3.o4.np 


Method 


AAT/NAP 


Start 


16813 


End 


20034 


GI 


6907089 


Score 


4333 


Exons 


16813. .18670, 18774.. 20034 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


26889 


Seq. ID 


OJ000113_24 .0203.C4 


Gene No. 


55689 


Strand 


+ 


btart 


1 


End 


•31 O 
O 1Z 


Name 


OJ000113 24.0203.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


312 


.GI 


5042454 


Score 


74 


Exons 


1..26, 250. .312 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


26889 


Seq. ID 


OJ000113_24 .0203.C4 


Gene No. 


55690 


Strand 


+ 


Start 


259 ■ 


End 


5273 


Name 


OJ000113 24.0203.C4.ol.gs 


Method 


GENSCAN 


Start 


259 


End 


5273 


GI 


none 


Score 


.69 


Exons 


259. .429, 1264. .1391, 1748 


..1854, 3544 


..3624, 3865. .4007, 




4110. .4418, 5142. .5273 






Seq. No. 


26889 


Seq. ID 


OJ000113_24 .0203.C4 


Gene No. 


55690 


Strand 


+ 


Start 


259 


End 


5273 


Name 


OJ000113 24.0203.C4.ol.gp 


Method 


AAT/GAP 


b tar l 


3783 


End 


4418 


GI 


15384 1.R1084 


Score 


992 


Exons 


3783. .4007, 4110. .4418 






GI Descrip. 


? H50406/emb|CAA86948.1 1 4 


.Oe-17 (Z46868) 




exo-1, 3-beta-glucanase/l, 3 


-beta-D-glucan glucanohydrolase 




[Pichia angusta] 1 






Seq. No. 


26889 


Seq. ID 


OJ000113_24 .0203.C4 


Gene No. 


55690 


Strand 


+ 


Start 


259 


End 


5273 


Name 


OJ000113 24.0203.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


3905 


End 


4364 


GI 


none 


Score 


159 


Exons 


3905. .4015, 3906. .4016, 4109. .4363, 4110. .4364 


Seq. No. 


26889 


Seq. ID 


OJ000113_24 .0203.C4 


Gene No. 


55690 


Strand 


+ 


Start 


259 


End 


5273 


Name 


OJ000113 24.0203.C4.ol.ts 


Method 


TBLASTX : Soybean 



26909 



Start 


3918 








End 


4283 




GI 


none 








Score 


143 




Exons 


3918. .4016, 


3923 


. .4054, 


4067 


..4249, 4104. .4283, 


4109. .4282 


Seq.. No. 


26890 








Seq. ID 


OJ000113 


_24^0203.C6 


Gene No. 


55691 








- Strand 






Start 


202 








End 


"5 /" A 

360 




Name 


OJ000113 24 


.0203 


,C6.ol. 


gs 


Method 


GEN SCAN 




Start 


202 








End 


O f A 

360 




GI 


none 








Score 


.7 




Exons 


202. .360 














Seq. No. 


26891 








Seq. ID 


OJ000113_ 


_24.0203.C7 


Gene No. 


55692 








Strand 






Start 


691 








End 


n a o 

708 




Name 


OJ000113 24 


.0203 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


691 








End 


708 




GI 


none 








Score 


. 0 / 




Exons 


691. .708 














Seq. No. 


26892 








Seq. ID 


/"\ T A A A "1 "1 

OJ000113 


_24 .0203.C8 


Gene No. 


55693 








Strand 


+ 




Start 


4003 








End 


4793 




Name 


OJ000113 24 


.0203 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


4003 . - ■. 








End 


4793 • 




GI 


5091513 








Score 


308 




Exons 


4003. .4169, 


4205 


. .4555, 


4599 


. .4793 






GI Descrip. 


(AB023482) 


Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


26892 








Seq. ID 


OJ000113_ 


_24.0203.C8 


Gene No. 


55694 








Strand 


+ 




Start 


5115 








End 


9900 




Name 


OJ000113 24 


.0203 


.C8.o3. 


np 


Method 


AAT/NAP 




Start 


5115 








End 


9900 




GI 


6721547 








Score 


471 




Exons 


5115. .5147, 


6099 


. .6354, 


6957 


..8545, 9863.. 9900 




GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


26892 








Seq. ID 


OJ000113_ 


_24.0203.C8 


Gene No. 


55694 








Strand 


+ 




Start 


5115 








End 


9900 




Name 


OJ000113 24 


.0203 


.C8 .o3. 


gs 


Method 


GENSCAN 




Start 


5652 








End • 


9157 




GI 


none 








Score 


.96 




Exons 


5652. .6424, 


6934 


. .9157 










Seq. No. 


26892 








Seq. ID 


OJ000113_ 


_24.0203.C8 


Gene No. 


55695 








Strand 






Start 


1 








End 


1364 




Name 


OJ000113 24 


.0203 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


13'64 




GI 


2792216 








Score 


212 





Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1..110, 1153. .1364 

(AF032686) NBS-LRR type resistance protein [Hordeum vulgare] 



26892 
55696 



Seq. ID OJ000113_24.0203.C8 
Strand 



26910 






3913 


End 


4431 




N3IU6 


OJ000113 24 


. 0203 . C8 . o2 . gs Method 


GEN SCAN 




ct-arl" 


3913 _ 


End 


4431 






nunc 


Score 


.75 




Hi 1 o 


3913 4107. 


4312. .4431 






Seq. No. 


26892 


Seq. ID 


OJ000113_24.0203. 


C8 


Gene No. 


55697 


Strand 






Start 


8006 


End 


12375 




IN diUC 


OJ000113 24 


.0203..C8.o3.tw Method 


TBLASTX: Wheat 






7028 ~~ 


End 


7378 




PT 
ul 


none 


Score 


49 




tt von s 


7028. .7072, 


7067. .7162, 7174. .7377, 7175. .7378 




JC^i LN ^ • 


26892 


Seq. ID 


OJ000113_24.0203\ 


C8 


Gene No. 


55697 


Strand 






Start 


8006 


End 


12375 




Name 


OJ000113 24 


. 02 03 . C8 . o4 . np Method 


AAT/NAP 




Start 


8006 


End 


12375 




(IT 


1150406 


Score 


193 






8006. .8102, 


10765. .10890, 11727. .11907, 


12138. .12375 






(Z46868) exo-1, 3-beta-glucanase/l, 3-beta-D-glucan 




glucanohydrolase [Pichia angusta] 






Seq. No. 


26892 


Seq. ID 


OJ000113_24. 02.03. 


C8 


Gene No. 


55697 


Strand 






Start 


8006 


End 


12375 




Name 


OJ000113 24 


. 02 03 . C8 . ol . gp Method 


AAT/GAP 




Start 


9109 


End 


9543 





GI 80174_2.R1084 Score 810 

Exons 9109.. 9543 

GI Descrip. 1 5441872/dbj | AP000366 . 1 | AP000366 2.0e-41 Oryza sativa genomic 



DNA, chromosome 2, clone : P0437H03 (contig a) 1 



Seq. No. 


26892 






Seq. ID 


OJ000113_24.0203 


.C8 


Gene No. 


55697 






Strand 






Start 


8006 






End 


12375 




Name 


OJ000113 24. 


0203. C8 


.o2.gp 


Method 


AAT/GAP 




Start 


9707 






End 


10798 




GI 


none 






Score 


1256 




Exons 


9707. .10164, 


10559. 


.10798 








Seq. No. 


26892 






Seq. ID 


OJ000113_24.0203 


.C8 


Gene No. 


55697 






Strand 






Start 


8006 






End 


12375 




Name 


OJ000113 24. 


0203. C8 


. o4 .gs 


Method 


GEN SCAN 




Start 


9977 






End 


12307 




GI 


none 






Score 


1 




Exons 


9977. .10164, 


10559. 


.10908, 


11752. .11907, 12138. .12307 




Seq. No. 


26892 






Seq. ID 


OJ000113_24.0203 


.C8 


Gene No. 


55697 






Strand 






Start 


8006 






End 


12375 




Name 


OJ000113 24. 


0203. C8 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


9986 






End 


12316 




GI 


none 






Score 


125 




Exons 


9986. .10171, 


10002. 


.10166, 


10551. .10850, 10860. .10910, 





26911 



11809. .11889, 11811. .11921, 11824 .. 11907 , 12135 .. 12302, 
12137. .12316, 12139.. 12312 



Seq. No. 26892 Seq. ID 

Gene -No. _ 55697 Strand 

Start 8006 End 

Name OJ000113_24 . 0203 . C8 . ol . ts Method 

Start 9986 End 

GI none ' Score 
Exons 



OJ000113_24.0203.C8 

: f2-375 

TBLASTX : Soybean 

12233 

69 



9986. .10171, 9997. .10119, 9999. .10175, 9999. .10178, 
10000. .10185, 10539. .10736, 10740 .. 10910, 10762 .. 10911 , 



11749. .11907, 11751. .11903, 11751 .. 11921, 11752, 
12135. .12233, 12137.. 12232 



,11907, 



Seq. No. 26892 Seq. ID 

Gene No. 55697 Strand 

Start 8006 End 

Name OJ000113_24 . 0203 . C8 . ol . tw Method 

Start 10023 End 

GI none Score 
Exons 



OJ000113_24.0203.C8 
12375 • 

TBLASTX: Wheat 

10811 

123 



10023. 
10558. 



,10175, 10023. .10088, 10025 .. 10171, 10539 .. 10751, 
,10647, 10746. .10811, 10760.. 10810 



Seq. No. 26892 Seq. ID 

Gene No. 55697 Strand 

Start 8006 End 

Name . OJ000113_24 . 0203 . C8 . o2 . tw Method . 

Start 10828 End 

GI none Score 
Exons 



OJ000113_24.0203.C8 
12375 

TBLASTX: Wheat 

12163 

96 



10828. .10911, 10839. .10910, 11751 .. 11906, 11751 .. 11906, 
11752. .11907, 12128. .12163 



Seq. No. 26893 Seq. ID 

Gene No. 55698 Strand 

Start 1473 End 

Name OJ000113_24 . 0203 . C9 . ol . gs Method 

Start 1473 End 

GI none Score 

Exons 1473.. 1754 



OJ000113_24.0203.C9 
+ 

1754 
GENSCAN 
1754 
.96 



Seq. No. 26893 Seq. ID 

Gene No. 55699 Strand 

Start 2432 End 

Name OJ000113_24 . 0203 . C9 . o2 . gs Method 

Start 2432 End 

GI none Score 

Exons 2432.. 2552, 3635.. 3907, 4534.. 4604 



OJ000113_24 .0203.C9 
4604 

GENSCAN . 

4604 

.45 



Seq. No. 26894 Seq. ID 

Gene No. 55700 Strand 

Start 1 End 

Name OJ000113_24 . 0203 . C10 . ol . np Method 

Start 1 End 

GI 5852180 Score 

Exons 1..25, 6215.. 6304, 7312. .7685 
GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



OJ000113_24. 0203. C10 
+ 

7759 
AAT/NAP 
7685 
306 



26912 



Seq. No. 26894 

Gene No. 55700 

Start 1 

Name OJ000113_24 . 0203 .CIO .ol . gs 

Start 1620 

GI none 

Exons 1620:. 1733 



Seq. ID OJ000113_24 .0203. C10 

Strand + 

End 7759 

Method GENSCAN 

End 1733 

Score .7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26894 
55700 
1 

OJ000113_24 .0203. C10. o3.gs 

4687 

none 



Seq. ID OJ000113_24 .0203. C10 

Strand + 

End 7759 

Method GENSCAN 

End 7759 

Score . 65 



4687. .4753, 6153. .6255, 7051. .7193, 7374. .7759 



Seq. ID OJ000113_24 .0203. C10 

Strand + 

End 7759 

Method AAT/GAP 

End 5951 

Score 4 51 



26894 
55700 
1 

OJ000113_24. 0203. C10. ol.gp 
5641 

61605_3.R1084 
5641. .5951 

■1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26894 
55701 
13830 

OJ000113_24 .0203. C10. o3.np 
13830 
4996642 
13830. .14597 

(AB028130) Dof zinc finger protein [Oryza sativa] 



Seq. ID OJ000113_24. 0203. C10 

Strand + 

End 14597 

Method AAT/NAP 

End 14597 

Score 1016 



26894 
55702 
3070 

OJ000113_24. 0203. C10. o2.gs 

3070 

none 

3070.. 3087, 3369.. 3461 



Seq. ID OJ000113_24. 0203. C10 
Strand 

End 3461 

Method GENSCAN 

End 3461 

Score .84 



26894 
55703 
5366 

OJ000113_24 .0203. C10. o2.np 
5366 
5042447 

5366.. 5384, 8823.. 9567, 10925.. 10996 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ000113_24. 0203. C10 
Strand 

15885 
AAT/NAP 
10996 
426 



End 

Method 

End 

Score 



26894 
55703 
5366 

OJ000113_24. 0203. C10. o2.gp 
6474 



Seq. ID OJ000113_24 .0203. C10 
Strand 

End 15885 

Method AAT/GAP 

End 6901 



26913 





2428185 


Score 


837 


Exons 


6474. .6901 








5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 




indica (GLA4) .genomic DNA, chromosome 4 


, BAC clone :t 17 8 04 


Qp±n Kin 


26894 


Seq. ID 


OJ000113_24. 0203. C10 




55703 


Strand 




Start 


5366 


End 


15885 


Name 


OJ000113 24.0203.C10.o3.gp 


Method 


AAT/GAP 


9-t-^rt 


6917 


End 


7809 


ox 


101153 1.R1084 


Score 


997 




6917. .7147, 7465. .7809 






VjX UC DL-l • 


, 5852170/emb|AL1172 65.1 IOST17804 l.Oe- 


115 Orvza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 ? 


Q^rt Kin 


26894 


Seq. ID 


OJ000113_24. 0203. C10 


UCllC Vi KJ ■ 


55703 


Strand 




Start 


5366 


End 


15885 


Name 


OJ000113 24.0203.C10.o4.gs 


Method 


GENSCAN 


rt 


8768 


End 


15885 




none 


Score 


.64 - 


r yon q 


8768. .9558, 9883. .9990, 12132 .. 1224 1, 


12673. .12758, 




13614. .13743, 13838 .. 13963, 


14034. .14369, 15082 .. 15448, 




U / .7*1 » • 1JUO J 






Seq. No. 


£. u o y *± 


Seq. ID 


OJ000113_24 .0203. C10 


Gene No. 


JJ / UJ 


Strand 




u Lai L 


JJDO 


End 


15885 


IN cLULC 


UUUIlJ ^fi.U^UO.^XU.vJX.LW 


Method 


TBLASTX: Wheat 


j Lai u 


9131 


End 


9487 


\J X 


none 


Score 


143 


P. von 


9131.. 9487, 9297.. 9473 






Seq. No. 


26894 


Seq. ID 


OJ000113_24. 0203. C10 


Gene No. 


55703 


Strand 




Start 


5366 


End 


15885 


Name 


OJ000113 2410203. C10. ol.tm 


Method 


TBLASTX: Maize 


U LCtI L 


9188 


End 


9487 


GI 


none 


Score 


42 


F. von ^ 


9188.. 9487, 9200.. 9262, 9303 


. .9473 




Seq . No . 


26894 


Seq. ID 


OJ000113_24. 0203. C10 


Gene No . 


55703 


Strand 




Start 


5366 


End 


15885 


Name 


OJ000113 24. 0203. C10. o4 .gp 


Method 


AAT/GAP 


O LCLX L- 


9940 


End 


10232 


GI 


61605 3.R1084 


Score 


214 


R von 


9940.. 9977, 10061.. 10232 






VJX L/COl^XXLJ. 


, 1402920/emb|CAA66965| 2.0e- 


20 (X98321) peroxidase [Arabidopsis 




thaliana] ' 






Seq. No. 


26894 


Seq. ID 


OJ000113_24 . 0203. C10 


Gene No. 


55703 


Strand 




Start 


5366 


End 


15885 


Name 


OJ000113 24.0203.C10.o5.gp 


Method 


AAT/GAP 


Start 


13838 


End 


14712 


GI 


4996641 


Score 


1377 



26914 




Exons 13838. .14712 

GI Descrip. 4 996642/dbj | BAA78573 . 1 1 1.0e-108 (AB028130) Dof zinc finger 
protein [Oryza sativa] 



beg. no. 


9 £Q G4 
Z DO J fi 




Seq. ID 


OJ000113_ 


24.0203 


. C10 


Gene No . 


jj / Uj 




Strand 








btar t 


"3 £ £ 




End 


15885 






Name 


Piinnm i 94 riori"^ pi pi 


OZ . LIU 


Method 


TBLASTX: Maize 




Of a r-+- 


■1 TQOI ~~ 
X O ;7Z X 




End 


14328 






C T 

hi 


none 




Score 


81 






Exons 


± jyz x . . 1 3 u , xoyfi u . . 


1 41 9^ 


13941. .14012, 13952. 


1 4041 

. jl *i \J *i -L , 






1 4 fk / 9 14 14^ 1 41 / f| 

X 41 U fi Z . . 1 41 1 J , IflXIU. • 


1 4 9 

X*i , 


14143. .141* 


37, 14203. 


1 4996 

• X H. Z Z D , 






14225. .14275, 14232.. 


14258, 


14290. .14328 






beg . no . 






Seq. ID 


OJ000113_ 


94 090^ 


.Cll 


Gene No . 


^ 7 Pi 4 




Strand 


+ 






b car t. 


1 TOCO 
X / Z DO 




End 


25991 






Naitie 


riTnnmi^ 94 non^ pi i 

UuUUUllj • U^Uj.LII • 


o4 . gs 


- Method 


GENSCAN 








i 79 fro ~~ 




End 


25991 






bx 


none 




Score 


.52 






Exons 


17268. .17380, 17484.. 


17534, 


20296. .207( 


39, 20810. 


. z u y 1 D , 






21911. .22048, 22393.. 


22491, 


22548. .22713, 23284. 


. Z JjlO/ 






9*30^1 OOQQC 94"3£P 
Z JO 01 . . Z Jo y O, ZfljOO . . 


Z4 JO 


25119. .25318, 25674. 


9 R QQ1 
. Z 0 .7 -? X 




Seg. No. 


z do y 3 




Seq. ID 


OJ000113_ 


94 H9m 


n 1 


Gene No . 


DC / Uj 




Strand 








Start 


bU bz# 




End 


8109 






Name 




o2 . gs 


Method 


GENSCAN 






btart 


6069 




End 


7151 






GI 


none 




Score 


.68 






Exons 


6069. .7151 












beg. no. 


26895 




Seq. ID 


OJ000113_ 


94 090^ 


. Cll 


Gene No . 


55705 




Strand 








btart 


6069 




End 


8109 






Name 


OJ000113 24.0203.C11. 


ol.np 


Method 


AAT/NAP 








6072 




End 


8109 






x 

bl 


6573771 




Score 


311 








6072. .6125, 6174. .6740, 802 


8. .8109 








GI Descrip. 


(AC009243) F28K19.29 


[Arabidopsis thaliana] 






beg • lno . 


26895- 




Seq. ID 


OJ000113_ 


24.0203 


.Cll 


Gene No . 


55706 




Strand 








b tare 


12485 




End 


15119 






Name 


OJ000113 24.0203. Cll. 


ol . gp 


Method 


AAT/GAP 






btari: 


12285 




End 


15119 






f t 


39125 1.R1084 




Score 


1345 






Exons 


12285. .12816, 14906.. 


15119 










GI Descrip. 


, 4584110/emb|CAB40579.1| 7. 


Oe-38 (AJ133639) SAH7 


protein 




[Arabidopsis thaliana] ' 










Seg. No. 


26895 




Seq. ID 


OJ000113_ 


24.0203 


.Cll 


Gene No. 


55706 




Strand 








Start 


12485 




End 


15119 






Name 


OJ000113 24. 0203. Cll. 


o3 . gs 


Method 


GENSCAN 






Start 


12485 




End 


15092 






GI 


none 




Score 


.73 







26915 



Exons 



12485. .12816, 14 906. .15092 



Seq. No. 26895 

Gene No. 55706 . 

Start 12485 

Name OJ000113_24 . 0203 . Cll . o2 . np 

Start 12491 

GI 6561156 

Exons 12491. .12816, 14906.. 15068 

GI Descrip. (AF109693) allergen-like protein BRSn20 [Sambucus nigra] 



Seq. ID OJ000113_24. 0203. Cll 
Strand 

15119 
AAT/NAP 
15068 
312 



End 

Method 

End 

Score 



Seq. No. 


26895 








Seq. ID 


OJ000113_24.0203 


.Cll 


npno Mo 


55707 








Strand 






Start 


23620 








End 


25994 




Name 


OJ000113 24. 


.0203 


.Cll.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


6078 ~~ 








End 


6684 




GI 


none 








Score 


68 




Exons 


6078. .6137, 


6477 


. . 6671, 


6489. 


.6572, 6598. .6684 




Seq. No. 


26895 








Seq. ID 


OJ000113_24.0203 


.Cll 


Gene No. 


55707 








Strand 






Start 


23620 








End 


25994 




Name 


OJ000113 24. 


.0203 


.Cll.o2. 


.tm 


Method 


TBLASTX: Maize 




Start 


6432 . 








End 


6684 




GI 


none 








Score 


72 




Exons 


" 6432. '. 6674, 


6436 


. . 6504, 


6456. 


.6572,. 65.98.. 6684 




Seq. No. 


26895 








Seq. ID 


OJ000113_24.0203 


.Cll 


Gene No. 


55707 








Strand 






Start 


23620 








End 


25994 




Name 


OJ000113 24, 


.0203 


.Cll.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


6471 








End 


6674 




GI 


none 








Score 


91 




Exons 


6471. .6671, 


6598 


. .6672, 


6618. 


.6674 







OJ000113 24. 0203. Cll 



Seq. No. 26895 Seq. ID 

Gene No. 55707 Strand 

Start 23620 End 

Name OJ000113_24 . 0203 . Cll . ol . tm Method 

Start 12485 End 

GI none Score 

Exons 12485. .12817, 12487 .. 12675, 12489 .. 12818 , 14 904 .. 14 954 , 
14905.. 14955 



25994 

TBLASTX: Maize 

14955 

167 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26895 

55707 Strand 

23620 End 
OJ000113_24 .0203. Cll. o2.tc Method 

12494 End 

none Score 

12494. .12820, 14 904 .. 14 999, 14905.. 14982 



Seq. ID OJ000113_24. 0203. Cll 



25994 

TBLASTX: Cress 
14999 
106 



26895 Seq. ID 

55707 Strand 

23620 End 

OJ000113_24 .0203. Cll. o2.ts Method 

12494 End 



OJ000113_24 .0203. Cll 
25994 

TBLASTX : Soybean 
15002 



26916 



GI 


none 


Score 


89 


Exons 


12494. .12817, 12498 12677, 


14890. .14982, 14904. .15002 


Seq. No. 


26895 


Seq. ID 


OJ000113_24.0203 


Gene No. 


55707 


Strand 




jLdl L 


23620 


End- 


25994 


Name 


OJ000113 24.0203.Cll.o3.np 


Method 


AAT/NAP 


Start 


23620 


End 


25494 


GI 


6721512 


Score 


81 


Exons . 


23620. .23760, 23788 .. 23905, 


25102. .25239, 25462.. 25494 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


Z O 0 Z7 0 


Seq. ID 


OJ000113_24.0203 


Gene No. 


c c 7 n7 


Strand 




o car t 




End 


25994 


Name 


UJUUUIIj ^fl.UZUj.Lll.Oj.LlIl 


Method 


TBLASTX: Maize 


Start 




End 


25991 


GI 


none 


Score 


113 


Exons 


ZOlDZ. .ZDZoy, Z jIOO . .ZDZ/Z, 


25190. .25318, 25673 .. 25891 , 




25674..2S892, 25872 .. 25991, 


25874 . .25978 


Seq. No. 


26895 


Seq. ID 


OJ000113_24.0203 


uene jno • 


55707 


Strand 




Start 


23620 


End 


25994 


Name 


OJ000113 24.0203.Cll.o3.ts 


Method 


TBLASTX : Soybean 


Start - 


25190 


End 


25994 


GI 


none 


Score 


62 


Exons 


25190. .25228, 25673 25828, 


25674. .25994 


Seq. No. 


26896 


Seq. ID 


OJ000113_24 .0203 


Gene No. 


55708 


Strand 


+ 


Start 


1 


End 


1381 


Name 


OJ000113 24.0203.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1381 


GI 


1150406 


Score 


91 


Exons 


1. .25, 185. .349, 442. .686, 


1362. .1381 




GI Descrip. 


(Z46868) exo-1, 3-beta-glucanase/l , 3-beta-D-glucan 




glucanohydrolase [Pichia angusta] 




Seq. No. 


26896 


Seq. ID 


OJ000113_24.0203 


Gene No. 


55708 


Strand 


+ * . 


o car c 


1 


End 


1381 ^ . 


Name 


OJ000113 24.0203.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


184 


End 


697 


GI 


none 


Score 


235 


Exons 


184. .291, ■ 185. .349, 186. .350, 187. .351, 


431. .508, 439.. 




447. .515, 514. .588, 522. .587, 527. .697, 


616. .696 


Seq. No. 


26896 


Seq. ID 


OJ000113_24.0203 


oene ino . 


55708 


Strand 


+ 


Start 


1 


End 


1381 ■ 


Name 


OJ000113 24.0203.C13.ol.gs 


Method 


GENSCAN 


Start 


185 


End 


794 


GI 


none 


Score 


.87 


Exons 


185. .340, 442. .794 






Seq. No. 


26896 


Seq. ID 


OJ000113_24.0203 



26917 




Gene No. 


55708 




Strand 


+ 




btarc 


l 




EjIIU. 


lJOl 




Name 


U J U U U 1 1 j ^4 .UzUj.LIj.OI 


LIU 




TRT Zi QTY >Mai -70 
1 O JjriO 1 A . l v ld X Z 




btart 








DUX 




bl 


none 




Score 


9^6 
ZOO 




Exons 


10J..J*iU, lOO . . Jfil/ 4 Jl 


601 
.DUX 


A Q Q ;pQ 
, 1 J7 . . JOO 






Seq. No. 


26896 




Seq. ID 


OJ000113_24.0203. 


C13 


Gene No. 


55708 




Strand 


+ 




Of -3 -.4- 

OCdiT. 


i 
i 






lJOl 




Name 


UUUUUllJ .UZUj.LIj.OI 




lyfrt 4- Vi *^ W 


1 OJ-irrO 1A ■ OvjyjJCctll 




C4- -, -v-4- 

btart 


9 9/1 




ijUU 


7 66 




bl 


none 




Score 


1 ylQ 
X H J 




Exons 


994 "34fi 99^ ^0 4^1 
ZZfi.*jffU, ZZJ. . JJUf 4 J 1 


7 66 
. /DO 








Seq. No. 


26896 




Seq. ID 


OJ000113_24 .0203. 


C13 


Gene No. 


55708 




Strand 


+ 






1 




Htl 1LJ. 


1381 




Name 


OJ000113 24 .0203.C13.o2 


tm 


L v Jc LflUU 


TBLASTX: Maize 




otart 


683 




LllQ 


1381 




bl 


none 




Score 


104 




Exons 


683. .799, 1215. .1367, 1225.. 


1 ^fifl 19^4 

XJOU, IZJ4 


..1380, 1250. .1381 


Seq. No. 


26896 




Seq. ID 


OJ000113_24.0203. 


C13 


Gene No. 


55708 




Strand 


+ 




b tar t 


i 




End 


1381 




Name 


OJ000113 24 .0203.C13.o2 


tw 


Method 


TBLASTX: Wheat 




Start 


704 




End 


1380 




bl 


none 




Score 


94 




Exons 


704. .799, 715. .795, 760 


.801 


, 1224. .1376, 1225. .1380, 1234. 


Seq. No. 


26896 




Seq. ID 


OJ000113_24 .0203. 


C13 


Gene No. 


55708 




Strand 


+ 




Q-h ~, >-4- 


1 




End 


1381 




Name 


OJ000113 24.0203.C13.o2 


ts 


Method 


TBLASTX : Soybean 




btart 


1215 




End 


1380 




bl 


none 




Score 


207 




y*\ t"\ 


1215.. 1373, 1225.. 1380, 


1234 


. .1380 






Seq. No. 


26897 




Seq. ID 


OJ000113_24 .0203. 


C14 


Gene No. 


55709 




Strand 






bt art 


1 




End 


171 




Name 


OJ000113 24.0203.C14.ol 


tm 


Method 


TBLASTX: Maize 




btart 


1 




End 


169 




bl 


none 




Score 


156 




Exons 


1..150, 3... 149, 8. .169 










Seq. No. 


26897 




Seq. ID 


OJ000113_24.0203. 


C14 


Gene No. 


55709 




Strand 








1 




End 


171 




Name 


OJ000113 24.0203.C14.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


150 




GI 


none 




Score 


105 




Exons 


1..150, 3. .149 










Seq. No. 


26897 




Seq. ID 


OJ000113_24.0203. 


C14 


Gene No. 


5570/9 




Strand 







26918 



Of -a r f 


1 


End 


171 






Name 


o.Tfinni i ^ 9A 09rn ri4 oi hw 


Mo f hnH 


TBLASTX: Wheat 




Of o yf 


7 — 
/ 


End 


171 








none 


Score 


166 








7 171 7. 117 9 149 










Seq. No. 


26898 


Seq. ID 


OJ000113 26. 


0209. 


C2 


Gene No. 


55710 


Strand 


+ 






JLal L 


498 


End 


584 






Name 


n.Tnnm i ^ ?6 o?oq ni n<? 




GENSCAN 








d Qft _ 

4 .7 0 




584 






r; T 




Score 


. 4 6 








498 584 










Seq. No. 


26899 


Seq. ID 


OJ000113 26 


0209. 


C3 


Gene No. 


55711 


Strand 


+ 






O Lal L. 


242 


End 


1585 






LN CL1LLC 


OJ000113 26.0209.C3.ol.gs 


Method 


GENSCAN 








242 


End 


1585 






CJ 


none 


Score 


. 45 








242. .539, 545.-884, 1497. .1585 








°.^rr Mo 


26899 


Seq. ID 


OJ000113_26 


0209. 


C3 


^ono Mo 


55712 


Strand 








Cf arf 


56 


End 


5454 






Name 


OJ000113 26.0209.C3.ol.np 


Method ■ 


AAT/NAP 






Start 


56 


End 


2941 






CJ 


134889 


Score 


47 








56. .92, 2657. .2941 












SIGNAL RECOGNITION PARTICLE 68 KD PROTEIN (SRP68) 








gi| 108065|pir | IS12981 68K protein - gray wolf 








gi|227342|prf | I1702226A SRP68 


protein 


[Canis f amiliaris] 




Seq. No. 


26899 


Seq. ID 


OJ000113_26 


0209. 


C3 


Gene No. 


55712 


Strand 










56 


End 


5454 






Name 


OJ000113 26.0209.C3.o2.gs 


Method 


GENSCAN 






Cf arf 
O UCtl L, 


2601 


End 


5454 






CT 


none 


Score 


.77 








2601.. 2746, 2847. .3103, 4928. 


.5006, 5400.. 5454 






Seq. No. 


26900 


Seq. ID 


OJ000113_26 


0209. 


C4 


Gene No. 


55713 


Strand 


+ 






Of 3r f 


525 


End 


1568 






Name 


OJ000113 26.0209.C4.ol.gs 


Method 


GENSCAN 






Of a r-f 


525 


End 


1568 






CJ 


none 


Score 


.89 






IjAUIIO 


525. .574, 1367. .1568 










Sea No 


26900 


Seq. ID 


OJ000113_26. 


0209. 


C4 


Gene No. 


55714 


Strand 








Start 


1943 


End 


2767 






Name 


OJ000113 26.0209.C4.o2.gs 


Method 


GENSCAN 






Start 


1943 


End 


2767 






GI 


none 


Score 


.75 






Exons 


1943.. 2094, 2704.. 2767 











26919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26900 Seq. ID 

55715 Strand 

4961 End 

OJ000113_26.0209.C4 .o3.gs Method 

4961 End 

none < Score 
4961. .5224 



OJ000113_26.0209.C4 

5224 
GENS CAN 
5224. 
1 



OJ0.00113 26. 0209. C5 



26901 Seq. ID 

55716 Strand 
1217 End 1940 

OJ000113 26.0209.C5.ol.np Method AAT/NAP 

1217 " End 1940 

6069646 Score 347 

1217. .1940 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



C5.ol.tm 



.1382, 
.1694, 



1400. 
1703. 



26901 
55717 
2616 

OJ000113_26.0209, 
1246 
none 

1246. .1389, 1251, 
1481.. 1693, 1485, 

26901 
55717 
2616 

OJ000113_26.0209.C5.ol. tw 

1344 

none 

1344. .1382, 1505.. 1690, 1554, 

26901 
55717 
2616 

OJ000113_26.0209.C5..o2.gs 

2616 

none 

2616. .2731 



26902 
55718 
1 

OJ0*00113_26 
1 

6063554 
1..31, 539 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1492, 
.1834 



OJ000113_26.0209.C5 
2731 

TBLASTX: Maize 
1834 

49 ' 

1461. .1697, 1481. .1729, 



Seq. ID OJ000113_26.0209.C5 



0209.C6.ol.np 



566, 1203.. 1377 



Strand 
End 

Method 
End 
Score 
.1694 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2731 

TBLASTX: Wheat 

1694 

79 



OJ000113_26.0209.C5 

2731 
GEN SCAN 
2731 
.5 



OJ000113 
+ 

1377 
AAT/NAP 
1377 
171 



26. 0209. C6 



(AP000615) ESTs AU075609 (C6334 4 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



26920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI .Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26902 Seq. ID 

55719 ' Strand 

1336 End 

- ,0 J000113_2 6 . 0209 . C6 . ol . gp Method 

>fel336 End ' 

'3761363 Score 

1336.. 1941 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



OJ000113_26.0209.C6 
+ 

2024 
AAT/GAP 
1941 
879 . 



26902 Seq. ID 

55719 Strand 

1336 End 

OJ000113_26.0209.C6.o2.gp Method 

1751 End 

61605_1.R1084 Score 
1751. .2024 

? 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ000113_26.0209.C6 
+ 

2024 
AAT/GAP 
2024 
465 



26902 Seq. ID 

55720 Strand 

510 End 

OJ000113_26 . 0209 . C6 . ol . gs Method 

510 End 

none Score 

510. .635, 1463. .1539, 2445. .2473, 2994 
3478. .3895 



OJ000113_26.0209.C6 

3895 
GENSCAN 
3895 
.55 

..3073, 3305. .3420, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000113_26.0209.C7 
+ 

498 

AAT/GAP 

498 

115 



26903 Seq. ID 

55721 Strand 
380 End 
OJ000113_26.0209.C7.ol.gp Method 
380 End 
5867_1.R1084 Score 
380. .498 

»464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



26903 Seq. ID 

55722 Strand 

2422 End 

OJ000113_26.0209.C7.o2.gp Method 

2422 End 

none Score 
2422. .2846 



OJ000113_26.0209.C7 
+ 

2846 
AAT/GAP 
2846 
817 



Seq. No. 26903 Seq. ID 

Gene No. 55723 Strand 

Start 7254 End 

Name 0 J00 0 1 1 3_2 6.0209.C7.o2.gs Method 

Start 7254 End 



OJ000113_26.0209.C7 
+ 

13402 

GENSCAN 

13402 



26921 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

QI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .49 

7254. .7264, 7269. .7585, 7908. .7986, 8166. .8901, 9303. .9408, 
9715. .9794, 10274 10351 , 12617 .. 12997 , 13145. .13402 



26903 
55723 
7254 

OJ000113_26.0209.C7.o4.gp 
12305 

uC-osroM202024h08al 
12305. .12376 

, 5852170/emb|AL117265.1|OST17804 5.0e-84 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. 'ID OJ000113_26.0209.C7 

Strand + 

End 13402 

Method AAT/GAP 

End 12376 

Score 80 



26903 
55724 
2969 

OJ000113_26.0209.C7.o3.gp 
2969 

LIB3431-029-P1-N1-A3 
2969. .3349 

, 4585992/gb|AAD25628.1 |AC005287_30 6.0e-15 (AC005287) 
Hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 3349 

Method AAT/GAP 

End 3349 

Score 667 



26903 
55725 
13684 

OJ000113_26.0209.C7 .o7 .tm 
1558 
none 



Seq. ID OJ000113_26.0209.C7 
Strand 

End ' 17275 

Method TBLASTX : Mai ze 

End 1928 

Score 146 



1558. .1764, 1591. .1764, 1629. .1769, 1771. .1851, 1772. .1861, 
1773.. 1859, 1887.. 1928, 1889.. 1921 



26903 
55725 
13684 

OJ000113_26.0209.C7 .06. tm 
2677 
none 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX: Maize 

End 3021 

Score 53 



2677. .2739, 2681. .2731, 2851. .2955, 2889.-2933, 2934. .2966, 
2935.. 3003, 2968.. 3006, 3007.. 3021 



26903 
55725 
13684 

OJ000113_26.0209.C7.ol.ts 
2866 
none 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Soybean 

End 3096 

Score 375 



2866.. 3096, 2889.. 2963, 3009.. 3092 



26903 
55725 
13684 

OJ000113_26.0209.C7 .ol.tc 

2971 

none 

2971.. 3144, 3009.. 3119 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Cress 

End 3144 

Score 252 



26922 




Seq. No, 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


bene ino . 


JJ / ^J 




Strand 






btart 






End 


17275. 




Name 




. oy . tin 


Method 


TBLASTX: Maize 




btart 


i icon 




End 


13923 




bl 


none 




Score 


40 




Exons 


IjDOU . . 1 O f U :? / IjDOU 


1 771 ft 


13711. .13893, 13711.. 13923 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Gene No . 


00 / £ 3 




Strand 






Qf- -i r-4- 


1 7fift4 




End 


17275 




Name 




. Oj • qs 


Method 


GENS CAN 




btait 


i 7£ftd — 

1 0 DO H 




End 


17227 




bl 


none 




Score 


.52 




it* v /^\ 


-L0004 ■ . 1Jl4Z/ IjZjO 




16050. .17227 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Gene No. 


55725 




Strand 






Qf- -> y~*- 


13684 




End 


17275 




Name * 


OJ000113 26. 0209. C7 


. ol .np 


Method 


AAT/NAP 




Of- -n >-4- 

btart 


13687 




End 


17275 ■ 




bl 


4680179 




Score 


4902 




Exons 


13687. .17087, 17115 


. .17275 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Gene No . 


55725 




Strand 








13684 




End 


17275 




Name 


OJ000113 26. 0209. C7 


. o5 . tw 


Method 


TBLASTX: Wheat 




otart 


13732 




End 


14065 




CT 
bl 


none 




Score 


41 




Exons 


13732. .14064, 13925 


. .13972, 


13960. .14061, 13991.. 14065 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Gene No. 


55725 




Strand 






Cf- -j v-f- 


13684 




End 


17275 




Name 


OJ000113 26. 0209. C7 


.ol.tm. 


Method 


TBLASTX: Maize 




Of a >-f- 


13927 




End 


14511 




bl 


none 




Score 


211 




Exons 


13927. .14352, 14051 


. .14353, 


14348. .14503, 14350 .. 14 511 , 






14357. .14503, 14359 


. .14505 








Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


bene ino . 


55725 




Strand 






Of a _~4- 


13684 




End 


17275 




Name 


OJ000113 26. 0209. C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Of 2 y-f. 


14065 




End 


14691 




bl 


none 




Score 


369 




Exons 


14065. .14691, 14066 


. .14689 








Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Gene No . 


55725 




Strand 






Start 


13684 




End 


17275 




Name 


OJ000113 26. 0209. C7 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


14560 




End 


14851 




GI 


none 




Score 


290 





26923 



Exons ' 14560. .14850, 14564. .14851 

Seq. No. 26903 

Gene No. 55725 

Start 13684 

Name OJ000113_26 . 0209 . C7 . o3 . ts 

Start 14650 

GI none 

Exons 14650. .14910, 14651.. 14908 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Soybean 

End 14910 

Score 174 



Seq. No. 26903 

Gene No. 55725 

Start 13684 

Name OJ000113_26 . 0209.C7.o3.tw 

Start 14698 

GI none 

Exons 14698. .15234, 14 699 .. 14 980, 14704 .. 1514 4 , 15002.. 15232 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Wheat 

End 15234 

Score 280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26903 
55725 
13684 

OJ000113_26.0209.C7.o2.tm 

15265 

none 

15265. .15618, 15272 .. 15304 , 

26903 
55725 
13684 

OJ000113_26 . 0209 . C7 . o2 . tw 

15265 

none 

15265. .15642, 15265 .. 15690, 



Seq. No. 26903 

Gene No. 55725 

Start 13684 

Name OJ000113_2 6 . 0209 . C7 . o4 . ts 

Start 15436. 

GI none 

Exons 15436. .15681 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Mai ze 

End 15618 

Score 4 9 ' 
15280. .15612, 15350.. 15613 

Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Wheat 

End 15691 

Score 239 
15272.. 15691 

Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Soybean 

End 15681 

Score 209 



Seq. No. 26903 

Gene No. 55725 

Start 13684 

Name OJ000113_26 . 0209 . C7 . o5 . tm 

Start 15620 

GI none 

Exons 15620. .15904, 15625.. 15957 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Mai ze 

End 15957 

Score 153 



Seq. No. 26903 

Gene No. 55725 

Start 13684 

Name OJ000113_2 6 . 0209 . C7 . 06 . tw 

Start 15692 

GI none 

Exons 15692. .15946, 15692 .. 15952, 15694 .. 15954 , 15724.. 15966 



Seq. ID OJ000113_26.0209.C7 
Strand 

End 17275 

Method TBLASTX : Wheat 

End 15966 

Score 254 



26924 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Gene No. 


55725 




Strand 






O L.CIX U 


13684 




End 


17275 




Name 


0.70001 1 96 0909 P7" 


o9 1- «; 


Method 


TBLASTX: Soybean 






1 ^706 ~~ 




End 


16100 . 




r; t 
ox 


nunc 




Score 


168 




Exons 


1 S706 1 S9S7 1 S71 6 


1594 6, 


15763. .15960, 16012 16047, 






16044 16100 1 606R 


1 6100 








Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 




55725 




Strand 












End 


17275 




Name 


OJ000113 26 0209 C7 


o4 


Method 


TBLASTX: Maize 




Q-t- a r-f- 
OL.C1X U 


1 601 9 ~ 




End 


16458 




OX 


none 




Score 


100 






16012 16047 16080 


16382, 


16083. .16454, 16276. . 16458 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


florid Mn 


55725 




Strand 






Of 3r f 


1^684 




End 


17275 




LNcllLLG 


OJ000113 26 0209 C7 


. o4 * tw 


Method 


TBLASTX: Wheat 




O Lai U 


1 6047 ~~ 

X \J\J *4 f 




End 


16527 




PT 

OX 






Score 


193 




IT 1 V T*l O 


16047- 16^9^ 1608^ 


1 64 1 9 


16234. .16527 




Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 




SS7 9S 




Strand 








1 "3 6ft 4 




End 


17275 




Name 


OT0001 1 ? 96 0909 T7 




Method 


TBLASTX : Soybean 




Of 3 

OLaiL 


1617^ ~ 




End 


16487 






L l\J i l\Z 




Score 


191 




W von 


1617^ 1 64ft7 










Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 




55725 




Strand 








1 ?6ft4 




End 


17275 




Mama 


O.T0001 1 ? 96 0209 CI 


• o7 . tw 


Method 


TBLASTX: Wheat 




Cf a r f 


1 6669 _ 

X U U Ui. 




End 


17009 




OX 






Score 


242 






16669 17009 

lUUUt . • X 1 \J\J 12 










Seq. No. 


26903 




Seq. ID 


OJ000113_26.0209. 


C7 


Honp Mo 


SS72S 




Strand 






Cf ar f 

OLdl U 


1 ?6ft4 




End 


17275 




Name 


D.T0001 1 ^ 96 0209 Cl 


• \JO . 1— ILL 


Method 


TBLASTX: Maize 




Cf av-f 

O Lai U 


1 674 ^ ~~ 




End 


17063 




OX 






Score 


194 






1 674 ^ 1706^ 










Seq. No. 


26904 




Seq. ID 


OJ000113_26.0209. 


C8 


Gene No. 


55726 




Strand 






Start 


8 




End 


360 




Name 


OJ000113 26. 0209. C8 


.ol.gs 


Method 


GENSCAN 




Start 


8 




End 


360 




GI 


none 




Score 


.7 




Exons 


8. .216, 247. .360 











26925 



Seq. No. 


26905 


Seq. ID 


OJQ00113 26.0z09.i 


Gene No. 


55727 


Strand 


+ 


Start 


125 


End 


197 


Name 


OJ000113 26.0209.Cll.ol.gs 


Method 


GEN SCAN 


Start 


125 


End 


197 


GI 


none 


Score 


.53 


Exons . 


125. .197 






Seq. No. 


26906 


Seq. ID 


OJOOOllJ 26.0209.1 


Gene No. 


55728 


Strand 


+ 


Start 


568 


End 


753 


Name 


OJ000113 26.0209.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


552 


End 


753 


GI 


none 


Score 


291 


Exons 


552. .743, 553. .753, 554. .751 






Seq. No. 


26906 


Seq. ID 


OJ000113_26. 0209.' 


Gene No. 


55728 


Strand 


+ 


Start 


568 


End 


753 


Name 


OJ000113 26.0209.C12.ol.np 


Method 


AAT/NAP 


Start 


568 


End 


753 


GI 


932 


Score 


54 


Exons . 


568. .753 






GI Descrip. 


(X53744) 68kDA subunit of signal recognition particle [i 




familiaris] 






Seq. No. 


26907 


Seq. ID 


OJ000113_26. 0209.1 


Gene No. 


55729 


Strand 




Start 


1 


End 


601 


Name 


OJ000113 26.0209.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


601 


GI 


4454035 


Score 


187 


Exons 


1..58, 199. .320, 559. .601 






GI Descrip. 


(AL035394) polyprenyltransf erase like 


protein [Arabidops 




thaliana] 






Seq. Np. : -" 


26908 


Seq. ID 


OJ000113_26. 0209.1 


Gene No. 


55730 


Strand 


+ 


Start 


6120 


End 


9356 


Name 


OJ000113 26.0209.C14.o2.gs 


Method 


GENSCAN 


Start 


6120 


End 


9356 


GI 


none 


Score 


.96 


Exons 


6120. .9356 






Seq. No. 


26908 


Seq. ID 


OJ000113_26. 0209.1 


Gene No . 


55730 


Strand 


+ 


Start 


6120 


End • 


9356 


Name 


OJ000113 26.0209.C14.o2.np 


Method 


AAT/NAP 


Start 


6120 


End 


9353 


GI 


6907089 


Score 


4146 


Exons 


6120. .7381, 7475. .9353 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


26908 


Seq. ID 


OJ000113_26.0209.( 


Gene No. 


55731 


Strand 


+ 


Start 


16202 


End 


16592 



26926 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000113_26.0209.C14.o4.np ' Method AAT/NAP 

16202 End 16592 

5922623 Score .90 
16202. .16358., 16548.. 16592 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 |dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26908 






Seq. ID 


OJ000113_- 


55732 






Strand 




2416 






End 


4946 


OJ000113 26. 


0209. 


C14.ol.gs 


Method 


GENSCAN 


2416 






End 


4946 


none 






Score 


.5 


2416. .2976, 


4470. 


.4642, 48 


65. .4946 




26908 






Seq. ID 


OJ000113_ 


55733 






Strand 




9973 






End 


16407 


OJ000113 26. 


0209. 


C14 ,o3.gs 


Method 


GENSCAN 


9973 






End 


16407 


none 






Score 


.72 


9973. .13701, 


13780. .16143, 


16199. .16407 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 26.0209.C14 



26908 
55733 
9973 

OJ000113_26.0209.C14 .o3.np 
9976 
6498441 

9976.. 10257, 10351 .. 11748, 11920 .. 12317 , 12510.. 
13010. .13144, 13328. .13701, 137 65 .. 14228 , 14559, 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



16407 
AAT/NAP 
15622 
6805 



,12835, 
, .15622 



Seq. No. 


26908 






Gene No. 


55734 






Start 


16354 






Name 


OJ000113 26. 


0209.C14 ,o4. 


tm 


Start 


2034 






GI 


none 






Exons 


2034. .2228, 


2429. .2476, 


2468 




2470. .2628, 


2605. .2739, 


2606 




2765. .2797 






Seq. No. 


26908 






Gene No. 


55734 






Start 


16354 






Name 


OJ000113 26. 


0209.C14 .o5. 


tm 


Start 


9946 






GI 


none 






Exons 


9946. .10116, 


9947. .10111 


Seq. No. 


26908 






Gene No. 


55734 






Start 


16354 







Seq. ID 
Strand 
End 

Method 
End 
Score 
.2608, 



OJ000113 26.0209.C14 



16422 

TBLASTX: Maize 
2797 
44 

2470. .2628, 2470. .2628, 
2615.. 2713, 2630.. 2737, 



Seq. ID OJ000113_26.0209.C14 
Strand 

End 16422 

Method TBLASTX: Maize 

End. 10116 

Score 125 



Seq. ID OJ000113_26.0209.C14 
Strand 

End 16422 



26927 




Name 


OJ000113 26.0209.C14 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


9985 




End 


10587 




GI 


none 




Score 


83 




LiAUllO 


. 9985. .10110, 9989. .10111, 10141 .. 10200, 10296 1058 6, 






10297 . .10587, 10304. 


. 10582 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 - 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10588 




End 


10969 




GI 


none 




Score 


165 




Exons 


10588 . . 10968, 10619. 


.10867, 


10913. .10969 




Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10783 




End 


11106 




GI 


none 




Score 


200 




Exons 


10783. .11106, 10796. 


. 11089 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26 0209 C14 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


11299 _ 




End 


11611 




GI 


none 




Score 


66 




Rxon ^ 
1 1 o 


11299. .11559, 11435. 


.11611 








Sea No . 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


,o2. ts 


Method 


TBLASTX : Soybean 




Start 


11359 




End 


11925 




GI 


5666795 




Score 


68 




Exons 


11359. .11559, 11614. 


.11751, 


11827. .11925 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 




Sea No 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11614 




End 


12072 




GI 


none 




Score 


92 




Exons 


11614. .11754, 11615. 


.11752, 


. 11810. .11983, 11824. .12072, 






11824. .12048 










Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12473 




End 


15474 




GI 


none 




Score 


95 




Exons 


12473. .12550, 15082. 


.15339, 


15116. .15355, 15322. .15420, 






15323. .15403, 15427. 


.15474 









26928 



Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


' 16354 




End 


16422 




Name 


OJ000113 26.0209.C14. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12673 




End 


13044 




GI 


none 




Score 


90 




Exons 


12673. .13044, 12884., 


.13027 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14, 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12698 




End 


13122 




GI 


none 




Score 


330 




Exons 


12698. .13117, 12703., 


.13122 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209. 


C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


12796 




End 


-13180 




GI 


none 




Score 


221 




Exons 


12796. .13179, 12815. 


.13180 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209, 


.C14 


Gene No. 


55734 




. Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


13207 




End 


13563 




GI 


none 




Score 


112 




Exons 


13207. .13512, 13207. 


.13563, 


13217. .13528 




Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209, 


.C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13231 . 




End 


13693 




GI 


none 




Score 


400 




Exons 


13231. .13692, 13232. 


.13693 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209 


.C14 


Gene No. 


55734 




Strand 






Start 


16354 ' 




End 


16422 




Name 


OJ000113 26.0209.C14 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


13288 




End 


13653 




GI 


none 




Score 


117 




Exons 


. 13288. .13422, 13429. 


.13653 








Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209 


-C14 


Gene No. 


55734 




Strand 






Start 


16354 




End 


16422 




Name 


OJ000113 26.0209.C14 


,o3.tw 


Method 


TBLASTX: Wheat 




Start 


13861 




End 


14344 




GI 


none 




Score 


70 




Exons 


13861. .14343, 13915. 


.14079, 


13916. .14149, 14171. .14344 




Seq. No. 


26908 




Seq. ID 


OJ000113_26.0209 


.C14 



26929 




Gene No. 


55734 


Strand 








Start 


16354 


End 


16422 






Name 


OJ000113 26.0209.C14.o6.tm 


Method 


TBLASTX : 1 


Maize 




Start 


15184 


End 


15469 






GI 


none v 


Score 


64 






Exons 


15184. .154 68, 15184. .15432, 


15185. .15469 






Seq. No. 


26908 


Seq. ID 


OJ000113 


_26.0209 


.C14 


Gene No. 


55734 


Strand 








Start 


16354 


End 








Name 


OJ000113 26.0209.C14.o5.np 


Method 


AAT/NAP 






Start 


16354 


End 


16422 






GI 


5042454 


Score 


/ Z 






Exons 


16354.. 16422 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


26909 


Seq. ID 


Uu UUUliJ 


_26.0209 


.C15 


Gene No. 


55735 


Strand 








Start 


2602 


End 


3573 






Naine 


OJ000113 26.0209.C15.ol.gp 


Method 


AAT/GAP 






Start 


2602 


End 


3573 






GI 


none 


Score 


1243 






Exons 


2602. .2875, 3195. .3573 










Seq. No. 


26909 


Seq. ID 


OJ000113 


_26.0209 


.C15 


Gene No. 


55736 


Strand 








Start 


3837 


End 


4118 






Name 


OJ000113 26.0209.C15.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


3442 


End 


3929 






GI 


none 


Score 


110 






Exons 


3442.. 3570, 3501.. 3572, 3652 


..3756, 3654. .3773, 


3840. .3929, 



3844. .3927 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26909 ■ ' Seq. ID OJ000113_26 . 0209 . C15 

55736 Strand 

3837 End 4118 

OJ000113_26.0209.C15.ol.np Method AAT/NAP 

3837 End .4118 

4454035 Score 229 
3837.. 3980, 4066.. 4118 

(AL035394) polyprenyltransf erase like protein [Arabidopsis 
thaliana] 

26910 Seq. ID OJ000113_26.. 0209.C16 

55737 Strand 

1 End 2866 

OJ000113_26.0209.C16.ol.np Method AAT/NAP 

1 End 2866 

6016874 Score 759 

1..136, 602. .803, 883. .1127, 1241. .1414, 1798. .1957, 2344. .2742, 
2803.. 2866 

(AP000570) ESTs C19143 (E10020 ) , D25076 (R311 6) correspond to a 
region of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



Seq. No. 
Gene No. 



26910 
55737 



Seq. ID OJ000113_26.0209.C16 
Strand 



26930 



Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 



OJ000113_26.0209.C16.o2.tm 

1742 

none 

1742.. 1969, 1815.. 1961 

26910 
55737 



Start 


1 








Manno 

LN 0.1 


OJ000113 26. 


0209. 


C16.ol. 


tm 


<H- a r-t* 

O 1- Cli- L. 


2059 








C T 
bl 


none 








CiXons 


2059. .2340 








Seq. no. 


26911 








bene wo. 


55738 








Start 


519 








Name 


OJ000113 26. 


0209. 


C17.ol. 


np 


OLdi I 


519 








bl 


4680203 








Exons 


519. .2259, 2416.. 


2633, 2910.. 


bl uescrip. 


(AF114171) TNP2-like protein 


Seq. No. 


26911 








Gene No. 


55738 








Start- 


519 








Name 


OJ000113 26. 


0209. 


C17.o2 


tw 




1014 








GI 


none 








Exons 


1014. .1304, 


1016. 


.1306, 


1362. 




1499. .1606 








Seq. No. 


26911 








Gene No. 


55738 








O Lai L. 


519 








Name 


OJ000113 26 


.0209 


.C17.ol 


.ts 


Hi- « v- 4- 

btarr 


1182 ' 








bl 


none 










1182. .1304, 


1187 


. .1303, 


1347 


Seq. No. 


26911 








bene ino. 


55738 








Start . 


519 








Name 


OJ000113 26 


.0209 


.C17.o2 


. tc 


Start 


1371 








GI 


none 








Exons 


1371. .1703, 


1457 


. .1507, 


1541 


Seq. No. 


26911 








Gene No. 


55738 








Start 


■ 519 








Name 


OJ000113 26 


.0209 


.C17.o2 


. tm 


Start 


1509 








GI 


none 








Exons 


1509. .1613, 


1517 


. .1612, 


1616 




1806. .1853, 


1854 


. .1901, 


1901 



End 2866 

Method TBLASTX: Maize 

End 1969 

Score 66 



Seq. ID OJ000113_26.0209.C16 
Strand 

End 2866 

Method TBLASTX: Maize 

End 2340 

Score 221 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3749 

[Sorghum bicolor] 



OJ000113_26.0209.C17 
+ 

3749 
AAT/NAP 
3749 
1705 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000113_26.0209.C17 
+ 

3749 

TBLASTX: Wheat 

1607 

230 



,1478, 1365. .1463, 1482. .1607, 



Seq. ID OJ000113_26.0209.C17 

Strand + 

End 3749 

Method TBLASTX : Soybean 

End 1622 

Score 108 
.1622, 1382.. 1621 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1648 



OJ000113_26.0209.C17 
+ 

3749 

TBLASTX: Cress 

1703 

288 



Seq. ID OJ000113_26.0209.C17 

Strand + 

End 37 49 

Method TBLASTX: Maize 

End 1994 

Score 102 

.1708, 1620. .1709, 1777. .1812, 
.1990, 1905.. 1994 



26931 




Seq. No. 


26911 








Seq. ID 


OJ000113_26.0209.C17 


Gene No. 


55738 








Strand 


+ 


Start 


519 








End 


3749 


Name 


OJ000113 26 


.0209 


.C17.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


1608 








End 


1943 


GI 


none 








Score 


57 


Exons 


1608. .1649, 


1653 


. .1751, 


1655 


..1750, 1797. .1895, 1808. .1879, 




1905. .1943 












Seq. No. 


26911 








Seq. ID 


OJ000113 26.0209.C17 


Gene No . 


55738 








Strand 


+ 


Start 


519 








End 


3749 


Name 


OJ000113 26 


.0209 


.C17.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2499 








End 


2882 


GI 


none 








Score 


59 


Exons 


2499. .2567, 


2567 


. .2881, 


2568 


. .2882 




Seq. No. 


26911 








Seq. ID 


OJ000113_26.0209.C17 


Gene No. 


55738 








Strand 


+ 


Start 


519 








End 


3749 


Name 


OJ000113 26 


.0209, 


.C17.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


2523 








End 


3656 . 


GI 


none 








Score 


551 


Exons 


2523. .3239, 


2576. 


. .3151, 


3248 


..3430, 3258. .3446, 3423. .3524, 




3434 . .3553, 


3555, 


. .3656, 


3557 


..3649 




Seq. No. 


26911 








Seq. ID 


OJ000113 26.0209.C17 


Gene No . 


55738 








Strand 


+ 


Start 


519 








End 


3749 


Name 


OJ000113 26, 


.0209. 


.C17.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


2814 








End 


3239 


GI 


none 








Score 


317 


Exons 


2814. .3239, 


2822. 


. .3151 








Seq. No. 


26911 








Seq. ID 


OJ000113_26.0209.C17 


Gene No . 


55738 








Strand 


+ 


Start 


519 








End 


3749 


Name 


OJ000113 26, 


,0209. 


,C17.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


3132 








End 


3422 


GI 


none 








Score 


146 


Exons 


3132. .3302, 


3180. 


. .3296, 


3314 


..3421, 3315.. 3422 


Seq. No. 


26911 








Seq. ID 


OJ000113_26.0209.C17 


Gene No. 


55738 








Strand 


+ 


Start 


519 








End ' 


3749 


Name 


OJ000113 26. 


0209. 


C17.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3503 








End 


3716 


GI 


none 








Score 


187 


Exons 


3503. .3685, 


3504. 


.3716 








Seq. No. 


26912 








Seq. ID 


OJ000113_26.0209.C18 


Gene No. 


55739 








Strand 


+ 


Start 


922 








End 


8777 


Name 


OJ000113 26. 


0209. 


C18.ol. 


gs 


Method 


GENS CAN 


Start 


922 








End 


8777 


GI 


none 








Score 


.47 


Exons 


922.. 1531, 2555.. 


2855, 3178., 


,3429, 3710 


..3791, 4066. .4232, 



26932 





4534. .4701, 5396. .5480, 6416 


..6530, 6727.. 7005, 


7740. .7798, 




8419. .8572, 8710. .8777 








Seq. No. 


26912 


Seq. ID 


OJ000113_ 


_26.0209.C18 


Gene No. 


55740 


Strand 






Start 


8166 


End 


13068 




Name 


OJ000113 26.0209.C18.ol.np 


Method 


AAT/NAP 




Start 


8166 


End 


10389 




GI 


6907086 


Score 


486 




Exons 


8166. .8255, 8347. .8570, 8714 


..9050, 9111. .9816, 


. 10320. .10389 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26912 


Seq. ID 


OJ000113 


_26.0209.C18 


Gene No. 


55740 


Strand 






Start 


8166 


End 


13068 




Name 


OJ000113 26.0209.C18.o2.gs 


Method 


GENSCAN 




Start 


9111 


End 


10988 




GI 


none 


Score 


.88 




Exons 


9111. .9591, 10288. .10442, 10962. .10988 






Seq. No. 


26912 


Seq. ID 


OJ000113 


_26.0209.C18 


Gene No. 


55740 


Strand 






Start 


8166 


End 


13068 




Name 


OJ000113 26.0209.C18.o2.np 


Method 


AAT/NAP 




Start 


10144 


End' 


13068 




GI 


4680186 


Score . 


168 




Exons 


10144. .10166, 10790. .10960, 


11561. .11690, 13008 


. .13068 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


26912 


Seq. ID 


OJ000113 


_26.0209.C18 


Gene No. 


55741 


Strand 






Start 


12999 


End 


13195 




Name 


OJ000113 26.0209.C18.o3.gs 


Method 


GENSCAN 




Start 


12999 


End 


13195 




GI 


none 


Score 


.56 




Exons 


12999. .13195 








Seq. No. 


26913 


Seq. ID 


OJ000113 


_26.0209.C19 


Gene No. 


55742 


Strand 






Start 


474 


End 


741 




Name 


OJ000113 26.0209.C19.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


474 


End 


741 




GI 


none 


Score 


116 




Exons 


474. .518, 529. .705, 550. .741 


, 555. .707 






Seq. No. 


26913 


Seq. ID 


OJ000113 


_26.0209.C19 


Gene No. 


55742 


Strand 






Start 


474 


End 


741 




Name 


OJ000113 26.0209.C19.ol.tm 


Method 


TBLASTX:! 


Maize 


Start 


499 


End 


738 




GI 


none 


Score 


206 




Exons 


499.-738, 516. .722, 517. .726 








Seq. No. 


26914 


Seq. ID 


OJ000113 


_26.0209.C22 


Gene No. 


55743 


Strand 


+ 




Start 


1690 


End 


1842 




Name 


OJ000113 26.0209.C22.ol.gs 


-Method 


GENSCAN 





26933 




Start 


1690 




End 


1842 


GI 


none 




Score 


.55 


Exons 


1690. .1842 








Seq. No. 


26915 




Seq. . ID 


OJ000113_26.0209.C23 


Gene No. 


5574 4 




Strand 


.+ 


Start 


1 




End 


1149 


Name 


OJ000113 26.0209.C23.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


966 


GI 


6539238 




Score . 


692 


Exons 


1..966 








GI Descrip. 


(AC0117 65) putative receptor 


protein kinase [Arabidopsis 




thaliana] 








Seq. No. 


26915 




Seq. ID 


OJ000113 26.0209.C23 


Gene No. 


55744 




Strand 


+ 


Start 


1 




End 


1149 


Name 


OJ000113 26.0209.C23.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


1149 


GI 


none 




Score 


70 


Exons 


2. .55, 2. .205, 4. .204, 4 


..186, 5. .187, 


5. .256, 5. .187, 5..2i 




5. .187, 5. .205, 5. .202, 


5. .187, 5.-247, 


8. .127, 98. .211, 




103. .195, 398. .547, 398. 


.565, 


422. .565, 


422. .781, 428. .565, 




437. .559, 437. .595, 437. 


.616, 


442. .564, 


443. .565, 463. .558, 




566.. 781, 569.. -739, 569. 


.709, 


569. .745, 


569. .748, 569. .745, 




569. .745, 569. .787, 578. 


.745, 


578. .739, 


1036. .1149 


Seq. No. 


26915 




Seq. ID 


OJ000113 26.0209.C23 


Gene No. 


55744 




Strand 


+ 


Start 


1 




End 


1149 


Name 


OJ000113 26.0209.C23.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


754 


GI 


none 




Score 


128 


Exons 


2. .274, 4 . .207, 4. . 186, 


5. .208, 5. .205, 


10. .192, 31. .186, 




44. .205, 428. .568, 437.. 


559, 


437. .754 




Seq. No. 


26915 




Seq. ID 


OJ000113_2 6.0209.C23 


Gene No. 


55744 




Strand 


+ 


Start 


1 




End 


1149 


Name 


OJ000113 26.0209.C23.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 




End 


826 


GI 


none 




Score 


87 


Exons 


2. .205, 5. .124, 82. .195, 


86. . 


205, 146.. 


241, 430. .591, 431..: 




649. .813 








Seq. No. 


26915 




Seq. ID 


OJ000113_26.0209.C23 


Gene No. 


55744 




Strand 


+ 


Start 


1 




End 


1149 


Name 


OJ000113 26.0209.C23.ol. 


gs 


Method 


GENSCAN 


Start 


194 




End 


1042 


GI 


none 




Score 


.76 


Exons 


194. .1042 








Seq. No. 


26916 




Seq. ID 


OJ000113_26.0209.C24 


Gene No. 


55745 




Strand 




Start 


515 




End 


1279 


Name 


OJ000113 26.0209.C24.ol. 


gs 


Method 


GENSCAN 



26934 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



515 
none 

515. .1279 



End 
Score 



26916 Seq. ID 

55745 Strand 

515 End 
OJ000113_26.0209.C24.ol.np Method 

518 End 

4512229' Score 
518. .1279 

(AB014740) ORFO protein [Oryza sativa] 



1279 
.8 



OJ000113_26.0209.C24 

1279 
AAT/NAP 
1279 
1218 



OJ000113 20. 0203. C3 



26917 Seq. ID 

55746 Strand 

1 End 64 3 

OJ000113_20 . 0203 . C3 . ol . np Method AAT/NAP 

1 End 64 3 

5441880 Score 341 
1..284, 543. .643 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


26917 


Seq. ID 


OJ000113_20.0203. 


Gene No. 


55746 


Strand 




Start 


1 


End 


643 


Name 


OJ000113 20.0203. C3.ol.gs 


Method 


GENSCAN 


Start 


146 


End 


593 


GI 


none 


Score 


.45 


Exons 


146. .593 






Seq. No. 


26918 


Seq. ID 


OJ000113_20.0203. 


.Gene No. 


55747 


Strand 


+ 


Start 


1 


End 


810 


Name 


OJ000113 20.0203.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


774 


GI 


5915839 


Score 


485 


Exons 


1..774 






GI Descrip. 


CYTOCHROME P450 71D10 gi I 2739000 | gb | AAB94588 | (AF022459) 




CYP71D10p [Glycine max] 







Seq. No. 26918 

Gene No. 55747 

Start 1 

Name OJ000113_20 . 0203 . C4 . ol . gp 

Start 293 

GI 2798030 

Exons 293.. 481 

Seq. No. 26918 

Gene No. 55747 

Start 1 

Name OJ000113_20 . 0203 . C4 . ol . gs 

Start 393 

GI none 

Exons 393.. 810 



Seq. ID OJ000113_20.0203.C4 

Strand + 

End 810 

Method AAT/GAP 

End 4 81 

Score 292 



Seq. ID OJ000113_20.0203.C4 

Strand + 

End 810 

Method GENSCAN 

End 810 

Score . 7 



26935 



Seq. No. 


26918 




Seq. ID 


OJ000113 


Gene No. 


55748 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


.o3.tw 


Method 


TBLASTX: 1 


Start 


285 




End 


474 


GI 


none 




Score 


68 


Exons 


285. .398, 285.-473, 


286. .474 






Seq. No. 


26918 




Seq. ID 


OJOOUll J 


Gene No. 


55748 ■ 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


.ol.tc 


Method 


TBLASTX:' 


Start 


288 




End 


768 


GI 


none 




Score 


360 


Exons 


288. .602, 289. .768 








Seq. No. 


26918 




Seq. ID 


OJOOUll J 


Gene No. 


55748 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


.ol. ts 


Method 


TBLASTX: 


Start 


288 




End 


759 


GI 


none 




Score 


449 


Exons 


288. .611, 289.-759, 


646. .759 






Seq. No. 


26918 




Seq. ID 


OJ000113 


Gene No. 


55748 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


.o2.tm 


Method 


TBLASTX:] 


Start 


298 




End 


780 


GI 


none 




Score 


446 


Exons 


298. .762, 309. .599, 


316. .780 






Seq. No. 


26918 




Seq. ID 


OJ000113 


Gene No. 


55748 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


,o2.tw 


Method 


TBLASTX :1 


Start 


499 




End 


771 


GI 


none 




Score 


'293 


Exons 


499. .771, 502. .771 








Seq. No. 


26918 




Seq. ID 


OJ000113 


Gene No. 


55748 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


. o2 . gs 


Method 


GENSCAN 


Start 


1042 




End 


2444 


GI 


none 




Score 


.43 


Exons 


1042. .1095, 1841. .2014, 2099. 


.2444 




Seq. No. 


26918 




Seq. ID 


OJ000113_ 


Gene No. 


55748 




Strand 




Start 


1042 




End 


2781 


Name 


OJ000113 20. 0203. C4 


. o2 . gp 


Method 


AAT/GAP 


Start 


1385 




End 


1760 


GI 


none 




Score 


708 


Exons 


1385. .1760 









26936 



Seq. No. 


26918 








Seq. ID 


OJ000113_20.0203.C4 


Gene No. 


55748 








Strand 




Start 


1042 








End 


2781. 


Name 


OJ000113 20 


. 0203 . 


C4 .o2 . 


tc 


Method 


TBLASTX: Cress 


Start 


1633 ~~ 








End 


2008 


GI 


none 








Score 


68 


Exons 

U AVI 1 w 


1633. . 1746, 


1653. 


. 1745, 


1664 . 


.1759, 1838. .2008, 1838. .2008 


Seq. No. 


26918 








Seq.' ID 


OJ000113_20.0203.C4 


Gene No. 


55.748 








Strand 




Start 


1042 








End 


2781 


Name 


OJ000113 20 


.0203. 


C4 .o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1644 ~~ 








End 


2249 


GI 


none 








Score 


77 


Exons 


1644 . . 1745, 


1663. 


. 1746, 


1664 . 


.1759, 1838. .2017, 1839. .2015, 




2093. .2239, 


2099. 


.2248, 


2118 . 


.2249 




Sprr Mo 


26918 








Seq. ID 


OJ000113_20.0203.C4 


f^ear-ip No 

UC11C I.* \J . 


55748 








Strand 




Start 


1042 








End 


2781 _ 


Name 


OJ000113 20 


;0203. 


C4.ol. 


tm 


Method m 


TBLASTX: Maize 


Start 


1651 








End 


2327 


GI 


none 








Score 


100 


Exon s 


1651 1734, 


1662 . 


. 1751, 


1663. 


.1746, 1664. .1759, 1838. .2014, 




1838 2017. 


1842 . 


.2024, 


1842. 


.2024, 1843. .2034, 2079. .2327, 




2097 2315, 


2099. 


. 2326 








Qorr Kin 


26918 








Seq. ID 


OJ000113_20.0203.C4 


Gene No. 


55748 








Strand 




Start 


1042 








End 


2781 


Name 


OJ000113 20 


.0203. 


C4.o2. 


np 


Method 


AAT/NAP 


Start 


1666 ~~ 








End 


2781 


GI 


5902382 








Score 


285 


Exons 


1666. . 1749, 


1841. 


.2014, 


2099. 


.2249, 2739. .2781 




(AC009322) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


26918 








Seq. ID 


OJ000113_20.0203.C4 


Gene No. 


55748 " 








Strand 




Start 


1042 








End 


2781 


Name 


OJ000113 20 


.0203. 


C4.o3. 


gp 


Method 


AAT/GAP 


Start 


1826 ~~ 








End 


2327 


GI 


none 








Score 


690 


Exon 


1826 2014. 


2099. 


.2327 








Seq. No. 


26918 








Seq. ID 


OJ000113_20.0203.C4 


Gene No. 


55748 








Strand 




Start 


1042 








End 


2781 


Name 


OJ000113 20 


.0203. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1838 ~~ 








End 


2331 


GI 


none 








Score 


61 


Exons 


1838. .1885, 


1842. 


.1883, 


1921. 


.2016, 1922. .2017, 1924. .2016, 




1925. .2017, 


1935. 


.2024, 


2093. 


.2314, 2098. .2331, 2099. .2314 


Seq. No. 


26919 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55749 








Strand 


+ 


Start 


35 








End 


1342 


Name 


OJ000113 20 


.0203.C5.ol. 


gs 


Method 


GENSCAN 



26937 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35 

none 

35. .143, 927. .1342 



End 
Score 



1342 
.63 



26919 Seq. ID 

55750 Strand 
1486 End 
OJ000113_20 . 0203 .C5.ol.gp Method 
1486 End 
3934_2.R1084 Score 
1486. .2014 

' 1854 378/dbj | BAA19242 | 3.0e-19 (AB001338) 
Synthase [Saccharum officinarum] 1 



OJ000113_20.0203.C5 
+ 

2014 
AAT/GAP 
2014 
1044 



Sucrose-Phosphate 



Seq. No. 


26919 




Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55751 




Strand 


+ 


Start 


11372 




End 


16773 


Name 


OJ000113 20.0203.C5.o3.gs 


Method 


GEN SCAN 


Start 


11372 




End 


16773 


GI 


none 




Score 


.48 


Exons 


11372. 


.11453, 12036. .12319, 


15374. .15517, 1674 4. .16773 


Seq. No. 


26919 




Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55751 




Strand 


+ 


Start 


11372 




End 


16773 


Name 


OJ000113 20.0203.C5.o2.np 


Method 


AAT/NAP 


Start 


11399 




End 


11519 


GI ' 


114548 




Score 


58 


Exons 


11399. 


.11519 






GI Descrip. 


ATP SYNTHASE BETA CHAIN gi | 67835 | pir || 


PWBHB H+-transporting 



synthase (EC 3.6.1.34) 
gi|11583|emb|CAA25114 | 
[Hordeum vulgare] 



beta chain - barley chloroplast 
(X00408) atpB (beta subunit of ATPase) 



OJ000113_20.0203.C5 
+ 

18683 
AAT/NAP 
18683 
253 



26919 Seq. ID 

55752 Strand 
18373 End 
OJ0001 13_20 . 0203 . C5 . o3 . np Method 
18373' End 
399091 Score 
18373. .18683 

PYROPHOSPHATE-ENERGIZED VACUOLAR MEMBRANE PROTON PUMP 

( PYROPHOSPHATE-ENERGI ZED INORGANIC PYROPHOSPHATASE) (HH — PPASE) 

gi|282878|pir| IA38230 inorganic pyrophosphatase (EC 3.6.1.1), 

H+-translocating pyrophosphate-energized - Arabidopsis thaliana 

gi 1 166634 (M81892) vacuolar H+-phosphatase [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26919 Seq. ID 

55752 Strand 

18373 End 

OJ000113_20.0203.C5.o4 .gs Method 

18373 End 

none Score 
18373.. 18634 



OJ000113_20.0203.C5 
+ 

18683 
GENSCAN 
18634 
.97 



Seq. No. 



26919 



Seq. ID OJ000113_20 V 0203.C5 



26938 



Gene No. 55753 
Start 1831 

Name OJ000113_20 . 0203 . C5 . o2 . gs 

Start 1831 
GI none 
Exohs 1831, 

4311. 

7338, 



Strand 

End 9166 
Method GENS CAN 
End 9166 
Score .87 
2107, 2495. .2622, 2742.. 3443, 3536.. 3598, 3697. 
4487, 4619. .4750, 4906. .5013, 5179. .5877, 6356, 
7546, 8544. .8695, 8830. .9166 



,3750, 
,6419, 



Seq. No. 26919 

Gene No. 55753 

Start 1831 

Name OJ000113_20 . 0203 .C5.ol.np 

Start 1834 

GI 1854378 
Exons 



Seq. ID OJ000113_20.0203.C5 
Strand 

End 9166 

Method AAT/NAP 

End 9022 

Score 4286 



1834. .2107, 2495,. 2622, 2742.!3443, 3536. .3598, 3697. .3750, 
4311. .4487, 4619. .4750, 4906. .5013, 5179. .5877, 6356. .6419, 
7338. .7546, 8606. .8695, 8834. .9022 
GI Descrip. (AB001338) Sucrose-Phosphate Synthase [Saccharum of f icinarum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26919 Seq. ID 

55753 Strand 

1831 End 

OJ000113_20.0203.C5.o2.gp Method 

7399 End 

-uC-osrocyp011g08bl Score 



OJ000113_20.0203.C5 

9166 
AAT/GAP 
9078 
918 



7399.. 7546, 8606.. 8695, 8834.. 9078 

'1854378/dbj |BAA19242| 6.0e-64 (AB001338) Sucrose-Phosphate 
Synthase [Saccharum officinarum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26919 
55754 
18251 

OJ000113_20.0203.C5.o2.tm 
1636 



OJ000113 20. 0203. C5 



none 
1636. 
1702. 
1825. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1704, 1637. .1696, 1659. .1742, 1701. .1760, 1701. .1760, 
1764, 1770. .1949, 1823. .2107, 1824. .2108, 1825. .2109, 
2115, 1826. .2110, 2491. .2592, 2492. .2623, 2493. .2615, 



18683 

TBLASTX: Maize 

2849 

50 



2494.. 2616, 2495.. 2620, 2739.-2849, 2743.. 2847 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26919 

55754 » 
18251 

OJ000113_20.0203.C5.o2.tw 

1828 

none 



Seq. ID OJ000113_20.0203.C5 
Strand 

End 18683 

Method TBLASTX : Wheat 

End 2562 

Score 140 



1828. .2109, 1840. .2115, 2491. .2562, 2495. .2557 



Seq. No. 26919 

Gene No. 55754 

Start 18251 

Name OJ000113_20 .0203.C5.o3.ts 

Start 1900 

GI none 1 

Exons 1900.. 2106, 1900.. 2115 



Seq. ID OJ000113_20.0203.C5 
Strand 

End 18683 

Method TBLASTX : Soybean 

End 2115 

Score 71 



26939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_20.0203.C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26919 

55754 Strand 
18251 End 
OJ00.0113_20 . 0203 . C5 . o5 . tc Method 
1900' End 
none * Score 

1900. .1962, 1987. .2115, 2491. .2592 

•26919 Seq. ID 

55754 Strand 
18251 End 
OJ000113_20. 0203.C5.o2.ts Method 
2515 End 
none Score 

2515. .2592, 2748 .. 2927 , .274 9 .. 2919, 2973. .3218, 2975. .3094, 

2976. .3095, 2989 3207, 3249. . 344 6, 3250. .3444, 3533. .3604, 

3543. .3605, 3697. .3753, 4310. .4408, 4311. .4487, 4311. .4487, 

4312. .4488, 4619. .4753, 4620. .4763, 4629. .4760, 5162. .5323, 

5174.. 5326, 5182.. 5325 



18683 

TBLASTX: Cress 

2592 

105 



OJ000113_20.0203.C5 
18683 

TBLASTX : Soybean 

5326 

146 



26919 
55754 
18251 

OJ000113_20. 0203.C5.ol.tc 

2808 

none 



Seq. ID OJ000113_20.0203.C5 



Strand 
End 

Method 
•End 
Score 



18683 

TBLASTX: Cress 

3207 * 

88 



2808. .2927, 2809. .2916, 2976. .3206, 2989. .3207 



Seq. No. 26919 Seq. ID 

Gene No. 55754 Strand 

Start 18251 End 

Name 0 JO 0011 3_2 0.0203.C5.ol.tm Method 

Start 2883 End 

GI none Score 

Exons 2883.. 3236, 2884.. 3219, 3122.. 3250, 

3231. .3446, 3533. .3604, 3534. .3605, 

3697. .3753, 4310. .4420, 4311. .4463, 



OJ000113_20.0203.C5 
18683 

TBLASTX: Maize 
4470 
382 

3225. .3446, 3229. .3444, 
3689.. 3751, 3695. .3751, 
4312. .4470 



Seq. No. 26919 Seq. ID 

Gene No. 55754 Strand 

Start 18251 End 

Name OJ000113_20 . 0203 .C5.ol.tw Method 

Start' 3094 End 

GI none Score 

Exons 3094.. 3222, 3096.. 3242, 3114.. 3236, 3225. 

3531.. 3587, 3533.. 3589, 3533.. 3589 



OJ000113_20.0203.C5 
18683 

TBLASTX: Wheat 
3589 
120 

,3446, 3229. .3444, 



Seq. No. 26919 
Gene No. 55754 
Start 18251 

Name OJ000113_20 . 0203 . C5 . o2 . tc 

Start 3249 
GI none 

Exons 3249.. 3308, 3288.. 3341, 3289. 

3533. .3604, 3543. .3605, 3697. 
4312. .4410 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 20. 0203. C5 



18683 

TBLASTX: Cress 
4410 
45 

.3336, 3330. .3446, 3331. .3444, 
.3753, 3698. .3751, 4311. .4409, 



26940 



Octj. IN \J • 


26Q1 Q 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 




Start 


18251 








End 


18683 




O JO 00113 20 


. 0203 . 


C5 . o3 . 


tw 


Method 


TBLASTX: Wheat 




3700 ~~ 








End 


4947 


ox 










Score ' 


77 




3700 3753 


3701 . 


.3751, 


4311 . 


.4487, 4315. .4488, 4326. .4496, 




4619 4753. 


4620. 


. 4763, 


4903. 


.4947 




UC^. IN (J • 


2691 Q 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 




Start 


18251 








End 


18683 


Name 


OJ000113 20 


. 0203. 


C5.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


4619 ~ 








End 


5392 




none 








Score 


180 


v von ^ 


4619 4753. 


4632. 


. 4766, 


4634 . 


.4753, 4906. .4947, 4930. .5013, 




4930 5001, 


5174 . 


.5392, 


5175 . 


.5297, 5176.. 5391 




26919 

U J J- J 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 




Start 


18251 








End 


18683 


Name 


OJ000113 20 


. 0203. 


C5 . ol . 


ts . ' 


Method 


TBLASTX: Soybean 


0-|- a r 4- 


^329 ~~ 








End 


5782 




1 J. 1" 








Score 


112 


T7 v ^ n c 


S32Q ^700 


5330 . 


. 5485, 


5350 . 


.5637, 5537.. 5701, 5607.. 5711, 






5750 . 


. 5782 








Seq. No. 


26919 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 






18251 








End 


18683 




OJ0 00113 20 

V-/J \J V \J J. J. .J V 


. 0203 . 


C5 . o4 . 


tm 


Method 


TBLASTX: Maize 


q+- o -r-f- 

O l_ CtJL U 


S393 ~~ 








End 


5640 




n on ^ 








Score 


87 


UAVl 


5393 5491. 


5395 . 


.5640, 


5401. 


.5637 




Seq. No. 


26919 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 




Start 


18251 








End 


18683 


Name 


OJ0 00113 2 0 


. 0203 . 


C5 . o3 . 


tc 


Method 


TBLASTX: Cress 


Start 


5686 ~ 








End 


6422 


GI 


none 








Score 


148 


R vnn q 

ill Awl 1 0 


5686 5892 


5686. 


.5925, 


5696. 


.5896, 6321. .6422, 6353. .6421 


Can Mo 


26919 

£. \J ZJ X ZJ 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 




Start 


18251 








End 


18683 


Name 


OJ000113 20 


. 0203. 


C5 .o5 . 


tm 


Method 


TBLASTX: Maize 


O Let J. L. 


8 583 ~ 

O JO J 








End 


9010 


w J. 


n on o 








Score 


105 




8583 8690 


8603 . 


. 8 686, 


8834 . 


.8938, 8834.-8968, 8957. .9010, 




8958 9005 












Seq. No. 


26919 








Seq. ID 


OJ000113_20.0203.C5 


Gene No. 


55754 








Strand 




Start 


18251 








End 


18683 


Name 


OJ000113 20 


.0203. 


C5.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


8606 








End 


9010 



26941 



GI 

Exons 



none Score 85 

8606. .8683, 8610. .8696, 8834. .8941, 8847. .8906, 8963. .9004, 
8963.. 9010 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
^Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



26919 
55754 
18251 

OJ000113_20.0203.C5.o3.gp 

18251 

4879971 

18251. .18318, 18650. .18683 
26920 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_20.0203.C5 

18683 
AAT/GAP 
18683 
112 



Seq. ID OJ000113_20.0203.C6 



55755 Strand + 

1 End 4258 

OJ000113_20 . 0203 . C6 . ol . np Method AAT/NAP 

1 End 3965 

1747294 Score 3141 

1..22, 1184. .1758, 1900. .2279, 2365. .2451, 2536. .2866, 

3127.. 3537, 3616. .3675, 3762.. 3965 

(D45383) vacuolar H+-pyrophosphatase [Oryza sativa] 



26920 Seq. ID 

55755 Strand 

1 . End 

OJ000113_20.0203.C6.ol.gs Method 

1184 End 

none Score 



OJ000113_20.0203.C6 
+ 

4258 
GEN SCAN 
3988 
.87 



1184. .1758, 1900. .2279, 2536. .2866, 3127. .3537, 3562. .3675, 
3762. .3945, 3960. .3988 



26920 Seq. ID 

55755 Strand 

1 End 

OJ000113_20.0203.C6.ol.gp Method 

2172 End 

31888 1.R1084 Score 



OJ000113_20.0203.C6 
+ 

4258 
AAT/GAP 
2887 
982 



2172.. 2279, 2365.-. 2451, 2536. .2887 

, 1747294/dbj |BAA08232| 2.0e-74 (D45383) vacuolar 

H+-pyrophosphatase [Oryza sativa] 1 



26920 Seq. ID 

55755 Strand 
1 End 
OJ000113_20.0203.C6.o2.gp Method 
3220 End 
6518_1.R1084 Score 
3220.. 3537, 3616.. 3675, 3762.. 4258 

f 1076627/pir| IS54172 1.0e-102 inorganic pyrophosphatase (EC 
3.6.1.1) - common tobacco >gi_79047 9_emb_CAA58701_ (X83730) 
inorganic pyrophosphatase [Nicotiana tabacum] 1 



OJ000113_20.0203.C6 
+ 

4258 
AAT/GAP 
4258 
1648 



26920 * Seq. ID 

55756 Strand 
4566 End 
OJ000113_20.0203.C6.o3.gp Method 

4566 „ End 



OJ000113_20.0203.C6 
+ 

4949 

AAT/GAP 

4949 



26942 




GI 


none 








Score 


595 






Exons 


4566. .4949 
















Seq. No. 


26920 








Seq. ID 


OJ000113_20 


.0203 


.C6 


Gene No. 


55757 








Strand 


+ 






Start 


6690 








End 


7799 






Name 


OJ000113 20. 


0203. 


C6.o3. 


gs 


Method 


GEN SCAN 






Start 


6690 








End 


7799 






GI 


none 








Score 


.63 






Exons 


6690. . 6783, 


7246. 


.7395, 


7609. 


.7799 








Seq. No. 


26920 








Seq. ID 


OJ000113_20 


.0203 


.C6 


Gene No. 


55758 








Strand 


+ 






Start 


8606 








End 


11714 






Name 


OJ000113 20 


0203. 


C6.o7. 


gp 


Method 


AAT/GAP 






Start 


8583 








End 


8836 






GI 


5002776 








Score 


497 






Exons 


8583. .8836 
















Seq.-... No. . 


26920 








Seq. ID 


OJ000113_20 


.0203 


,C6 


Gene No. 


55758 








Strand 


+' 






Start 


8606 








End 


■ 11714 






Name 


OJ000113 20 


0203. 


C6.04. 


gs 


Method 


GEN SCAN 






Start 


8606 








End 


11714 






GI 


. none 








Score 


.67 






Exons 


8606. .8905, 


8963. 


.9241, 


9724 . 


.9864, 10737. .10849, 


10991 


. .11018, 



11290. .11388, 11676. .11714 



Seq. No. 


26920 


Seq. ID 


OJ000113_20. 


0203 


.C6 


Gene No. 


55758 


Strand 


+ 






Start 


8606 


End 


11714 






Name 


OJ000113 20.0203.C6.o2.np 


Method 


AAT/NAP 






Start 


8669 


End 


10859 






GI 


4406801 


Score 


352 






Exons 


8669.. 8905, 9724.. 9895, 10684.. 10859 








GI Descrip. 


(AC006304) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


26920 


Seq. ID 


OJ000113_20. 


0203 


.C6 


Gene No. 


55759 


Strand 


+ 






Start 


11987 


End 


12883 






Name 


OJ000113 20.0203.C6.o8.gp 


Method 


AAT/GAP 






Start 


11987 


End 


12883 






GI 


uC-osflcyp081e08bl 


Score 


508 






Exons 


11987. .12117, 12204. .12303, 


12829. .12883 






GI Descrip. 


f 5824783/emb ICAB54433.il 3. 


Oe-15 (AL110487) Y39E4B. 


7 






[Caenorhabditis elegans] 1 










Seq. No. 


26920 


Seq. ID 


OJ000113_20. 


0203 


.C6 


Gene No. 


55760 


Strand 








Start 


4887 


End 


5479 






Name 


OJ000113 20.0203.C6.o2.gs 


Method 


GENSCAN 






Start 


4887 


End 


5444 






GI 


none 


Score 


.98 






Exons 


4887.. 5250, 5383.-5444 










Seq. No. 


26920 


Seq. ID 


OJ000113_20. 


0203 


.C6 


Gene No. 


. -55760 


Strand 









26943 




Start 


4887 








End 


5479 




Name 


OJ000113 20 


.0203. 


C6.o4. 


gp 


Method 


AAT/GAP 




Start 


4966 








End 


5479 




GI 


none 








Score 


570 




Exons 


4966. .5250, 


5383. 


.5479 










Seq. No. 


26920 








Seq. ID 


OJ000113 


_20.0203.C6 


Gene No. 


00 / OU 








o Liana 






Start 


4887 








End 


5479 




Name 


OJ000113 20 


.0203. 


C6.o5. 


gp 


Method 


AAT/GAP 




Start 


5044 








End 


5446 




GI 


none 








Score 


438 




Exons 


5044. .5250, 


5383. 


. 5446 










Seq. No. 


26920 








Seq. ID 


OJ000113 


_20.0203.C6 


Gene No . 


00 / Ol 














Start 


7421 








End 


7529 




Name 


OJ000113 20 


.0203. 


C6.06. 


gp 


Method 


AAT/GAP 




Start 


7421 








End 


7529 




GI 


none 








Score 


167 




Exons 


7421. .7529 














Seq. No. 


26920 








Seq. ID 


OJ000113 


_20.0203.C6 


Gene No. 


55762 








Strand 






Start 


12245 








End 


12591 




Name 


OJ000113_20 


.0203. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1176 








End 


3962 




GI 


none 








Score 


445 




Exons 


1176. .1679, 


1182. 


.1763, 


1183. 


.1761, 1664. .1804, 


1899. .2306, 




1900. .2313, 


2363. 


.2449, 


2365. 


.2451, 2366.. 2449, 


2531. .2866, 




2533. .2865, 


2544. 


.2870, 


2701. 


.2868, 3124.. 3540, 


3126. .3494, 




3613. .3675, 


3615. 


.3674, 


3760. 


.3903, 3761.. 3958, 


3762. .3962 


Seq. No. 


26920 








Seq. ID 


OJ000113 


_20.0203.C6 


Gene No . 


00 / DZ 








Strand 






Start 


12245 








End 


12591 




Name 


OJ000113 20 


.0203. 


C6.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1180 








End 


1500 




GI 


none 








Score 


419 




Exons 


1180. .1494, 


1182. 


.1499, 


1182. 


.1499, 1183.. 1500 




Seq. No. 


26920 








Seq. ID 


OJ000113 


_20.0203.C6 - 


Gene No. 


55762 








Strand 






Start 


12245 








End 


12591 




Name 


OJ000113_20 


.0203. 


C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1 1 Q O 








End 


3983 




GI 


none 








Score 


449 




Exons 


1182. .1679, 


1182. 


.1763, 


1183. 


.1761, 1899.. 2306, 


1900. .2313, 




2363. .2443, 


2365. 


.2445, 


2366. 


.2449, 2531. .2866, 


2533. .2865, 




2721. .2870, 


2746. 


.2868, 


3124. 


.3540, 3126.. 3494, 


3612. .3674, 




3613. .3675, 


3759. 


.3968, 


3761. 


.3982, 3762.. 3983 




Seq. No. 


26920 








Seq. ID 


OJ000113 


_20.0203.C6 


Gene No. 


55762 








Strand 






Start 


12245 








End 


12591 




Name 


OJ000113 20 


.0203. 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1500 








End 


4179 





26944 




GI 


none 








Score 


272 


Exons 


1500. .1682, 


1500. 


.1763, 


1501. 


.1761, 1899.. 2306, 1900. .2313, 




2363. .2443, 


2365. 


.2442, 


2365. 


.2445, 2366. .2449, 2531. .2866, 




2533. .2865, 


2544. 


.2867, 


2701. 


.2868, 2724. .2873, 3105. .3536, 




' 3124.. 3540, 


3126. 


.3494, 


3596. 


.3697, 3613.. 3675, 3613. .3705, 




3760. .3861, 


3761. 


\3976, 


3762. 


.3977, 4011. .4091, 4117. .4179 


Seq. No. 


26920 








Seq. ID 


OJ000113_20.0203.C6 


Gene No. 


00 / DZ 








Strand 




Start 


12245 








End 


12591 


Name 


OJ000113 20. 


0203. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2363 








End 


2836 


GI 


none 








Score 


137 


Exons 


2363. .2449, 


2365. 


.2451, 


2366. 


.2452, 2531.. 2836, 2533.. 2835 


Seq. No. 


26920 








Seq. ID 


OJ000113_20.0203.C6 


Gene No. 


55762 








Strand 




Start 


TOOK 








End 


12591 


Name 


OJ000113 20. 


0203. 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3235 








End 


3790 


GI 


none 








Score 


482 


Exons 


3235. .3540, 


3243. 


.3494, 


3500. 


.3544, 3612.. 3674, 3613.. 3675, 




3761. .3790, 


3762. 


.3788 








Seq. No. 


26920 








Seq. ID 


OJ000113_20.0203.C6 


Gene No. 


C C *7 f~ o 








Strand 




Start 


12245 








End 


12591 


Name 


OJ000113 20. 


0203. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3791 








End 


3970 


GI 


none 








Score 


269 


Exons 


3791. .3958, 


3792. 


.3959, 


3795. 


.3965, 3866.. 3970 


Seq. No. 


26920 








Seq. ID 


OJ000113_20.0203.C6 


Gene No. 


55762 








Strand 




Start 


12245 








End 


12591 


Name 


OJ000113 20. 


0203. 


C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


8738 








End 


11307 


GI • 


none 








Score 


238 


Exons 


8738. .8905, 


8738. 


.8905, 


9715. 


.9810, 9721. .9864, 9723. .9857, 




11224. .11307 










Seq. No. 


26920 








Seq. ID 


OJ000113_20.0203.C6 


Gene No . 


55762 








Strand 




Start 


12245 








End 


12591 


Name 


OJ000113 20. 


0203. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


8738 








End 


8905 


GI 


none 








Score 


235 


Exons 


8738. .8905, 


8738. 


.8905 








Seq. No. 


26920 








Seq. ID 


OJ000113_20.0203.C6 


Gene No. 


55762 








Strand 




Start 


12245 








End 


12591 


Name 


OJ000113 20. 


0203. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9685 








End 


12089 


GI 


none 








Score 


65 


Exons 


9685. .9831, 


9721. 


.9864, 


9721. 


.9825, 9722.. 9865, 9723.. 9863, 




9748. .9840, 


10734 


..10850, 10734. .10799, 


10739. .10804, 



26945 



10756. .10854, 10757 .. 10855, 10989 .. 11069, 10991 11071, 

10992. .11072, 11219. .11398, 11220 .. 11399, 11223 11396, 

11224. .11307, 11224. .11409, 11982. .12089, 11983. .12069, 
11984.. 12082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26920 Seq. ID 

55762 Strand 

12245 End 

OJ000113_20 . 0203 . C6 . o2 . ts Method 

9748 End 

none Score 



OJ000113_20.0203.C6 
12591 

TBLASTX : Soybean 

12312 

78 



9748. .9840, 10736 .. 10804 , 10737 10850, 10757 .. 10888 , 
10759. .10854, 10991 .. 11071 , 10992 .. 11072, 11220 .. 11396, 
11224. .11406, 11978. .12121, 11979 .. 12122 , 12161 122 95, 
12223. .12312 



Seq. No. 26920 Seq. ID 

Gene No. 55762 Strand 

Start 12245 End 

Name OJ000113_20 . 0203 . C6 . o5 . gs Method 

Start 12245 End 

GI none Score 

Exons 12245. .12340, 12429.. 12591 



OJ000113_20.0203.C6 

12591 
GENS CAN 
12591 
.69 



Seq. No. 26921. Seq. ID 

Gene No. 557 63 Strand 

Start 1055 • End 

Name OJ000113_20 . 0203 . C7 . ol . gp Method 

Start 1055 End 

GI none Score 

Exons 1055.. 1917 



OJ000113_20.0203.C7 
+ 

1917 
AAT/GAP 
1917 
1649 



Seq. No. 


26921 




Seq. ID 


OJ000113 


_20.0203.C7 


Gene No. 


55764 




Strand 


+ 




Start 


11445 




End 


27745 




Name 


OJ000113 20. 0203. C7 


. o3 . np 


Method 


AAT/NAP 




Start 


11445 




End 


20648 




GI 


6015754 




Score 


263 




Exons 


11445. .11491, 16952 


. .17061, 


17206. .17303, 17625 


. .17703, 




18763. .18921, 19095 


. .19184, 


20105. .20238, 20489 


. .20648 


GI Descrip. 


(Y18930) isoleucyl- 


tRNA synthetase [Sulfolobus 


solf ataricus 


Seq. No. 


26921 




Seq. ID 


OJ000113 


_20.0203.C7 


Gene No. 


55764 




Strand 


+ 




Start 


11445 




End 


27745 




Name 


OJ000113 20. 0203. C7 


. o2 .np 


Method 


AAT/NAP 




Start 


14410 




End 


17828 




GI 


462179 




Score 


16 




Exons 


14410. .14464, 14531 


. .14590, 


17807. .17828 





GI Descrip. ATP-DEPENDENT RNA HELICASE GLH-1 gi | 539422 | pir | | A4868 6 probable 
RNA helicase glh-1 - Caenorhabditis elegans 



Seq. No. 26921 Seq. ID OJ000113_20 . 0203 . C7 

Gene No. 55764 Strand + 

Start 11445 End 27745 

Name OJ000113_20 . 0203 . C7 . o4 . gs Method GEN SCAN 

Start 14830 End 27745 



26946 



GI 

Exons 



none Score .53 

14830. .15525, 16942 17061, 19095 19184 , 20105 .. 20238 , 

20489. .20648, 20805 .. 20888 , 21048 .. 21260, 21364 .. 21489, 

22210. .22361, 22594 .. 22657, 22925 .. 23013, 23096 .. 23237 , 

23465.-23528, 23560 .. 23669, 24128 .. 24277, 24700 24 830, 

26916. .27166, 27356 .. 27446, 27631.. 27745 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



26921 
55764 
11445. 

OJ000113_20.0203.C7 ,o4.np 

20502 

3695406 

20502. .20652, 20776 .. 20888, 
21970. .22107, 22210 .. 22313, 
23096. .23258, 23445 .. 23528, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21048. .21260, 
22594. .22645, 



OJ000113_20.0203.C7 
+ 

27745 
AAT/NAP 
24310 
1223 

21364. .21489, 
22925. .23013, 



23602. .23669, 24155.. 24310 



(AF096373) 
thaliana] 



similar to isoleucyl-tRNA synthetases [Arabidopsis 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 

.Exbris' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26921 Seq. ID 

55765 Strand 

31702 End 

OJ000113_20.0203.C7 .o6.gs Method 

-31702 End 

none w r - x ■ Score 

3170,2-; .34968; 32013. .32762 ; - \[ 



OJ000113_20.0203.C7 
+ 

32762 
GENS CAN 
32762 
.94 



OJ000113 20. 0203. C7 



26921 Seq. ID 

55766 Strand 
7203 End 12461 

OJ000113_20.0203.C7.o2.gp Method AAT/GAP 

7203 End 7656 

LIB3431-045-P1-N1-A10 Score 852 

7203. .7656 

, 5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26921 
55766 
7203 

OJ000113_20.0203.C7.o2.gs 

7481 

none 

7481. .7641, 7792. .7994, 7999. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8046, 8110. .8241, 



OJ000113_20.0203.C7 

12461 
GENS CAN 
12461 
.69 



8555. .8737, 8830. .9088, 9165. .9463, 9556. .9966, 
10493. .10643, 10794 .. 11793, 11811. .12461 



8342. . 
10141, 



8397, 
.10387, 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26921 
55766 
7203 

OJ000113_20.0203.C7 .ol.np 
7760 
5441880 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 20. 0203. C7 



12461 
AAT/NAP 
12008. 
3075 

7760. .7994, 8110. .8241, 8488. .8585, 8830. .9088, 9165. .9463, 
10051. .10387, 10493. .10643, 10914.. 12008 

(AP000367) EST C28952 (C62945 ) corresponds to a- region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 



26947 



(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26921 Seq. ID OJ000113_20 . 0203 . C7 

55766 Strand 

7203 End 12461 

OJ000113_20 . 0203 . C7 . o3 . gp Method AAT/GAP 

8838 End 9337 

LIB3475-007-P1-K1-G8 Score 797 

8838. .9088, 9165. .9337 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26921 Seq. ID OJ000113_20 . 0203 . C7 

55767 Strand 

12914 End 13066 

OJ000113_20 . 0203 . C7 . o4 . gp Method AAT/GAP 

12914 End 13066 

7406_1.R1084 Score 222 

12914.. 13066 

'1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] 1 



Seq. No. -26921 Seq. ID 

Gene No. 55768 Strand - 

Start : ' '1*3644' • - ' End 

Name OJ000113_20 . 0203 . C7 . o3 . gs Method 

Start 13644 End 

GI none Score 
Exons 



OJ000113_20.0203.C7 

14436 
GENSCAN 
14436 
.56 



13644. .13760, 14019 .. 14202, 14243. .14436 



Seq. No. 


26921 


Seq. ID 


OJ000113_ 


20.0203 


.C7 


Gene No. 


55769 


Strand 








Start 


26959 


End 


27274 






Name 


OJ000113 20.0203.C7.o5.np 


Method 


AAT/NAP 






Start 


26959 


End 


27274 






GI 


4105790 


Score 


80 






Exons 


26959. .27127, 27173.. 27274 










GI Descrip. 


(AF049926) PGP219 [Petunia 


x hybrida] 








Seq. No. 


26921 


Seq. ID 


OJ000113_ 


20.0203 


.C7 


Gene No. 


55770 


Strand 








Start 


29225 


End 


32420 






Name 


OJ000113 20.0203.C7.o5.gs 


Method 


GENSCAN 






Start 


29225 


End 


31089 






GI 


none 


Score 


.6 






Exons 


29225. .29737, 29755 .. 29992, 


30220. .30360, 30691. 


.30762, 





30920. .30956, 31062.. 31089 



Seq. No. 26921 Seq. ID 

Gene No. 55770 Strand 

Start 29225 End 

Name OJ000113_20 . 0203 . C7 . 06 . np Method 

Start 29299 End 

GI 4734014 Score 
Exons 



OJ000113_20.0203.C7 

32420 
AAT/NAP 
31700 
561 



29299. .29992, 30691 .. 30762, 30920 30956, 31062 .. 31120, 
31660. .31700 



26948 




GI Descrip. 


(AC007112) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55770 






Strand 




Start 


29225 






End 


32420 


Name 


OJ000113 20 


.0203. 


C7 . o7 . np 


Method 


AAT/NAP 


Start 


30050 






End 


32420 


GI 


5852172 






Score 


119 


Exons 


30050. .30075, 31786 .. 31913, 


32111. .32233, 32340.. 32420 


GI Descrip. 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 




Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55771 






Strand 




Start 


33355 






End 


39879 


Name 


OJ000113 20 


. 0203. 


C7 .o3 . tm 


Method 


TBLASTX: Maize 


Start 


970 






End 


1393 


GI 


none 






Score 


204 


Exons 


970. .1236, 


1004 . . 


1234, 1023. 


.1238, 1205. .1321, 1220. .1285, 




1239. .1322, 


1243. 


.1323, 1340 


. .1393 




Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55771' 






Strand 




Start 


33355 






End 


39879 


Name 


OJ000113 20 


.0203. 


C7 .o4 . ts 


Method 


TBLASTX: Soybean 


Start . 


- 1014 






End 


1426 


GI 


none 






Score 


312 


Exons 


1014. .1235, 


1023. 


.1262, 1025 


..1258, 1042. .1305, 1364. .1426 


Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55771 






Strand 




Start 


33355 






End 


39879 


Name 


OJ000113 20 


. 0203. 


C7.o2.tc 


Method 


TBLASTX: Cress 


Start 


1032 






End 


1190 


GI 


none 






Score 


197 


Exons 


1032. .1190, 


1043. 


.1177, 1059 


..1139, 1061. .1138, 1062. .1187 


Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55771 






Strand 




Start 


33355 






End 


39879 


Name 


OJ000113 20 


.0203. 


C7 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


3357 






End 


3758 


GI 


none 






Score 


461 


Exons 


3357. .3758, 


3401. 


.3757 






Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55771 






Strand 




Start 


33355 






End 


39879 


Name 


OJ000113 20 


.0203. 


C7.ol.ts • 


Method 


TBLASTX: Soybean 


Start 


3402 






End 


4677 


GI 


none 






Score 


620 


Exons 


3402. .3938, 


3521. 


.3904, 3810 


..3944, 3823. .3945, 4615. .4677 


Seq. No. 


26921 






Seq. ID 


OJ000113_20.0203.C7 


Gene No. 


55771 






Strand 




Start 


33355 






End 


39879 


Name 


OJ000113 20 


.0203. 


C7 .ol.tm 


Method 


TBLASTX: Maize 


Start 


16962 






End 


22070 



26949 



GI 

Exons 



none 

16962. .17075, 17185 .. 17304, 
17623. .17712, 17626 17703, 
18759. .18929, 19092 19187 , 
20102. .20239, 20105 20239, 
20472. .20660,. 20490. .20648, 
21047. .21262,' 21048. .21263, 
21352. .21492, 21363 .. 214 97 , 
21975. .22070 



Score 156 

17200. . 17304, 17211. 

17636. . 17743, 18754. 

19092. .19184, 19097. 

20106. .20240, 20107. 

20804. .20890, 20805. 

21049. .21264, 21351. 

21967. .22050, 21973. 



,17309, 
,18930, 
,19186, 
,20241, 
.20891, 
,21494, 
,22068, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26921 
55771 
33355 

OJ000113_20.0203.C7.o5.ts 

17626 

none 



Seq. ID OJ000113_20.0203.C7 



Strand 
End 

Method 

End 

Score 



39879 

TBLASTX: Soybean 

18891 

103 



17626. .17703, 18754 .. 18882, 18759 .. 18845 , 18832. .18891 



Seq. No. 26921 

Gene No. 55771 

Start 33355 

Name OJ000113_20 . 0203 .C7 . ol . tc 

Start 20516 

GI none 

Exons ■ 20516. 

'*.■'•* '21039. 

21185. 



20650, 20517. 
21161, 21047. 
2i292, 21352. 



.20648, 
.21157, 
.21408 



Seq. ID OJ000113_20.0203.C7 
Strand 

End 39879 

Method TBLASTX : Cress 

End 21408 

Score 190 
20804. .20893, 2080.5 ... 20891, 
21162. -.21263, 21183 .. 21299, - 



Seq. No. 26921 

Gene No. 557 71 

Start 33355 

Name OJ000113_20 . 0203 . C7 . o2 . ts 

Start 21047 

GI none 

Exons 21047. .21295, 21048 .. 21263, 
21352. .21504, 21973.. 22032 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_20.0203.C7 
39879 

TBLASTX: Soybean 

22032 

300 



21056. .21268,_ 21351 21509, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26921 
55771 
33355 

OJ000113_20.0203.C7.o4.tm 

22072 

none 



Seq. ID OJ000113_20.0203.C7 
Strand 

End 39879 

Method TBLASTX : Mai ze 

End 23243 

Score ■ 58 



22072. .22107, 22163 .. 22309, 22207 .. 22308 , 22208 .. 22309, 

22213. .22314, 22248 .. 22313, 22585.-22656, 22591 .. 22677, 

22592. .22726, 22924 .. 23013, 22925 .. 23014 , 23090 .. 23239, 
23097. .23243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26921 Seq. ID 

55771 Strand 

•33355 End 

OJ000 1 13_20 . 0203 . C7 . o3 . ts Method 

29431 End 

none Score 



OJ000113_20.0203.C7 
39879 

TBLASTX : Soybean 

29995 

125 



29431. .29616, 29734.-29994, 29852. .29995 



Seq. No. 



26921 



Seq. ID OJ000113_20.0203.C7 



26950 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



55771 Strand 

33355 End 

OJ000113_20 . 0203 . C7 . o5 . tm Method 

29680 End 

none Score 



39879 

TBLASTX: Maize 

32459 

128 



29680. .29727, 29734 29784 , 29809 .. 29994 , 29810 .. 29995 , 
31659. .31940, 3174 4 .. 31956, 32340 .. 32459, 32341. .32454 



26921 
55771 
33355 

OJ000113_20 . 0203 .C7 . o7 . gs 
33355 
none 



Seq. ID OJ000113_20.0203.C7 
Strand 

End 39879 

Method GENSCAN 

End 39879 

Score .51 



33355. .33378, 33799 .. 34 188 , 36064 .. 36172 , 36484 .. 36584 , 
38013. .38135, 38487 .. 38659, 394 64 .. 39570, 39758.-39879 



26922 . 

55772 

2 

OJ000113_20.0203.C9.ol.tm 
2 

none 

2. .115, 33. .188, 34. .189 

26923 
55773 
1210 

OJ000113_20. 0203. C10. ol.gs 

1210 

none 

1210. .1219, 1358. .1374 



Seq. ID OJ000113_20.0203.C9 
Strand 

End 189 

Method TBLASTX : Mai ze 

End 189 

Score 7 9 



Seq. ID OJ000113_20. 0203. C10 

Strand + 

End 1374 

Method GENSCAN 

End 1374 

Score .58 



Seq. ID OJ0.p0113_20-0203.C10 
Strand 

1933 
AAT/GAP 
1933 
1069 



26923 
55774 
1379 

OJ000113_20. 0203. C10. ol.gp 
137 9 

uC-osflcypl42f06bl ■ 
1379. .1933 

'3413712 2.0e-15 (AC004747) hypothetical protein [Arabidopsis 
thaliana] ' 



End 

Method 

End 

Score 



26924 
55775 
993 

OJ000113_20. 0203. CI 1. ol.gs 
993 
none 



Seq. ID OJ000113_20.0203.C11 

Strand + 

End 5586 

Method GENSCAN 

End 5039 

Score .74 



993. .1153, 1548. .1807, 1887. .2002, 2215. .2323, 2420. .2524, 
3042. .3139, 3598.-3673, 3945. .3998, 4282. .4425, 4536. .4600, 
4885.. 4939, 4971.. 5039 



26924 
55775 
993 

OJ000113_20. 0203.Cll.ol.np 



Seq. ID OJ000113_20.0203.C11 

Strand + 

End- 5586 

Method AAT/NAP 



26951 



Start 1655 

GI . 3413712 

Exons 1655,. 1819, 1887.. 2002, 

3409. .3515, 3598.-3844, 
4885. .4939, 5434. .5586 

GI Descrip. (AC004747) hypothetical 



End 5586 

Score 1006 

2215. .2323, 2420. .2534, 3042. .3139, 

3945.-3998, 4282. .4425, 4536. .4600, 

protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26924 
55775 
993 

OJ000113_20.0203.Cll.ol.gp 

1941 

3107159 



Seq. ID 

Strand 
End 

Method 
End 
Score 

1941. .2002, 2215. .2323, 2420. .2534 

3413712 2.0e-15 (AC004747) hypothetical protein [Arabidopsis 
thaliana] 



OJ000113_20.0203.C11 
+ 

5586 
AAT/GAP 
2534 
462 



Seq. No. 


26924 








Seq. ID 


OJ000113_20.0203.C11 


Gene No. 


55776 








Strand 




Start 


5975 








End 


6522 


Name 


OJ000113 20 


.0203 


-Cll.o2 


• gp 


Method 


AAT/GAP 


Start 


5975 








End 


6522 


GI 


none 








• Score 


1047 


Exons 


5975. .6522 












Seq. No . 


. 26924 •< ■ 








Seq. I-D 


OJ000113^20 . 0203.. Cll 


Gene No. 


55777 








Strand 




Start 


7309 








End 


7415 


Name 


OJ000113 20 


.0203 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3038 








End 


3727 


GI 


none 








Score 


177 


Exons 


3038. .3142, 


3040 


. .3141, 


3050. 


.3157, 33( 


38. .3519, 3420. .3518, 




3576. .3725, 


3578 


. .3724, 


3595. 


.3726, 3S96..3727 



Seq. No.' 26924 

Gene No. 55777 

Start 7309 

Name OJ000113_20 . 0203 . Cll . ol . tm 

Start 3435 

GI none 

Exons 3435.. 3518, 3475.. 3519, 3477, 
3595.-3792, 3596.. 3850 



OJ000113_20. 0203. Cll 
7415 

TBLASTX: Maize 

3850 

88 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3518, 3577. .3834, 3591. .3845, 



Seq. No. 26924 
Gene No. 55777 
Start 7309 

Name OJ000113_20 . 0203 . Cll . ol . tw 

Start 3643 
GI none 

Exons 3643..3792, 3644.. 3850, 3645, 

3945.. 3998, 3946.-3999, 3946. 
4309. .4419, 4359. .4403 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 20. 0203. Cll 



7415 

TBLASTX: Wheat 
4419 
309 

3842, 3647.. 3844, 3944. 
3999, 4279.. 4374, 4291. 



,3997, 
.4362, 



Seq. No. 26924 

Gene No. 55777 

Start 7309 

Name OJ000113 20 . 0203 . Cll . o2 . tm 



Seq. ID OJ000113_20. 0203. Cll 
Strand 

End 7415 

Method TBLASTX : Mai ze 



26952 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4272 End 5546 

none Score 103 

4272. .4430, 4291. .4440, 4300. .4428, 4359.-4439, 4536. .4601, 

4544. .4639, 5433. .5546, 5433. .5546 



26924 
55777 
7309 

OJ000113_20.0203.Cll.o3.gp 
7309 

38_1.R1084 
7309. .7415 

'4887618/dbj |BAA77822.1| 1.0e-102 (AB007628) homeoboxgene 
[Oryza sativa] 1 



Seq. ID OJ000113_20.0203.C11 
Strand 

End 7415 

Method AAT/GAP 

End 7415 

Score 214 



Seq. ID OJ000113_20.0203.C12 

Strand 

End 8 94 

Method AAT/GAP 

End 639 

Score 836 



26925 
55778 
1 

OJ000113_20.0203.C12.ol.gp 
1 

38_1.R1084 
1..204, 303. .436, 527. .639 

f 4887618/dbj IBAA77822.il 1.0e-102 (AB007628) homeoboxgene 
[Oryza sativa] ' 

' Seq." ID' OJ000113_20.0203.C12 
Strand - ■;. . 

End 8 94 

.tw Method TBLASTX: Wheat 
End 637 
Score 69 



Seq. ID OJ000113_20.0203.C12 

Strand 

End 894 

Method TBLASTX : Mai ze 

End 637 

Score 162 



Seq. ID OJ000113_20.0203.C12 

Strand 

End 8 94 

Method AAT/NAP 

End 8 94 

Score 367 



Seq. ID OJ000113_20.0203.C12 

Strand 

End 8 94 

Method TBLASTX: Cress 

End 637 



Seq. No. 


'26925 




Gene No. 


55778 




Start 


1 




Name 


OJ000113 


20.0203.C12 


Start 


115 




GI 


none 




Exons 


115. .216, 


168. .209, 




527. .637 




Seq. No. 


26925 




Gene No. 


55778 




Start. 


1 




Name 


OJ000113 


20.0203.C12 


Start 


283 




GI 


none 




Exons 


283. .435, 


295. .435, 




527. .637 




Seq. No. 


26925 




Gene No. 


55778 




Start 


1 




Name 


OJ000113 


20.0203.C12 


Start 


284 




GI 


4887618 




Exons 


284. .436, 


527. .894 


GI Descrip. 


(AB007628) homeobox 


Seq. No. 


26925 




Gene No. 


55778 




Start 


1 




Name 


OJ000113 


20.0203.C12 


Start 


302 





26953 



GI none 

Exons 302.. 436, 327.. 437, 525. 

Seq. No. 26925 

Gene No. 55778 

Start 1 

Name OJ000113_20 . 0203 . C12 . ol 

Start 302 

GI none 

Exons 302.. 436, 323.. 433, 327. 

Seq. No. 26925 

Gene No. 557 78 

Start 1 

Name OJ000113_20 . 0203 . C12 . ol . 

Start 303 

GI none 

Exons 303 . .436 



Score 128 
.605, 527. .625, 527. .637 

Seq. ID OJ000113_20.0203.C12 
Strand 

End 8 94 

ts Method TBLASTX : Soybean 

End 637. -\ 

Score 8 6 
.437, 525. .605, 527. .637 

Seq. ID OJ000113_20.0203.C12 
Strand 

End 8 94 

gs Method GENSCAN 

End 436 

Score . 95 



Seq. No. 26926 

Gene No. 55779 

Start 145*"" 

Name OJ000113_20 . 0203 . C13 . ol , 

Start 145 

GI none 

Exons 145.. 582 



gs 



Seq. ID 
Strand 
End 
- Method 
End 
Score 



OJ000113_20.0203.C13 
582 

GENSCAN 

582 

.8 



Seq. No. 26927 

Gene No. 55780 

Start 37 

Name OJ000113_20 . 0203 . C14 .ol , 

Start 37 

GI none 

Exons 37.. 427 



gp 



Seq. ID OJ000113_20.0203.C14 

Strand + 

End 427 

Method AAT/GAP 

End 427 

Score 553 



Seq. No. 26927 

Gene No. 55780 

-Start 37 

Name OJ000113_20 . 0203 . C14 . o2 . 

Start 111 

GI 5004363 

Exons 111 . . 355 



gp 



Seq. ID OJ000113_20.0203.C14 

Strand + 

End 427 

Method AAT/GAP 

End 355 

Score 354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



26927 
55781 
134 

OJ000113_20.0203.C14.ol, 
94 

none 

94. .153, 117. .161, 136.. 
318. .344, 319. .345, 394. 
1044. .1091, 1044. .1094 

26927 
55781 
134 

OJ000113 20.0203.C14.ol. 



Seq. ID OJ000113_20.0203.C14 
Strand 

End 1094 

tw Method TBLASTX : Wheat 

End 1094 

Score 41 

165, 283. .327, 285. .338, 286. .321, 
.438, 436. .519, 436. .516, 480. .545, 



Seq. ID OJ000113_20.0203.C14 
Strand 

End 1094 

gs Method GENSCAN 



2,6954 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start" 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI * 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



134 
none 

134. .252, 445. 



End 
Score 



468 
.87 



.468 



26928 
55782 
49 

OJ000113_27.0215.Cl.ol.gs 
49 

none 
49. .188 



Seq. ID OJ000113_27.0215.C1 
Strand 

End 188 

Method GENSCAN . 

End 188 

Score .53 



26929 
55783 
1709 

OJ000113_27.0215.C3.ol.np 
715 

4585996 

715. .765, 886. .918, 1876. .2434 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000113_27.0215.C3 
Strand + 

2437 
AAT/NAP 
2434 
316 



End 

Method 

End 

Score 



26929 
55783 
1709 

OJ000113_27 . 0215 . C3 . ol . gs 

1709 

none 

1709. .2437 

26929 
55784 
17444 

OJ000113_27.0215.C3.o4 .np 
17444 
4680183 



Seq. ID OJ000113_27.0215.C3 

Strand + 

End 2437 

Method GENSCAN 

End ' 2437 

Score 1 



Seq. ID OJ000113_27.0215.C3 



Strand 
End 

Method 
■ End 
Score 



+ 

19459 
AAT/NAP 
19459 
366 



17444. .17697, 18034 18585, 19399. .19459 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



26929 
55785 
3445 

OJ000113_27.0215.C3.o2.gs 
3445 
none 



Seq. ID OJ000113_27.0215.C3 

Strand ' - 

End 5596 

Method GENSCAN 

End 5596 

Score .43 



3445. .3497, 3537. .3626, 4104. .4266, 4655. .4848, 4972. .5596 



26929 
55786 
10272 

OJ000113_27.0215.C3.ol.tm 
1948 
none 



Seq. ID OJ000113_27.0215.C3 

Strand . - 

End 16542 

Method TBLASTX : Mai ze 

End 2377 

Score 516 



1948. .2220, 1952. .2377, 2261. .2377 



26929 
55786 
10272 



Seq. ID -OJ000113_27.0215.C3 
Strand 

End 16542 



26955 



Name 




Method 


TBLASTX: Soybean 


CM > v~ +- 


1 QR9 ~~ 


End 


2428 




none 


Score 


49 


Exons 


1 0,^9 9H1 4 901 9 99HQ 90^0 


..2208, 2240. .2428, 2270. .2353 


064 • JNO . 


96Q9Q 


Seq. ID' 


OJ000113_27.0215.C3 




J J / o o 


Strand 




C+- a r*4- 


1027? 


End 


16542 


NT .a mo 


OJ000113 27.0215.C3.o2.np 


Method 


AAT/NAP 


Start ■ 


10272 


End 


14176 


GI 


6539553 


Score 


6492 - 


Exons 


10272. .14176 






bi uescnp. 


(AP000836) Similar to Oryza 


australiensis retrotransposon 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA8 8206 . 1 | (AP0008 




Similar to Oryza australiensis retrotransposon RIRE1 (D855 




[Oryza sativa] 






oeq. jno. 




Seq. ID 


OJ000113__27.0215.C3 


Gene No. 


c c n o tz 
55/OD 


Strand 




Start 


10272 


End 


16542 


Name 


OJ000113_27.0215.C3.o2.tw 


Method 


TBLASTX: Wheat. . 


OtaiL 


1U4 Uo 


End 


10884 




none 


Score 


350 


Exons 


1U4 Oo . . iu / y4 , iU4uy . . iu / yz, 


10446. .10793, 10803 .. 10883, 




lUouy . . lUoo 0, lUolo..lUoo4 






Seq. No. 




Seq. ID 


OJ000113_27.0215.C3 


Gene No. 


55786 


Strand 




otari 


10272 


End 


16542 


Name 


UJUUUlXo z / . Uz 1 0 . C j . Ofi . t s 


Method 


TBLASTX: Soybean 




lUo Jb 


End 


10877 




none 


Score 


79 


Exons 


IUjj b . . 1U / 4 0 , 1 U blO . . 1U / 4 U , 


10764. .10877, 10771. .10851 


Seq. No. 


zbyzy 


Seq. ID 


OJ000113_27.0215.C3 


Gene No. 




Strand 




C4- ar -|- 
OLai L 


10272 


End 


16542 


Name 


OJ000113 27.0215.C3.o5.tm 


Method 


TBLASTX: Maize 




10740 


En«' - 


11078 




none 


Score 


182 


Exons 


10740. .11078, 10741. .10968, 


10755. .10973, 10989.. 11078 


Seq. No. 


26929 


Seq. ID 


OJ000113_27.0215.C3 


Gene No. 


55786 


Strand 






10272 


End 


16542 


Name 


OJ000113 27.0215.C3.o2.ts 


Method 


TBLASTX : Soybean 


0 tar l 


10890 


End 


11235 




none 


Score 


108 


Exons 


10890. .11234, 11035. .11235 






Seq. No. 


26929 


Seq. ID 


OJ000113_27.0215.C3 


Gene No. 


55786 


Strand 




Start 


10272 


End 


16542 


Name 


OJ000113 27.0215.C3.o3.tw 


Method 


TBLASTX: Wheat 


Start 


11079 


End 


11618 


GI 


none 


Score 


288 


Exons 


11079. .11273, 11289. .11618 







26956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26929 
55786 
10272, 

OJ000 ? l : I3_27 . 02 15 . C3 . o4 . tm 

11169 

none 

11169. .11627, 11316. .11498 

26929 
55786 
10272 

OJ000113_27.0215.C3.ol.ts 

11304 

5509260 

11304. .11768 



26929 
55786 
10272 

OJ000113_27.0215.C3.ol.tc 

11415 

none 

11415. .11675 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_27.0215.C3 
16542 

TBLASTX: Maize . 

11627 

83 



OJ000113_27.0215.C3 
16542 

TBLASTX : Soybean 

11768 

365 



Seq. ID OJ000113_27.0215.C3 
Strand 

End 16542 

Method TBLASTX : Cress 

End 11675 

Score 274 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26929 
55786 
10272 

OJ000113_27.0215.C3.ol.tw 

11688 

none 

11688. .12230, 11689. .11847, 
11989. .12228, 12180 .. 12434 , 

26929 
55786 
10272 

OJ000113_27.0215.C3.o3.ts 

12093 

none 

12093. .12233, 12227 . .12265, 
12320. .12475, 12445. .12489 

26929 
55786 
10272 

OJ000113_27.0215.C3.o6.tm 

12278 

none 

12278. .12709 



Seq. ID OJ000113_27.0215.C3 
Strand 

End 16542 

Method TBLASTX : Wheat 

End 12442 

Score 200 
11708. .11866, 11967. .12227, 
12227. .12442 

Seq. ID OJ000113_27.0215.C3 

Strand ' - 

End 16542 

Method TBLASTX: Soybean , 

End 124 90 

Score 71 
12266. .12490, 12270 .. 12419, 



Seq. ID OJ000113_27.0215.C3 
Strand 

End 16542 

Method TBLASTX : Maize 

End 12709 

Score 282 



Seq. No. 26929 • 

Gene No. 5578 6 

Start 10272 

Name OJ000113_27 . 0215 . C3 . o5 . tw 

Start 12443 



Seq. ID OJ000113_27.0215.C3 
Strand 

End 16542 

Method TBLASTX : Wheat 

End 12781 



26957 




pt 
bx 


none 




Score 


70 




Exons 


1 944^ 1 97ft1 194^4 
XZ ft *i ,3 . . XZ /OX, XZ ft 04 


1 964 Q 

. . X Z Oft -3 








Seq. No. 


26929 




Seq. ID 


OJ00011.3_27.0215. 


C3 


Gene No. 


55786 




Strand 






OLalL 


X UZ 1 Z 




Hi 1 l^-i 


16S42 
j- \j «j 1 a. 




Name 


pjtoooii'} 97 091 ^ p^ 




Ma +■ h rsr\ 
□C LHUU 






a •(- Y>f 
Otdil 


1 9 ^nn 






1 9ft ft 6 

-L £- O O V 




P T 


none 






0 0 




tiXons 


1 oqnn 1974ft 197*31 
XZOUU . . XZ / fx O , J.^ / Jl 


1 9ftft 








Seq. No. 


26929 




Seq. ID 


OJ000113_27.0215. 


C3 


Gene No. 


55786 




Strand 






O L.O.X L 


1 0979 

X U Z f Z 




End 


16542 




Name 


DTOnm 1 ^ 97 091^ c\ 


• UZ . UiU 


Method 


TBLASTX: Maize 




OLQIL 


1 O Q1 *3 _ 




End 


13235 




PT 


none 




Score 


365 




Exons 


1 9 Q1 ? 1 "30ft 0 1 9 Q1 4 


1 "3998 


12915. .13208, 12981.. 13235 




oeq. jno ■ 






Seq. ID 


OJ000113_27.0215. 


C3 


Gene No. 


55786 




Strand 






Start 


10272 




End 


16542 




Name 


o.toooi i ^ 97 091s 




Method 


GENSCAN 






i ^oq7 ~ 

X JU j f 




End 


16114 




PT 


none 




Score 


.6 




Exons 


/ . . x*i uoo , joy 


1/1/1 9 9 " : 
. . X ft *i Z Z , 


14474. .14610, 14804 .. I49.50; ■ 






i £n "^n i £i i 4 

X DUjU . . X OX X 4i 










Seq. No. 


26929 




Seq. ID 


OJ000113_27.0215. 


C3 


Gene No. 


55786 




Strand 






C-h r-4- 
OLdl T_ 


1097 9 
x uz / z 




End 


16542 




Name 


PiTOOmi^ 97 091 R P^ 


.oj. tm 


Method 


TBLASTX: Maize 






1 "37^4 




End 


14047 




PT 


none 




Score 


286 




Exons 




1 4047 


13739. .14041 




Seq. No. 


26929 




Seq. ID • 


OJ000113_27.0215. 


C3 


Gene No. 


55786 




Strand 






O Ldl L. 


1097 9 




End ' 


16542 




Name 


PjT00ni1*3 97 091 ^ P*3 


• 04 . tW 


Method 


TBLASTX: Wheat 






1 ITQC ~~ 
lO / 3D 




End 


14179 




PT 


none 




. Score 


242 




jjXuns 


1^7Qfi 141 7Q 1"37Q7 

lO ' ^U> .141/3; 1j / 3 / 


14171 

• • X ft X / X 








oeq. lno. 


Z O :?Z :? 




Seq. ID 


OJ000113_27.0215. 




Gene No. 


55786 




Strand 






Start 


10272 




End 


16542 




Name 


OJ000113 27. 0215. C3 


. o3 . np 


Method 


AAT/NAP 




otar t 


14821 




End 


16542 




P T 


6721512 




Score 


106 




Exons 


14821. .14892, 16271 


. .16409, 


16437. .16542 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


26929 




Seq. ID 


OJ000113_27.0215. 


C3 


Gene No. 


55787 




Strand 






Start 


18032 




End 


18430 




Name 


OJ000113 27. 0215. C3 


.06. tw 


Method 


TBLASTX: Wheat 





26958 



Start 
GI 

Exons 



18032 End 18430 

none Score 65 

18032. .18082, 18083. .18196, .18106. . 18186, 18155 .. 18430, 

18160. .18381 



Seq. No. ' 26930 

Gene No. 55788 

Start 944 

Name OJ000113_27 . 0215.C4 .ol.gp 

Start 944 

.GI uC-osflcyp033a04bl 

Exons 944.. 1022, 1356.. 1378 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ000113_27.0215.C4 

Strand + 

End 1378 

Method AAT/GAP 

End < 1378 

Score 133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000113_27.0215.C4 

Strand + 

End 4884 

Method AAT/GAP 

End 4884 

Score 375 



26930 
55789 
4646 

OJ000113_27 . 0215 . C4 . o3 . gp 
4646 

57406_2.R1084 . 
4646. .4884 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence \ : ~ 



26930 
55790 
1023 

OJ000113_27.0215.C4.o2.gp 
1023 

61605_1.R1084 
1023. .1295 

f 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa" 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



Seq. ID OJ000113_27.0215.C4 
Strand 

End 1295 

Method AAT/GAP 

End 1295 

Score 457 



26930 
55791 
6193 

OJ000113_27 . 0215 . C4 . o2 . gs 

6193 

none 



Seq. ID OJ000113_27.0215.C4 
Strand 

End 11957 

Method GEN SCAN 

End 11843 

Score .44 



6193. .6309, 6388.-6524, 7461. .10673, 10751. .11843 



Seq. No. 


26930 


Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55791 


Strand 






Start 


6193 


End 


11957 




Name 


OJ000113 27.0215.C4.ol.np 


Method 


AAT/NAP 




Start 


7415 


End 


11957 




GI 


4680179 


Score 


4326 




Exons 


7415.. 10820, 10923.. 11957 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] . 




Seq. No. 


26930 


Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55792 


Strand 






Start 


12411 


End 


13184 




Name 


OJ000113 27.0215.C4.o6.tm 


Method 


TBLASTX: Maize 





26959 



Start 
GI 

Exons 

Seq. No. 

Gene No: 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start. • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7406 
none 

7406. .7450, 



End 
Score 



7653 
173 



7453. .7653 



26930 
55792 
12411 

OJ000113_27.0215.C4.o6.tw 
7459 
none 

7459.-7794, 7463 .. 7618, ' 7585 7 638 , 7666. .7791, 7679. .7795 



Seq. ID OJ000113_27 . 0215 . C4 
Strand v: - 

13184 

TBLASTX: Wheat 
7795 
100 



End 

Method 

End 

Score 



26930 
55792 
12411 

OJ000113_27 

7657 

none 

7657. .8082, 



. 0215.C4 .ol.tm 
7667. .8080, 7807. 



26930 
55792 
12411 

OJ000113_27 . 0215 . C4 . ol . tw 
7795 . 1 

none 

7795. .8421, 7796. .8416 



26930 
55792 
12411 

OJ000113_27, 

8360 

none 

8360. .8608, 



Seq. ID OJ000113_27.0215.C4 
Strand 

End 13184 

Method TBLASTX : Mai ze 

End 8241 

Score 229 

.8082, 8080. .8241, 8087. .8239 

Seq. ID OJ000113_27.0215.C4 
Strand 

End 13184' 

Method . TBLASTX : Wheat 
End \.. 8421 

Score 373 



26930 
55792 
12411 

OJ000113_27, 

8380 

none 

8380. .8583, 

26930 
55792 
12411 

OJ000113_27. 

8404 

none 

8404. .8547, 

26930 
55792 
12411 

OJ000113_27. 
8428 



0215.C4 .o3.tm 
8362.. 8616, 8365. 

0215.C4.o2.ts 
8380.. 8628, 83.87. 

0215.C4.ol.tc 
8405. .8545, 8548. 

0215.C4.o4.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8610 

Seq. ID 

Strand 

End 

Method 
End . 
Score 
.8629 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.8721 

Seq. ID 

Strand 

End 

Method 
End 



OJ000113_27.0215.C4 
13184 

TBLASTX: Maize 

8616 

203 



OJ000113_27.0215.C4 
13184 

TBLASTX: Soybean • 

8629 

75 



OJ000113_27.0215.C4 
13184 

TBLASTX: Cress 

8721 

101 



OJ000113_27.0215.C4 
13184 

TBLASTX: Wheat 
8907 



26960 




GI 


none 








Score 


164 




Exons 


8428... 8907, 


8432. 


.8629, 


8433. 


.8657, 8464. .8724 




Seq. No. 


26930 








Seq. ID 


OJ000113_27 . 0215 


.C4 


Gene No. 


55792 








Strand 


— 




Start 


12411 








End 


13184 




Name 


OJ000113 27 


.0215. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8911 








End 


9421 




GI 


none 








Score 


359 




Exons 


8911 . . 9420, 


8942. 


.9418, 


9080. 


.9421 






Seq. No. 


26930 








Seq. ID 


OJ000113_27 . 0215 


.C4 


Gene No. 


55792 








Strand 


— 




Start 


12411 








End 


13184 




Name 


OJ000113 27 


.0215. 


C4 .o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8993 








End 


9349 




GI 


none 








Score , 


235 




Exons 


8993. . 9349, 


9001. 


.9348 










Seq. No. 


26930 








Seq. ID 


OJ000113_27 . 0215 


.C4 


Gene No. 


55792 








Strand * 


~* 




Start 


12411 








End 


13184 




Name 


OJ000113 27 


.0215. 


C4 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


9160 








End 


9411 




GI 


none 








Score 


209 




Exons 


9160. .9411 














Seq. No. 


26930 








Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55792 








Strand 






Start 


12411 








End 


13184 




Name 


OJ000113 27 


. 0215. 


C4 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


9385 ~ 








End 


9885 




GI 


none 








Score 


66 




Exons 


9385. . 9720, 


94 30. 


.9693, 


9758. 


.9877, 9814. .9885 




Seq. No. 


26930 








Seq. ID 


OJ000113_27.0215 


-C4 


Gene No. 


55792 








Strand 






Start 


12411 








End 


13184 




Name 


OJ000113 27 


.0215. 


C4 .o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


9424 








End 


9723 




GI 


none 








Score 


57 




Exons 


9424 . . 9723,, 


9447 . 


.9569, 


9469. 


.9708 






Seq. No. 


26930 








Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55792 








Strand 






Start 


12411 








End 


13184 




Name 


OJ000113 27 


.0215. 


C4 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


9436 








End 


9831 




GI 


none 








Score 


64 




Exons 


9436. . 9747, 


9539. 


.9673, 


9758. 


.9814, 9799. .9831, 9802. .9831 


Seq. No. 


26930 








Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55792 








Strand 






Start 


12411 








End 


13184 




Name 


OJ000113 27 


.0215. 


C4.o3. 


tw. 


Method 


TBLASTX: Wheat 




Start 


9796 








End 


10254 




GI 


none 








Score 


288 





26961 




J— 1 \y 1 1 *J 


97 96.. 10254, 98 00.. 10150, 


9957 . . 10178 






Seq. No. 


26930 


Seq. ID 


OJ000113_27.0215 


-C4 


Gene No. 


55792 


Strand 






Start 


12411 


End 


13184 




Name 


OJ000113 27.0215.C4.o5.tm 


Method 


TBLASTX: Maize 




Start 


9955 ~ 


' End 


10245 




GI 


none 


Score 


69 




Exons 


9955. .10110, 9955. . 10245, 


9956. . 10144 






Seq. No. 


26930 


Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55792 


Strand 






Start 


12411 


End 


13184 




Name 


OJ000113 27 ..0215 .C4 .08 .tw 


Method 


TBLASTX: Wheat 




Start 


10378 ~ 


End 


10802 




GI 


none 


Score 


89 




Exons 


10378. . 10551, 10430. .10564 


, 10609. .10713, 10722. .10802 




Seq. No. 


26930 


Seq. ID 


OJ000113__27 .0215 


.C4 


Gene No. 


55792 


Strand 






Start 


12411 


End 


13184 




Name 


OJ000113 27.0215.C4.o7.tw 


Method 


TBLASTX: Wheat 




Start 


11370 ~ 


End 


11747 




GI 


none 


Score 


89 




Exons 


11370. .11747, 11416. .11580 








Seq. Noi 


26930 


Seq. ID 


OJ000113_27.0215 


.C4 


Gene No. 


55792 


Strand 






Start 


12411 


End 


13184 




Name 


OJ000113 27.0215.C4.o3.gs 


Method 


GENSCAN 




Start 


12411 ~ 


End 


13184 




GI 


none 


Score 


.69 




Exons 


12411. . 13184 








Seq. No. 


26931 


Seq. ID 


OJ000113_27.0215 


.C5 


Gene No. 


55793 


Strand 


+ - 




Start 


1 


End 


896 




Name 


OJ000113 27.0215.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


896 




GI 


6630699 


Score 


77 




Exons 


1..54, 798. .896 








GI De'scrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gil 6721536 | dbj 1 BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


26931 


Seq. ID 


OJ000113_27.0215 


-C5 


Gene No. 


55794 


Strand 






Start 


438 


End 


745 




Name 


OJ000113 27.0215.C5.ol.gs 


Method 


GENSCAN 




Start 


438 


End 


745 




GI 


none 


Score 


.73 




Exons 


438. .545, 578.-745 








Seq. No. 


26932 


Seq. ID 


OJ000113_27.0215 


.C6 


Gene No. 


55795 


Strand 


+ 




Start 


1 


End 


7888 




Name 


OJ000113 27.0215.C6.ol.np 


Method 


AAT/NAP 





26962 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



1335 
176 



6539586 

1..26, 746. .1064, 1113. .1335 

(AP000837) hypothetical protein [Oryza sativa] 



26932 
55795 
1 

OJ000113_27.0215.C6.ol.gs 
74 

none 



Seq. ID OJ000113_27.0215.C6 

Strand + 

End 7888 

Method GEN SCAN 

End 7417 

Score .72 



74. .161, 356. .460, 548. .709, 1677. .1775, 1862. .1964, 2080. .2427, 
2495.. 2694, 3289.. 3568, 3792.. 3911, 5219.. 5329, 6686.. 6800, 
6877. .6920, 7066. .7166, 7407. .7417 



26932 
55795 
1 

OJ000113_27.0215.C6.o2 
995 

6721561 

995. .1056, 1631. .1988, 



OJ000113_27.0215.C6 
+ 

7888 
AAT/NAP 
2774 
315 



Seq. ID 
Strand 
End 

, np Method 
End 
Score 
2148.. 2774 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6815086 | dbj |BAA9037.2.1| (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein , [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■GI 

Exons 



26932 
55795 
1 

OJ000113_27.0215.C6.o3.np 

3724 

2582381 

3724.. 3981, 5269.. 5329, 5680. 
7066. .7166, 7407. .7468, 7854. 



Seq. ID OJ000113_27.0215.C6 

Strand + 

End 7888 

Method AAT/NAP 

End 7888 

Score 555 
.5758, 6199.. 6290, 6686.. 6800, 
.7888 



GI Descrip. (AF021220) cation-chloride co-transporter [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26933 Seq. ID 

55796 Strand 

1 End 

OJ000113_27 . 0215 . C7 . ol . np Method 

1 End 

2582381 Score 
1..119, 202. .314, 1022. .1244 

(AF021220) cation-chloride co-transporter [Nicotiana tabacum] 



OJ000113_27.0215.C7 
+ 

1244 
AAT/NAP 
1244 
489 



26933 Seq. ID 

55796 Strand 

1 End 

OJ000113_27 . 02 15 . C7 . ol . gp Method 

12 End 

5002740 Score 



OJ000113_27.0215.C7 
+ 

1244 
AAT/GAP 
1199 
745 



12. .114, 200. .314, 1022. .1199 

2582381 5.0e-56 (AF021220) cation-chloride co-transporter 
[Nicotiana tabacum] 



26963 



Seq. No.- 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



26933 Seq. ID 

55796 Strand 

1 End 
OJ000113_27.0215.C7.ol.gs ■ Method 

200 End 

none Score 

200. .314, 1022. .1216 



OJ000113_27.0215.C7 
+ 

1244 
GENSCAN 
1216 
.69 



26934 Seq. ID 

55797 Strand 
1 End 
OJ000113_27 . 0215 .C8 J ol .np Method 
1 End 
6634764 Score 
1..485, 732. .893, 980. .2076 

(AC009917) Strong similarity to gb|AF021220 Nicotiana tabacum 
cation-chloride co-transporter and contains an amino acid 
permease PF 100324 domain. [Arabidopsis thaliana] 



OJ000113_27.0215.C8 
+ 

2217 
AAT/NAP 
2076 
2422 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_27.0215.C8 
+ 

2217 
AAT/GAP 
1219 
1543 . 



26934 
55797 
1 

OJ000113_27 . 0215 .C8 . ol .gp 
29 

8209_1.R1084 
29*. .485," 732.. 893, 980.. 1219 "V=-"- 
•2582381 1.0e-146 (AF021220) cation-chloride co-transporter 
[Nicotiana tabacum] 1 

26934 Seq. ID OJ000113_27 . 0215 . C8 

55797 Strand + 

1 End 2217 

OJ000113_27 . 0215 . C8 . ol . gs Method GENSCAN 

156 End - 2217 

none Score .46 

156. .485, 732. .815, 980. .1944, 2140. .2217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26934 Seq. ID 

55798 Strand 

9982 End 

OJ000113_27 . 0215 . C8 .-o5 . gs Method 

9982 End 

none Score 



OJ000113_27.0215.C8 
+ 

17518 
GENSCAN 
16997 ' 
.65 



9982.. 10148, 10567. .10673, 12003 .. 12187 , 13213 .. 13522 , 
13616. .14189, .14332. .14720, 15510 .. 15712, 158 17 15858 , 
16237. .16361, 16850.. 16997 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26934 Seq. ID 

55798 Strand 

9982 End 

OJ000113_27 . 0215 . C8 . o2 . np Method 

13824 End 

4689475 Score 

13824. .13958, 14085 14325, 14704 



OJ000113_27.0215.C8 
+ 



16237. .16361, 16850 17004, 17481, 



17518 
AAT/NAP 
17518 
929 

14836, 15395, 
17518 



,15755, 



GI Descrip. (AC007213) putative ribonuclease E [Arabidopsis thaliana] 



26964 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



26934 
55799 
1328 

OJ000113_27.0215.C8.o2.gp 
1328 - 7 



Seq. ID OJ000113_27.0215.C8 
Strand 

End 2548 

Method AAT/GAP 

End 2548 

Score 2399 



4433_1.R1084 
1328. .2548 

f 2582381 2.0e-83 (AF021220) cation-chloride co-transporter 
[Nicotiana tabacum] 1 



26934 
55800 
2907 

OJ000113_27.0215.C8.ol.ts 
37 

none 



Seq. ID OJ000113_27.0215.C8 
Strand 

End 4 672 

Method TBLASTX : Soybean 

End 1374 

Score 629 



37. .492, 71. .484, 1026. .1133, 1031. .1363, 1045. .1371, 1048. .1374 



Seq. ID OJ000113_27.0215.C8 
Strand- 
End 4672 
Method TBLASTX : Mai ze 
■ End 295 
Score 347 



Seq. ID OJ000113_27.0215.C8 
Strand 

End 4 672 

Method TBLASTX : Cress 

End 903 

Score 350 



26934 
55800 
2907 

OJ000113_27.0215.C8.o4 . tm 
70 

none . 
.70. .294, 71. .295 

26934 
55800 
2907 

OJ000113_27.0215.C8.ol.tc 
278 
none 

278. .484, 281. .451, 283. .492, 730. .762, 730. .891, 731. .892, 
810. .893, 811. .903 



26934 
55800 
2907 

OJ000113_27 . 0215 . C8 . ol . tm 

344 

none 



Seq. ID OJ000113_27.0215.C8 
Strand 

End 4 672 

Method TBLASTX : Mai ze 

End 1602 

Score 258 



344. .490, 344. .451, 349. .492, 733. .891, 734. .892, 738. .893, 
795. .893, 978. .1601, 978. .1139, 979. .1602, 979. .1587 



26934 
55800 
2907 

OJ000113__27.0215.C8.o3.ts 

1386 

none 

1386. .1598, 1408. .1599 

26934 
55800 
2907 

OJ000113_27 . 0215 . C8 . o2 . tm 
1603 



Seq. ID OJ000113_27.0215.C8 
Strand 

End 4672 

Method TBLASTX : Soybean 

End 1599 

Score 205 



Seq. ID OJ000113_27.0215.C8 . 
Strand 

End 4 672 

Method TBLASTX : Maize 

End 2314 



26965 



GI none Score 4 62 

Exons 1603.. 1929, 1603.. 2088, 1610.. 2095, 1611.. 2081, 1629.. 2105, 

1981. .2094, 2181. .2210, 2288. .2314 



Seq. No. 


26934 


Seq. ID 


OJ000113_27.0215.C8 


Gene No. 


55800 


Strand , 




Start 


2907 


End 


4672 


Name 


OJ000113 27.0215.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


1603 


End 


2004 


GI 


none 


Score 


118 


Exons 


1603. .1686, 1626.. 1685, 1728 


..2003, 1729. .1929, 1791. .2003 




1981. .2004 






Seq. No. 


26934 


Seq. ID 


OJ000113_27.0215.C8 


Gene No. 


55800 


Strand 




Start 


2907 


End 


4672 


Name 


OJ000113 27.0215.C8.o2.gs 


Method 


GENSCAN 


Start 


2907 


End 


4672 


GI 


none 


Score 


.71 


Exons 


2907. .3050, 3557.. 3726, 3847 


..4133, 4521. .4672 


Seq. No. 


26934 


Seq. ID 


OJ000113_27.0215.C8 


Gene No . 


55801 


Strand 




Start 


14543 


End 


15546 


Name 


OJ000113 27.0215.C8.o3.tm 


Method 


TBLASTX: Maize 


Start 


.14543 " 


End 


15546 


GI 


none 


Score 


50 


Exons 


14543. .14593, 14569 14835, 


14582. .14839, 14598 .. 14840, 




14598. .14840, 14 632 .. 14844 , 


15383. .15544, 15394.. 15546 


Seq. No. 


26934 


Seq. ID 


OJ000113_27.0215.C8 


Gene No . 


55802 


Strand 




Start 


15546 


End 


15866 


Name 


OJ000113 27.0215.C8.o5.tm 


Method 


TBLASTX: Maize 


Start 


1554 6 


End 


15866 


GI 


none 


Score 


55 


Exons 


15546. .15605, 15547. .15597, 


15548. .15709, 15548 . .15712, 




15627. .15713, 15654 .. 15713, 


15805. .15861, 15813. .15866, 




15814. .15861, 15816. .15863 






Seq. No. 


26935 


Seq. ID 


OJ000113_27.0215.C9 


Gene No . 


55803 


Strand 


+ 


Start 


366 


End 


8504 


Name 


OJ000113 27.0215.C9.ol.gs 


Method 


GENSCAN 


Start 


366 


End 


8504 


GI 


none 


Score 


.63 


Exons 


366. .444, 1255. .1367, 1492.. 


1611, 2107 


..2262, 3297. .3362, 




4598. .4645, 5901.. 5990, 7225 


..7508, 8300.. 8504 


Seq. No. 


26935 


Seq. ID 


OJ000113_27.0215.C9 


Gene No. 


55803 


Strand 


+ 


Start 


366 


End 


8504 


Name 


OJ000113 27.0215.C9.ol.np 


Method 


AAT/NAP 


Start 


372 


End 


1687 


GI 


4689475 


Score 


342 


Exons 


372..444, 1255. .1367, 1492.. 


1687 





GI Descrip.. (AC007213) putative ribonuclease E [Arabidopsis thaliana] 

26966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26935 Seq. ID 

55803 Strand 
366 . End 

OJ000113_27.0215.C9.o3.np Method 
5438 End 
6815052 Score 
5438. .5515, 7059. .7143, 8300. .8417 
(AP001080) hypothetical protein [Oryza sativa] 



OJ000113_27.0215.C9 
+ 

8504 
AAT/NAP 
8417 : . 
48 ' 



26935 
55804 
6575 

OJ000113_27.0215.C9.ol.tm 

368 

none 



Seq. ID OJ000113_27.0215.C9 
Strand 

End 6776 

Method TBLASTX : Mai ze 

End 2214 • - 

Score 83 

1369, 1491. .1613, 



368. .442, 368. .442, 1254. .1370, 1256. 
1491. .1610, 1492. .1617, 1492. .1620, 2102. .2197, 2106. .2213, 
2107.. 2193, 2107.. 2214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 27. 0215. C9 



26935 
55804 
6575 

OJ000113_27.0215.C9.o2.np 
6575 
133416 
6575.. 6776 

DNA- DIRECTED RNA POLYMERASE BETA CHAIN gi | 66970 | pir | | RNRZB 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - rice 
chloroplast gi | 11971 | emb | CAA3398 6 | (X15901) RNA polymerase beta 
subunit [Oryza sativa] 



6776 
AAT/NAP 
6776 
164 



26936 Seq. ID 

55805 Strand 

1 End 

OJ000113_27. 0215. C10. ol.np Method 

1 End 

4185136 Score 
1..32, 866. .1661 

(AC005724) putative trehalose-6-phosphate synthase 
thaliana] 



OJ000113_27. 0215. C10 
+ 

1661 
AAT/NAP 
1661 
178 ' 



[Arabidopsis 



26936 Seq. ID 

55806 Strand 

2154 End 
OJ000113_27. 0215. C10. o2.gp Method 

2154 End 

none Score 
2154. .2578 



OJ000113_27. 0215. C10 
+ 

2933 
AAT/GAP 
2578 
813 



Seq. No. 26936 Seq. ID 

Gene No. 55806 Strand 

Start 2154 End 

Name OJ000113_27 .0215. C10. ol.gs Method 

Start 2370 End 

GI none Score 

Exons 2370.. 2933 



OJ000113_27. 0215. C10 
+ 

2933 
GEN SCAN 
2933 
.55 



26967 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



26936 
55807 
6986 

OJ000113_27. 0215. CIO. o2.gs 

6986 

none 



Seq. ID OJ000113_27. 0215. CIO 

Strand + 

End 13134 . 

Method GENSCAN 

End 13134 

Score .5 



6986. .6996, 7001. .7317, 7640. .7718, 7898. .8633, 9035. .9140, 
9447. .9526, 10006. .10083,.. 12349. .12729, 12877. .13134 



26936 
55807 
6986 

OJ000113_27. 0215. C10. o4.gp 
12037 

uC-osroM202024h08al 
12037. .12108 

, 5852170/emb| AL117265 . 1 1 OST178.04 5.0e-84 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. ID OJ000113_27. 0215. C10 
Strand + 
End 13134 
Method AAT/GAP 
End * 12108 
Score 80 



26936 
55808 
2701 

OJ000113_27.0215.C10.o3.gp 
2701 

LIB3431-029-P1-N1-A3 
2701.. 3081 

M585992/gb|AAD25628.1|AC005287_30 6.0e-15 (AC005287) 
Hypothetical protein [Arabidopsis thaliana] 1 



Seq. ID OJ000113_27. 0215. C10 
Strand 

End 3081 

Method AAT/GAP 

End 3081 

Score ■ 667 



26936 
55809 
13416 

OJ000113_27 . 0215 . C10 . o7 . tm 

1290 

none 



Seq. ID OJ000113_27. 0215. C10 
Strand 

End 18917 

Method TBLASTX: Maize 

End 1660 

Score T4 6 



1290. .1496, 1323. .1496, 1336. .1497, 1361. .1501, 1503. .1583, 
1504.. 1593, 1505.. 1591, 1619.. 1660, 1621.. 1653 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



26936 
55809 
13416 

OJ000113_27. 0215. C10. o6.tm 

2409 

none 



Seq. ID OJ000113_27. 0215. C10 
Strand 

End 18917 

Method TBLASTX : Mai ze 

End 2753 

Score 4 8 



2409.. 2471, 2583.. 2687, 2621.. 2665, 2666.. 2698, 2667.. 2735, 
2700.. 2738, 2739.-2753 



26936 
55809 
13416 

OJ000113_27. 0215. C10. ol.ts 

2598 

none 



Seq. ID OJ000113_27. 0215. C10 
Strand 

End 18917 

Method TBLASTX : Soybean 

End 2828 

Score 375 



2598. .2828, 2621. .2695, 2741. .2824 

26936 Seq. ID OJ000113_27 . 0215 . C10 



26968 




Gene No. 


55809 


Strand 




Start 


13416 


End 


18917 


IN Gill 1C 


Ol7000113 27 0215 CIO ol tc 


Mpt hod 


TBLASTX : Cress 


O L. CI X L. 


2703 ~~ 


End 


2876 


(~* T 


n on ^ 


- Score 


252 


r von Q 


2703 2876 2741 2851 






Seq. No. 


26936 


Seq. ID 


OJ000113_27.0215 


Gene No. 


55809 


Strand 




Start 


13416 


End 


18917 


Marnp 
IN CULIC 


OJ000113 27 0215 C10 olO tm 


Method 


TBLASTX: Maize 




13412 _ 


End 


13655 




none 


Score 


40 . 


Pyrin S 

1_J AUl 1 tj 


13412. .13441, 13412.. 13450, 


13443. .13625, 13443.. 13655 


Seq. No. 


26936 


Seq. ID 


OJ000113_27 .0215 


Gene No. 


55809 


Strand 




Start 


13416 


End 


18917 


Name 


OJ000113 27 0215 C10 o3 as 


Method 


GEN SCAN 


kj L. CI X U 


13416 ~~ 


End 


17867 




none 


Score 


1 




13416 17867 






O C ■ LNU # 


26936 


Seq. ID 


OJ000113_27.0215 


Gene No. 


55809 


Strand. 




Start 


13416 


End ' 


18917 


IN diU~ 


OJ000113 27.0215.C10.o2.np 


Method 


AAT/NAP 




13419 " 


End 


18481 




4680179 


Score 


5630 


von q 


13419. .16820, 16848. .17797, 


18365. .18481 


OX Ly ~ O ^— » X X J^/ • 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 


Seq. No. 


26936 


Seq. ID 


OJ000113_27.0215 


Gene No. 


55809 


Strand 




Start 


13416 


End 


18917 


Name 


OJ000113 27.0215.C10.o5.tw 


Method 


TBLASTX: Wheat 


Start 


13464 


End 


13797 


GI 


none 


Score 


41 


Exons 


13464. .13796, 13657 .. 13704 , 


13692. .13793, 13723.. 13797 



Seq. No. 26936 

Gene No. 55809 

Start 13416 

Name OJ000113_27 . 0215 . C10 . ol . tm 

Start 13659 

GI none 

Exons 13659. .14084, 13782 .. 13970, 
14082. .14243, 14089 .. 14235, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13783. .14085, 
14091. .14237 



OJ000113 27. 0215. C10 



18917 

TBLASTX: Maize 
14243 
89 

14080. .14235, 



Seq. No. 26936 Seq. ID 

Gene No. " 55809 Strand 

Start 13416 ' End 

Name OJ000113_27 .0215. C10 . ol . tw Method 

Start 13797 End 

GI none Score 

Exons 13797. .14423, 13798.. 14421 



OJ000113_27. 0215. C10 
18917 

TBLASTX: Wheat 

14423 

369 



26969 




Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


.C10 


bene jno. 


jjOU j 




OLI clIlU 






Start 


13416 




End 


18917 




Name 


OJ000113 27. 0215. CIO 


. o3 . tm 


' Method 


TBLASTX : Maize 




Start 


14292 ' 




End 


14583 




GI 


none 




Score 


290 '■' 




Exons 


14292. .14582, 14296. 


.14583 








Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


.C10 


bene ino . 






Strand 






Start 


13416 




End 


18917 




Name 


• OJ000113 27. 0215. CIO 


. o3 . ts 


Method 


TBLASTX ; Soybean 




Start 


14382 




End 


14642 




GI 


none 




Score 


87 




Exons 


14382. .14639, 14382. 


.14642, 


14383. .14640 




Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


.C10 




JJOU J 




Strand 






Start 


13416 




End 


18917 




Name 


OJ000113 27. 0215. CIO 


.o2.tc 


. Method 


TBLASTX: Cress 




Start 


14406 




End 


14732 




GI 


none 




Score 


77 




Exons 


14406. .14549, 14425. 


.14547, 


14550. .14732 




Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


-C10 


bene iNO . 


JJoU? 




Strand 






Start 


13416 




End 


18917 




Name 


OJ000113 27. 0215. C10 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


14430 




End 


14966 




GI 


none 




Score 


280 




Exons 


14430. .14966, 14431. 


.14712, 


14436. .14876, 14737.. 14964 




Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


.C10 


bene lno. 






Strand 






Start 


13416 




End 


18917 




Name . 


OJ000113 27. 0215. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


14997 




End 


15350 




GI 


none 




Score 


49 




'Exons 


14997. .15350, 15004. 


.15036, 


15012. .15344, 15082.'. 15345 




Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


.C10 


UCilC IN w • 


JJOU J 




Strand 






Start 


13416 




End 


18917 




Name 


OJ000113 27. 0215. C10 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


14997 




End 


15423 




GI 


none 




Score 


239 




Exons 


14997. .15374, 14997. 


.15422, 


15004. .15423 




Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


.C10 


bene ino . 


cconq 

jjOU 3 




Strand 






Start 


13416 




End 


18917 




Name 


OJ000113 27. 0215. C10 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


15168 




End 


15413 




GI 


none 




Score 


209 




Exons 


15168.. 15413 • 










Seq. No. 


26936 




Seq. ID 


OJ000113_27.0215 


-C10 



26970 



Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113- 27. 0215. CIO 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


15352 






End 


15689 




GI 


none 






Score 


153 




Exons 


15352. 


.15636, 15357. 


. 15689 








Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. CIO 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


15424 






End 


15698 




GI 


none 






Score 


254 




Exons 


15424. 


.15678, 15424. 


. 15684, 


15426. .15686, 15456.. 15698 




Sea No 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. C10 


. o2 . ts 


Method 


TBLASTX: Soybean 




Start 


15438 






End 


15833 




GI 


none 






Score 


168 




Exons 


15438. 


.15689, 15448. 


. 15678, 


15495. .15692, 15652 .. 157 95, 






15653. 


.15796, 15744. 


. 15797, 


15801. .15833, 15801. .15833 




Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene - No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


15744 






End 


16191 




GI 


none 






Score 


66 




Exons 


15744. 


.16187, 16009. 


. 16191 








Seq. No. 


26936 






Seq'. ID 


OJ000113_27.0215 


.C10 


Gene' No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. C10 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15774 






End 


16260 




GI 


none 






Score 


193 




Exons 


15774. 


.16256, 15816; 


. 16145, 


15967. .16260. 




Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27.0215.C10 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


15906 






End 


16220 




GI 


none 






Score 


191 




Exons 


15906. 


.16220 










Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917' 




Name 


OJ000113 27. 0215. C10 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


16395 






End 


16742 




GI 


none 






Score 


242 




Exons 


16395. 


.16742 










Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 



26971 



Gene No. 


55809 






Strand ■ 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. CIO 


.o9 


tm 


Method 


TBLASTX: Maize 




Start 


16476 






End 


16796 




GI 


none 






Score 


194 




Exons 


16476. .16796 












Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. CIO 


.o7 


tw 


Method 


TBLASTX: Wheat 




Start 


17097 






End 


17438 




GI 


none 






Score 


67 




Exons 


17097. .17438, 17296. 


.17418 








Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.CIO 


Gene No. * 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. C10 


.0.8 


tm 


Method 


TBLASTX: Maize 




Start 


17142 






End 


17438 




GI 


none 






Score 


207 




Exons • 


17142. .17438 












Seq. No. 


26936 - 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. C10 


.o9 


tw 


Method 


TBLASTX: Wheat 




Start - 


17493 






End 


17675 




GI 


none 






Score 


138 




Exons 


17493. .17675, 17494. 


.17673 








Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


18917 




Name 


OJ000113 27. 0215. C10 


.o4 


gs 


Method 


GENSCAN 




Start 


18.153 






End 


18917 




GI 


none 






Score 


.86 




Exons 


18153. .18917 












Seq. No. 


26936 






Seq. ID 


OJ000113_27.0215 


.C10 


Gene No. 


55809 






Strand 






Start 


13416 






End 


lyyi / 




Name 


OJ000113 27. 0215. C10 


. o3 


np 


Method 


AAT/NAP 




Start 


18156 






End 


18917 




GI 


4512229 






Score 


1218 




Exons 


18156. .18917 












GI Descrip. 


(AB014740) ORF0 protein 


[Oryza sativa] 






Seq. No. 


26937 






Seq. ID 


OJ000113_27.0215 


.Cll 


Gene No. 


55810 






Strand 


+ 




Start 


1 






End 


5158 




Name 


OJ000113 27.0215.C11 


.o2. 


np 


Method 


AAT/NAP 




Start 


1 






End 


5158 




GI 


4689454 






Score 


122 




Exons 


1.-83, 2119. .2491, 5104. 


.5158 









GI Descrip. (AC006267) putative polyprotein [Arabidopsis thaliana] 



26972 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. .ID OJ000113_27.0215.C11 

Strand + 

End 8753 

Method GEN SCAN 

End 8753 

Score .96 



Seq. ID OJ000113_27.0215.C11 



26937 
55811 
7875 

OJ000113_27.0215.Cll.o2.gs 
7875 
none 

7875. .8107, 8114. .8753 
26937 

55812 Strand + 

9287 End 10025 

O JO 0 0 1 1 3_2 7 . 0 2 1 5 . C 1 1 . o4 . np Method AAT/NAP 
9287 End 10025 

6069646 Score 349 

9287. .10025 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



26937 Seq. ID 

55813 Strand 

11516 .End 
OJ000113_27. 0215. Cll. o3.gs Method 

11516 , End * 

none Score 
11516. .11779 ' 



OJ000113_27.0215.C11 

+. 

11779 . 
GENSCAN 
11779 
.96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26937 Seq. ID 

55814 Strand 

13973 End 
OJ000113_27.0215.Cll.o4 .gs Method 

13973 End 

none Score 

13973. .14036, 14646. .14797 



27.0215.C11 



OJ000113_ 
+ 

14797 
GENSCAN 
14797 
.75 



OJ000113 27.0215.C11 



26937 Seq. ID 

55815 Strand' 
5865 End 6553 

OJ000113_27 . 0215 . Cll . ol . gp Method AAT/GAP 
5865 ' End 6138 

61605_1.R1084 Score 4 65 

5865.. 6138 

, 5852170/emb|AL117265-l|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 

26937 Seq. ID OJ000113_27 . 0215 . Cll 

55815 Strand 

5865 End 6553 

OJ000113_27 . 0215 . Cll . o2 . gp Method AAT/GAP 

5948 End 6553 

3761363 Score 879 

5948. .6553 

5852170/emb|AL117265.1|OST17804 1.0e-151 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



26973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26937 Seq. ID 

55816 Strand 

6512 End 
OJ000113_27~. 0215. Cll. o3.np Method 

6512 End 

6063554 Score 

6512.. 6686, 7323.. 7350, 8006.. 822-6, 



OJ000113_27.0215.C11 

12145 
AAT/NAP 
12145 
216 

12126.. 12145 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000113_27.0215.C11 
Strand 
End 

Method 
End 
Score 

9408. .9539, 9513.. 9761, 9545. .9781, 9548. .9757, 9549. .9761, 
9750. .9842, 9853.. 9996, 9860. .9991 



Seq. No. 26937 

Gene No. 55817 

Start 15172 

Name OJ000113_27 . 0215 . Cll . ol . tm 

Start 9408 

GI none 
Exons 



16213 

TBLASTX: Maize 

9996 

75 



Seq. No. 


26937 






Seq. ID 


OJ000113_27 


.0215 


.Cll 


Gene No. 


55817 






Strand 








Start 


15172 






End 


16213 






Name 


OJ000113 27 


.0215 


.Cll.ol. tw 


Method 


TBLASTX : Wheat 




Start 


9548 






End 


9898 






GI 


none - 






Score 


190 






Exons 


9548. .9688, 


9552 


..9737, 9860. 


.9898 








Seq. No. 


26937 






Seq. ID 


OJ000113_27 


.0215 


.Cll 


Gene No. 


55817 






Strand 








Start 


15172 - 






End 


16213 






Name 


OJ000113 27 


.0215 


.Cll.o5.gs 


Method 


GENSCAN 






Start 


15172 






End 


1621-3 






GI 


none 






Score 


.9 






Exons 


15172. .15373, 16164.. 16213 










Seq. No. 


26938 






Seq. ID 


OJ000113_27 


.0215 


.C13 


Gene No. 


55818 






Strand - 


+ 






Start 


144 






End 


280 






Name 


OJ000113 '27 


.0215 


.C13.ol.gs 


Method 


GENSCAN 






Start 


144 






End 


280 






GI 


none 






Score 


.75 






Exons 


144. .280 














Seq. No. 


26939' 






Seq. ID 


OJ000113_28 


0218 


.C2 


Gene No. 


55819 






Strand 








Start 


1050 






End 


3088 






Name 


OJ000113 28 


0218 


.C2.ol.gs 


Method 


GENSCAN 






Start 


1050 






End 


3088 






GI 


none 






Score 


.82 






Exons 


1050. .2303, 


2393 


..2582, 2613. 


.3088 








Seq. No. 


26940 






Seq. ID 


OJ000113_28 


0218 


• C3 


Gene No. 


55820 






.Strand 


+ 






Start 


4614 






End 


8493 






Name 


OJ000113 28 


0218 


.C3.ol.np 


Method 


AAT/NAP 






Start 


4263 






End 


5642 







26974 



GI 120537 Score 84 

Exons 4263.. 4309, 5472.. 5642 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT I ( FRXB PROTEIN) 

gi|65735|pir||FERZB ferredoxin 2[4Fe-4S] frxB - rice chloroplast 
' gi ! 12054 | emb | CAA33909 | (X15901) 18kDa protein related to a 
subunit of NADH dehydroghenase [Oryza sativa] 

gi I 226675 Iprf | 1 1603356DC NADH dehydrogenase-like 18kD protein 
[Oryza sativa] 



Seq, No. • 26940 

Gene No. 55820 

Start 4614 

Name OJ000113_28 . 0218 . C3 . o2 . gs 

Start 4614 

GI none 
Exons 



Seq. ID QJ000113_28.0218.C3 

Strand + 

End 84 93 

Method GENSCAN 

End 8394 

Score . 6 



4614. .4669, 5026. .5259, 5827. .5978, 6057. .6161, 6330. .6382, 
6482. .6742, 6929. .7107, 7690. .7733, 8089. .8166, 8263. .8394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26940 
55820 
4614. 

OJ000113_28.0218 .C3.o2.np 
6680 

5803253 • 



Seq. ID OJ000113_28.0218.C3 

Strand + 

End 84 93 

Method AAT/NAP 

End 8493 . 

Score. 88 



6680. .6720, 8068. .8172, 8263. .8493 

(AP000399) ESTs AU068856 (C50756) , AU07797 9 {C61370 ) correspond to 
a region of the predicted gene; similar to serine protease 
(AF097709) [Oryza sativa] 



Seq. No. 


26940 




Seq. ID 


OJ000113_ 


_28 


.0218. C3 


Gene No. 


55821 




Strand 








Start 


374 




End 


1679 






Name 


OJ000113 28.0218.C3.ol. 


gs 


Method 


GENSCAN . 






Start 


374 




End 


1679 






GI 


none 




Score 


.49. 






Exons 


374.. 687, 1583.. 1679 












Seq. No. 


26941 




Seq. ID 


OJ000113_ 


_28 


.0218. C4 


Gene No. 


55822 




Strand 


+ 






Start 


96 




End " 


2014 






Name 


OJ000113 28.0218.C4.ol. 


gs 


Method 


GENSCAN 






Start 


96 




End 


2014 * 






GI 


none 




Score 


.84 






Exons 


96.. 232, 793.. 876, 1635 


. .1757 


, 1822. .2014 






Seq. No. 


26941 




Seq. ID 


OJ000113_ 


28 


.0218. C4 


Gene No. 


55823 




Strand 


+ 






Start 


4944 




End 


8681 






Name 


OJ000113 28.0218.C4.o3. 


gs 


Method 


GENSCAN 






Start 


4944 




End 


8407 






GI 


none 




Score 


.78 






Exons 


4944. .4955, 4979. .5208, 


5367. 


.5571, 7154.. 7225, 


7775. .8407 


Seq. No. 


26941 




Seq. ID 


OJ000113 


28 


0218. C4 


Gene No. 


55823 




Strand 


+ 






Start 


4944 




End 


8681 






Name 


OJ000113 28.0218.C4.ol. 


gp 


Method 


AAT/GAP 







26975 



Start 


7088 








End 


7944 


GI 


3061126 








Score 


863 


Exons 


7088. .7225, 


7625 


. .7944 








Seq. No. 


26941 








Seq. ID 


OJ000113_28.' 


Gene No. 


55823 








Strand 


+ 


Start 


4944 








End 


-8681 


Name 


OJ000113 28 


.0218 


.C4 .o2 


. crp 


Method 


AAT/GAP 


Start 


8194 








End 


8681 


GI 


3763017 








Score 


895 


Exons 


8194. .8681 












Seq. No. 


26942 








Seq. ID 


OJ000113_28. 


Gene No. 


55824 








Strand 


+ 


Start 


118 








End 


228 


Name 


OJ000113 28 


.0218 


,C5.ol 


. QS 


Method 


GENSCAN 


Start 


118 








End 


228 


GI 


none 








Score 


.57 


Exons 


118. .228 












Seq. No. 


26943 








Seq. ID 


OJ000113_28. 


Gene No. 


55825 








Strand 


+ 


Start 


1728 








End 


2411 


Name 


OJ000113 28 


.0218 


. C6 . ol 


. as 


Method 


GENSCAN 


Start 


1728 








End 


2411 


GI 


none 








Score 


1 . 69 ' 


Exons 


1728. .1796, 


2391 


. .2411 








Seq. No. 


26943 








Seq. ID 


OJ000113 28. 


Gene No. 


55826 








Strand 


+ 


Start 


3198 








End 


5809 


Name 


OJ000113 28 


.0218 


.C6.ol 


.np 


Method 


AAT/NAP 


Start 


3198 








End 


5809 


GI 


5734721 








Score 


104 


Exons 


3198. .3254, 


3396 


. .3745 


, 57 91. 


.5809 




GI Descrip. 


(AC008075) 


Similar to 


gb|AF023472 peptide transport* 



.C6 



Hordeum vulgare and is a member of the PF 100854 Peptide 
transporter family. ESTs gb|T41927 and gb|AA395024- come from 
this gene. [Arabidopsis' thaliana] 



Seq. No. 26944 

Gene No. 55827 

Start 3636 

Name OJ000113_28 . 0218 . C7 . o2 . np 

Start 3636 

GI 6648208 

Exons 3636.. 4591, 4622.. 4720, 4964, 
GI Descrip. 



Seq. ID OJ000113_28.0218.C7 

Strand + 

End 5596 

Method AAT/NAP 

End 5596 

Score 1040 
.5135, 5386. .5596 



(AC013483) putative phosphatidylinositol-4-phosphate 5-kinase 
[Arabidopsis thaliana] 



Seq. No. 26944 Seq. ID 

Gene No. 55828 ' Strand 

Start 1 End 

Name OJ000113_28 . 0218 . C7 . ol . np Method 

Start 1 End 

GI 6721516 Score 
Exons 



OJ000113_28.0218.C7 

5132 
AAT/NAP 
3978 
192 



1..48, 1308. .1409, 1816. .2054, 3914. .3978 



26976 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 26944 

Gene No. 55828 

Start 1 

Name OJ000113_28 . 0218 . C7 . ol . tm 

Start 3675 

GI none 
Exons 



Seq. ID OJ000113_28.0218.C7 
Strand 

End 5132 

Method TBLASTX : Mai ze 

End 4265 

Score 195 



3675. .4115, 3777. .4184, 3779. .3889, 3849. .4226, 3947. .4183, 
3968.. 4156, 3995... 4183, 4053.. .4265, 4055.. 4225, 4127.. 4261 



Seq. No. 26944 
Gene No. 55828 
Start 1 

Name OJ000113_28 . 0218 .C7 . ol . tc 

Start 3696 
GI none 

Exons 3696.. 3950, 3708.. 4166, 3711. 

3888..4226, 3965. .4204, 3968. 
3969..426S, 4026.. 4265, 4094, 
5000.. 5131, 5001.. 5132 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000113 28. 0218. C7 



5132 

TBLASTX: Cress 
5132 
155 

3761, 3761.. 3889, 3762.. 4226, 
4225, 3968.. 4225, 3968.. 4192, 
4219, 4647. .4721, 4649. .4729, 



Seq. No. 26944 

Gene No. 55828 

Start 1 

Name OJ000113_28 . 0218 . C7 . ol . ts 

Start 3696 

GI none 
Exons 



Seq. ID OJ000113_28.0218.C7 
Strand 

End 5132 

Method TBLASTX : Soybean 

End 4324 

Score 166 



3696. .4046, 3708. .4118, 3761. .3811, 3768. .4187, 3848. .3895, 
3855. .4220, 3927. .4256, 3947. .4117, 3956. .4183, 3968. .4219, 
3974. .4225, 3993. .4226, 4044. .4220, 4113. .4256, 4274. .4324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



26944 Seq. ID 

55828 Strand 
1 End 
OJ000113_28 . 0218 . C7 . ol . tw Method 
3696 End 

none - Score 



OJ000113_28.0218.C7 
5132 

TBLASTX: Wheat 

4265 

77 



3696.. 3812, 3705.. 3902, 3708. .4043, 3720.. 4109, 3761.. 3811, 

3762. .4178, 3840. .4226, 3848. .3895, 3851 .. 3898, . 3900 4220, 

3947. .4177, 3965. .4219, 3968. .4219, 3968. .4183, 3969.-4256, 

4034. .4186, 4035. .4226, 4106. .4225, 4173. .4265 



26944 
55828 
1 

OJ000113_28.0218.C7.o2.ts 

4646 

none 



Seq. ID OJ000113_28.0218.C7 



Strand 
End 

Method 

End 

Score 



5132 

TBLASTX: Soybean 

5126 

118 



4646. .4720, 4647. .4721, 4955. .5125, 4956. .5126 



26944 Seq. ID 

55828 Strand 

1 End 

OJ000113_28 . 02 18 . C7 . o2 . tm Method 

4 671 End 

none Score 



OJ000113_28.0218.C7 
5132 . 

TBLASTX: Maize 

5132 

83 



26977 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4671. .4721, 4955. .5131, 4956. .5132 



26945 Seq. ID 

55829 Strand 

1 End 

OJ000113^28 . 021'8 . C8 . ol . np Method 

1 End 

2739371 . — Score 
1..230 

(AC002505) unknown protein [Arabidopsis thaliana] 



OJ000113^_28.0218.C8 
+ 

2358 
AAT/NAP 
230 
225 



26945 
55829 
1 

OJ000113_28.0218.C8.o3.np 



Seq. ID OJ000113_28.0218.C8 

Strand + 

End 2358 

Method AAT/NAP ' 

End 886 

Score 109 



6069646 
1..24, 651. .886 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 l.dbj I BAA 90 639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative - non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 26945 'Seq. ID 

Gene No. '55829 Strand 

Start 1 End 

Name OJ000113_28 . 0218 . C8 . o2 . np Method 

Start 1 End 

GI 5852084 Score 

Exons 1..52, 560.. 649 

GI Descrip. (AL117264) zwh0007.1 [Oryza sativa] 



OJ000113_28.0218.C8 
+ 

2358 
AAT/NAP 
649 
73 



Seq. No. 26945 

Gene No. 55829 

Start 1 

Name OJ000113_28 . 0218 .C8 . ol .gs 

Start 33 

GI none 
Exons 



Seq. ID OJ000113_28.0218.C8 

Strand + 

End 2358 

Method -GENS CAN 

End 2358 

Score .91 



33. .183, 1245. .1345, 1524. .1649, 1773. .1872, 1967. .2358 



Seq. No. 


26945 






Seq. ID 


OJ000113_28.0218 


.C8 


Gene No. 


55830 






Strand 


+ 




Start 


3727 






End 


4201 




Name " 


OJ000113 28.0218 


C8.ol 


■ gp 


Method 


AAT/GAP 




Start 


3727 






End 


4201 




GI 


none 






Score 


934 




Exons 


3727. .4201 












Seq. No. 


26945 






Seq. ID 


OJ000113_28.0218 


.C8 


Gene No. 


55831 






Strand 






Start 


4739- 






End 


8081 




Name 


OJ000113 28.0218 


C8.o3 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


152 




GI 


none 






Score 


81 




Exons 


1..69, 2. .124, 3 


.152 











■26978 



Seq. No. 26945 . 

Gene No. 55831 

Start 4739 

Name OJ000113_28 . 0218 . C8~. o2 . ts 

Start 2 

GI none 

Exons 2.. 127, 3.. 152 

Seq.- No. 26945 

Gene No. 55831 

Start 4739 

Name OJ000113_28 . 0218 . C8 . o4 . tm 

Start 2097 

GI none 

Exons 2097.. 2198, 2098.. 2262, 2241, 
3246.. 3350, 3251.. 3361, 3254, 
3874. .4059 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_28.0218.C8 
8081 

TBLASTX: Soybean 

152 

249 



Seq. ID OJ000113_28.0218.C8 
Strand 

End 8081 
Method TBLASTX : Maize 
End 4059 
Score 133 

.2354, 2242.. 2355, 3246.. 3350, 
.3355, 3861. .4028, 3865. .4035, 



Seq, No. 


26945 


Gene No. 


55831 


Start 


4739 


Name 


OJ000113 28 


Start 


3307 


GI 


3046995 


Exons 


3307. .3374, 


GI Descrip. 


(AF056717) 


Seq. No. 


26945 


Gene No.' 


55831 


Start 


4739 


Name 


OJ000113 28 


Start 


4739 


GI 


none 


Exons 


4739. .5013, 


Seq. No. 


26945 


Gene No. 


55831 


Start 


4739 


Name 


OJ000113 28 


Start 


4740 


GI 


none 


Exons 


4740. .5015, 




6774. .7016, 



.0218.C8.o4.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



,4811.. 4920, 6756.. 7350, 
ash212 [Homo sapiens]- 



OJ000113_28.0218.C8 
8081 

AAT/NAP - 
8081 
213 

7705. .7885, 8039. .8081 



28.0218.C8.o2.tm 



4747. 
6778. 



5007, 
7023, 



4886. 
6785. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_28.0218.C8 

8081 
GENSCAN 
7725 
.76 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5014, 
.7018 



OJ000113_28.0218.C8 
8081 

TBLASTX: Maize 
7023 
305 

6754.. 6783, 6755.. 6787, 



Seq. No. 


26945 








Seq. ID 


OJ000113_28.0218 


.C8 


Gene No. 


55831 








Strand 






Start 


4739 








End 


8081 




Name 


OJ000113 28 


.0218 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6823 








End 


7053 




GI 


none . 








Score 


100 




Exons 


6823. .7053, 


6845 


. .7033 










Seq. No. 


26945 








Seq. ID 


OJ000113_28.0218 


.C8 


Gene No. 


55831 








Strand 






Start 


4739 








End 


8081 




Name 


* OJ000113 28 


.0218 


,C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7036 








End 


7395 





26979 




GI 


none 






Score 


207 


Exons 


7036.. 7257, 7036 


. .7290, 


7070. 


.7285, 7345. .7395, 7356.-7376 


Seq. No. 


26945 






Seq. ID 


OJ000113 28. 0218. Co 


Gene No. 


55831 






Strand 




Start 


4.7 39 






End 


8081 


Name 


OJ000113 28.0218 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


7057 






End 


7290 


GI 


none 






Score 


116 


Exons 


7057.. 7239, 7058 


. .7201, 


7228. 


.7290 




Seq. No. 


26946 






Seq. ID 


OJU0011J 28.0zlo.Cy 


Gene No. 


55832 






Strand 


+ 


Start 


226 






End 


7 12 


Name 


OJ000113 28.0218 


.C9.ol. 


gs 


Method 


GEN SCAN 


Start 


226 






End 


7 12 


GI 


none 






Score 


. 83 


Exons 


226.. 350, 652.. 712 








Seq. No. 


26946 






Seq. ID 


OJ000113_28.0218.C9 


Gene No. 


55833, 






Strand 




Start 


1513 






End 


3640 


Name 


OJ000113 28.0218 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


1513 






End 


3640 


GI 


none 






Score 


. 6 


Exons 


1513.. .1597, 1732 


. .2058, 


2459. 


.2538, 3175. .3495, 3575. .3640 


Seq. No. 


26946 






Seq. ID 


OJ000113_28.0218.C9 


Gene No. 


55833 






Strand 




Start 


1513 






End 


3640 


Name 


OJ000113 28.0218 


.C9.ol. 


gp 


Method 


AAT/GAP 


Start 


1741 






End 


2173 


GI 


14649 2.R1084 






Score 


750 


Exons 


1741. .2173 










GI Descrip. 


'1825645 2.0e-27 


(U88173) weak similarity to Arabidopsis 




thaliana ubiquitin-like 


protein 8 [Caenorhabditis elegans] 


Seq.. No. 


26946 






Seq'. ID 


OJ000113_28.0218.C9 


Gene No. 


55833 \ 






Strand 




Start 


1513 






End * 


3640 


Name 


OJ000113 28.0218 


.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1755 






End 


2017 


GI 


none 






Score 


45 


Exons 


1755.. 1964, 1763 


. .1819, 


1766. 


.2017, 1848. .1964 


Seq. No. 


26946 






Seq. ID 


OJ000113_28.0218.C9 


Gene No. 


55833 






Strand 




Start 


1513 






End 


3640 


Name 


OJ000113 28.0218 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start • 


1787 






End 


2017 


GI 


none 






Score 


198 


Exons 


1787.. 2017, 1848 


. .1964 








Seq. No. 


26946 






Seq. ID 


OJ000113_28.0218.C9 


Gene No. 


55833 






Strand 




Start 


1513 






End 


3640 


Name 


OJ000113 28.0218 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 



26980 



Start 


1793 


End 


2017 




GI 


none 


Score 


143 




Exons 


1793. .2017, 1848. .1964 








Seq. No. 


26946 


■ i 

Seq. ID 


OJ000113_28'. 


0218. C9 


Gene No. 


55833 


Strand 






Start 


1513 


End 


3640 




Name 


OJ000113 28.0218.C9.ol.np 


Method 


AAT/NAP 




Start 


1796 


End 


2014 




GI 


6911856 


Score 


■ 375 




Exons 


1796.. 2014 








GI Descrip. 


(AL138649) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


26947 


Seq. ID 


OJ000113_28. 


0218. C10 


Gene No. 


55834 


Strand 


+ 




Start 


7381 


End 


7592 




Name 


OJ000113 28.0218.C10.ol.gp 


Method 


AAT/GAP 




Start 


7381 


End 


7592 




GI 


1631463 


Score 


310 




Exons 


7381.. 7592 








GI Descrip. 


4 680178/gb|AF111709.1 IAF111709 5.0e-81 


Oryza sativa 


subsp. 




indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 




retrotransposon, complete sequences; and unknown genes 


Seq. No. 


26947 


Seq. ID 


OJ000113_28. 


0218. C10 


.Gene No. 


55835 


Strand 


+ . 




Start 


8516 


End 


9283 




Name 


OJ000113 28.0218.C10.o3.np 


Method 


AAT/NAP 




Start 


8516 


End 


9283 




GI 


4680183 


Score 


198 




Exons 


8516.. 8584, 9192.. 9283 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


26947 


Seq. ID 


OJ000113_28. 


0218. C10 


Gene No. . 


55836 


Strand 






Start 


123 


End 


5614 




Name 


OJ000113 .28.0218.C10.ol.gs 


Method 


GENSCAN 




Start . 


123 . • ; 


-■;.End 


5.614 




GI - . 


none ' 


Score 


.73 




Exons 


123. .246, 1191. .1847, 2049. 


.2144, 2262 


..3911, 4083. 


.4183, 




4421. .4750, 4786. .5614 








Seq. No. 


26947 


Seq. ID 


OJ000113_28. 


0218. C10 


Gene No. 


55836 


Strand 






Start 


123 


End ■ 


5614 




Name 


OJ000113 28.0218. CIO. ol.np 


Method 


AAT/NAP 




Start 


1056 


End 


5614 




GI 


4680179 


Score 


7596 




Exons 


1056. .5614 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


26947 


Seq. ID 


OJ000113_28. 


0218. C10 


Gene No. 


55837 


Strand 






Start 


5864 


End 


13107 




Name 


OJ000113 28.0218.C10.o2.gs 


Method 


GENSCAN 




Start 


5864 


End 


13107 




GI 


none 


Score 


.62 





26981 



# 




Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5864. .6820, 7450. .7740, 8440. .8581, 10014 .. 10238 , 10331 10454 , 
11580. .11865, 12115. .12322, 12677.. 13107 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 28. 0218. C10 



13107 
AAT/NAP 
6754 
1349 



26947 
55837 
5864 

OJ000113_28. 0218. C10. o2.np 
5867 
5042448 
5867.. 6161, 6192.. 6754 

(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 

26947 Seq. ID OJ000113_28 . 0218 . C10 

55837 Strand 
5864 End 13107 

OJ000113_28 . 0218 . C10 . o2 . gp Method AAT/GAP 
8371 End 8581 

1631463 Score 322 

-8371. .8581 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



26947 Seq. ID 

55837 • Strand 

5864 ' End 

OJ000113_28. 0218. C10. o4.np Method 

9115 End 

5441880 Score 
9115.. 9176, 11985. .12996 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



OJ000113_28. 0218. C10 

13107 
AAT/NAP 
12996 
1207 



Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


• 15257 . . 








End 


.197.51 - - 




Name ■ _ 


'OJ000113 28, 


;0218, 


.CIO.08 


, tin 


Method 


TBLASTX: Maize 




Start " 


1080 








End 


1277 




GI 


none 








Score 


188 




Exons 


1080. .1277 














Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start ■ 


15257 








• End 


19751 




Name 


OJ000113 28, 


.0218, 


.C10.o7 


.tw - 


Method 


TBLASTX: Wheat 




Start 


1101 








End 


1433 




GI 


none 








Score 


63 




Exons 


1101. .1433, 


1122, 


. .1283, 


1300. 


.1341, 1326. .1406 




Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28. 


.0218, 


.ClO.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


1281 








End 


1880 




GI 


none 








Score 


263 





26982 




Exons 


1281.. 1721, 


1306. 


.1719, 


1719. 


.1880, 1726. .1872 




Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


-15257 








End 


19751 . 




Name 


OJ000113 28 


.0218. 


ClO.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1434 








End 


2060 




GI 


none 








Score 


390 




Exons 


1434 . .2060, 


1435. 


.2058 










Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28 


.0218. 


C10.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


• . 1929 








End 


2220 




GI 


none 








Score 


249 




Exons 


1929. .2219, 


1933. 


.2220 










Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 


™* 




Start 


15257 








End 


19751 




Name 


OJ000113 28 


.0218. 


C10.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2019 








End 


2279 




GI 


none 








Score 


159 




Exons 


2019.. 2279, 


2020. 


.2274 










Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 


— 




Start 


15257 








End 


19751 




Name 


OJ000113 28 


.0218. 


ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2043 








End 


2369 




GI 


none 








Score 


87 




Exons 


2043. .2186, 


2044. 


.2184, 


2187. 


.2369 






Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28 


.0218...C10.O3 


. tw 


Method 


TBLASTX: Wheat . 




Start - 


' 2067 "* - 








End 


2547 




GI 


none 








Score 


233 




Exons 


2067. .2546, 


2068. 


.2322, 


2100. 


.2501, 2374.. 2547 




Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28 


.0218. 


C10.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2550 








End 


17693 




GI 


none 








Score 


219 




Exons 


2550. .3059, 


2634. 


.2981, 


2641. 


.3027, 2869.. 3060, 17445.. 


17693 


Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28 


.0218. 


C10.O2 


. tm 


Method 


TBLASTX: Maize 




Start 


2769 








End ■ 


17975 




GI 


none 








Score 


42 




Exons 


2769. .3326, 


2923. 


.3024, 


3064. 


.3327, 17448. .17975, 17449 


. .1791 



26983 



Seq. No. 


Zby4 / 








Seq. ID 


UJ UUU 11-3 Zo.UZlO 


• Li u 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28. 


0218. 


C10.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


2808 








End 


17690 




GI 


none 








Score 


95 




Exons 


2808. .3053, 


17445 


..17690, 17539.. 17688 






Seq. No. . 


26947 








Seq. ID 


OJ000113_28.0218 


.C10' 


Gene No . 


55838 








Strand 






Start 


15257 • 








End . 


19751 




Name 


OJ000113 28. 


0218. 


CIO.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


3061 








End 


17999 




GI 


none 








Score r 


231 




Exons 


3061. .3324, 


3066. 






..3361, 17694. .17969, 17697 


. .17999, 




17719. .17970 












Seq. No. 


zby4 / 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No . 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


UJUUUIIj Zo . 


0218. 


ClO.ol. 


ts 


Method . 


TBLASTX : Soybean 




Start 


JU / D 








End 


18071 




GI 


none 








Score 


161 




.Exons 




3076. 


.3318, 


3354 


..3434, 3381. .3434, 3438. .3470, 




l//z4. .loU/1 














Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


bene no . 


55838 








Strand 






Start 


XOZO f 








End 


19751 




Name 


UJ UUU 1 1 J -do . 


0218. 


C10.o3. 


tm 


Method 


TBLASTX: Maize 




Start 










End 


18469 




GI 


none 








Score 


117 




Exons 




3390. 


.3737, 


3454 


..3813, 17994. .18467, 17997 


. .18143, 




18004. .18465 


, 18210. .18467, 


18293. .18469 




beq. no. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 .. 








Strand 






Start 


15257 








End 


-19751 




Name 


OJ000113 28. 


0218. 


C10.O4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3411 








End 


18530 




GI 


• none 








Score 


177 




Exons 


3411. .3893, 


3444. 


.3779, 


3454 


..3816, 18048. .18530, 18052 


. .18453 


beq. no. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28. 


0218. 


C10.O4. 


ts- 


Method 


TBLASTX : Soybean 




Start 


3543 








End 


18494 




GI 


none 








Score 


202 




Exons 


3543. .3857, 


18180 


. . 18494 










Seq. No. 


26947 








Seq. ID 


OJ000113_28.0218 


.C10 


Gene No. 


55838 








Strand 






Start 


15257 








End 


19751 




Name 


OJ000113 28. 


0218. 


C10.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


4056 








End 


19072 





26984 



GI 

Exons 



none Score 103 

4056. .4241, 4057. .4227, 4263. .4472, 4324. .4422, 18830 18 901, 
19019.. 19072 



End 

Method 
End 
Score 



Seq. No. 26947 

Gene No. 55838 ' 

Start 15257 

Name OJ000113_28 . 0218 . C10 . o7 . tm 

Start 4811 

GI none 

Exons 4811.. 5107, 4823.. 5107 

Seq. No. 26947 

Gene No. 55838 

Start' 15257 

Name OJ000113_28 . 0218 .C10.o8.tw 

Start 4988 

GI none 

Exons 4988. .5347, 4989. .5222, 5247. .5321 



Seq. ID OJ000113_28. 0218. C10 
Strand 

19751 

TBLASTX: Maize 
5107 
118 



Seq. ID OJ000113_28. 0218. C10 
Strand 

End 19751 

Method TBLASTX : Wheat 

End 5347 

Score 96 



Seq. No. 26947 

Gene No. 55838 

Start 15257 

Name OJ000113_28 . 0218 . C10 . o5 . tw 

Start 11758 

GI • none 
Exons 



Seq. ID OJ000113_28. 0218. C10 
Strand 

End 19751 

Method TBLASTX: Wheat 

End 12135 

Score 65 



11758. .11931, 11769. .11909, 11840 .. 11932 , 11956 .. 12132, 
11981. .12133, 11986.. 12135 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26947 
55838 
15257 

OJ000113_28. 0218. C10. o4.tm 

11833 

none 



Seq. ID OJ000113_28. 0218. C10 
Strand 

End 19751 

Method TBLASTX : Mai ze 

End 12429 

Score 214 



11833. .11904, 11951. .12424, 11962. .12429 



26947 < 

55838 . 
15257 

OJ000113_28 .0218 .C10. o5.np 

15257 

4539436 



Seq, ID OJ00.0113_28. 0218; C10 

Strand - * h .- " 

End 19751 

Method • AAT/NAP 

End 19751 

Score 937 



15257. .15276, 17435 .. 18965, 19281 .. 19326, 19708. .19751 
(AL049523) putative reverse-transcriptase-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



26947 
55838 
15257 

OJ000113_28. 0218. C10. o6.tm 

18734 

none 



Seq. ID OJ000113_28. 0218. C10 
Strand 

End 19751 

Method TBLASTX : Maize 

End 19369 

Score 67 



18734. .18820, 18 914 .. 19159, 19214 .. 19369, 19221.. 19319 



26948 
55839 



Seq. ID OJ000113_28.0218.C11 
Strand + 



26985 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



407 

AAT/NAP 
407 
120 



OJ000113_28 . 0218 . Cll . ol . np 
1 

6539567 
1..407 

(AP000836) EST C72938 (E2506) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



26949 Seq. ID 

55840 Strand 

57 End 
OJ000113_28 . 0218 . C12 . ol . gs Method 

57 End 

none Score 
57. .334 



OJ000113_28.0218.C12 
+ 

334 

GENSCAN 

3*34 

.99 



Seq. No. 


26949 




Seq. ID 


OJ000113_28.0218 


Gene No. 


55841 




Strand 


+ 


Start 


1892 




End 


2617 


Name 


OJ000113 28.0218.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1892 




End 


2617 


GI 


2335102 




Score 


332 


Exons 


189.2.. 2617 








GI Descrip. 


(AC002339) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


26949 




Seq. ID 


OJ000113_28.0218 


Gene No. 


55842 




Strand 




Start 


4028 




End 


4177 


Name 


OJ000113 28.0218.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


145 




End 


322 


GI 


none 




Score 


219 


Exons 


145. .291, 146. .322 








Seq. No. 


26949 




Seq. .ID 


OJ000113_28.0218 


Gene No. 


55842 




Strand 




Start . 


4028 




End / ■ 


■■4177 


Name 


OJ000113 28.0218.C12.o3 


. gs 


Method 


GENSCAN 


Start 


4028 




• End 


4177 


GI 


none 




Score 


.59 


Exons 


4028. .4177 









Seq. No. 26950 Seq. ID 

Gene No. 55843 Strand 

Start 2295 End 

Name OJ0001 13_28 .0218 . C13 . o3 . gs Method 

Start 2295 End 

GI none Score 
Exons 



OJ000113_28.0218.C13 
+ 

8729 
GENSCAN 
8116 
.63 



2295. .2480, 2950. .3206, 3256. .4003, 4229. .4660, 4715. .4924, 
4979. .5620, 5654. .6148, 6182. .6801, 6936. .7195, 7221. .8116 



Seq. No. 26950 Seq. ID 

Gene No. 55843 Strand 

Start 2295 End 

Name OJ000113_28 . 0218 .C13 . ol .np Method 

Start 4335 End 



OJ000113_28.0218.C13 
+ 

8729 

AAT/NAP 

8729 



26986 



GI 


4206306 






Score 


3000 




Exons 


4335.. 4378, 4849. 


.8729 










GI Descrip. 


(AF049110) prpol 


[Zea mays] 








Seq. No. 


26950 






Seq. ID 


OJ000113 28.0218 


.C13 


Gene No. 


55844 






Strand 


+ 




Start 


9181 






End 


10027 




Name 


OJ000113 28.0218. 


C13.o2 


.np 


Method 


AAT/NAP 




Start 


9181 






End 


10027 




GI 


5295955 






Score 


105 




Exons 


9181.. 9251, 9791. 


.9904, 


10009 


. .10027 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 












Seq. No. 


26950 






Seq. ID 


OJ000113_28.0218 


.C13 




55845 






Strand 


- 




Start 


832 






End 


1015 




Name 


OJ000113 28.0218. 


C13.o2 


. gs 


Method 


GEN SCAN 




Start 


832 






End 


1015 




GI 


none 






S core 






Exons 


832.. 957, 983.. 1015 










Seq. No. 








Seq. ID 


OJ000113_28.0218 


.C13 


niono Mo 


JJOIU 






Strand ■ 






Start 


JUJl 






End 


5410 




Name 


OJ000113 28.0218. 


C13.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


5051 






End 


5410 




GI 


t"i on o 






Score 


DO 




Exons 




. J ft U _? , 


5234. 


.5410 






Seq. No. 


26950 






Seq. ID 


OJ000113_28.0218 


.C13 


CZa n o Mo 


55847 






Strand 






Start 


5612 






End 


6097 




Name 


OJ000113 28.0218. 


C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5612 






End 


6067 




GI 


none 








4 J3 




Exons 


5612.. 6067, 5662. 


.6066 










Seq. No. 


26950 






Seq. ID 


OJ000113_28.0218 


-C13 


^0110 Mo 


55847 






Strand 






Start 


5612 






End 


6097 




Name 


OJ000113- 28.0218. 


C13.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5740 






End 


6097 




GI 


none 






Score 


428 




Exons 


5740. .6096, 5741. 


.6097 










Seq. No. 


26950 






Seq. ID 


OJ000113_28.0218 


.C13 


CoriQ Mo 


55848 






Strand 






Start . 


6125 






End r 


6612 




Name 


OJ000113 28.0218. 


C13'.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6125 






End 


6508 • 




GI 


none 






Score 


392 




Exons 


6125.. 6508, 6166. 


.6495 










Seq. No. 


26950 






Seq. ID 


.OJ000113_28.0218 


.C13 


Gene No. 


55848 






Strand 






Start 


6125 






End 


6612 - 





26987 



Name 


OJ000113 28 


.0218 


.C13.o2. 


tw 


• Method 


TBLASTX: Wheat 




Start 


6181 








End 


6601 




GI 


none 


* 






Score 


441 




Exons 


6181. .6495, 


6182 


. .6601, 


6284. 


.6499 






Seq. No. 


26950 








Seq. ID 


OJ000113_28.0218 


.C13 


uene lno . 


C C O A O 








O u rcaiiu 






Start 


6125 








.End 


6612 




Name 


OJ000113 28 


.0218 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6227 








End 


6612 




GI 


none 








Score 


289 




Exons 


6227. .6610, 


6277 


. .6507, 


6535. 


.6612 






Seq. No. 


26950 








Seq. ID 


OJ000113_28.0218 


.C13 












C 4- va -n H 
OtI cUlU 






Start 


6877 








End 


7309 




Name 


OJ000113 28 


.0218 


.C13.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6877 








End 


7309 




GI 


none 








Score 


316 




Exons 


6877. .7224, 


6878 


. .7309 










Seq. No. 


26950 








Seq. ID 


OJ000113_28.0218 


.C13 




JJO JU 








0 4- v- -a nr i 






Start 


7508 








End 


8134 




Name 


OJ000113 28 


.0218 


.C13.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7508 








End 


7969 




GI 


none 








Score 


382 




Exons 


7508. .7969, 


7555 


. .7830, 


7876. 


.7968 






Seq. No. 


26950 








Seq. ID 


OJ000113_28.0218 


.C13 


bene ino . 


ccocn 
jjOOU 








O L IT dlld 






Start 


7508 








End 


8134 




Name 


OJ000113 28 


.0218 


.C13.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


•7619 








End 


8008 




GI 


none 








Score 


258 




Exons 


7619. .8008, 


7663 


. .7830, 


7876. 


.8007 






Seq. No. 


■26950 








Seq. ID 


' OJ000113_28.0218 


.C13 


VJCilC LNU ■ 


JJO JU 








c f- v^nH 

OLI allH 






Start 


7508 








End 


8134 




Name 


OJ000113 28 


.0218 


.C13.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7781 








End 


8134 




GI 


none 








Score 


94 




Exons 


7781. .7924, 


7810 


. .7923, 


7931. 


.8134 






Seq. No. 


26950 








Seq. ID 


OJ000113_28.0218 


.C13 


bene lno . 


jjOjU 








Q+- ranH 

oLidnu 






Start 


7508 








End 


8134 




Name 


OJ000113 28 


.0218 


.C13.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


7970 








End 


8115 




GI 


none 








Score 


201 




Exons 


7970. .8113, 


7972 


. .8115 










Seq. No. 


26950 








Seq. ID 


OJ000113_28.0218 


.C13 


Gene No. 


55851 








Strand 






Start 


8169 








End 


8411 




Name 


OJ000113 28 


.0218 


,C13.o5. 


tm 


Method 


TBLASTX: Maize 





26988 



# • 



Start 


8169 




End 


8411 


GI 


none 




Score 


187 


Exons 


8169. .8411 








Seq. No.. 


26951 




Seq. ID 


OJ000113 28.0218~.C14 


Gene No. 


55852 




Strand 


+ 


Start 


516 




End 


. 934 


Name 


OJ000113_28.0218.C14.ol 


.np 


Method 


AAT/NAP 


Start 


516 




End 


934 


GI 


6721560 




Score 


118 


Exons 


516. .934 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi | 6815085 | dbj | BAA90371 


.11 


(AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


26951 




Seq. ID 


OJ000113_28.0218.C14 


Gene No. 


55853 




Strand 




Start 


480 




End 


959 


Name 


OJ000113 28.0218.C14.ol 


.gs 


Method 


GENSCAN 


Start 


480 




End 


959 


GI 


none 




Score 


.42 


Exons 


480. .815, 894.-959 








Seq. No. . 


26952 




Seq. ID 


OJ000113_28.0218.C15 


Gene No. 


55854 




Strand 


+ . 


Start . 


2407 




End 


7 616 


Name 


OJ000113 28-.0218.C15.o2 


.np 


Method 


AAT/NAP 


Start 


2407 




End 


6457 


GI 


4680183 




Score 


128 


Exons 


2407.. 2433, 6366.. 6457 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218.C15 


Gene No. 


55854 , . 




Strand 


+ 


Start 


2407 




End 


7616 


Name 


OJ000113 28.0218.C15.o3 


.np 


Method 


AAT/NAP 


Start 


6229 




End 


7616 


GI 


3191997 r 




Score 


'77, ' - \ 


Exons 


6229.. 6345, 7121.. 7616 








GI Descrip. 


(AL023797) hypothetical 


protein SC2E1. 


21 [Streptomyces 




coelicolor] 








Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218.C15 


Gene No. 


55855 




Strand 


+ 


Start 


.7713 




End 


8329 


Name 


OJ000113 28.0218.C15.o4 


.np 


Method 


AAT/NAP 


Start 


7713 




End 


8329 


GI 


6721559 




Score 


483 


Exons 


7713.. 8167, 8199.. 8329 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 




gi | 6815084 | dbj | BAA90370 


.11 


(AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218.C15 


Gene No. 


55856 




Strand 


+ 


Start 


8816 




End 


13853 


Name 


OJ000113 28.0218.C15.o3 


. gs 


Method 


GENSCAN 



26989 



# 



# 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

.GI" 

•Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8816 . End 11536 

none Score .8 

8816.. 8931, 8999.. 9035, 9322, .9399, 9771.. 10017, 10959.. 11536 



26952 
55856 
8816 

OJ000113_28.0218.C15.o5.np 

9997 

5852179 



Seq. ID OJ000113_28.0218.C15 

Strand + 

End 13853 

Method AAT/NAP 

End 13853 

Score 393 



9997.. 10017, 11005.. 11216, 11291 11522, 13768. .13853 
(AL117265) zhb0009.1 [Oryza sativa] 



26952 
55857 
377 

OJ000113_28.0218.C15.ol.gs 

377 

none 



Seq. ID OJ000113_28.0218.C15 

Strand - 

End 6203 

Method GEN SCAN 

End 6203 

Score . 65 



377. .825, 961. .4492, 4506. .4931, 5078. .5228, 5958. .5994, 
6173.. 6203 



26952 
55857 
377 

OJ000113_28 . 0218 .C15 . ol . np 
380 

4680179 
380.. 4931 . 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000113_28.0218.C15 
-Strand 

End 6203 : 

Method AAT/NAP 

End 4931- 

Score 6601 



26952 
55858 
7319 

OJ000113_28.0218.C15.o2.gs 

7319 

none 



Seq. ID OJ000113_28.0218.C15 
Strand 

End 8286 

Method GEN SCAN 

End 8286 

Score .71 



7.319.y;7-457> 7501.. 7566, 7631 .. 7823/ 8178 .. 828.6 



Seq. ID OJ000113_28.0218.C15 
Strand 

End 9375 - 

Method AAT/GAP 

End 9375 

Score 426 



26952 
55859 
9107 

OJ000113_28.0218.C15.ol.gp 
9107 

61605_1.R1084 
9107. .9375 . 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ' 

26952 Seq. ID OJ000113_28 . 0218 . C15 

55860 Strand 

10355 End 11091 

OJ000113_28.0218.C15.o3.gp Method AAT/GAP 

10355 > End 11091 

101153_1.R1084 Score 402 

10355. .10605, 11053.. 11091 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 



26990 



# V • ... 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218. 


C15 


Gene No. 


•55861 : ' 




Strand 


- 




Start 


12421 




End 


15566 




Name 


OJ000113 28.0218.C15.o8 


. tm 


Method 


TBLASTX: Maize 




Start 


372 




End 


616 




GI 


none 




Score 


40 




Exons 


372. .428, 407. .601, 416 


. .616 








Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218. 


C15 


Gene No. 


55861 




Strand 


- 




Start 


12421 




End 


15566- 




Name 


,OJ000113 28.0218.C15.o6 


.tw 


Method 


TBLASTX : Wheat - 




Start 


390 




End 


758 






none 




Score 


36 




Exons 


390. .443, 425. .757, 446 


. .730 


, 543.-758 






Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218. 


C15 


Gene No. 


55861 




Strand 


- 




Start 


12421 




End 


15566 




Name 


OJ000113 28.0218.C15.ol 


. tm' 


•Method 


TBLASTX: Maize 




Start 


617 




' End 


1204 




GI 


none 




Score 


222 




Exons 


617.. 1045, 618.. 1043, 1043.. 


1204, 1050 


..1196 ' ' 




Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218. 


C15 


Gene No. 


55861 




Strand 


- 




Start 


12421 




End 


15566 




Name 


OJ000113 28.0218.C15.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


758 




End 


1384 




GI 


none 




Score 


'317 




Exons 


758. .1384, 759.. 1379 










Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218.. 


C15 


Gene No. 


55861 




Strand 


- 




Start 


12421 




. End 


15566 




Name. 


OJ000113 28.0218.C15.o4 


. tm 


Method 


TBLASTX: Maize * 




Start 


1253 




End 


1544 




GI 


none 




Score 


221 




Exons 


1253.. 1543, 1257.. 1544 










Seq. No. 


26952 




Seq. ID 


OJ000113_28.0218. 


C15 


Gene No. 


55861 




Strand 


- 




Start 


12421 - 




End 


15566 




Name 


OJ000113 28.0218.C15.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1343 




End 


1603 




GI 


none 




Score 


158 




Exons 


1343.. 1603, 1344.. 1598 










Seq. No. 


26952 




Seq. ID 


OJ000113_28.'"0218. 


C15 


Gene No. 


55861 




Strand 






Start 


12421 




- End 


15566 




Name 


OJ000113 28.0218.C15.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1394 




End 


1924 ' 




GI 


none 




Score 


230 




Exons 


1394.. 1708, 1395.. 1646, 


1396 


..1647, 1427. .1711, 1706. .1924 



26991 



oeq. no. 


z oyoz 








Seq. ID 


OJ000113_28.0218 


.C15 


Gene No. 


55861 








Strand 






Start 


12421 








End 


15566 . 




Name 


OJ000113 28 


.0218 


.C15.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1964 








End 


2317 ' 




GI 


none 








Score 


52 




Exons 


1964. .2317, 


1971 


. .2009, 


1972. 


.2265, 1979. .2275, 2049.. 2315 


oeq . no • 


Z O Z73Z 








Seq. ID 


OJ000113_28.0218 


.C15 


Gene No. 


55861 








Strand 






Start 


12421 








End 


15566 




Name 


OJ000il3 28 


.0218 


.C15.o2 


.tw ' 


Method 


TBLASTX: Wheat 




Start 


1964 








End" 


2389 




GI 


none 








Score 


45- 




Exons 


1964. .2389, 


1971 


. .2003, 


1979. 


.2350, 2049.'. 2381 




Oclj. LN U ■ 










Seq. ID 


OJ000113_28.0218 


.CIS 


Gene- No. 


.55861 








Strand 






Start 


12421 








Hii ivj. 


1 R 




Name 


OJ000113 28 


.0218 


.015. p3 


.ts . 




■ TRT Zi^lTV * Qn\;hpan 
l O J_irlO 1 A • ouyjJcali 




Start 


2138 








Jill CI 


9 ^ ft ? 




GI 


none 










p n ft 




Exons 


2138. .2383 














064. NO. 


Z 0 :Oz 








Seq. ID 


OJ000113_28.0218 


.CIS 


Gene No. 


55861 








Strand 






Start 


12421 








End 


15566 




Name 


OJ000113 28 


.0218 


.C15.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


2354 








End 


2854 




GI 


none 








Score 


75 




Exons 


2354. .268.9, 


2472 


. .2603, 


2675. 


.2854 






Qa/t Ma 
Dc4 * LNU • 


Z O _7 -J Z 








Seq. ID 


OJ000113_28.0218 


.CIS 


Gene No. 


55861 








Strand 






Start 


12421 • 








. End 


15566 




Name 


OJ000113 28 


.0218 


.C15.o5 


. twv^/ V 


, Method 


TBLASTX: Wheat 




Start . 


2390 






End 


2692 




GI 


none 








Score 


214 




Exons 


2390. .2692, 


2391 


. .2660, 


2399. 


.2692 - 






O C (4 • LN O • 


Z O .73 Z 








Seq. ID 


OJ000113_28>0218 


.C15 


Gene No. 


55861 








Strand 






Start - 


12421 








End 


15566 




Name 


OJ000113 28 


.0218 


.CIS.ol. 


.ts' 


Method 


TBLASTX: Soybean 




Start 


2405, 








End 


2800 




GI 


none 








Score 


140 




Exons 


2405. .2764, 


2415 


. .2660, 


.2621. 


.2764, 2756.. 2800, 2768.. 2800 


Seq. No. 


26952 








Seq. ID 


OJ000113_28.0218 


.CIS 


Gene No. 


55861 








Strand 






Start 


12421 








End 


15566 




Name 


OJ000113 28 


.0218 


,C15.o4, 


.tw 


Method 


TBLASTX: Wheat 




Start 


2741 








End 


3226 




GI 


■ none 








Score 


248 




Exons 


2741. .3226, 


2784 


. .3119 ' 











26992 



Seq. No. 


26952 






Seq. ID 


OJ000ll3_28 . 0218.C15 




55861 






Strand 




Start . 


12421 






End 


15566 


Name 


OJ000113 28. 


0218.C15.o5 


;tm 


Method 


. TBLASTX: Maize .■ 


Start 


2922 






End 


3211 


GI . 


none 






Score 


135 


Exons 


2922. .3113, 


2924. .3211, 


3140 


..3211 




Seq. No. 


' 26952 






.Seq. ID 


OJ000113_28.0218.C15 


ftpnp No 


55861 






Strand 




Start 


12421" 






End 


15566 


Name 


OJ000113 28. 


0218.C15.o7 


. tw 


Method' ' 


TBLASTX: Wheat 


Start 


3398 






End 


3802 


GI 


none 






. Score 


65 


Exons 


3398. .3571, 


3429. .3506, 


3457 


..3507, 3575.. 3802, 3633.. 3752 


Seq. No. 


26952 






Seq. ID 


OJ000113 28.0218.C15 


Gene No . 


55861 






Strand 




Start 


12421 






- End 


15566 


Name 


OJ000113 28. 


0218.C15.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


3485. 






End 


3805 


GI 


none 






Score ' 


75 


Exons 


3485. .3805, 


3660. .3752 








Seq. No. 


■ 26952 






Seq. ID 


OJ000113_28.0218.C15 




55861 






Strand 




Start 


12421 






End ; - ' 


15566 


Name 


OJ000113 28. 


0218.C15.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


4163 






. End 


4417 


GI 


none 






Score 


101 


Exons 


4163. .4417, 


4272. .4409 








Seq. No. 


26952 






Seq. ID 


OJ000113_28.0218.C15 


Gone No 


55861 






Strand ' 




Start 


12421 






End 


15566 


Name 


OJ000113 28. 


0218.C15.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


4343 






End 


4703 


GI . ■ - 


none . 






■ Score . 


54 


Exons 


4343. .4417, 


4347. .4418, 


4407 


..4484, 4429. .4698, 4512. .4703 


Seq. No. 


26952 






Seq. ID 


OJ000113_28.0218.C15 


Gene No. 


55861 






Strand 




Start 


12421 






End 


15566 


Name 


OJ000113 28. 


0218.C15.o4 


.gs 


Method 


.GENSCAN 


Start 


12421 






- End 


15566 


GI 


none 






Score 


.84 


Exons 


12421. .12738 


, 13052. .13387, 


13414. .13869, 13962 .. 14 92 9, 




15015.'. 15220, 15251. .15354, 


15394.. 15566 


Seq. No. 


26953 • 






Seq. ID 


OJ000113_28.0218.C16 


Gene No. 


55862 






Strand 


+ 


Start 


1 






End 


7776 


Name 


OJ000113 28. 


0218.C16.o3 


.np 


Method 


AAT/-NAP 


Start 


1 






End 


7776 


GI 


4680183 






Score 


176 


Exons 


1..81, 7005. 


.7079, 7687 


. .7776 





GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



26993 




Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218.C16 


Gene No. 


55863 


Strand 


+ 


Start 


9054 . ■ . 


End 


9678 


Name 


OJ000113 28.02i8.C16.o4.np 


Method 


AAT /NAP 


Start 


.9054 


End 


9678 


GI 


6721559 ' 


Score 


381 


Exons 


9054. .9524, 9553. .9678 






GI Descrip. * 


(AP001073) hypothetical protein [Oryza 


sativa] 




gi| 6815084 |dbj IBAA90370.il (AP001081) 


hypothetical protein 




[Oryza sativa] ' 






oeq. no. 


26953 


Seq. ID 


OJ000113 28.0218.C16 


Gene No. 


55864 


Strand 


+ 


Start 


14481 


End 


15759 ". > 


Name 


OJ000113 28.0218.C16.o3.gs 


Method 


GENSCAN 


Start 


14481 


End - 


15759 


GI 


none 


Score 


.78 


Exons 


14481. .14708, 15110. .15280, 


15553.. 15759 


Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218 .C16 


Gene No. ' 


55864 ' ' 


. Strand 


+ 


Cfa r--|- 


14481 


End 


15759 


Name 


OJ000113 28.0218.C16.o5.np 


Method 


AAT /NAP 


Start 


15013 


End 


15039 


GI . ' 


484643 • 


Score 


9 


Exons 


15013.. 15039 






GI Descrip.. 


proline-rich cell wall protein - carrot gi 1470322 (L01775) 




proline-rich protein [Daucus 


carota] 




Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218.C16 




55865 


Strand 




Start 


729 


End 


5130-' 


Name 


OJ000113 28.0218.C16.ol.np 


Method 


AAT /NAP 


Start 


566 


, End 


5130 


GI 


4680179 


Score 


7678 


Exons 


566.. 5130 






GI Descrip.- 


(AF111709) polyprotein [Oryza sativa subsp. indica] 


Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218.C16 


bene ino . 


55865 


Strand 




Start 


729 . 


End 


5130 


Name 


OJ000113 28.0i218.C16.ol.gs 


Method 


GENSCAN 


Start 


729. 


End . 


5130 


GI . 


none 


Score 


.6 - 


Exons ' 


729.. 1377, 1420.. 2043, 2052. 


.27.60, 2811... 3695, 3933.. 4133, 




4170. .4302, 4384. .5130 






Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218.C16 


Gene No. 


55866 


Strand 




Start 


5371 


End 


12868 


Name 


OJ000113 28.0218.C16.o2.gs 


Method 


GENSCAN 


Start 


5371 


End 


12868 


GI 


none 


Score 


.77 


Exons 


5371.. 6300, 6932.. 6983, 7491 


..7682, 8506. .8646, 9000. .9242, 




9536.. 9600, 9947.. 10292, 10725 .. 10.777 , 


12507. .12543, 



12834. .12868 



26994 



Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218 


.C16 


Gene No. 


55866 


Strand 






start 


5371 


End 


12868 




Name 


OJ000113 28.0218.C16.o2.np 


Method 


AAT/NAP 




Start 


5374 


End 


6234 




GI 


5042448 


Score 


1348 




Exons 


5374. .6234 








GI. Descrip. 


(AC007789) putative ORFO protein, of RIRE8B gypsy-type 






.retrotransposon [Oryza- sativa] 








Seq. No. 


26953 


Seq. ID 


OJ000113 28.0218 




Gene No. 


55866 


Strand 






Start 


5371 


End 


12868 




Name 


OJ000113. 28.0218.C16.ol.gp 


Method 


AAT/GAP . . 




Start 


12302 


End 


12831 




GI 


3107106 


Score 


480 




Exons 


12302. .12543, 12780.. 12831 








Seq. No. 


26953 


Seq. ID 


OJ000113_28 .0218 


. Lib 


Gene' No. 


55867 


Strand 






Start " 


17420" 


Enjd 


17684 




Name 


OJ000113 28.0218.C16.o5.tw 


Method ' 


TBLASTX: Wheat 




Start 


611 


End 


945 




GI 


none. 


Score 


50 - - 




Exons 


■ 611. .772, 768. .944, .778. .852, 


837. .917 


/ 874. .945 




Seq. No. 


26953 


Seq. ID 


OJ000113 28.0218 


pi (Z 

. Lib 


Gene No. 


55867 


Strand 






Start 


17420 


End 


17684 




Name 


OJ000113 28.0218.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


792 


End 


1391 




GI 


none 


Score 


239 




Exons 


792.. 1232, 805.. 1230, 1230.. 1391, 1237 


..1383 




Seq. No. - 


26953 


Seq. -ID 


OJ000113_28 . 0218 


pi c. 
. Li 0 


Gene No. 


55867 


Strand 






Start 


•17420 


End 


17684 . . 




Name 


' OJ000113 28.0218.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


945 


End 


1571 




GI 


none 


Score' 


377 




Exons 


945.. 1571, 946.;1569 








Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218 


r* i c 
. LI 0 


Gene No. 


55867 


Strand 






Start 


17420 


End 


17684 




Name 


OJ000113 28.0218.C16.o3.tm 


Method 


TBLASTX: Maize 




Start 


1440 


End 


1731 




GI 


none 


Score 


226 




Exons 


,1440.. 1730, 1444>.. 1731 








Seq. No. 


26953 


Seq. ID 


OJ000113_28.0218 


.C16 


Gene No. 


55867 


Strand 






Start 


17420 


End 


17684 




Name 


OJ000113 28.0218.C16.o2.ts 


Method 


TBLASTX : Soybean 




Start 


1530 


End 


1790 




GI 


none 


Score 


157 





26995 




T* 1 von q 


1530 17<50 


1531 


1785 












- 








OJ000113 28 0218 C16 


Gene No. 


' 55867 








Strand 




Start 


17420 








•End 


17684 ^ 


LNCLILIG 


OJ000113 28 


.0218 


. C16. ol 


. tc 


Method 


TBLASTX : Cress ' 


O Lai u 


1554 _ 

X J J *4 








End 


■1871 




none 








Score 


91 




1554 1697 


1555 


1695, 


1698 . 


. 1871 




Oc4< LN • 


26953 








Seq. ID 


OJ000113 28 0218 C16 


Gene. No. 


55867 








Strand 




Start 


17420 








End - 


17684 . 


Name 


OJ000113 28 


. 0218 


. C16. o3 


. tw 


Method 


TBLASTX : Wheat 




1578 _ 








End 


2006 




none 








Score 


245 


Pvnn q 


1578 2006 


1579 


1833, 


1611 . 


.1976, IE 


385 . .1992 




26953 








Seq-. ID 


OJ000113 28 0218 C16 


Gene" No. 


55867 . 








Strand 




Start 


17420 








• End 


17684 




OJ000113 28 


. 0218 


.C16.o2 


. tw 


Method 


TBLASTX* Wheat ' 




2057 ~~ 








End 


2566 




none 








Score 


241 


Pvnn q 


2057 2566 

C.KJ *J f • . <J, \J\Jf 


2141 


2488 


2223 


.2534 




Qon .. .Wo ■ 

OC^i. IN U • 


9fiQ53 

t U J J J 








q PfT Tn 

tD . X U 


OJ000113 28 0218 C16 


Gene No. 


55867 








Strand' 




Start 


17420 








End 


17684 


LN alLlC 


O.T0001 13 28 


. 0218 


. C16.o2 


. tm 


Method 


TBLASTX: Maize 


Cf art - 
O L. CIX U 


2129 _ 








End 


2494 




n on o 
nunc 








Score 


145 ■ 


F* von <5 


2129 2440 


2136 


. .2333, 


2141. 


.2494, 2226.. 2492 


*^err - Nn ' 


26953 








Seq. ID 


OJ000113_28.0218.C16 


Gene No. 


55867 








Strand 




Start 


17420 








End 


17684 


Name 


OJ000113 ; 28 


. 0218 


;C16.o3 


its 


Method 4 
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gi I 55.7851 1 emb | CAA86204 | (Z38062) orf, len: 993, CAI : 0.16 
possible ATP dependent RNA helicase [Saccharomyces cerevisiae] 
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corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza* sativa] . 



26961 
55875 
23 

OJ000113_25.0223.C2.o2.np 
.8-8.4 ■ . 

6729552 
884. .1071 

(AL132977) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000113_25.0223.C2 

Strand +■ 

End 14 63 

Method AAT/NAP 

End 1071 

Score ' ' 93 



26961 - 
55876 
1 

OJ000113_25.0223.C2.o3.np 
1 

6539588 
1..70, 1078. .1387 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ000113 25. 0223. C2 



1387 
AAT/NAP 
1387 
214 



26961 
55876 

i . . ; : 

OJ000li3_25 . 0223 . C2vpl . gs 

533 

none 

533. .666, 909. .1010, 1285. 

26962 
55877 
698 

OJ000113_25.0223.C3.ol.gs 

698 

none 

698. .920, 1233. .1456 

26962 
55877- 
698 

■OJ000113_25.0223-C3.ol.np 
698 

4416302 
■-6-98.. 1511 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1356 

Seq. ID 
Strand 
• End 
Method 
End 
Score 



Seq- ID 

Strand 

End 

Method 

End 

Score 



OJ000113_25.0223.C2 

1387 . ■ . 
GENS CAN , - 
1356 
.63 



OJ000113__25.0223.C3 

1511 
GENSCAN. 
1456 
.87 



OJ000113_25.0223.C3 

1511 
AAT/NAP 
1511 
832 



27000 



